Start 


31362 




End 


31634 




GI 


none 




Score 


133 




Exons 


31362. .31499, 31367 


. .31498, 


31506. .31634 




Seq. No. 


50458 




Seq. ID 


OJ990630J.3.0421 


.C7 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


32420 




End 


32860 




GI 


none 




Score 


77 




Exons 


32420. .32551, 32431 


. .32565, 


32544. .32708, 32552 .. 32779, 






32554. .32718, 32774 


. .32851, 


32777. .32860, 32785.. 32859 




Seq. No. 


50458 




Seq. ID 


OJ990630_13.0421 


.C7 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


32852 




End 


33232 




GI 


none 




Score 


45 




Exons 


32852. .32902, 32918 


. .33232, 


32929. .33204 




Seq. No. 


50458 




Seq. ID 


OJ990630_13.0421 


.C7 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


32870 




End 


34187 




GI 


none 




Score 


47 




Exons 


32870. .33055, 32874 


. .32966, 


32875. .33255, 3287 6 .. 33250, 






33010. .33255, 33464 


. .33529, 


33486. .33656, 33514 .. 33720, 






33578. .33730, 33601 


. .33726, 


33732. .34013, 33733 .. 34029, 






33754. .34077, 34050 


. .34070, 


34073. .34111, 34077. .34106, 






34157. .34183, 34158 


. .34187 








Seq. No. 


50458 




Seq. ID 


OJ990630JL3.0421 


.C7 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


.08. gs 


Method 


GENSCAN 




Start 


33886 




End 


35721 




GI 


none 




Score 


.41 




Exons 


33886. .34085, 35471 


. .35567, 


35683. .35721 




Seq. No. 


50459 




Seq. ID 


OJ990630_13.0421 


.C8 


Gene No. 


107120 




Strand 


+ 




Start 


177 




End 


672 




Name 


OJ990630 13. 0421. C8 


.ol .gs 


Method . 


GENSCAN 




Start 


177 




End 


672 




GI 


none 




Score 


.88 




Exons 


177. .672 










Seq. No. 


50459 




Seq. ID 


OJ990630_13.0421 


.C8 


Gene No. 


107121 




Strand 


+ 




Start 


1776 




End 


3029 




Name 


OJ990630 13. 0421. C8 


. o2 ,gs 


Method 


GENSCAN 




Start 


1776 




End 


3029 




GI 


none 




Score 


.43 




Exons 


1776. .1824, 1916. .2011, 2103 


..2180, 2272. .2454, 2515. .2880 



3019. .3029 



52001 



Seq". No. 


50459 


Seq. ID 


OJ990630 


Gene No. 


107122 


Strand 


+ 


Start 


3466 


End 


6649 


Name 


OJ990630 13.0421.C8.o3.gs 


Method 


GENSCAN 


Start 


3466 


End 


6649 


GI 


none 


Score 


.55 


Exons 


3466. .3692, 4085. .4192, 4460 


i. .4519, 6580. .6649 


Seq. No. 


50459 


Seq. ID 


OJ990630 


Gene No. 


107122 


Strand 


+ 


Start 


3466 


End 


6649 


Name 


OJ990630 13.0421.C8.ol.gp 


Method 


AAT/GAP 


Start 


4484 


End 


5082 


GI 


none 


Score 


810 


Exons 


4484. .4519, 4602. .4677, 4762 


. .5082 




Seq. No. 


50459 


Seq. ID 


OJ990630 


Gene No. 


107123 


Strand 


+ 


Start 


9311 


End 


18909 


Name 


OJ990630 13.0421.C8.o5.gs 


Method 


GENSCAN 


Start 


9311 


End 


18909 


GI 


none 


Score 


.59 


Exons 


9311. .9603, 9841.. 10239, 10508 .. 11455, 


12003. .1: 




12140. .12238, 13424. .13521, 


13860. .13952, 14480 




15163. .15367, 15450. .15581, 


15605. .15884, 16044 




16313. .16594, 16698. .17274, 


17334. .17548, 17575 




17805. .17958, 17989. .18308, 


18422. .18569, 18876 


Seq. No. 


50459 


Seq. ID 


OJ990630_ 


Gene No. 


107123 


Strand 


+ 


Start 


9311 


End 


18909 


Name 


OJ990630 13.0421.C8.ol.np 


Method 


AAT/NAP 


Start 


14511 


End 


18756 


GI 


7228457 


Score 


3912 


Exons 


14511. .15841, 15905. .16729, 


16852. .18756 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 



13. 0421. C8 



,18909 



retrotransposon RetroSorl, polyprotein. 
sativa] 



(AF098806) [Oryza 



Seq. No. 50459 Seq. ID OJ990630_13 . 0421 . C8 

Gene No. 107124 Strand + 

Start 21432 End 21681 

Name OJ990630_13 . 0421 . C8 . o2 . gp Method AAT/GAP 

Start 21432 End 21681 

GI LIB3475-004-P1-K2-A5 Score 432 

Exons 21432.. 21681 

GI Descrip. ' 5777612/emb | AJ245900 . 1 | OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 



Seq. No. 


50459 




Seq. ID 


OJ990630 


Gene No. 


107125 




Strand 




Start 


7379 




End 


7860 


Name 


OJ990630 13. 


.0421.C8.o4.gs 


Method 


GENSCAN 


Start 


7379 




End 


7860 


GI 


none 




Score 


.92 


Exons 


7379. .7617, 


7728. .7860 







52002 




Seq. No. 


50459 




Seq. ID 


OJ990630_13.0421 


.C8 


Gene No. 


107126 




Strand 






Start 


19502 




End 


23685 




Name 


OJ990630 13. 0421. C8 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


9572 




End 


9973 




GI 


none 




Score 


179 




Exons 


9572.. 9808, 9632.. 9766, 9802 


..9973, 9856.. 9972 




Seq. No. 


50459 




Seq. ID 


OJ990630_13.0421 


,C8 


Gene No. 


107126 




Strand 






Start 


19502 




End 


23685 




Name 


OJ990630_13. 0421 ,C8 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


15381 




End 


23685 




GI 


none 




Score 


147 




Exons 


15381 . . 15611, 15604 


. . 15762, 


15605. .15E 


SOS, 23542.. 23685 




Seq. No. 


50459 




Seq. ID 


OJ990630_13.0421 


.C8 


Gene No. 


107126 




Strand 






Start 


19502 




.End 


23685 




Name 


OJ990630 13. 0421. C8 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


15913 




End 


16342 




GI 


none 




Score 


138 




Exons 


15913. . 16041, 15914 


. . 16072, 


16013. .16342, 16042. .16323 




Seq. No. 


50459 




Seq. ID 


OJ990630JL3.0421 


.C8 


Gene No. 


107126 




Strand 






Start 


19502 




End 


23685 




Name 


OJ990630_13 . 0421 . C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


16031 




End 


16388 




GI 


none 




Score 


287 




Exons 


16031. . 16351, 16048 


. . 16320, 


16085. .16336, 16344. .16388 




Seq. No. 


50459 




Seq. ID 


OJ990630_13.0421 


.C8 


Gene No. 


107126 




Strand 






Start 


19502 




End 


23685 




Name 


OJ990630_13.0421.C8 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16415 




End 


16800 




GI 


none 




Score 


157 




Exons 


16415. . 16594, 16416 


. . 16592, 


16581. .16655, 16582 .. 16701, 






16645. . 16689, 16690 


. . 16800 








Seq. No. 


50459 




Seq. ID 


OJ990630_13.0421 


.C8 


Gene No. 


107126 




Strand 






Start 


19502 




End 


23685 




Name 


OJ990630 13. 0421. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16473 




End 


16875 




GI 


none 




Score 


127 




Exons 


16473. .16592, 16478 


. .16591, 


16581. .16661, 16582. .16692, 






16690: .16875, 16713 


. .16841 








Seq. No. 


50459 




Seq. ID 


OJ990630_13.0421 


.C8 


Gene No. 


107126 




Strand 






Start 


19502 




End 


23685 




Name 


OJ990630 13. 0421. C8 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


17331 




End 


17542 




GI 


none 




Score 


202 





52003 




Exons 


17331. .17525, 17331. 


.17525, 


17369. . 17542 






Seq. No. 


50459 




Seq. ID 


OJ990630 


_13.0421 


.C8 


Gene No. 


107126 




Strand 


— 






Start 


19502 




End 


23685 






Name 


OJ990630 13. 0421. C8 . 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


17627 




End 


17950 






GI 


none 




Score 


334 






Exons 


17627. . 17950, 17740. 


.17940 










Seq. No. 


50459 




Seq. ID 


OJ990630 


_13.0421 


.C8 


Gene No. 


107126 




Strand 








Start 


19502 




End 


23685 






Name 


OJ990630 13. 0421. C8. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


17764 




End 


18145 






GI 


none 




Score 


361 






Exons 


17764. .18111, 17765. 


.18145 










Seq. No. 


50459 




Seq. ID 


OJ990630 


13.0421 


.C8 


Gene No. 


107126 




Strand 








Start 


19502 




End 


23685 






Name 


OJ990630 13. 0421. C8. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


18149 




End 


18744 






GI 


none 




Score 


104 






Exons 


18149. . 18298, 18150. 


. 18215, 


18151. .18249, 18301 


. . 18435, 






18303. . 18389, 18413. 


.18481, 


18517. .18591, 18621 


. . 18743, 






18622. . 18744 












Seq. No. 


50459 




Seq. ID 


OJ990630 


_13.0421 


.C8 


Gene No. 


107126 




Strand 








Start 


19502 




End 


23685 






Name 


OJ990630 13. 0421. C8 . 


o2 . np 


Method 


AAT/NAP 






Start 


19484 




End 


22847 






GI 


7228456 




Score 


1160 






Exons 


19484. .20199, 20304. 


.20435, 


20571. .22847 






GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 






Seq. No. 


50459 




Seq. ID 


OJ990630 


13. 0421 


.C8 


Gene No. 


107126 




Strand 








Start 


19502 




End 


23685 






Name 


OJ990630 13. 0421. C8. 


06 . gs 


Method 


GENSCAN 






Start 


19502 




End 


23166 






GI 


none 




Score 


.7 






Exons 


19502. .19669, 19849. 


.19979, 


20148. ,202£ 


8, 20336 


. .20668, 






20770. .21175, 21717. 


.21858, 


22027. .22165, 22203 


. .22489, 






22741. .22906, 23121. 


.23166 










Seq. No. 


50459 




Seq. ID 


OJ990630 


_13.0421 


. C8 


Gene No. 


107126 




Strand 








Start 


19502 




End 


23685 






Name 


OJ990630 13. 0421. C8. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


21334 




End 


21651 






GI 


none 




Score 


111 






Exons 


21334. .21450, 21405. 


.21533, 


21417. .21536, 21472 


. .21549, 






21521. .21637, 21522. 


.21650, 


21529. .21651, 21529 


. .21651 




Seq. No. 


50460 




Seq. ID 


OJ990630 


_13.0421 


.C9 



52004 



Gene No. 107127 Strand + 

Start 1207 End 1587 

Name OJ990630_13 . 0421 . C9 . ol . gp Method AAT/GAP. 

Start 1207 End 1587 

GI uC-osflcyp033a04bl Score 654 

Exons 1207.. 1587 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


50460 




Seq. ID 


OJ990630_13.0421 


.C9 


Gene No. 


107128 




Strand 






Start 


1137 




End 


6189 




Name 


OJ990630 13 


.0421.C9.ol.gs 


Method 


GENSCAN 




Start 


1137 




End 


2557 




GI 


none 




Score 


.85 




Exons 


1137. . 1339, 


1436. .1489, 2431 


. .2557 






Seq. No. 


50460 




Seq. ID 


OJ990630 13.0421 


.C9 


Gene No. 


107128 




Strand 






Start 


1137 




End 


6189 




Name 


OJ990630 13 


-0421.C9.ol.np 


Method 


AAT/NAP 




Start 


1140 




End 


6189 




GI 


4680.186 




Score 


368 




Exons 


1140. . 1339, 


2179.. 2238, 6164 


. .6189 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


50460 




Seq. ID 


OJ990630 13.0421 


C9 


Gene No. 


107128 




Strand 






Start 


1137 




End 


6189 




Name 


OJ990630 13 


.0421.C9.o2.np 


Method 


AAT/NAP 




Start 


2439 




End 


2985 




GI 


6539585 




Score 


158 




Exons 


2439. .2512, 


2812. .2985 








GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


50460 




Seq. ID 


OJ990630_13.0421 


C9 


Gene No. 


107129 




Strand 






Start 


6224 




End 


8662 




Name 


OJ990630 13 


.0421.C9.o3.np 


Method 


AAT/NAP 




Start 


6182 ~~ 




End 


8186 




GI 


6735317 




Score 


586 




Exons 


6182 . . 7359, 


8006. .8186 








GI Descrip. 


(AL137080) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


50460 




Seq. ID 


OJ990630_13.0421 


C9 


Gene No. 


107129 




Strand 






Start 


6224 




End 


8662 




Name 


OJ990630 13 


-0421.C9.o2.gs 


Method 


GENSCAN 




Start 


6224 




End 


8662 




GI 


none 




Score 


.92 




Exons 


6224. .7389, 


7604.. 7669, 7792 


..7923, 8078. .8164, 8254.-8662 


Seq. No. 


50460 




Seq. ID 


OJ990630_13.0421. 


C9 


Gene No. 


107130 




Strand 






Start 


9239 




End 


11024 




Name 


OJ990630 13 


.0421.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6224 




End 


6401 





52005 




GI 


none 








Score 


159 




Exons 


6224. .6400, 


6240 


. .6401, 


6243. 


.6401 






Seq. No. 


50460 








Seq. ID 


OJ990630_13.0421 


-C9 


Gene No. 


107130 








Strand 






Start 


9239 








End 


11024 




Name 


OJ990630 13. 


0421 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


6239 








End 


6592 




GI 


none 








Score 


61 




Exons 


6239. .6490, 


6486 


. .6581, 


6491. 


.6592 






Seq. No. 


50460 








Seq. ID 


OJ990630JL3.0421 


.C9 


Gene No . 


*1 ATT "5 f\ 

107130 








Strand 






Start 


9239 








End 


11024 




Name 


OJ990630 13. 


0421 


.C9.o2. 


tin 


Method 


TBLASTX: Maize 




Start 


6278 








End 


6580 




GI 


none 








Score 


363 




Exons 


6278. .6580, 


6279 


. .6572 










Seq. No. 


50460 








Seq. ID 


OJ990630JL3.0421 


.C9 


Gene No. 


107130 








Strand 






Start 


9239 








End 


11024 




Name 


OJ990630 13. 


0421 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6419 








End 


6649 




GI 


none 








Score 


110 




Exons 


6419. .6649, 


6483 


. .6605, 


6500. 


.6649 






Seq. No. 


50460 








Seq. ID 


OJ990630_13.0421 


.C9 


Gene No. 


107130 








Strand 






Start 


9239 








End 


11024 




Name 


OJ990630 13. 


0421 


.C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


6491 








End 


7144 




GI 


none 








Score 


66 




Exons 


6491. .6703, 


6491 


. .6754, 


6788. 


.7144, 6849.. 7127 




Seq. No. 


50460 








Seq. ID 


OJ990630__13.0421 


• C9 


Gene No. 


107130 








Strand 






Start 


9239 








End 


11024 




Name 


OJ990630 13. 


0421 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6626 








End 


7172 




GI 


none 








Score 


146 




Exons 


6626. .6739, 


6626 


. .6739, 


6719. 


.7171, 6738.. 7172 




Seq. No. 


50460 








Seq. ID 


OJ990630_13.0421 


.C9 


Gene No. 


107130 








Strand 






Start 


9239 








End 


11024 




Name 


OJ990630 13. 


0421 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6785 








End 


7336 




GI 


none 








Score 


190 




Exons 


6785. .7144, 


6786 


. .7148, 


7169. 


.7336 






Seq. No. 


50460 








Seq. ID 


OJ990630_13.0421 


.C9 


Gene No. 


107130 








Strand 






Start 


9239 








End 


11024 




Name 


OJ990630 13. 


04^21 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7169 








End 


7867 




GI 


none 








Score 


165 





52006 






Exons 


7169.. 7390, 7170 


..7349, 7178. 


.7351, 7787.. 7867 




Seq. No. 


50460 




Seq. ID 


OJ990630_13.0421.C9 




Gene No. 


107130 




Strand 






Start 


9239 




End 


11024 




Name 


OJ990630_13.0421 


•C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


7172 




End 


8638 




GI 


none 




Score 


84 




Exons 


7172. .7261, 7173 


..7256, 7175.. 


7258, 7216. .7362, 7246. .7362, 






7253.. 7366, 7253 


..7363, 7801.. 


7827, 7814. .7873, 7822. .7860, 






8069. .8164, 8279 


..8416, 8319.. 


8408, 8351. .8416, 8519. .8542, 






8532.. 8585, 8603 


. .8638 








Seq. No. 


50460 




Seq. ID 


OJ990630 13. 0421. C9 




Gene No. 


107130 




Strand 






Start 


9239 




End 


11024 




Name 


OJ990630 13.0421 


.C9.o3.gs 


Method 


GEN SCAN 




Start 


9239 


End 


11024 




GI 


none 




Score 


.59 




Exons 


9239.. 9281, 9678 


..9868, 10082. 


.10122, 


10754. .10841, 10940. . 




Seq. No. 


50461 




Seq. ID 


OJ990630_13 . 042 1 . C10 




Gene No. 


107131 




Strand 


+ 




Start 


178 




End 


1882 


%1 


Name 


OJ990630 13.0421 


.C10.ol.gp 


Method 


AAT/GAP 




Start 


178 




End 


424 


Li 3 


GI 


uC-osflcyp033a04bl 


Score 


419 


ru 


Exons 


178. .424 








l -i 


GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom 


I i 1 
I i 




DNA, chromosome 


1, clone:P0711E10' 




rO 


Seq. No. 


50461 




Seq. ID 


OJ990630_13. 0421. C10 




Gene No . 


107131 




Strand 


+ 




Start 


178 




End 


1882 




Name 


OJ990630 13.0421 


.C10.ol.gs 


Method 


GENSCAN 




Start 


302 




End 


1882 




GI 


none 




Score 


.82 


Si 


Exons 


302. .346, 713. .826, 1172. . 132*) 


1455.. 


1530, 1536.. 1882 


T ^ 


Seq. No. 


50461 




Seq. ID 


OJ990630_13. 0421. C10 


f 1 


Gene No. 


107132 




Strand 


+ 




Start 


4125 




End 


5018 




Name 


OJ990630 13.0421 


.C10.o2.np 


Method 


AAT/NAP 




Start 


4125 




End 


5018 




GI 


5042448 




Score 


1324 




Exons 


4125.. 4694, 4731 


. .5018 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon 


[Oryza sativa] 








Seq. No. 


50461 




Seq. ID 


OJ990630_13. 0421. C10 




Gene No. 


107133 




Strand 


+ 




Start 


5271 




End 


9669 




Name 


OJ990630 13.0421 


.C10.o3.np 


Method 


AAT/NAP 




Start 


5271 


End 


9669 




GI 


4680179 




Score 


7349 




Exons 


5271. .9669 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 



52007 




Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107134 








Strand 






Start 


111 








End 


2055 




Name 


OJ990630 13 


.0421 


.ClO.ol, 


.np 


Method 


AAT/NAP 




Start 


111 








End 


2055 




GI 


4680186 








Score 


334 




Exons 


111. .311, 2021.. 


2055 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp, 


. indica] 




Seq. No. 


50461 








Seq. ID 


OJ990630_13 . 0421 


.C10 


Gene No. 


107135 








Strand 






Start 


5531 








End 


6107 




Name 


OJ990630 13 


.0421 


.CIO.06. 


.tw 


Method 


TBLASTX: Wheat 




Start 


5531 








End 


5894 




GI 


none 








Score 


296 




Exons 


5531. .5893, 


5535 


. . 5894 










Seq. No. 


50461 








Seq. ID 


OJ990630_l3. 04 21 


.C10 


Gene No. 


107135 








Strand 






Start 


5531 








End 


6107 




Name 


OJ990630 13 


.0421 


.C10.o6, 


.tm 


Method 


TBLASTX: Maize 




Start 


5775 








End 


6107 




GI 


none 








Score 


212 




Exons 


5775. .6107, 


5775 


. . 6059, 


5792. 


.5962 






Seq. No. 


50461 








Seq. ID 


OJ990630_13. 0421 


. C10 


Gene No. 


107136 








Strand 






Start 


6411 








End 


6836 




Name 


OJ990630 13 


.0421 


.C10.o7. 


. tm 


Method 


TBLASTX: Maize 




Start 


6411 








End 


6731 




GI 


none 








Score 


189 




Exons 


6411. .6731, 


6464 


. . 6556 










Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107136 








Strand 






Start 


6411 








End 


6836 




Name 


OJ990630 13 


.0421 


.C10.O7. 


.tw 


Method 


TBLASTX: Wheat 




Start 


6414 








End 


6836 




GI 


none 








Score 


159 




Exons 


6414. .6623, 


6417 


. . 6530, 


6464. 


.6562, 6645.. 6836, 6674.. 6835 


Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107137 








Strand 






Start 


6989 








End 


7862 




Name 


OJ990630 13 


.0421 


.C10.o4. 


.tw 


Method 


TBLASTX: Wheat 




Start 


6989 








End 


7475 




GI 


none 








Score 


539 




Exons 


6989. .7294, 


6993 


. .7475, 


7104. 


.7466 






Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107137 








Strand 






Start 


6989 








End 


7862 




Name 


OJ990630 13 


.0421 


.C10.O5. 


.tm 


Method 


TBLASTX: Maize 




Start 


7005 








End 


7294 




GI 


none 








Score 


316 




Exons 


7005. .7292, 


7103 


. .7294 











52008 




Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


. C10 


Gene No. 


107137 








Strand 






Start 


6989 








End 


7862 




Name 


OJ990630 13 


.0421. 


C10.O3, 


, tm 


Method 


TBLASTX: Maize 




Start 


7362 








End 


7862 




GI 


none 








Score 


161 




Exons 


7362. .7541, 


7527. 


.7862, 


7613. 


.7744, 7769. .7819 




Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107137 








Strand 






Start 


6989 








End 


7862 




Name 


OJ990630 13 


.0421. 


ClO.ol. 


.ts 


Method 


TBLASTX: Soybean 




Start 


7416 








End 


7811 




GI 


none 








Score 


53 




Exons 


7416. .7448, 


7416. 


.7460, 


7452. 


.7811, 7452. .7532, 7547. .7810 


Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107137 








Strand 






Start 


6989 








End 


7862 




Name 


OJ990630 13 


.0421. 


C10.O5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7524 








End 


7826 




GI 


none 








Score 


401 




Exons 


7524..7826, 


7525. 


.7626, 


7544. 


. 7825 






Seq. No. 


50461 








Seq. ID 


OJ990630JL3.0421 


.C10 


Gene No. 


107138 








Strand 






Start 


7827 








End 


8336 




Name 


OJ990630 13 


.0421. 


C10.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7827 








End 


8336 




GI 


none 








Score 


635 




Exons 


7827. .8336, 


7859. 


.8170, 


7905. 


.8252 






Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107138 








Strand 






Start 


7827 








End 


8336 




Name 


OJ990630 13 


.0421. 


C10.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


7833 








End 


8078 




GI 


none 








Score 


201 




Exons 


7833. .8078 














Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107138 








Strand 






Start 


7827 








End 


8336 




Name 


OJ990630 13 


.0421. 


C10.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7899 








End 


8264 




GI 


none 








Score 


491 




Exons 


7899. .8252, 


7901. 


.8167, 


7953. 


.8264, 8060. .8257 




Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107139 








Strand 






Start 


8340 








End 


9668 




Name 


OJ990630 13, 


.0421. 


C10.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8340 








End 


8819 




GI 


none 








Score 


586 




Exons 


8340. .8819, 


8373. 


.8786, 


8411. 


.8818 







52009 




Seq. No. 


50461 








Seq. ID 


OJ990630JL3.0421 


.C10 


Gene No. 


107139 








Strand 






Start 


8340 








End 


9668 




Name 


OJ990630 13 


. 0421 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


8526 ~ 








End 


8843 




GI 


none 








Score 


86 




Exons 


8526. .8699, 


8700 


. .8843, 


8702. 


. .8842 






Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107139 








Strand 






Start 


8340 








End 


9668 




Name 


OJ990630 13 


.0421 


,C10.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


8607 








End 


8867 




GI 


none 








Score 


302 




Exons 


8607. .8867, 


8612 


. .8866 










Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107139 








Strand 






Start 


8340 








End 


9668 




Name 


OJ990630 13 


.0421 


.C10 .o4 . 


. tm 


Method 


TBLASTX: Maize 




Start 


8666 ~~ 








End 


8957 




GI 


none 








Score 


390 




Exons 


8666. .8953, 


8667 


. .8957 










Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107139 








Strand 






Start 


8340 








End 


9668 




Name 


OJ990630 13 


. 0421 


.ClO.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


8826 ~~ 








End 


9452 




GI 


none 








Score 


717 




Exons 


8826. . 9452, 


8828 


. . 9451 










Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107139 








Strand 






Start 


8340 








End 


9668 




Name 


OJ990630 13 


. 0421 


.ClO.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


9006 ~ 








End 


9605 




GI 


none 








Score 


222 




Exons 


9006. . 9167, 


9014 


. . 9160, 


9165. 


.9605, 9167.. 9592 




Seq. No. 


50461 








Seq. ID 


OJ990630_13.0421 


.C10 


Gene No. 


107139 








Strand 






Start 


8340 








End 


9668 




Name 


OJ990630 13, 


.0421 


.C10.o8. 


,tw 


Method 


TBLASTX: Wheat 




Start 


9456 ~~ 








End 


9668 




GI 


none 








Score 


243 




Exons 


9456. . 9668, 


9480 


. . 9560, 


9545. 


.9667 






Seq. No. 


50462 








Seq. ID 


OJ990630_13.0421 


.C14 


Gene No. 


107140 








Strand 


+ 




Start 


445 








End 


4859 




Name 


OJ990630 13, 


.0421, 


.C14.ol. 


,gs 


Method 


GENSCAN 




Start 


445 








End 


1256 




GI 


none 








Score 


.74 




Exons 


445. .805, 820. .1256 










Seq. No. 


50462 








Seq. ID 


OJ990630_13.0421 


.C14 



52010 



Gene No. 107140 Strand + 

Start 445 End 4859 

Name OJ990630_13 . 0421 . C14 . ol . np Method AAT/NAP 

Start 447 End 2260 

GI 6983858 Score 129 

Exons 447.. 1016, 2234.. 2260 

GI Descrip. (AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. No. " 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50462 Seq. ID 

107140 Strand 
445 End 
OJ990630_13 . 0421 . C14 . ol . gp Method 
720 End 
95437_1.R1084 Score 
720. .1176 

•4512226/dbj I AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



OJ990630_13.0421.C14 
+ 

4859 
AAT/GAP 
1176 
640 



50462 . Seq. ID 

107140 Strand 

445 End 
OJ990630_13 . 0421 . C14 . o2 .np Method 

1502 End 

4680179 Score 
1502. .2590, 2624. .4859 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990630_13.0421.C14 
+ 

4859 
AAT/NAP 
4859 
3609 





Seq. No. 


50462 








Seq. ID 


OJ990630_13.0421 


.C14 




Gene No. 


107140 








Strand 


+ 




\3 


Start 


445 








End 


4859 




r 1 1 


Name 


OJ990630 13. 


0421 


.C14.o2. 


gs 


Method 


GENSCAN 




3 


Start 


1539 








End 


4815 






GI 


none 








Score 


.5 




H 


Exons 


1539. .1877, 


1937 


. .4815 












Seq. No. 


50462 








Seq. ID 


OJ990630_13.0421 


.C14 


X. -J 


Gene No. 


107140 








Strand 


+ 






Start 


445 








End 


4859 




Ij 


Name 


OJ990630 13. 


0421 


.C14.05. 


tw 


Method 


TBLASTX: Wheat 






Start 


1984 








End 


2335 






GI 


none 








Score 


286 






Exons 


1984. .2178, 


1985 


. .2335 












Seq. No. 


50462 








Seq. ID 


OJ990630_13.0421 


.C14 




Gene No. 


107140 








Strand 


+ 






Start 


445 








End 


4859 






Name 


OJ990630 13. 


0421 


.C14.o4. 


tm 


Method 


TBLASTX: Maize 






Start 


1985 








End 


2290 






GI 


none 








Score 


229 






Exons 


1985. .2290, 


1999 


. .2115 












Seq. No. 


50462 








Seq. ID 


OJ990630_13.0421 


.C14 




Gene No. 


107140 








Strand 


+ 






Start 


445 








End 


4859 






Name 


OJ990630 13. 


0421 


.C14.o5. 


tm 


Method 


TBLASTX: Maize 





52011 



Start 
GI 

Exons 



2645 
none 

2645..2968 



End 
Score 



2968 
183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50462 

107140 

445 

OJ990630_13. 

2651 

none 

2651. .2860, 



0421.C14.o6.tw 



Seq. ID OJ990630_13.0421.C14 

Strand + 

End 4859 

Method TBLASTX : Wheat 

End 3019 

Score 164 



2707. .2859, 2905. .3018, 2906. .3019 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



50462 

107140 

445 

OJ990630_13, 

3184 

none 

3184. .3627, 



0421.C14.o2.tw 



3188. .3238, 3293. 



Seq. ID OJ990630_13.0421.C14 

Strand + 

End 4859 

Method TBLASTX : Wheat 

End 3670 

Score 52 
.3670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50462 

107140 

445 

OJ990630_13. 

3199 

none 

3199. .3489, 



0421.C14.o3.tm 



3200. .3487 



Seq. ID OJ990630_13.0421.C14 

Strand + 

End 4859 

Method TBLASTX : Mai ze 

End 3489 

Score 276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50462 

107140 

445 

OJ990630_13, 

3557 

none 

3557. .3736, 



0421.C14.o2.tm 



Seq. ID OJ990630_13.0421.C14 

Strand + 

End 4859 

Method TBLASTX : Mai ze 

End 4057 

Score 171 



3565. .3684, 3743. .4057, 3808. .3936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50462 -■ 

107140 

445 

OJ990630_13. 

3611 

none 

3611. .3643, 



0421.C14.ol.ts 



Seq. ID OJ990630_13.0421.C14 

Strand + 

End 4859 

Method TBLASTX : Soybean 

End 4006 

Score 57 



3613. .3642, 3647. .4006, 3647. .4006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



50462 

107140 

445 

OJ990630_13. 

3719 

none 

3719. .4021, 

50462 

107140 

445 

OJ990630_13. 
4022 



0421.C14.o4.tw 



3730. .4005 



0421.C14.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990630_13.0421.C14 
+ 

4859 

TBLASTX: Wheat 

4021 

373 



OJ990630_13.0421.C14 
+ 

4859 ' 

TBLASTX: Wheat 
4525 



52012 




GI 


none 








Score 


628 




Exons 


4022. .4525, 


4054 . 


.4518 










Seq. No. 


50462 








Seq. ID 


OJ990630_13.0421 


.C14 


Gene No. 


107140 








Strand 


+ 




Start 


445 








End 


4859 




Name 


OJ990630 13 


.0421. 


C14 .o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


4028 ~ 








End 


4273 




GI 


none 








Score 


206 




Exons 


4028 . . 4273, 


4045. 


.4173 










Seq. No. 


50462 








Seq. ID 


OJ990630_13.0421 


.C14 


Gene No. 


107140 








Strand 


+ 




Start 


445 








End 


4859 




Name 


OJ990630 13 


.0421. 


C14 .ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4093 ~~ 








End 


4456 




GI 


none 








Score 


482 




Exons 


4093. .4443, 


4094 . 


.4447, 


4094 


. .4456 






Seq. No. 


50462 








Seq. ID 


OJ990630_13.0421 


.C14 


Gene No. 


107140 








Strand 


+ 




Start 


445 








End 


4859 




Name 


OJ990630 13 


. 0421 . 


C14 ,o3. 


tw 


Method 


TBLASTX : Wheat 




Start 


4526 ~ 








End 


4858 




GI 


none 








Score 


374 




Exons 


4526. . 4858, 


4534 . 


.4854 










Sea. No 


50463 








Seq. ID 


OJ990630 13.0421 


.C15 


Gene No. 


107141 








Strand 


+ — 




Start 


1 








End 


756 




Name 


OJ990630 13 


.0421. 


C15.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


753 




GI 


6983860 








Score 


1077 




Exons 


1. .753 














GI Descrip. 


(AP001168) 


Similar to 22 


! kDa 


kafirin cluster; Ty3-Gypsy 






(AF061282) 


[Oryza 


. sativa] 








Seq. No. 


50463 








Seq. ID 


OJ990630_13.0421 


.C15 


Gene No. 


107141 








Strand 


+ 




Start 


1 








End 


756 




Name 


OJ990630 13 


.0421. 


CIS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 — 








End 


513 




GI 


none 








Score 


104 




Exons 


1. . 90, 12 . . 


83, 88 


. .513, 


90. . 


512 






Seq. No. 


50463 








Seq. ID 


OJ990630_13.0421 


.C15 


Gene No. 


107141 








Strand 


+ 




Start 


1 








End 


756 




Name 


OJ990630 13 


.0421. 


C15.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 _ 








End 


282 




GI 


none 








Score 


298 




Exons 


1..282, 3.. 


278 












Seq. No. 


50463 








Seq. ID 


OJ990630_13.0421 


.C15 


Gene No. 


107141 








Strand 


+ 




Start 


1 








End 


756 




Name 


OJ990630 13 


.0421. 


CIS.ol. 


gs 


Method 


GEN SCAN 





52013 



Start 


103 


End 


756 


GI 


none 


Score 


.7 


Exons 


103. .462, 523. .756 






Seq. No. 


50463 


Seq. ID 


OJ990630 


Gene No. 


107141 


Strand 


+ 


Start 


1 


End 


756 


Name 


OJ990630 13.0421.C15.ol.tw 


Method 


TBLASTX: 


Start 


286 


End 


708 


GI 


none 


Score 


406 


Exons 


286. .708, 319. .504, 321. .644 






Seq. No. 


50464 


Seq. ID 


OJ990630 


Gene No. 


107142 


Strand 




Start 


255 


End 


726 


Name 


OJ990630 13.0421.C16.ol.np 


Method 


AAT/NAP 


Start 


255 


End 


726 


GI 


4680203 


Score 


202 


Exons 


255. .539, 697. .726 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


50464 


Seq. ID 


OJ990630 


Gene No. 


107142 


Strand 


— 


Start 


255 


End 


726 


Name 


OJ990630 13.0421.C16.ol.gs 


Method 


GENSCAN 


Start 


291 


End 


503 


GI 


none 


Score 


. 91 


Exons 


291. .503 






Seq. No. 


50465 


Seq. ID 


OJ990730 


Gene No. 


107143 


Strand 


+ 


Start 


1 


End 


1080 


Name 


OJ990730 14.0419.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1080 


GI 


6979336 


Score 


892 


Exons 


1..221, 402. .557, 638. .827, 


1025.. 1080 




GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] 


Seq. No. 


50465 


Seq. ID 


OJ990730 


Gene No. 


107143 


Strand 


+ 


Start 


1 


End 


1080 


Name 


OJ990730 14.0419.Cl.ol.gs 


Method 


GENSCAN 


Start 


15 


End 


827 


GI 


none 


Score 


. 94 


Exons 


15.. 221, 638.. 827 






Seq. No. 


50466 


Seq. ID 


OJ990730 


Gene No. 


107144 


Strand 


+ 


Start 


863 


End 


1416 


Name 


OJ990730 14.0419.C4.ol.np 


Method 


AAT/NAP 


Start 


863 


End 


1416 


GI 


6979334 


Score 


95 


Exons 


863.. 1019, 1092.. 1246, 1351. 


.1416 




GI Descrip. 


(AF172282) unknown protein [Oryza sativa] 


Seq. No. 


50466 


Seq. ID 


OJ990730_ 


Gene No. 


107144 


Strand 


+ 



52014 



Start 
Name 
Start 
GI 

Exons 



863 End 1416 

OJ990730_14.0419.C4 .o2.np Method AAT/NAP 

1100 End 1347 

6979338 Score 241 
1100. .1347 



GI Descrip. (AF172282) hypothetical protein [Oryza sativa] 



Seq. No. 50466 Seq. ID 

Gene No. 107144 ' Strand 

Start 863 End 

Name OJ990730_14 . 0419 . C4 . ol . gs Method 

Start 1121 End 

GI none Score 

Exons 1121.. 1283 



OJ990730_14.0419.C4 
+ 

1416 
GEN SCAN 
1283 
.44 



Seq. No. 


50467 


Seq. ID 


OJ990730_14.0419 


.C6 


Gene No. 


107145 


Strand 


+ 




Start 


350 


End 


951 




Name 


OJ990730 14.0419.C6.ol.gs 


Method 


GENSCAN 




Start 


350 


End 


951 




GI 


none 


Score 


.62 




Exons 


350. .473, 778. .951 








Seq. No. 


50467 


Seq. ID 


OJ990730_14.0419 


,C6 


Gene No. 


107146 


Strand 






Start 


899 


End 


1314 




Name 


OJ990730 14.0419.C6.ol.np 


Method 


AAT/NAP 




Start 


899 


End 


1314 




GI 


4234854 


Score 


448 




Exons 


899. .1314 








GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 






Seq. No. 


50467 


Seq. ID 


OJ990730_14.0419 


.C6 


Gene No. 


107146 


Strand 






Start 


899 


End 


1314 




Name 


OJ990730 14.0419.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


950 


End 


1314 




GI 


none 


Score 


42 




Exons 


950. .1165, 951. .1067, 1173. 


.1313, 1174 


. .1314 





Seq. No. 50468 

Gene No. - 107147 

Start 1 

Name OJ990730_14 . 0419 . C7 . ol .np 

Start 1 

GI 4234846 

Exons 1..1265, 1299.. 1476 

GI Descrip. (AF082130) gag-pol polyprotein [Zea mays] 



Seq. ID OJ990730_14.0419.C7 
Strand 

1586 
AAT/NAP 
1476 
738 



End 

Method 

End 

Score 



Seq. No. 50468 Seq. ID 

Gene No. 107147 Strand 

Start 1 End 

Name OJ990730_14 . 04 19 . C7 . ol . gp Method 

Start 275 End 

GI uC-osf Icyp006al0bl Score 

Exons 275.. 523, 631.. 842 



OJ990730_14.0419.C7 

1586 
AAT/GAP 
842 
812 



— . W . » w •» — f ~— - - — 1 

GI Descrip. '4234846 7.0e-13 (AF082130) gag-pol polyprotein [Zea mays] 1 



52015 




Seq. No. 


50468 


Seq. ID 


OJ990730_14.0419. 


, C7 


Gene No. 


107147 


Strand 






Start 


1 


End 


1586 




Name 


OJ990730 14 .0419.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


386 


End 


1382 




GI 


none 


Score 


71 




Exons 


386. .526, 465.-527, 804. .1382, 810. .1058, 814. .1260 




Seq. No. 


50468 


Seq. ID 


OJ990730_l4 .0419. 


C7 


Gene No. 


107147 


Strand 






Start 


1 


End 


1586 




Name 


OJ990730_14 . 0419. C7 .ol.gs 


Method 


GENSCAN 




Start 


660 


End 


1484 




GI 


none 


Score 


.82 




Exons 


660. .1345, 1380. .1484 








Seq. No. 


50468 


Seq. ID 


OJ990730_14.0419. 


C7 


bene no . 


107147 


Strand 






Start 


1 


End 


1586 




Name 


OJ990730 14.0419.C7.o2.gp 


Method 


AAT/GAP 




Start 


1074 


End 


1586 




GI 


uC-osflM202052c07bl 


Score 


"992 




Exons 


1074. .1586 








GI Descrip. 


'4234848 1.0e-12 (AF082131) 


gag-pol polyprotein [Zea mays] 1 


Seq. No. 


50469 


Seq. ID 


OJ990730_14.0419. 


C8 


Gene No . 


107148 


Strand 






Start 


1 


End 


979 




Name 


OJ990730 14.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


979 




GI 


6979337 


Score 


580 




Exons 


1. .979 








GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50470 


Seq. ID 


OJ990730_14.0419. 


C9 


Gene No. 


107149 


Strand 


+ 




Start 


327 


End 


1201 




Name 


OJ990730 14. 0419. C9. ol.gs 


Method 


GENSCAN 




Start 


327 


End 


1201 




GI 


none 


Score 


.48 




Exons 


327. .589, 819. .924, 1006. .1201 






Seq. No. 


50471 


Seq. ID 


OJ990730_14.0419. 


C10 


Gene No. 


107150 


Strand 


+ 




Start 


31 


End 


960 




Name 


OJ990730 14 .0419. C10. ol.gs 


Method 


GENSCAN 




Start 


31 


End 


960 




GI 


none 


Score 


.69 




Exons 


31. .237, 326. .439, 750. .960 








Seq. No. 


50472 


Seq. ID 


OJ990730JL4.0419. 


C12 


Gene No. 


107151 


Strand 






Start 


61 


End 


1018 




Name 


OJ990730 14. 0419. C12. ol.gs 


Method 


GENSCAN 




Start 


61 


End . 


1018 




GI 


none 


Score 


.72 





52016 



Exons 


61. .169, 755. .775, 978. .1018 








Seq. No, 


50473 


Seq. ID 


OJ990730_14 .0419 


.C13 


Gene No. 


107152 


Strand 






Start 


852 


End 


1019 




Name 


OJ990730 14.0419.C13.ol.gs 


Method 


GENSCAN 




Start 


852 


End 


1019 




GI 


none 


Score 


.79 




Exons 


852. .1019 








Seq. No. 


50474 


Seq. ID 


OJ990730_14.0419 


.C14 


Gene No. 


107153 


Strand 


+ 




Start 


11 


End 


271 




Name 


OJ990730 14.0419.C14 .ol.gs 


Method 


GENSCAN 




Start 


11 


End 


271 




GI 


none 


Score 


.64 




Exons 


11. .271 








Seq. No. 


50475 


Seq. ID 


OJ990730JL4.0419 


.C16 


Gene No. 


107154 


Strand 


+ 




Start 


273 


End 


1429 




Name 


OJ990730 14.0419.C16.ol.gp 


Method 


AAT/GAP 




Start 


273 


End 


516 




GI 


700303 


Score 


389 




Exons 


273. .516 








Seq. No. 


50475 


Seq. ID 


OJ990730_14.0419 


.C16 


Gene No. 


107154 


Strand 


+ 




Start 


273 


End 


1429 




Name 


OJ990730 14.0419.C16.ol.np 


Method 


AAT/NAP 




Start 


273 


End 


1429 




GI 


6979343 


Score 


1072 




Exons 


273. .771, 877. .964, 1052. .1114, 1387.. 


1429 




GI Descrip. 


(AF172282) similar to mitogen- 


■activated protein kinases 


[Oryza 




sativa] 








Seq. No. 


50475 


Seq. ID 


OJ990730_14.0419 


.C16 


Gene No. 


107154 


Strand 


+ 




Start 


273 


End 


1429 




Name 


OJ990730 14.0419.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


388 


End 


669 




GI 


none 


Score 


207 




Exons 


388. .546, 389. .547, 553. .669, 


562. .627 






Seq. No. 


50475 


Seq. ID 


OJ990730JL4.0419 


.C16 


Gene No. 


107154 


Strand 


+ 




Start 


273 


End 


1429 




Name 


OJ990730 14.0419.C16.o2.gp 


Method 


AAT/GAP 




Start 


668 


End 


1429 




GI 


LIB3433-013-Q6-K1-D8 


Score 


485 




Exons 


668. .771, 877. .964, 1052. .1114 


, 1387.. 


1429 




GI Descrip. 


'3688191/emb|CAA08994.1| 6.0e- 


•41 (AJ010090) MAP3K alpha 


protein 




kinase [Arabidopsis thaliana] 1 








Seq. No. 


50475 


Seq. ID 


OJ990730_14.0419 


.C16 


Gene No. 


107154 


Strand 


+ 




Start 


273 


End 


1429 





52017 




Name 


OJ990730 14.0419.C16.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


703 




End 


1141 




GI 


none 




Score 


47 




Exons 


703. .756, 710. .769, 856 


. .969, 


874 . . 969, 


875. .982, 875.. 


970, 




1049. .1141, 1051. .1110 










Seq. No. 


50475 




Seq. ID 


OJ990730_14 .0419 


.C16 


Gene No. 


107154 




Strand 


+ 




Start 


273 




End 


1429 




Name 


OJ990730 14.0419.C16.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


705 




End 


1141 




GI 


none 




Score 


110 




Exons 


705. .770, 707. .769, 875 


. .979, 


875. . 970, 


1049. .1141, 1049. .1123 


Seq. No. 


50475 




Seq. ID 


OJ990730_14.0419 


.C16 


Gene No. 


107154 




Strand 


+ 




Start 


273 




End 


1429 




Name 


OJ990730 14 .0419.C16.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


875 




End 


1141 




GI 


none 




Score 


134 




Exons 


875. .982, 883. .957, 1049. .1141, 1051. .1140 




Seq. No. 


50476 




Seq. ID 


OJ990730_14.0419 


.C17 


Gene No. 


107155 




Strand 






Start 


138 




End 


1034 




Name 


OJ990730 14.0419.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


138 




End 


507 




GI 


286532 




Score 


724 




Exons 


138. .507 










Seq. No. 


50476 




Seq. ID 


OJ990730_14.0419 


-C17 


Gene No. 


107155 




Strand 






Start 


138 




End 


1034 




Name 


OJ990730 14.0419.C17.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


140 




End 


474 




GI 


none 




Score 


126 




Exons 


140. .265, 147. .269, 152 


. .253, 


346. .474, 


347. .472 




Seq. No. 


50476 




Seq. ID 


OJ990730_14.0419 


.C17 


Gene No. 


107155 




Strand 






Start 


138 




End 


1034 




Name 


OJ990730 14.0419.C17.ol 


.np 


Method 


AAT/NAP 




Start 


155 


End 


1034 




GI 


6979342 




Score 


1486 




Exons 


155. .1034 










GI Descrip. 


(AF172282) unknown protein [Oryza sativa] 




Seq. No. 


50476 




Seq. ID 


OJ990730_14.0419 


.C17 


Gene No. 


107155 




Strand 






Start 


138 




End 


1034 




Name 


OJ990730 14.0419.C17.ol 


.gs 


Method 


GENSCAN 




Start 


247 




End 


902 




GI 


none 




Score 


.94 




Exons 


247. .902 










Seq. No. 


50477 




Seq. ID 


OJ990730_14.0419 


.C18 


Gene No. 


107156 




Strand 







52018 



Start 
Name 
Start 
GI 

Exons 



187 End 
OJ990730_14 .0419. C18 . ol . gs Method 
187 End 
none Score 
187. .332, 619. .804, 1162. .1516 



1516 
GENSCAN 
1516 
.75 



Seq. No. 50478 

Gene No. 107157 

Start 1 

Name OJ990730_14 . 04 19 . C19 . ol . np 

Start 1 

GI 6979337 

Exons 1..739 

GI Descrip. (AF172282) hypothetical protein [Oryza sativa] 



Seq. ID OJ990730_14.0419.C19 
Strand 

739 

AAT/NAP 
739 
1219 



End 

Method 

End 

Score 



Seq. No. 50478 Seq. ID 

Gene No. 107157 Strand 

Start 1 End 

Name OJ990730_14 . 04 19 . C19 . ol . gs Method 

Start 37 End 

GI none Score 

Exons 37.. 739 



OJ990730_14.0419.C19 
739 

GENSCAN 
739 
. 67 



Seq. No. 


50479 


Seq. ID 


OJ990730_14 


.0419.C21 


Gene No. 


107158 


Strand 


+ 




Start 


199 


End 


2709 




Name 


OJ990730 14.0419.C21.ol.gs 


Method 


GENSCAN 




Start 


199 


End 


2709 




GI 


none 


Score 


.94 




Exons 


199. .229, 943. .1006, 2357. 


2576, 2644. 


.2709 




Seq. No. 


50479 


Seq. ID 


OJ990730_14 


.0419.C21 


Gene No. 


107159 


Strand 


+ 




Start 


2879 


End 


3298 




Name 


OJ990730 14.0419.C21.ol.gp 


Method 


AAT/GAP 




Start 


2879 


End 


3298 




GI 


none 


Score 


148 




Exons 


2879. .2912, 2957.. 3060, 3269.. 3298 






Seq. No. 


50479 


Seq. ID 


OJ990730_14 


.0419.C21 


Gene No. 


107160 


Strand 


+ 




Start 


4688 


End 


5977 




Name 


OJ990730 14.0419.C21.ol.np 


Method 


AAT/NAP 




Start 


4688 


End 


5977 




GI 


7488706 


Score 


975 




Exons 


4688. .5977 








GI Descrip. 


probable transposase - soybean transposon mariner 


element 



Soymarl gi | 3386534 | gb | AAC28384 . 1 | (AF078934) mariner transposase 
[Glycine max] 



Seq. No. 50479 Seq. ID 

Gene No. 107161 Strand 

Start 6575 End 

Name OJ990730_14 . 0419 . C21 . o2 . gp Method 

Start 6575 End 

GI LIB3433-009-Q6-K1-F10 Score 

Exons 6575 . . 6656 



OJ990730_14.0419.C21 
+ 

6656 
AAT/GAP 
6656 
83 



52019 



GI Descrip. ' 60154 37/dbj I AB008112 . 1 | AB008112 9.0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 


50479 








Seq. ID 


OJ990730 


Gene No. 


107162 








Strand 


- 


Start 


7161 








End 


9702 


Name 


OJ990730 14 


.0419. 


C21.ol 


.tw 


Method 


TBLASTX: 1 


Start 


5480 








End 


5775 


GI 


none 








Score 


229 


TT von 




•J -u «J / . 


. 5775 








Seq. No. 


50479 








Seq. ID 


OJ990730 


Gene No. 


107162 








Strand 


- 


Start 


7161 








End 


9702 


Name 


OJ990730 14 


.0419. 


C21.o3 


. gs 


Method 


GENSCAN 


Start 


7161 








End 


9702 


GI 


none 








Score 


.94 


Exons 


7161. .7547, 


8842. 


.9702 








Seq. No. 


50479 








Seq. ID 


OJ990730 


Gene No. 


107162 








Strand 


- 


Start 


7161 








End 


9702 


Name 


OJ990730 14 


.0419. 


C21.o2 


.np 


Method 


AAT/NAP 


Start 


7955 








End 


9702 


GI 


6979338 








Score 


1963 


Exons 


7955. .8212, 


8842. 


.9702 










\ r\£ -L / O f 


hypothetical 


protein [Oryza 


caf i \t ^ 1 


Seq. No. 


50480 








Seq. ID 


OJ990730 


Gene No. 


107163 








Strand 


- 


Start 


1752 








End 


3225 


Name 


OJ990730 14 


.0419. 


C22.ol 


. gs 


Method 


GENSCAN 


Start 


1752 








End 


3034 


GI 


none 








Score 


.76 


Exons 


1752. .1931, 


2073. 


.2195, 


2878. 


.3034 




Sea No 


50480 








Seq. ID 


OJ990730^ 


Gene No. 


107163 








Strand 




Start 


1752 








End 


3225 


Name 


OJ990730 14 


.0419. 


C22.ol 


.np 


Method 


AAT/NAP 


Start 


1755 








End 


3225 


GI 


6979339 








Score 


1318 


Exons 


1755. .1931, 


2073. 


.2195, 


2309. 


.2547, 28 


78. .3225 


GI Descrip. 


(AF172282) 


hypothetical protein, similar to fla 1 




monooxygenases [Oryza sativa] 






Seq. No. 


50480 








Seq. ID 


OJ990730_ 


Gene No. 


107163 








Strand 




Start 


1752 








End 


3225 


Name 


OJ990730 14 


.0419. 


C22.ol 


.ts 


Method 


TBLASTX:: 


Start 


1776 








End 


2976 


GI 


none 








Score 


102 


Exons 


1776. .1937, 


1783. 


.1929, 


1841. 


.1939, 2073. .2183, 




2875. .2976, 


2876. 


.2971 








Seq. No. 


50481 








Seq. ID 


OJ990730_ 


Gene No. 


107164 








Strand 





52020 



# 



Start 1 End 261 

Name OJ990730_14 . 0419.C23.ol . np Method AAT/NAP 

Start 1 End 260 

GI 6979339 Score 436 

Exons 1..260 

GI Descrip. (AF172282) hypothetical protein, similar to flavin-containing 
monooxygenases [Oryza sativa] 



Seq. No. 


50481 






Seq. ID 


OJ990730_14.0419 


.C23 


bene ino • 








o u ranu 






Start 


1 






End 


261 




Name 


OJ990730 14.0419.C23 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


261 




GI 


none 






Score 


55 




Exons 


1..78, 3. .260, 127.. 


228, 


178. 


.261 






Seq. No. 


50481 






Seq. ID 


OJ990730_14.0419 


.C23 


bene ino . 








ocrana 






Start 


1 






End 


261 




Name 


OJ990730 14.0419.C23 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3 






End 


248 




GI 


none 






Score 


253 




Exons 


3. .248 












Seq. No. 


50481 






Seq. ID 


OJ990730_14.0419 


.C23 


bene lno . 


X U / J. Dfi 






o Tirana 






Start 


1 






End 


261 




Name 


OJ990730 14.0419.C23 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


51 






End 


233 




GI 


none 






Score 


83 




Exons 


51. .233, 130.. 231 












Seq. No. 


50482 






Seq. ID 


OJ990730JL4.0419 


.C26 


bene lno . 








o urana 


* 

T 




Start 


345 






End 


669 




Name 


OJ990730 14.0419.C26 


.ol. 


gs 


Method 


GENSCAN 




Start 


345 






End 


669 




GI 


none 






Score 


.99 




Exons 


345. .417, 482. .669 












Seq. No. 


50483 






Seq. ID 


OJ990730_14.0419 


.C27 


bene jno . 


±U / 1 OO 






Strand 






Start 


305 






End 


1066 




Name 


OJ990730 14.0419.C27 


. ol . 


gp 


Method 


AAT/GAP 




Start 


305 






End 


737 




GI 


3768334 






Score 


749 




Exons 


305. .737 












Seq. No. 


50483 






Seq. ID 


OJ990730_14.0419 


.C27 


Gene No. 


107166 






Strand 






Start 


305 






End 


1066 




Name 


OJ990730 14.0419.C27 


.ol . 


gs 


Method 


GENSCAN 




Start 


603 






End 


1019 




GI 


none 






Score 


.79 




Exons 


603. .1019 












Seq. No. 


50483 






Seq. ID 


OJ990730_14.0419 


.C27 



52021 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107166 Strand 

305 End 
OJ990730_14.0419.C27.ol.np Method 

606 End 

6979341 Score 
606. .1066 

(AF172282) myb-like protein [Oryza sativa] 



1066 
AAT/NAP 
1066 
749 



50484 Seq. ID 

107167 Strand 

1 End 14 60 

OJ990730_14 .0419.C28.ol.np Method AAT/NAP 

1 End 1234 

6979341 Score 289 
1..26, 1030. .1234 

(AF172282) myb-like protein [Oryza sativa] 



OJ990730 14.0419.C28 



50484 

107167 

1 

OJ990730_14 .0419. C28.ol. tin 

1031 

none 

1031.. 1165, 1038.. 1163, 1054, 

50484 

107167 

1 

OJ990730_14.0419.C28.ol.ts 

1031 

none 

1031. .1165, 1038. .1163 

50484 

107167 

1 

OJ990730_14.0419.C28.ol.gp 

1032 

3768333 

1032. .1460 



OJ990730_14 .0419.C28 
1460 

TBLASTX: Maize 
1276 
112 

1164, 1190. .1276, 1191. .1274 
OJ990730 14.0419.C28 



Seq. ID 
Strand ■ 
End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1460 

TBLASTX : Soybean 

1165 

85 



OJ990730 14.0419-C28 



1460 
AAT/GAP 
1460 
755 



Seq. No. 50484 Seq. ID 

Gene No. 107167 Strand 

Start 1 End 

Name OJ990730_14 .0419. C28 . ol . gs Method 

Start 1054 End 

GI none Score 

Exons 1054.. 1234 



OJ990730JL4 .0419.C28 

1460 
GENSCAN 
1234 
.58 



Seq. No. 50485 Seq. ID OJ990730_14 . 04 19 . C2 9 

Gene No. 107168 Strand 

Start 591 End 2216 

Name OJ990730_14 . 04 19 . C29 . ol . gp Method AAT/GAP 

Start 591 End 2216 ■ 

GI LIB3477-003-P1-K1-E9 Score 107 

Exons 591.. 640, 2165.. 2216 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



52022 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


50486 








Seq. ID 


OJ990730 14 . 0419.C37 


\J 1 J. \^ 11 V ■ 


107169 








Strand 


+ 


Start 


645 








End 


943 


Name 


OJ990730 14 


. 0419 


.C37 .ol 


. OS 


Method 


GEN SCAN 


Qf art 


645 ~~ 








End 


943 




none 








Score 


.84 


Exons 


645. .943 












Sea No . 


50487 








Seq. ID 


OJ990730_14.0419.C38 


Ccsnp No 


107170 








Strand 




Start 


913 








End 


8442 


Name 


OJ990730 14 


.0419 


.C38 .ol 


.gs 


Method 


GENSCAN 


Start 


913 








End 


8442 


GI 


none 








Score 


.53 


Exons 


913. .958, 1345.. 


1441, 1523. .1606, 1698 


..1809, 2777. .4969, 




5040 5321 


5607 


. .5742, 


5842 . 


.7247, 8215. .8321, 8382. .8442 


O C \^ • li« \J . 


50487 








Seq. ID 


OJ990730_14.0419.C38 


f2on^ Ma 


107170 








Strand 




Start 


913 
j j- -j 








End 


8442 




OJ990730 14 


.0419 


.C38.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


2634 _ 








End 


2878 


GI 


none 








Score 


41 


Exons 


2634 2696 


2666 


. .2878, 


2757 . 


.2846 




Qpn No 


50487 








Seq. ID 


OJ990730_14.0419.C38 


UCilC IN w • 


107170 








Strand 




Start 


913 








End 


8442 


Nam© 


O.T9Qn73n 14 


.0419 


.C38 .ol 


• np 


Method 


AAT/NAP 


Start 










End 


7250 


GI 


4680179 








Score 


6388 


Exons 


2642. ,7250 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 


o c . • 


50487 








Seq. ID 


OJ990730_14.0419.C38 


1 1 ~ 1NU • 


107170 








Strand 




91-^ rt- 

O Lai L 


913 








End 


8442 


Name 


OJ990730 14 


.0419 


.C38 .06 


,tw 


Method 


TBLASTX: Wheat 


Start 


2687 








End 


3020 


GI 


none 








Score 


109 


Exons 


2687. .3019, 


2751 


. .3020 








Seq. No. 


50487 








Seq. ID 


OJ990730_14 .0419.C38 


uClIC IX u . 


107170 








Strand 






913 








End 


8442 


Name 


OJ990730 14 


.0419 


.C38.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2879 








End 


3466 


GI 


none 








Score 


124 


Exons 


2879. .3148, 


2880 


. .3092, 


3209. 


.3307, 3210.. 3305, 3239.. 3307, 




3305. .3466, 


3312 


. .3458, 


3314. 


.3460 




Seq. No. 


50487 








Seq. ID 


OJ990730_14 .0419.C38 


Gene No. 


107170 








Strand 




Start 


913 








End 


8442 



52023 





Name 


OJ990730 14 


.0419. 


C38.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3020 








End 


3646 




GI 


none 








Score 


57 




Exons 


3020. .3646, 


3021. 


.3098, 


3023. 


.3457, 31' 


41. .3590, 3617. .3643 




Seq. No. 


50487 








Seq. ID 


OJ990730_14 .0419.C38 




Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3515 








End 


3807 




GI 


none 








Score 


143 




Exons 


3515. .3805, 


3519. 


.3698, 


3524. 


.3736, 3616.. 3807 




Seq. No. 


50487 








Seq. ID 


OJ990730_14 . 0419.C38 




Gene No. 


107170 








Strand 


— 




Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.o2 


-ts 


Method 


TBLASTX: Soybean 




Start 


3605 








End 


3865 




GI 


none 








Score 


61 




Exons 


3605. .3865, 


3658. 


.3864 










Seq. No. 


50487 








Seq. ID 


OJ990730_14 . 0419.C38 




Gene No. 


107170 








Strand 


— 


Start 


913 








End 


8442 


: ^ 


Name 


OJ990730 14 


.0419. 


C38.ol 


.tc 


Method 


TBLASTX: Cress 


SB. 


Start 


3629 








End 


3955 




GI 


none 








Score 


90 




Exons 


3629. .3772, 


3773. 


.3955 










Seq. No. 


50487 








Seq. ID 


OJ990730_14 . 0419.C38 




Gene No. 


107170 








Strand 


— 


: La 


Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.o3 


. tw 


Method 


TBLASTX: Wheat 


= 


Start 


3653 








End 


4132 


r ™ 


GI 


none 








Score 


217 


V E 

La 


Exons 


3653. .4132, 


3654 . 


.4037, 


3659. 


.4114 






Seq. No. 


50487 








Seq. ID 


OJ990730_14.0419.C38 




Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4136 








End 


4645 




GI 


none 








Score 


284 




Exons 


4136. .4645, 


4227. 


.4613, 


4346. 


.4645 






Seq. No. 


50487 








Seq. ID 


OJ990730_14.0419.C38 




Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


. 0419. 


C38.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


4220 








End 


4573 




GI 


none 








Score 


73 




Exons 


4220. .4573, 


4305. 


.4370, 


4346. 


.4531, 4395. .4571 




Seq. No. 


■ 50487 








Seq. ID 


OJ990730_14.0419.C38 




Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.o3 


.ts 


Method 


TBLASTX : Soybean 



52024 




Start 


4394 








End 


4636 




GI 


none 








Score 


195 




Exons 


4394. .4636 














Seq. No. 


50487 








Seq. ID 


OJ990730_14.0419 


.C38 


Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


4574 








End 


4927 




GI 


none 








Score 


36 




Exons 


4574. .4927, 


4581. 


.4610, 


4656. 


.4763, 4815.. 4913 




Seq. No. 


50487 








Seq. ID 


OJ990730_14.0419 


.C38 


Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


4646 








End 


4948 




GI 


none 








Score 


216 




Exons 


4646. .4948, 


4647. 


.4946 










Seq. No. 


50487 








Seq. ID 


OJ990730_14.0419 


.C38 


Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


4661^ 








End 


5060 




GI 


none 








Score 


142 




Exons 


4661. .4981, 


4662. 


.4952, 


5001. 


.5060, 5001.. 5060 




Seq. No. 


50487 








Seq. ID 


OJ990730_14.0419 


.C38 


Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


. 0419. 


C38.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


4943 








End 


5360 




GI 


none 








Score 


82 




Exons 


4943. .4981, 


4980. 


.5360, 


5040. 


.5324 






Seq. No. 


50487 








Seq. ID 


OJ990730_14.0419 


.C38 


Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.o4 


tw 


Method 


TBLASTX: Wheat 




Start 


5034 








End 


5494 




GI 


none 








Score 


217 




Exons 


5034. .5366, 


5044 . 


. 5349, 


5348. 


.5494, 5371. .5490 




Seq. No. 


50487 








Seq. ID 


OJ990730_14 .0419 


.C38 


Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38 .08 


tm 


Method 


TBLASTX: Maize 




Start 


5787 ~ 








End 


6092 




GI 


none 








Score 


183 




Exons 


5787 . . 6092 














Seq. No. 


50487 








Seq. ID 


OJ990730_14.0419 


.C38 


Gene No. 


107170 








Strand 






Start 


913 








End 


8442 




Name 


OJ990730 14 


.0419. 


C38.o8 


tw 


Method 


TBLASTX: Wheat 




Start 


5832 








End 


6176 





52025 



GI none • Score 

Exons 5832.. 6086, 5842.. 6054, 6132.. 6176 

Seq. No. 50487 Seq. ID 

Gene No. 107170 Strand 

Start 913 End 

Name OJ9907 30_14 . 04 1 9 . C38 . o7 . tm Method 

Start 6441 End 

GI none Score 

Exons 6441.. 6737, 6550.. 6720 

Seq. No. 50487 Seq. ID 

Gene No. 107170 Strand 

Start 913 End 

Name OJ990730_14 .0419. C38 . o7 . tw Method 

Start 6618 End 

GI none Score 

Exons 6618.. 6977, 6619.. 6852, 6877.. 6981 



90 



OJ990730_14 .0419.C38 
8442 

TBLASTX: Maize 

6737 

100 



OJ990730_14 .0419.C38 
8442 

TBLASTX : Wheat 

6981 

82 



Seq. No. 50488 Seq. ID 

Gene No. 107171 Strand 

Start 400 End 

Name OJ990730_14 . 04 19 . C39 . ol . gs Method 

f j Start 400 End 

*Z GI none Score 

^ Exons 400.. 628, 956.. 1091 

[R 

III Seq. No. 50489 Seq. ID 

Gene No. 107172 Strand 

Start 388 End 

Name OJ990730_14 . 04 19 . C4 3 . ol . gs Method 

Start 388 End 

GI none Score 

Exons 388. .481, 1638.. 1687 



OJ990730_14.0419.C39 

1091 
GENS CAN 
1091 
.51 



OJ990730_14.0419.C43 

1687 
GENSCAN 
1687 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50490 Seq. ID OJ990720_12 . 04 19 . C10 

107173 Strand 

781 Enci. 943 

OJ990720_12. 0419. C10. ol.gp Method AAT/GAP 

781 End 943 

57500_1.R1084 Score 299 

781.. 943 

f 5669634/gb|AAD46402.1|AF096246_l 5.0e-25 (AF096246) 
ethylene-responsive transcriptional coactivator [Lycopersicon 
esculentum] ' 



Seq. No. 50491 Seq. ID 

Gene No. 107174 Strand 

Start 112 End 

Name OJ990720_12 . 0419 .Cll . ol .np Method 

Start 112 End 

GI 2149127 Score 

Exons 112.. 722 

GI Descrip. (U81293) UDP-glucose : indole-3-acetate beta-D-glucosyltransf erase 
[Arabidopsis thaliana] 



OJ990720_12. 0419. Cll 
+ 

722 

AAT/NAP 

722 

304 



Seq. No. 



50491 



Seq. ID OJ990720_12. 0419. Cll 



52026 




Gene No. 


107174 


Strand 


+ 




Start 


112 


End 


722 




Name 


OJ990720 12.0419.Cll.ol.gs 


Method 


GENS CAN 




Start 


121 


End 


687 




GI 


none 


Score 


. 68 




Exons 


121. .687 








Seq. No. 


50491 


Seq. ID 


OJ990720_12.0419 


.Cll 


Gene No. 


107174 


Strand 


+ ■ 




Start 


112 


End 


722 




Name 


OJ990720 12.0419.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


136 


End 


645 




GI 


none 


Score 


83 




Exons 


136. .270, 334. .387, 385. .645, 


399. .641 






Seq. No. 


50491 


Seq. ID 


OJ990720_12.0419 


.Cll 


Gene No. 


107174 


Strand 


+ 




Start 


112 


End 


722 




Name 


OJ990720 12.0419.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


315 


End 


599 




GI 


none 


Score 


211 




Exons 


315. .599, 316. .567 








Seq. No. 


50492 


Seq. ID 


OJ990720_12.0419 


.C13 


Gene No. 


107175 


Strand 


+ 




Start 


66 


End- 


802 




Name 


OJ990720 12.0419.C13.ol.gs 


Method 


GENS CAN 




Start 


66 


End 


802 




GI 


none 


Score 


.64 




Exons 


66. .200, 262. .299, 702. .802 








Seq. No. 


50493 


Seq. ID 


OJ990720_12.0419 


.C19 


Gene No. 


107176 


Strand 


+ 




Start 


14 


End 


1281 




Name 


OJ990720 12.0419.C19.ol.gs 


Method 


GENSCAN 




Start 


14 


End 


1281 




GI 


none 


Score 


.76 




Exons 


14. .42, 1203. .1281 








Seq. No. 


50494 


Seq. ID 


OJ990720 12.0419 


.C20 


Gene No. 


107177 


Strand 


+ 




Start 


1933 


End 


3196 




Name 


OJ990720 12 . 0419.C20 .o2 .np 


Method 


AAT/NAP 




Start 


1933 


End 


3196 




GI 


7340860 


Score 


94 




Exons 


1933. .1991, 3106. .3196 








GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


50494 


Seq. ID 


OJ990720__12.0419 


.C20 


Gene No. 


107178 


Strand 






Start 


540 


End 


2745 




Name 


OJ990720 12.0419.C20.ol.np 


Method 


AAT/NAP 




Start 


540 


End 


2745 




GI 


7459350 


Score 


445 




Exons 


540. .969, 2466. .2745 









GI Descrip. citrate-binding protein precursor - Para rubber tree 

52027 



gi|1177405|emb|CAA61951.1| (X89855) citrate binding protein 
[Hevea brasiliensis] 



=1 

1 



Seq. No. 50494 Seq. ID 

Gene No. 107178 Strand 

Start 540 End 

Name OJ990720_12 .0419. C20 . ol . ts Method 

Start 587 End 

GI none Score 
Exons 



OJ990720_12.0419.C20 
2745 

TBLASTX : Soybean 

2612 

65 



587. .700, 595. .699, 691. .879, 692. .880, 859.-969, 860. .895, 
938. .982, 2469. .2612 



Seq. No. 50495 Seq. ID 

Gene No. 107179 Strand 

Start 472 End 

Name OJ990720_12 . 04 1 9 . C21 . ol . gs Method 

Start 472 End 

GI none Score 

Exons 472.. 522, 719.. 880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990720_12.0419.C21 
880 

GEN SCAN 
880 
. 65 



12.0419.C22 



50496 Seq. ID OJ990720_ 

107180 Strand + 

159 End 2951 

OJ990720_12 .0419. C22 . o2 . np Method AAT/NAP 

159 End 2951 

7340860 Score 78 

159.. 253, 1310.. 1422, 2933.. 2951 

(AP001551) EST D24084 (R1183) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



50496 Seq. ID 

107180 Strand 

159 End 

OJ990720_12 . 0419.C22 . ol .np Method 

618 End 

4680191 Score 
618. .713, 1261. .1313 

(AF111710) . putative myb-related protein [Oryza sativa subsp. 
indica] 



OJ990720_12.0419.C22 
+ 

2951 
AAT/NAP 
1313 
41 



50496 

107181 

2772 

OJ990720_12.0419.C22.ol.gp 

2716 

6024930 

2716.. 3017, 3311.. 3373, 3552 



OJ990720 12.0419.C22 



Seq. ID _ 
Strand 

End 15579 
Method AAT/GAP 
End 3855 
Score 990 
3677, 3772.. 3855 
5091541/gb|AAD39570.1|AC007067_10 5.0e-26 (AC007067) T10O24.10 
[Arabidopsis thaliana] 



50496 

107181 

2772 

OJ990720_12.0419.C22.o2.gs 

2772 

none 



Seq. ID OJ990720_12.0419.C22 



Strand 
End 

Method 

End 

Score 



15579 
GENSCAN 
15164 
.7 



2772. .3017, 3311. .3373, 3552. .3677, 3772. .3867, 4302. .4420, 



52028 




4760. .4868, 5484. .5571, 5802. .5839, 5926. .6102, 7760. .7847, 
7924. .8047, 8166. .8260, 8339. .8475, 9749. .9847, 9931. .10024, 
10099. .10232, 10322. .10432, 10631 10804, 10970 .. 11092 , 
11203. .11374, 11529. .11829, 13028 13562 , 14 110 .. 14283, 
15075. .15164 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50496 

107181 

2772 

OJ990720_12.0419.C22.o3.np 

2772 

5091541 



Seq. ID OJ990720_12.0419.C22 
Strand 

End 15579 

Method AAT/NAP 

End 11725 

Score 2873 



2772. .3017, 3311. .3376, 3552. .3677, 3772. .3900, 4302. .4449, 
4526. .4595, 4760. .4868, 4960. .5139, 5484. .5571, 5802. .5839, 
5926. .6102, 7446. .7498, 7590. .7689, 7733.-7847, 7924. .8048, 
8158. .8475, 9749. .9847, 9931. .10024, 10099 .. 10232 , 10322 .. 10432 , 
10631. .10804, 10970. .11092, 11203 .. 11374 , 11529. .11725 
(AC007067) T10O24.10 [Arabidopsis thaliana] 



50496 

107181 

2772 

OJ990720_12.0419.C22.ol.tc 

3552 

none 

3552.. 3680, 3778.. 3876, 4290. 
4828.-4869, 4960. .5142, 4961. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4382, 4806 
.5044, 4966 



OJ990720 12.0419.C22 



15579 

TBLASTX: Cress 
5142 
44 

4880, 4823..4867, 
5118 



Seq. No. 50496 

Gene No. 107181 

Start 2772 

Name OJ990720_12 . 04 19 . C22 . o4 . tm 

Start 3555 

GI none 

Exons 3555.. 3680, 3556.. 3678, 3597. 



OJ990720_12.0419.C22 
15579 

TBLASTX: Maize 
3886 
167 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3680, 3770. .3886, 3772.. 3876 



Seq. No. 50496 . 

Gene No. 107181- • 

Start 2772 

Name OJ990720_12.0419.C22.ol.tm 
Start 4278 
GI none 

Exons 4278.-4376, 4290.. 4451, 4303. 

4528. .4596, 4761. .4781, 4777. 
4961.. 5044, 4963.. 5130, 5105. 
5798.. 5854, 5799.. 5840, 5907. 
7440. .7502, 7588. .7638 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990720 12.0419.C22 



15579 

TBLASTX: Maize 
7638 
68 

4452, 4303. .4455, 4526. .4597, 
4869, 4779.-4874, 4960. .5142, 
5140, 5483..5548, 5553.. 5573, 
6062, 5917.. 6075, 5924.. 6061, 



Seq. No. 50496 

Gene No. 107181 

Start 2772 

Name OJ990720_12 . 04 19 . C22 . o2 . ts 

Start 4344 

GI none 

Exons 4344.. 4451, 4516.. 4614, 4745, 
4761.. 4874, 4955.. 5044, 4960. 



Seq. ID OJ990720_12.0419.C22 
Strand 

End 15579 

Method TBLASTX : Soybean 

End 5142 

Score 99 

.4837, 4756.. 4863', 4761.. 4865, 
.5142, 4963. .5127 



52029 



Seq. No. 


50496 








Seq. ID 


OJ990720_12.0419.C22 


Gene No. 


107181 








Strand 




Start 


2772 








End 


15579 


Name 


OJ990720 12 


.0419 


.C22.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


7432 








End 


7698 


GI 


none 








Score 


68 


Exons 


7432. .7500, 


7434 


. .7499, 


7586. 


.7687, 7588. .7698 


Seq. No. 


50496 








Seq. ID 


OJ990720_12.0419.C22 


Gene No. 


107181 








Strand 




Start 


2772 








End 


15579 


Name 


OJ990720 12 


.0419 


,C22 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7656 








End 


8054 


GI 


none 








Score 


62 


Exons 


7656. .7691, 


7657 


. .7692, 


7658. 


.7693, 7752. .7847, 7760. .7849, 




7761. .7850, 


7762 


. .7854, 


7923. 


.7997, 7923. .7997, 7927. .7998, 




7989. .8054, 


7990 


. .8046 








Seq. No. 


50496 








Seq. ID 


OJ990720_12.0419.C22 


Gene No. 


107181 








Strand 




Start 


2772 








End 


15579 


Name 


OJ990720 12 


.0419 


C22 .o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


7793 








End 


8028 


GI 


none 








Score 


54 


Exons 


7793. .7849, 


7794 


. .7850, 


7906. 


.8028, 7923.. 8027 


Seq. No. 


50496 








Seq. ID 


OJ990720_12.0419.C22 


Gene No. 


107181 








Strand 




Start 


2772 








End 


15579 


Name 


OJ990720 12 


.0419 


C22.o2 


.gp 


Method 


AAT/GAP 


Start 


9985 








End 


10801 


GI 


2310205 








Score 


814 



Exons 9985.. 10024, 10098 .. 10232, 10322 10432, 10631.. 10801 

GI Descrip. 5091541/gb | AAD39570 . 1 | AC007067_10 2.0e-53 (AC007067) T10O24.10 
[Arabidopsis thaliana] 



Seq. No. 50496 

Gene No. 107181 

Start 2772 

Name OJ990720_12 . 0419 . C22 . o3 . tm 

Start 12989 

GI none 
Exons 



Seq. ID OJ990720_12.0419.C22 
Strand 

End 15579 

Method TBLASTX : Maize 

End 13199 

Score 210 



12989. .13195, 12993 .. 13199, 12994.. 13194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



50496 

107181 

2772 

OJ990720_12.0419.C22.o4.np 

12999 

6978923 



Seq. ID OJ990720_12.0419.C22 
Strand 

End 15579 

Method AAT/NAP 

End 15579 

Score 930 



12999. .13562, 14 110 .. 14292, 15470. .15579 

(AC021665) hypothetical protein [Arabidopsis thaliana] 



50496 

107181 

2772 

OJ990720 12.0419.C22.ol.ts 



Seq. ID OJ990720_12.0419.C22 
Strand 

End 15579 

Method TBLASTX : Soybean 



52030 



Start 13005 

GI none 

Exons 13005. .13565, 13006.. 13563 

Seq. No. 50497 

Gene No. 107182 

Start 996 

Name OJ990720_12 . 0419.C23 .ol . tm 

Start 66 

GI none 
Exons 



End 
Score 



13565 
476 



Seq. ID OJ990720_12.0419.C23 
Strand 

End 1295 

Method TBLASTX: Maize 

End 411 

Score 114 



66. .176, 68. .196, 80. .184, 230. .328, 231. .329, 288. .356, 
363. .401, 376. .411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50497 
107182 
996 

OJ990720_12.0419.C23.ol.gp 
996 

LIB3433-036-P1-K1-H8 
996. .1295 

! 4581150/gb|AAD24634.1|AC006919_12 4.0e-49 (AC006919) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. ID OJ990720_12.0419.C23 
Strand 

End 1295 

Method AAT/GAP 

End 1295 

Score 529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50498 

107183 

21 

OJ990720_12.0419.C24.ol.gs 
21 

none 
21. .486 



Seq. ID OJ990720_12.0419.C24 
Strand 

End 54 8 

Method GENSCAN 

End 486 

Score .46 



Seq. No. 50498 

Gene No. 107183 

Start 21 

Name OJ990720_12 . 0419.C24 .ol .gp 

Start 347 

GI 3061005 

Exons 347.. 548 



Seq. ID OJ990720_12.0419.C24 

Strand 

End 548 

Method AAT/GAP 

End 548 

Score 282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50498 

107184 

1293 

OJ990720_12.0419.C24 .ol.tm 

116 

none 



Seq. ID OJ990720_12.0419.C24 
Strand 

End 1555 

Method TBLASTX : Mai ze 

End 352 

Score 106 



116. .196, 116. .190, 118. .198, 242. .340, 251. .352, 253. . 34£ 



50498 

107184 

1293 

OJ990720_12.0419.C24 .o2.gp 

1293 

3061005 

1293. .1555' 



Seq. ID OJ990720_12.0419.C24 
Strand 

End 1555 

Method AAT/GAP 

End 1555 

Score 484 



Seq. No. 
Gene No. 



50499 
107185 



Seq. ID OJ990720_12.0419.C25 
Strand + 



52031 



Start 


1681 


End 


3655 


Name 


OJ990720 12.0419.C25.ol.gs 


Method 


GENSCAN 


Start 


1681 


End 


3647 


GI 


none 


Score 


.86 


Exons 


1681.. 2082, 2248.. 2388, 3471 


. .3647 




Seq. No. 


50499 


Seq. ID 


OJ990720 12.0419.C25 


Gene No. 


107185 


Strand 


+ 


Start 


1681 


End 


3655 


Name 


OJ990720 12.0419.C25.ol.np 


Method 


AAT/NAP 


Start 


1798 


End 


3655 


GI 


7485401 


Score 


288 


Exons 


1798.. 2070, 2239.-2388, 3492 


. .3655 




GI Descrip. 


hypothetical protein F12C20. 


6 - Arabidopsis thaliana 




gi I 3426051 |gb |AAC32250.1| (AC005168) putative Na+ dependent 




ileal bile acid transporter 


[Arabidops 


is thaliana] 


Seq. No. 


50500 


Seq. ID 


OJ990720_12.0419.C26 


Gene No. 


107186 


Strand 


+ 


Start 


1 


End 


6578 


Name 


OJ990720 12.0419.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1223 


GI 


4836878 


Score 


148 


Exons 


1..92, 240. .334, 550. .610, 1062. .1223 




GI Descrip. 


(AC007260) Icllprt seq No definition line found [Arabidopsi 




thaliana] 






Seq. No. 


50500 


Seq. ID 


OJ990720 12.0419.C26 


Gene No. 


107186 


Strand 


+ 


Start 


1 


End 


6578 


Name 


OJ990720 12.0419.C26.ol.gs 


Method 


GENSCAN 


Start 


197 


End 


3283 


GI 


none 


Score 


.85 


Exons 


197. .334, 550. .610, 1062. .1187, 3063.. 


3180, 3213.. 3283 



Seq. No. 50500 

Gene No. 107186 

Start 1 

Name OJ990720_12 . 0419.C26.o2 . tm 

Start 560 

GI none 
Exons 



Seq. ID OJ990720_12.0419.C26 

Strand + 

End 6578 

Method TBLASTX: Maize 

End 1204 

Score 77 



560. .613, 562. .612, 1056. .1199, 1059. .1196, 1061. .1201, 
1061. .1204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



50500 

107186 

1 

OJ990720_12.0419.C26.o2.np 
698 

7363274 



Seq. ID OJ990720_12.0419.C26 

Strand + 

End 6578 

Method AAT/NAP 

End 4 971 

Score 119 



698. .826, 3336. .3505, 4946. .4971 

(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F17A8; putative protein. (AL049482) [Oryza sativa] 



50500 

107186 

1 



Seq. ID OJ990720_12.0419.C26 
Strand + 
End 657 8 



52032 



Name 

Start 

GI 

Exons 



OJ990720_12.0419.C26.ol.gp 

3029 

none 

3029. .3180, 3714. .3811, 4591, 



Method AAT/GAP 
End 6473 
Score 1682 
.5140, 6378.. 6473 



Seq. No. 50500 

Gene No. 107186 

Start 1 

Name OJ990720_12 . 04 1 9 . C26 . ol . tm 

Start 3720 

GI none 

Exons 3720.. 3815, 4571.. 4720, 4589. 



Seq. ID OJ990720_12.0419.C26 

Strand + 

End 6578 

Method TBLASTX : Mai ze 

End 657 8 

Score 71 



,4966, 4674, 



5006.. 5140, 6372.. 6575, 6376.-6573, 6376. 



4961, 4979. .5095, 
,6576, 6396. .6578 



Seq. No. 50500 Seq. ID 

Gene No. 107186 Strand 

Start 1 End 

Name OJ990720_12 . 04 1 9 . C26 . o2 . gs Method 

Start 3777 End 

GI none Score 

Exons 3777.. 3811, 4591.. 5140, 6378. .6516 



OJ990720_12 .0419.C2 6 
+ 

6578 
GENSCAN 
6516 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50500 

107186 

1 

OJ990720_12.0419.C26.o3.np 

3777 

6498438 

3777.. 3811, 4591.. 4729, 4790. 



OJ990720_12.0419.C26 
+ 



Seq. ID 
Strand 

End 6578 
Method AAT/NAP 
End 6578 
Score 1066 
.5140, 6378.. 6578 
(AP000815) EST C93513 (C53164 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAC F5H14 genomic sequence, hypothetical protein. (AC006234) 
[Oryza sativa] 



50501 Seq. ID 

107187 Strand 

1487 End 

OJ990720_12 .0419. C27 . ol . gs Method 

1487 End 

none Score 



1487. .1665, 1670. .1894, 2012. .2062, 2175 
2980.. 3163 



OJ990720_12.0419.C27 
+ 

3163 
GENSCAN 
3163 
.57 

2278, 2542.. 2629, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



50501 Seq. ID 

107188 Strand 

1534 End 

OJ990720_12 . 0419. C27 . ol . np Method 

1534 End 

6691485 Score 
1534. .2150 

(AB032198) gibberellin 3beta-hydroxylase [Nicotiana tabacum] 



OJ990720_12.0419.C27 

2150 
AAT/NAP 
2150 
220 



50501 Seq. ID 

107188 Strand 

1534 End 

OJ990720_12.0419.C27.ol.ts Method 

1585 End 



OJ990720_12.0419.C27 
2150 

TBLASTX : Soybean 
2007 



52033 





GI 


none 




Score 


71 




Exons 


1585. .1722, 1727. .1822, 


1835 


..1870, 1879. .1893, 1945. .2007 




Seq. No. 


50502 




Seq. ID 


OJ990720_12 . 0419.C28 




Gene No. 


107189 




Strand 


+ 




Start 


2888 




End 


3629 




Name 


OJ990720 12.0419.C28.ol 


. gs 


Method 


GEN SCAN 




Start 


2888 




End 


3629 




GI 


none 




Score 


.81 




Exons 


2888. .3020, 3026.. 3124, 


3385 


. . 3629 






Seq. No. 


50502 




Seq. ID 


OJ990720 12.0419.C28 




Gene No. 


107190 




Strand 


+ 




Start 


7327 




End 


8202 




Name 


OJ990720 12.0419.C28.ol 


.np 


Method 


AAT/NAP 




Start 


7306 




End 


8202 




GI 


6729490 




Score 


314 




Exons 


7306. .7503, 7927.. 8202 










GI Descrip. 


(AL132966) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


50502 




Seq. ID 


OJ990720_12.0419.C28 




Gene No. 


107190 




Strand 


+ 


-> Si, 


Start 


7327 




End 


8202 


c 


Name 


OJ990720 12.0419.C28.o2 


. gs 


Method 


GENSCAN 




Start 


7327 




End 


8178 


l-i 


GI 


none 




Score 


.53 


r u 
f ^ 


Exons 


7327. .7582, 7918. .8178 










Seq. No. 


50503 




Seq. ID 


OJ990720_12.0419.C29 


. ^ 


Gene No. 


107191 




Strand 


+ 




Start 


1 




End 


4686 




Name 


OJ990720 12.0419.C29.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


4261 




GI 


6729490 




Score 


959 


\\ 


Exons 


1..38, 1131.. 1206, 1317 


..1400, 2022. .2118, 2217. .2304, 






3146. .3251, 3343.. 3435, 


3854 


. .4261 




„ 


GI Descrip. 


(AL132966) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


50503 




Seq. ID 


OJ990720_12.0419.C29 




Gene No. 


107191 




Strand 


+ 




Start 


1 




End 


4686 




Name 


OJ990720 12.0419.C29.ol 


. gs 


Method 


GENSCAN 




Start 


1131 




End 


4686 




GI 


none 




Score 


. 69 




Exons 


1131. .1218, 3146. .3323, 


3343 


..3435, 3854. .4135, 4660. .4686 




Seq. No. 


50503 




Seq. ID 


OJ990720_12.0419.C29 




Gene No. 


107191 




Strand 


+ 




Start 


1 




End 


4686 




Name 


OJ990720 12.0419.C29.ol 


• gp 


Method 


AAT/GAP 




Start 


2021 




End 


3430 




GI 


17927 1.R1084 




Score 


690 




Exons 


2021. .2118, 2217. .2304, 


3146 


..3251, 3341. .3430 




GI Descrip. 


M371285/gb|AAD18143| 2 


. 0e-41 (AC006260) hypothetical protein 






[Arabidopsis thaliana] 1 










Seq. No. 


50503 




Seq. ID 


OJ990720_12.0419.C29 



52034 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 
Cj Start 
U GI 
fn Exons 



107192 Strand 

4022 End 4673 

OJ990720_12.0419.C29.o2.gp Method AAT/GAP 

4022 End 4673 

45822_1.R1084 Score 1201 
4022. .4673 

'4371285/gb|AAD18143| 1.0e-09 (AC006260) hypothetical protein 
[Arabidopsis thaliana] 1 



50503 Seq. ID 

107193 Strand 

4824 End 

OJ990720_12 . 04 19 . C29 . o2 . ts Method 

1117 End 

none Score 



OJ990720_12.0419.C29 
7853 

TBLASTX : Soybean 

3194 

123 



1117. .1215, 1128. .1223, 1129. .1218, 1305. .1400, 1909. .1986, 
2007. .2120, 2019. .2120, 2021. .2131, 2030. .2125, 2215. .2304, 
2216. .2302, 2218. .2304, 3126. .3194 



50503 

107193 

4824 

OJ990720_12.0419.C29.ol.tm 

1197 

none 

1197. .1223, 1198.. 1218, 1305. 
2009. .2125, 2009.. 2119, 2215. 
2218. .2307, 3126. .3254, 3139. 
3343. .3405, 3408. .3431, 3841. 
3854. .4276, 4177. .4284, 4199. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990720 12.0419.C29 



7853 

TBLASTX: Maize 
4292 
39 

.1400, 1319. .1399, 2007. .2120, 

.2304, 2216. .2302, 2217. .2309, 

.3252, 3143. .3253, 3342. .3404, 

.4194, 3851. .4177, 3853. .4194, 

.4285, 4199. .4285, 4200. .4292 



Seq. No. 50503 Seq. ID OJ990720_12 . 04 19 . C29 

Gene No. 107193 Strand 

Start 4824 End 7853 

Name OJ990720_12 . 04 19 . C2 9 . ol . ts Method TBLASTX : Soybean 

Start 3340 End 4144 

GI none Score 129 

Exons 3340. .3453, 3342 .. 3443, 3841 .. 3969, 3852. .3896, 3854. .3970, 

3977. .4144, 3979. .4143 



Seq. No. 50503 

Gene No. 107193 

Start 4824 

Name OJ990720_12 . 0419.C29.ol . tc 

Start 3977 

GI none 

Exons 3977.. 4144, 3979.. 4143 



Seq. ID OJ990720_12.0419.C29 
Strand 

End 7853 

Method TBLASTX : Cress 

End 414 4 

Score 224 



Seq. No. 


50503 








Seq. ID 


OJ990720_12.0419.C29 


Gene No. 


107193 








Strand 




Start 


4824 








End 


7853 


Name 


OJ990720 12 


.0419. 


C29.o2 


.gs 


Method 


GENSCAN 


Start 


4824 








End 


7853 


GI 


none 








Score 


.5 


Exons 


4824. .5267, 


6445. 


.6579, 


7605. 


.7853 





Seq. No. 50504 Seq. ID OJ990720_12 . 04 19 . C32 



52035 




Gene No. 


107194 


Strand 


+ 








Start 


1249 


End 


2427 








Name 


OJ990720 12.0419.C32.ol.np 


Method 


AAT/NAP . 








Start 


1249 


End 


2427 








GI 


7228450 


Score 


83 








Exons 


1249.. 1361, 1977.. 2065, 2199. 


.2427 










GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 








Seq. No. 


50505 


Seq. ID 


OJ990720_ 


12. 


0419 


.C33 


Gene No. 


107195 


Strand 


+ 








Start 


30 


End 


1732 








Name 


OJ990720 12.0419.C33.ol.gs 


Method 


GENSCAN 








Start 


30 


End 


1732 








GI 


none 


Score 


.45 








Exons 


30.. 120, 1563.. 1732 












Seq. No. 


50505 


Seq. ID 


OJ990720 


12. 


0419 


.C33 


Gene No. 


107196 


Strand 


+ 








Start 


16900 


End 


17315 








Name 


OJ990720 12.0419.C33.o2.np 


Method 


AAT/NAP 








Start 


14991 


End 


15115 








GI 


7339719 


Score 


104 








Exons 


14991. .15115 












GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 








Seq. No. 


50505 


Seq. ID 


OJ990720_ 


12. 


0419 


.C33 


Gene No. 


107196 


Strand 


+ 








Start 


16900 


End 


17315 








Name 


OJ990720 12.0419.C33.o3.gs 


Method 


GENSCAN 








Start 


16900 


End 


17315 








GI 


none 


Score 


.62 








Exons 


16900. .16963, 17038.. 17315 












Seq. No. 


50505 


Seq. ID 


OJ990720_ 


12. 


0419 


.C33 


Gene No. 


107197 


Strand 










Start 


14094 


End 


15329 








Name 


OJ990720 12.0419.C33.ol.np 


Method 


AAT/NAP 








Start 


14094 


End 


15329 








GI 


5777634 


Score 


64 








Exons 


14094. .14182, 15307.. 15329 












GI Descrip. 


(AJ245900) CAA303722.1 protein [Oryza 


sativa] 








Seq. No. 


50505 


Seq. ID 


OJ990720_ 


12. 


0419 


.C33 


Gene No. 


107198 


Strand 










Start 


19023 


End 


28073 








Name 


OJ990720 12.0419.C33.o4.gs 


Method 


GENSCAN 








Start 


19023 


End 


25366 








GI 


none 


Score 


.51 








Exons 


19023. .19519, 19835. .20017, 20098 20213, 22290. 


.22392, 






24703. .24906, 25081.. 25366 












Seq. No. 


50505 


Seq. ID 


OJ990720_ 


12. 


0419 


.C33 


Gene No. 


107198 


Strand 










Start 


19023 


End 


28073 








Name 


OJ990720 12.0419.C33.o2.gp 


Method 


AAT/GAP 








Start 


22275 


End 


22565 








GI 


uC-osroM202036d05bl 


Score 


340 









52036 



Exons 2227S..22392, 22466.-22565 

GI Descrip. 1 3033397 1.0e-12 (AC004238) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 


50505 


Seq. ID 


OJ990720 


JL2.0419 


.C33 


Gene No. 


107198 


Strand 


_ 






Start 


19023 


End 


28073 






Name 


OJ990720 12.0419.C33.o3.np 


Method 


AAT/NAP 






Start 


23851 


End 


28073 






GI 


6063557 


Score 


36 






Exons 


23851. .23992, 28038.. 28073 










GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z9888^ 


) [Oryza 


sativa] 




Seq. No. 


50505 


Seq. ID 


OJ990720_ 


_12.0419 


-C33 


Gene No. 


107198 


Strand 








Start 


19023 


End 


28073 






Name 


OJ990720 12.0419.C33.o4.np 


Method 


AAT/NAP 






Start 


24703 


End 


25360 






GI 


5777618 


Score 


100 






Exons 


24703. .24996, 25120.. 25360 










GI Descrip. 


(AJ245900) CAA30376.1 protein 


[Oryza sativa] 







Seq. No. 50505 

Gene No. 107198 

Start 19023 

Name OJ990720_12 . 0419 . C33 . o5 .gs 

Start 25773 

GI none 

Exons 25773. .25902, 2594 6 .. 26470, 
27651. .27888 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_12.0419.C33 

28073 
GENSCAN 
27888 
.49 



27192. .27280, 27313 .. 27515, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50506 

107199 

1 

OJ990720_12.0419.C34 .ol.np 
1 

5777618 



Seq. ID OJ990720_12.0419.C34 
Strand + 
End 7337 
Method AAT/NAP 
End 7337 
Score 199 

1..89, 962. .1096, 1550. .1907, 2247. .2355, 6323.-6432, 7313. .7337 
(AJ245900) CAA30376.1 protein [Oryza sativa] 



50506 

107199 

1 

OJ990720_12.0419.C34.o2.np 
1 

7489045 



Seq. ID OJ990720_12.0419.C34 

Strand + 

End 7337 

Method AAT/NAP 

End 6084 

Score 7 6 



1..30, 2761. .3000, 6063. .6084 

polyprotein - tomato gi | 4235644 | gb | AAD13304 . 1 | (AF119040) 
polyprotein [Lycopersicon esculentum] 



50506 

107199 

1 

OJ990720_12.0419.C34.ol.gs 

120 

none 



Seq. ID OJ990720_12.0419.C34 

Strand + 

End 7337 

Method GENSCAN 

End 2499 

Score .91 



120. .315, 876. .1099, 1550. .1907, 2247. .2441, 2483.-2499 



52037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50506 Seq. ID 

107199 Strand 

1 End 
OJ990720_12 . 0419 .C34 . ol . gp Method 

876 End 

5803405 Score 
876. .1099, 1550. .1712 

5777618/emb|CAB53479.1| 3.0e-15 (AJ245900) CAA30376.1 protein 
[Oryza sativa] 



OJ990720_12.0419.C34 
+ 

7337 
AAT/GAP 
1712 
708 



50506 Seq. ID 

107200 Strand 

2241 End 
OJ990720_12 . 0419 . C34 . o2 . gp Method 

2241 End 

5803406 Score 
2241. .2554 



OJ990720_12.0419.C34 

2554 
AAT/GAP 
2554 
576 



Seq. No. 50506 

Gene No. 107201 

Start 3450 

Name OJ990720_12. 0419.C34 .o2.gs 

C3 Start 3450 

\i GI none 

Exons 3450.. 3612, 3908.. 4038, 5845, 

*;! 7203.. 7347, 7390.. 7539, 8980, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



50506 

107201 

3450 

OJ990720_12.0419.C34.ol.tm 

6448 

none 

6448..6S76, 6458. .6580, 6645. 
6678.-6755, 6899. .7063, 6903. 
7201. .7347, 7202. .7348, 7203. 
7475.-7537, 8980. .9066, 8980. 
9510.. 9569, 9518-.9574 

50506 

107201 

3450 

OJ990720_12.0419.C34.o3.np 

6593 

2129851 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990720 12.0419.C34 



9886 
GENSCAN 
9861 
.59 

5939, 6481. .6576, 6679. .7062, 
9063, 9512.. 9602, 9773.. 9861 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990720 12.0419.C34 



9886 

TBLASTX: Maize 
9574 
180 

6683, 6659.. 6682, 6677.. 6754, 
7187, 6906. .7064, 6913. .7068, 
7349, 7203. .7349, 7444. .7536, 
9063, 9492.. 9569, 9502.. 9570, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_12.0419.C34 

9886 
AAT/NAP 
9886 
365 



6593. .6751, 6896. .7062, 7203. .7347, 7477. .7539, 8980. .9063, 
9536.. 9602, 9773.. 9886 

tRNA adenylyltransf erase (EC 2.7.7.25) - white lupine 

gi I 1139585 | gb| AAB03077.il (U15930) tRNA nucleotidyltransferase 

[Lupinus albus] 



50507 

107202 

5343 

OJ990720_12.0419.C35.o2.gs 
5343 



Seq. ID OJ990720_12.0419.C35 

Strand + 

End 10233 

Method GENSCAN 

End 10233 



52038 



E3 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .5 

5343. .5354, 6398. .6528, 6627. .6791, 8010. .8115, 8150. .8207, 
9144.. 9281, 9.708.. 9877, 10009. .10233 



50507 

107203 

1 

OJ990720_12.0419.C35.ol.np 
1 

2129851 



Seq. ID OJ990720_12.0419.C35 
Strand 

End 10354 

Method AAT/NAP 

End 3206 

Score 551 



1..167, 668.-766, 871. .920, 1024. .1079, 1384. .1501, 1884. .2014, 
2896.. 3206 

tRNA adenylyltransf erase (EC 2.7.7.25) - white lupine 

gi| 1139585 | gb | AAB03077.il (U15930) tRNA nucleotidyltransferase 

[Lupinus albus] 



50507 

107203 

1 

OJ990720_12 . 04 19 . C35 . o2 . np 
1 

7106516 



Seq. ID OJ990720_12.0419.C35 
Strand 

End 10354 

Method AAT/NAP 

End 10354 

Score 176 



1..27, 3151. .3237, 8517. .8686, 10302. .10354 
(AP001278) hypothetical protein [Oryza sativa] 



50507 

107203 

1 

OJ990720_12.0419.C35.ol.gs 

651 

none 



Seq. ID OJ990720_12.0419.C35 
Strand 

End 10354 

Method GENS CAN 

End 4420 

Score .56 



651. .766, 871. .920, 1024. .1076, 1384. .1501, 1884. .2014, 
2896. .3133, 3171. .3426, 4216. .4420 



50508 

107204 

1378 

OJ990720_12.0419.C36.ol.tw 

204 

none 



Seq. ID OJ990720_12.0419.C36 

Strand + 

End 1616 

Method TBLASTX : Wheat 

End 4 98 

Score 64 



204. .251, 205. .255, 240. .356, 247. .375, 250. .369, 379. .498, 
387. .497 



Seq. No. 


50508 








Seq. ID 


OJ990720 


Gene No. 


107204 








Strand 


+ 


Start 


1378 








End 


1616 


Name 


OJ990720 12 


.0419 


.C36.ol, 


.gs 


Method 


GEN SCAN 


Start 


1378 






End 


1616 


GI 


none 








Score 


.45 


Exons 


1378. .1466, 


1484 


. .1616 








Seq. No. 


50509 








Seq. ID 


OJ990720 


Gene No. 


107205 








Strand 


+ 


Start 


397 








End 


923 


Name 


OJ990720 12 


.0419 


.C48.ol, 


.np 


Method 


AAT/NAP 


Start 


397 






End 


923 


GI 


7488132 








Score 


86 



52039 




Exons 397.. 466, 865.. 923 

GI Descrip. probable membrane protein T20F6.5 - Arabidopsis thaliana 
gi|2947060|gb|AAC05341.1| (AC002521) unknown protein 
[Arabidopsis thaliana] 





Seq. No. 


50509 


Seq. ID 


OJ990720_12.0419.C48 




Gene No. 


107205 


Strand 


+ 




Start 


397 


End 


923 




Name 


OJ990720 12.0419.C48.ol.gp 


Method 


AAT/GAP 




Start 


433 


End 


923 




GI 


7928 1.R1084 


Score 


143 




Exons 


433. .466, 865. .923 








GI Descrip. 


'2947060 1.0e-102 (AC002521) 


putative 


membrane protein 






[Arabidopsis thaliana] 1 








Seq. No. 


50510 


Seq. ID 


OJ990720_12.0419.C49 




Gene No. 


107206 


Strand 


+ 




Start 


1 


End 


730 




Name 


OJ990720 12.0419.C49.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


730 




GI 


6630685 


Score 


1185 




Exons 


1. .730 








GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716 






[Oryza sativa] 








Seq. No. 


50510 


Seq. ID 


OJ990720 12.0419.C49 




Gene No. 


107206 


Strand 


+ 


T i s 


Start 


1 


End 


730 . 


ri 


Name 


OJ990720 12.0419.C49.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


344 




GI 


none 


Score 


126 




Exons 


2. .76, 3.. 89, 9. .86, 78. .242, 


89. .253, 


199. .264, 264. .344, 


\ LJ 
~ 




264. .344 






fi 


Seq. No. 


50510 


Seq. ID 


OJ990720_12.0419.C4 9 




Gene No. 


107206 


Strand 


+ 




Start 


1 


End 


730 


J: 


Name 


OJ990720 12.0419.C49.o2.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


449 




GI 


none 


Score 


394 




Exons 


2. .322, 3. .449, 326. .367 








Seq. No. 


50510 


Seq. ID 


OJ990720_12.0419.C4 9 




Gene No. 


107206 


Strand 


+ 




Start 


1 


End 


730 




Name 


OJ990720 12.0419.C49.ol.gs 


Method 


GENS CAN 




Start 


56 


End 


674 




GI 


none 


Score 


.56 




Exons 


56. .674 








Seq. No. 


50510 


Seq. ID 


OJ990720_12.0419.C49 




Gene No. 


107206 


Strand 


+ 




Start 


1 


End 


730 




Name 


OJ990720 12.0419.C49.ol.tm 


Method 


TBLASTX: Maize 




Start 


456 


End 


730 




GI 


none 


Score 


404 




Exons 


456. .728, 458. .730, 622. .729 







52040 



Seq. No. 


50510 


Seq. ID 


OJ990720_12.0419.C4 


Gene No. 


107206 


Strand 


+ 


Start 


1 


End 


730 


Name 


OJ990720 12 0419 C49.ol ts 


Method 


TBLASTX: Soybean 


Start 


491 ~ 


End 


725 


GI 


none 


Score 


273 


Exons 


491. .724, 492. .725, 540. .725 






Seq. No. 


50511 


Seq. ID 


OJ990920_16.0419.C2 


Gene No. 


107207 


Strand 




Start 


820 


End 


1921 


Name 


OJ990920 16.0419.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


820 ~~ 


End 


1921 


GI 


none 


Score 


185 


Exons 


820. .990, 821. .991, 821. .994, 


829. .993, 


834. .995, 1640. .17 




1686. .1721, 1730. .1885, 1844. 


.1882, 1898. .1921 


Seq. No. 


50511 


Seq. ID 


OJ990920 16. 0419. C2 


Gene No . 


107208 


Strand 




Start 


3616 


End 


3961 


Name 


OJ990920 16 0419 C2 o2 tm 


Method 


TBLASTX: Maize 


Start 


3616 ~~ 


End 


3961 


GI 


none 


Score 


144 


Exons 


3616 3756. 3628 3753. 3845 


.3961 




Seq. No. 


50512 


Seq. ID 


OJ990920_16.0419.C3 


Gene No. 


107209 


Strand 


+ 


Start 


24 


End 


399 


Name 


OJ990920 16 0419. C3 ol as 


Method 


GENS CAN 


Start 


24 ~~ 


End 


399 


GI 


none 


Score 


.85 


Exons 


24 . .203, 232 . . 399 






Seq. No. 


50512 


Seq. ID 


OJ990920_16.0419.C3 


Gene No. 


107210 


Strand 


+ 


Start 


811 


End 


6408 


Name 


OJ990920 16. 0419. C3 o2 as 


Method 


GENSCAN 


Start 


811 ~~ 


End 


6408 


GI 


none 


Score 


.73 


Exons 


811.. 1263, 1519.. 1723. 2319 


2476, 419S 


..4438, 5838. .6093, 




6182. 6408 






Seq. No. 


50512 


Seq. ID 


OJ990920_16.0419.C3 


Gene No. 


107210 


Strand 


+ 


Start 


811 


End 


6408 


Name 


OJ990920 16.0419.C3.ol.np 


Method 


AAT/NAP 


Start 


861 


End 


6402 


GI 


7486718 


Score 


999 . 


Exons 


861. .1125, 2327. .2367, 2398.. 


2476, 4199 


..4438, 5838.. 6093, 



6182.. 6402 

GI Descrip. hypothetical protein F8M12.9 - Arabidopsis thaliana 

gi I 3513738 | gb I AAC33954.il (AF080118) similar to the GDSL family 
of lipolytic enzymes [Arabidopsis thaliana] 

Seq. No. 50512 Seq. ID OJ990920_16. 0419.C3 

Gene No. 107211 Strand 



52041 




Start 


7261 








End 


9241 


Name 


OJ990920 16 


.0419 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


961 








End 


1137 


GI 


none 








Score 


116 


Exons 


961. .1044, 


981. . 


1043, 1035. .1124, 1036.. 1137 


Seq. No. 


50512 








Con T n 




Gene No . 


i m 9 1 1 

1U / Zll 








oil diiu 




Start 


7261 








J-iIlQ. 


Q 9 A 1 
y Z fl 1 


Name 


OJ990920 16 


.0419 




LIU 


Method 


TBLASTX: Maize 


Start 


961 








End 


1170 


GI 


none 








Score 


182 


Exons 


961. .1170, 


981. . 


1136 








Seq. No. 


50512 








Seq. ID 


OJ990920_16.0419.C3 


Gene No. 


107211 








Strand 




Start 


7261 








End 


9241 


Name 


r\ TQQfiQOn 1 C 

ujyyuyzu id 




. . OX . 


Liu 


Method 


TBLASTX: Maize 


Start 


7256 








End 


8616 


GI 


none 








Score 


92 


Exons 


7256. .7327, 


7262 


. .7327, 


7263. 


.7328, 7435. .7551, 7436.-7552 




7439. .7549, 


7634 


. .7720, 


7658. 


.7726, 8 


138. .8200, 8140. .8202 




8560. .8616 












Seq. No. 


50512 








Seq. ID 


OJ990920_16.0419.C3 


Gene No. 


107211 








Strand 


- 


Of ^ v-t- 

otart 










End 


9241 


Name 


OJ990920 16 


.0419 


. Lj . Oj . 


gs 


Method 


GENSCAN 


Start 


7261 








End 


8878 


GI 


none 








Score 


.78 


Exons 


7261. .7324, 


7436 


. .7548, 


7634. 


.7714, 8 


143. .8195, 8559. .8717 




8815. .8878 












Seq. No. 


50512 








Seq. ID 


OJ990920_16.0419.C3 


Gene No. 


107211 








Strand 




Start 


7261 








End 


9241 


Name 


O TQQnQ9n 1 C. 


.0419 


.C3.o2. 


np 


Method 


AAT/NAP 


Start 


7264 








End 


9241 


GI 


3309082 








Score 


477 


Exons 


7264. .7324, 


7436 


. .7548, 


7634. 


.7714, 8 


143. .8195, 8559. .8667 




8819. .8878, 


8992 


. .9074, 


Q1 C"3 

y 1 do . 


.9241 




GI Descrip. 


(AF076251) 


calcineurin 


tJ-UKe 


protein 


1 [Arabidopsis thali< 


Seq. No. 


50512 








Seq. ID 


OJ990920_16.0419.C3 


Gene No . 


1 m 0 1 i 








Strand 




Start 


7261 








End 


9241 


Name 


OJ990920 16 


.0419 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7273 








End 


7708 


GI 


none 








Score 


54 


Exons 


7273. .7344, 


7274 


. .7324, 


7399. 


.7548, 7 


436.-7564, 7637. .7708 


Seq. No. 


50512 








Seq. ID 


OJ990920_16.0419.C3 


Gene No. 


107211 








Strand 




Start 


7261 








End 


9241 


Name 


OJ990920 16 


.0419 


,C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7435 








End 


8668 


GI 


none 








Score 


61 



52042 



Exons 


7435. .7551, 7633. .7707, 


7634 


..7720, 8138. .8194, 8140. .8202 




8558. .8668, 8563. .8667, 


8564 


. .8668 




Seq. No. 


50513 




Seq. ID 


OJ990920_16 . 0419 . C4 


Gene No. 


107212 




Strand 




Start 


1271 




End 


1802 


Name 


OJ990920 16.0419.C4.ol. 


gs 


Method 


GEN SCAN 


Start 


1271 




End 


1802 


GI 


none 




Score 


.78 


Exons 


1271. .1482, 1775. .1802 








Seq. No. 


50514 




Seq. ID 


OJ990920_16.0419.C5 


Gene No. 


107213 




Strand 


+ 


Start 


3952 




End 


4047 


Name 


OJ990920JL 6.0419.C5.O1. 


gp 


Method 


AAT/GAP 


Start 


3952 




End 


4047 


GI 


LIB3477-003-P1-K1-E9 




Score 


155 


Exons 


3952. .4047 








GI Descrip. 


*2498586/sp|Q4 0638 |MP01 


ORYSA 2.0e-24 


MAJOR POLLEN ALLERGE1 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 1 [Oryz, 




sativa] 1 








Seq. No. 


50514 




Seq. ID 


OJ990920_16.0419.C5 


Gene No. 


107214 




Strand 


+ 


Start 


5104 




End 


5991 


Name 


OJ990920 16.0419.C5.ol. 


np 


Method 


AAT/NAP 


Start 


5104 




End 


5991 


GI 


6721516 




Score 


546 


Exons 


5104. .5341, 5752. .5991 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


, sativa] 


Seq. No. 


50514 




Seq. ID 


OJ990920_16.0419.C5 


Gene No. 


107215 




Strand 




Start 


841 




End 


5431 


Name 


OJ990920 16.0419.C5.o2. 


gs 


Method 


GENSCAN 


Start 


841 




End . 


5431 


GI 


none 




Score 


.51 


Exons 


841. .1124, 1963. .2066, 


2694. 


.2794, 3117. .3183, 5240. .5431 


Seq. No. 


50515 




Seq. ID 


OJ990920 16. 0419. C8 


Gene No. 


107216 




Strand 


+ 


Start 


833 




End 


1669 


Name 


OJ990920 16.0419.C8.ol. 


gs 


Method 


GENSCAN 


Start 


833 




End 


1669 


GI 


none 




Score 


.69 


Exons 


833. .994, 1031. .1669 








Seq. No. 


50515 




Seq. ID 


OJ990920_16.0419.C8 


Gene No. 


107217 




Strand 




Start 


3023 




End 


3085 


Name 


OJ990920 16.0419.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


833 




End 


1582 


GI 


none 




Score 


161 


Exons 


833. .994, 928. .996, 1073. .1132, 1105.. 


1185, 1264.. 1365, 




1265. .1408, 1403. .1582, 


1429 


. .1581 




Seq. No. 


50515 




Seq. ID 


OJ990920_16.0419.C8 



52043 



Gene No. 


107217 


Strand 








Start 


3023 


End 


3085 






Name 


OJ990920 16.0419.C8.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


1456 


End 


1585 






GI 


none 


Score 


236 






Exons 


1456. .1581, 1457. .1585 










Seq. No. 


50515 


Seq. ID 


OJ990920 


_16. 


0419 


Gene No. 


107217 


Strand 








Start 


3023 


End 


3085 






Name 


OJ990920 16.0419.C8.o2.gs 


Method 


GENSCAN 






Start 


3023 


End 


3085 






GI 


none 


Score 


.69 






Exons 


3023. .3085 










Seq. No. 


50516 


Seq. ID 


OJ990920 


_16. 


0419 


Gene No. 


107218 


Strand 


+ 






Start 


1 


End 


1753 






Name 


OJ990920 16.0419.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1753 






GI 


6006359 


Score 


58 






Exons 


1..88, 1402. .1499, 1679. .1753 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


50516 


Seq. ID 


OJ990920 


_16. 


0419 


Gene No. 


107219 


Strand 








Start 


26 


End 


397 






Name 


OJ990920 16.0419.C9.ol.gs 


Method 


GENSCAN 






Start 


26 


End 


397 






GI 


none 


Score 


.77 






Exons 


26. .397 










Seq. No. 


50516 


Seq. ID 


OJ990920 


_16. 


0419 


Gene No. 


107220 


Strand 








Start 


811 


End 


1141 






Name 


OJ990920 16.0419.C9.o2.gs 


Method 


GENSCAN 






Start 


811 


End 


1141 






GI 


none 


Score 


.4 






Exons 


811. .900, 1006. .1066, 1071 


. .1141 








Seq. No. 


50517 


Seq. ID 


OJ990920 


_16. 


0419 


Gene No. 


107221 


Strand 


+ 






Start 


231 


End 


1626 






Name 


OJ990920 16.0419.C10.ol.gs 


Method 


GENSCAN 






Start 


231 


End 


1626 






GI 


none 


Score 


.67 






Exons 


231. .398, 866.-979, 1034.. 


1246, 1600.. 


1626 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50517 Seq. ID 

107222 Strand 

1 End 

OJ990920_16 . 04 19 . C10 . ol . np Method 

1 End 

7486138 Score 



OJ990920_16. 0419. C10 

6151 
AAT/NAP 
6151 
209 



1..62, 2884. .3407, 4094. .4194, 4764. .4939, 6111. .6151 
hypothetical protein F25I24.160 - Arabidopsis thaliana 
gi| 4539369|emb|CAB40063.1| (AL049525) putative protein 



52044 



[Arabidopsis thaliana] gi I 7267793 | emb I CAB81196 . 1 1 (AL161518) 
putative protein [Arabidopsis thaliana] 



Seq. No. 50517 

Gene No. 107222 

Start 1 

Name OJ990920_16. 0419. CIO .o2 .gs 

Start 2565 

GI none 

Exons 2565.. 2770, 2911.. 3175, 3350. 



Seq. ID OJ990920_16. 0419. C10 
Strand 

End 6151 

Method GENS CAN 

End 3409 

Score . 9 
.3409 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . .. 

Exons 



50517 

107222 

1 

OJ990920_16.0419.C10.ol.tm 

2903 

none 



Seq. ID OJ990920_16.0419.C10 
Strand 

End 6151 

Method TBLASTX : Mai ze 

End 5008 

Score 52 



2903. .3082, 3089. .3190, 3089. .3190, 3252. .3389, 4107. .4142, 
4173. .4220, 4763. .4840, 4769.-4888, 4773. .4868, 4774. .4941, 
4862. .5008, 4879. .4944 



50517 

107222 

1 

OJ990920JL6 . 0419 .C10 . ol . tc 

2978 

none 



Seq. ID OJ990920_16. 0419. C10 
Strand 

End 6151 

Method' TBLASTX : Cress 

End 4 975 

Score 192 



2978. .3178, 4107. .4142, 4152. .4232, 4769. .4975 



50517 

107222 

1 

OJ990920_16.. 04 19. C10 . o3 . gs 

4008 

none 

4008.. 4167, 4803.. 5020 

50517 

107222 

1 

OJ990920_16. 0419. C10. ol.ts 

4764 

none 

4764. .4931, 4766. .5008 



Seq. ID OJ990920_16. 0419. C10 
Strand 

End 6151 

Method GENSCAN 

End 5020 

Score .44 



Seq. ID OJ990920_16. 0419. C10 
Strand 

End 6151 

Method TBLASTX : Soybean 

End 5008 

Score 94 



Seq. No. 50518 

Gene No. 107223 

Start 101 

Name OJ990920_16. 0419.C14 .ol . gs 

Start 101 

GI none 

Exons 101.. 329 



Seq. ID OJ990920_16.0419.C14 

Strand + 

End 329 

Method GENSCAN 

End 329 

Score .69 



Seq. No. 50518 

Gene No. 107224 

Start 953 

Name OJ990920_16 . 0419 . C14 . o2 . gs 



Seq. ID OJ990920_16.0419.C14 
Strand 

End 1214 

Method GENSCAN ■ 



52045 




Start 


953 




End 


1214 


GI 


none 




Score 


.79 


Exons 


953. . 1214 








Seq. No. 


50519 




Seq. ID 


OJ990920 16 


Gene No . 


107225 




Strand 




Start 


644 




End 


3846 


Name 


OJ990920 16. 


0419.C15.ol.gp 


Method 


AAT/GAP 


Start 


538 




End 


1480 


GI 


1479 1.R10.84 




Score 


1378 


Exons 


538. .946, 1045. .1232, 1349. 


.1480 




GI Descrip. 


'4467098/emb 


ICAB37532I l.Oe 


-29 (AL035538) putative 




[Arabidopsis 


thaliana] 1 







Sea No 


50519 


Seq. ID 


OJ990920_16.0419.C15 


Gene No . 


107225 


Strand 




Start 


644 


End 


3846 


Name 


OJ990920 16.0419.C15.ol.gs 


Method 


GENSCAN 


Start 


644 


End 


3687 


GI 


none 


Score 


. 95 


Exons 


644. .686, 1045. .1232, 1349.. 


1593, 1916 


..2087, 2190.. 2596, 




3543. .3687 






Sea No 


50519 


Seq. ID 


OJ990920_16.0419.C15 


(Zanp No 


107225 


Strand 




Start 


644 


End 


3846 


Name 


OJ990920 16.0419.C15.ol.np 


Method 


AAT/NAP 


Start 


790 


End 


3846 


GI 


6978902 


Score 


1000 


Exons 


790. .946, 1045. .1232, 1349.. 


1593, 1916 


. .2087, 2190. .2416, 




3815. .3846 






QT De^PTi d 

\J Lmf O A- _. k#/ • 


(AC021199) hypothetical protein [Arabidopsis thaliana] 


Sea No 


50519 


Seq. ID 


OJ990920_16.0419.C15 


Gene No . 


107225 


Strand 




Start 


644 


End 


3846 


Name 


OJ990920 16.0419. CIS. ol.tc 


Method 


TBLASTX: Cress 


Start 


844 


End 


2087 


GI 


none 


Score 


109 


Exons 


844. .945, 1044. .1235, 1078.. 


1233, 1275 


. .1598,' 1286. .1591, 




1944. .2024, 2025. .2087 






Seq. No. 


50519 


Seq. ID 


OJ990920_16.0419.C15 


Gene No. 


107225 


Strand 




Start 


644 


End 


3846 


Name 


OJ990920 16.0419.C15.o2.tm 


Method 


TBLASTX: Maize 


Start 


895 


End 


1505 


GI 


none 


Score 


71 


Exons 


895. .945, 1044. .1235, 1045.. 


1251, 1335 


..1505, 1343. .1492 


Seq. No. 


50519 


Seq. ID 


OJ990920_16.0419.C15 


Gene No. 


107225 


Strand 




Start 


644 


End 


3846 


Name 


OJ990920 16.0419.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


1934 


End 


2435 


GI 


none 


Score 


81 


Exons 


1934. .1981, 1935. .1979, 1980 


..2090, 1980. .2087, 2187. .2432, 



52046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2187. .2435, 2191. .2433 

50519 

107225 

644 

OJ990920_16.0419.C15.o2.tc 

2279 

none 



Seq. ID OJ990920_16.0419.C15 
Strand 
End 

Method 
End 
Score 



3846 

TBLASTX: Cress 

2406 

73 



2279. .2359, 2279. .2356, 2280. .2405, 2281. .2406 



50520 

107226 

1787 

OJ990920 16.0419.C16.o2 



1787 
4914386 
1787. .2083, 



,np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4018 

(AC007167) putative GDSL-motif lipase/hydrolase [Arabidopsis 
thaliana] 



OJ990920_ 
+ 

9823 
AAT/NAP 
4018 
159 



16.0419.C16 



2729.. 2854, 3634. 



Seq. No. 50520 Seq. ID 

Gene No. 107226 Strand 

Start 1787 End 

Name 0 J9 90 92 0_1 6.0419.C16.ol.gs Method 

Start 1837 End 

GI none Score 

Exons 1837.. 2083, 2729.. 2850, 2885.. 2923 



OJ990920_16.0419.C1< 
+ 

9823 
GENSCAN 
2923 
.97 



Seq. No. 50520 Seq. ID OJ990920_16 . 04 19 . C16 

Gene No. 107226 Strand + 

Start 1787 End 9823 

Name OJ990920_16 . 04 19 . C16 . o3 . np Method AAT/NAP 

Start 3725 End 3950 

GI 6714321 Score 42 

Exons 3725.. 3950 

GI Descrip. (AC016972) putative proline-rich APG protein [Arabidopsis 
thaliana] 



Seq. No. 50520 Seq. ID 

Gene No. 107226 Strand 

Start 1787 End 

Name OJ990920_16 . 04 19 . CI 6 . o2 . gs Method 

Start 3726 End 

GI none Score 

Exons 3726.. 4146, 5008.. 5412, 7147.. 7364 



OJ990920_16.0419.C16 
+ 

9823 
GENSCAN 
7364 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50520 
107226 
1787 

OJ990920 
5147 
728868 
5147. .5248, 



Seq. ID OJ990920_16.0419.C16 
Strand + 
End 9823 
Method AAT/NAP 
End 9823 
Score 124 
9823 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG (PROTEIN CEX) 

gi I 99824 | pir | | S16748 proline-rich protein - rape (fragment) 

gi 1 22597 | emb | CAA42924 | (X60376) proline-rich protein [Brassica 

napus] 



16.0419.C16.o4.np 



7961.. 8197, 9773. 



52047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

EJ Gene No. 

Start 

i^. Name 

-!! Start 

is gi 

Q Exons 

i 3 * Seq. No. 

?r 3 Gene No. 

Iyi Start 

s Name 

C3 Start 

H gi 

i& Exons 

[a GI Descrip. 



50520 

107226 

1787 

OJ990920_16.0419.C16.o5.np 

5243 

7442091 



Seq. ID OJ990920_16.0419.C16 

Strand + 

End 9823 

Method AAT/NAP 

End 9702 

Score 107 



5243.. 5293, 6153.. 6339, 7953.-8245, 9579.. 9702 
proline-rich protein F25E4.50 - Arabidopsis thaliana 
gi I 7321040 | emb | CAB82148.il (AL050399) putative proline-rich 
protein [Arabidopsis thaliana] 



50520 
107226 
1787 

OJ990920_16.0419.C16.o6.np 
6693 
7106528 
6693;. 6719, 9364.. 9492 

(AP001278) EST D40774 (S2920) corresponds to a region of the 
predicted gene . ; hypothetical protein [Oryza sativa] 



Seq. ID OJ990920_16.0419.C16 

Strand + 

End 9823 

Method AAT/NAP 

End 94 92 

Score 96 



50520 

107226 

1787 

OJ990920_16.0419.C16.o3.gs 

7871 

none 



Seq. ID OJ990920_16.0419.C16 

Strand + 

End 9823 

Method GENSCAN 

End 8347 

Score .87 



7871. .7926, 7980. .8127, 8189. .8347 



Seq. ID OJ990920_16.0419.C16 
Strand 

2767 
AAT/NAP 
2767 
154 



50520 
107227 
1 

OJ990920_16.0419.C16.ol.np 
1 

5281029 

1..58, 507. .1031, 2741. .2767 

(AL080318) putative reverse transcriptase [Arabidopsis thaliana] 



End 

Method 

End 

Score 



Seq. No. 


50520 






Seq. ID 


OJ990920_16.0419 


.C16 


C3 Gene No. 


107227 






Strand 






Start 


1 






End 


2767 




Name 


OJ990920 


16.0419.C16.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


463 






End 


879 




GI 


none 






Score 


168 




Exons 


463. . 618, 


628. .879 










Seq. No. 


50520 






Seq. ID 


OJ990920_16.0419 


.C16 


Gene No. 


107227 






Strand 






Start 


1 






End 


2767 




Name 


OJ990920 


16.0419.C16.ol, 


,tw 


Method 


TBLASTX: Wheat 




Start 


556 






End 


975 




GI 


none 






Score 


60 




Exons 


556. .606, 


706. .975, 740. 


. .916 








Seq. No. 


50521 






Seq. .ID 


OJ990920_16.0419 


.C18 


Gene No. 


107228 






Strand 


+ 





52048 




Start 


186 


End 


4921 


Name 


OJ990920 16.0419.C18.ol.gs 


Method 


GEN SCAN 


Start 


186 


End 


3882 


GI 


none 


Score 


.52 


Exons 


186. .385, 481. .1104, 1156. .1471, 2694 


. .3882 


Seq. No. 


50521 


Seq. ID 


OJ990920_16.0419.C18 


Gene No. 


107228 


Strand 


+ 


Start 


186 


End 


4921 


Name 


OJ990920 16.0419.C18.o3.tw 


Method 


TBLASTX: Wheat ' 


Start 


612 


End 


1002 


GI 


none 


Score 


355 


Exons 


612. .998, 615. .1001, 626. .1000, 739.. 


1002 


Seq. No. 


50521 


Seq. ID 


OJ990920_16.0419.C18 


Gene No. 


107228 


Strand 


+ 


Start 


186 


End 


4921 


Name 


OJ990920 16.0419.C18.ol.np 


Method 


AAT/NAP 


Start 


621 


End 


4921 


GI 


6539553 


Score 


5035 


Exons 


621. .3821, 4895. .4921 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


50521 


Seq. ID 


OJ990920 16.0419.C18 


Gene No. 


107228 


Strand 


+ 


Start 


186 


End 


4921 


Name 


OJ990920 16.0419.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


750 


End 


1063 


GI 


none 


Score 


357 


Exons 


750. .1061, 758. .1063, 760. .1062 




Seq. No. 


50521 


Seq. ID 


OJ990920_16.0419.C18 


Gene No. 


107228 


Strand 


+ 


Start 


186 


End 


4921 


Name 


OJ990920 16.0419.C18.o3.tm . 


Method 


TBLASTX: Maize 


Start 


1562 


End 


1883 


GI 


none 


Score 


223 


Exons 


1562. .1744, 1569.. 1799, 1578 


..1796, 1589. .1798, 1799. .1882, 




1801. .1881, 1803. .1883, 1809 


. .1883 




Seq. No. 


50521 


Seq. ID 


OJ990920_16.0419.C18 


Gene No. 


107228 


Strand 


+ 


Start 


186 


End 


4921 


Name 


OJ990920 16.0419.C18.o4.tm 


Method 


TBLASTX: Maize 


Start 


2083 


End 


2475 


GI 


none 


Score 


226 


Exons 


2083. .2475 






Seq. No. 


50521 


Seq. ID 


OJ990920_16.0419.C18 


Gene No. 


107228 


Strand 


+ 


Start 


186 


End 


4921 


Name 


OJ990920 16-0419. C18.o4.tw 


Method 


TBLASTX: Wheat 


Start 


2158 


End 


2352 


GI 


none 


Score 


109 



52049 




Exons 


2158. .2352, 


2160 


. .2345, 


2161. 


.2352 






Seq. No. 


50521. 








Seq. ID 


OJ990920_16.0419 


.C18 


Gene No. 


107228 








Strand 


+ 




Start 


186 








End 


4921 




Name 


OJ990920 16. 


0419 


.C18 .ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


2353 








End 


3099 




GI 


none 








Score 


187 




Exons 


2353. .2481, 


2358 


. .2477, 


2536. 


.2577, 2565. .2612, 2594. .2644, 




2611. .2640, 


2619 


. .2789, 


2620. 


.3099, 2620. .2820, 2622. .2831, 




2906. .3079, 


2940 


. .3098 










Seq. No. 


50521 








Seq. ID 


OJ990920_16. 0419 


. C18 


Gene No. 


107228 








Strand 


+ 




Start 


186 








End 


4921 




Name 


OJ990920 16. 


0419 


.C18.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3019 








End 


3483 




GI 


5509260 








Score 


375 




Exons 


3019. .3483, 


3114 


. .3332, 


3405. 


.3464 






GI Descrip. 
















Seq. No. 


50521 








Seq. ID 


OJ990920_16.0419 


.C18 


Gene No. 


107228 








Strand 


+ 




Start 


186 








End 


4921 




Name 


OJ990920 16. 


0419 


.C18.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3112 








End 


3372 




GI 


none 








Score 


282 




Exons 


3112. .3372, 


3114 


. .3284 










Seq. No. 


50521 








Seq. ID 


OJ990920_16.0419 


.C18 


Gene No. 


107228 








Strand 


+ 




Start 


186 








End 


4921 




Name 


OJ990920 16. 


0419 


.C18.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3153 








End 


3618 




GI 


none 








Score 


355 




Exons 


3153. .3251, 


3154 


. .3618 










Seq. No. 


50521 








Seq. ID 


OJ990920JL6.0419 


.C18 


Gene No. 


107228 








Strand 


+ 




Start 


186 








End 


4921 




Name 


OJ990920 16. 


0419 


.C18.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


3154 








End 


3699 




GI 


none 








Score 


316 




Exons 


3154. .3498, 


3493 


. .3699 










Seq. No. 


50521 








Seq. ID 


OJ990920_16.0419 


.C18 


Gene No. 


107228 








Strand 


+ 




Start 


186 








End 


4921 




Name 


OJ990920 16. 


0419 


.C18.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


3552 








End 


3819 




GI 


none 








Score 


259 




Exons 


3552. .3752, 


3553 


. .3819 










Seq. No. 


50522 








Seq. ID 


OJ990920_16.0419 


.C19 


Gene No. 


107229 








Strand 


+ 




Start 


1 








End 


4152 




Name 


OJ990920 16. 


0419 


.C19.ol 


.np 


Method 


AAT/NAP 





52050 




Start 1 End 4152 

GI 6539553 Score 1079 

Exons . 1..28, 3439.. 4152 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


50522 








Seq. ID 


OJ990920_16.0419. 


C19 


Gene No . 


1U 








Strand 


+ 




Start 


6171 








End 


10154 




Name 


OJ990920 16 


.0419 


.C19.o2. 


gs 


Method 


GENSCAN 




Start 


6171 








End 


10154 




GI 


none 








Score 


.65 




Exons 


6171. .6468, 


8719 


. .8845, 


9280. 


.9824, 9943. .10154 




Seq. No. 


50522 








Seq. ID 


ojyyuyzu io.u4iy. 


C19 


Gene No . 


107231 








Strand 






Start 


11262 








End 


124 8 6 




Name 


OJ990920 16 


.0419 


.C19.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3445 








End 


3684 




GI 


none 








Score 


228 




Exons 


3445. .3684, 


3451 


. .3651, 


3456. 


.3683 






Seq. No. 


50522 








Seq. ID 


OJ990920_16.0419. 


C19 


Gene No . 


107231 








Strand 






Start 


11262 








End 


12486 




Name 


OJ990920 16 


.0419 


.C19.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3529 








End 


3903 




GI 


none 








Score 


104 




Exons 


3529. .3660, 


3679 


. .3903 










Seq. No. 


50522 








Seq. ID 


OJ990920_16.0419. 


C19 


Gene No . 


107231 








Strand 






Start 


11262 








End 


12486 




Name 


OJ990920 16 


.0419 


,C19.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3540 








End 


4016 




GI 


none 








Score 


91 




Exons 


3540. .3611, 


3541 


. .3615, 


3541. 


.3621, 3630. .4016, 3631. .3948 


Seq. No. 


50522 








Seq. ID 


OJ990920_16.0419. 


C19 


Gene No. 


107231 








Strand 






Start . 


11262 








End 


12486 




Name 


OJ990920 16 


.0419 


.C19.o3. 


gs 


Method 


GENSCAN 




Start 


11262 








End 


12486 




GI 


none 








Score 


.7 




Exons 


11262. .1178 


2, 12360.. 12486 








Seq. No. 


50523 








Seq. ID 


OJ990920_16.0419. 


C20 


Gene No. 


107232 








Strand 


+ 




Start 


976 








End 


3045 




Name 


OJ990920 16 


.0419 


.C20.ol. 


np 


Method 


AAT/NAP 




Start 


97 6 








End 


3045 




GI 


2062167 








Score 


82 




Exons 


976. .1141, 


2963. 


.3045 










GI Descrip. 


(AC001645) 


Proline-rich protein APG isolog [Arabidopsis 





thaliana] 



52051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50524 Seq. ID 

107233 Strand 

302 End 

OJ990920_1 6 . 04 19 . C2 1 . ol . gs Method 

302 End 

none Score 



OJ990920_16.0419.C21 

3964 
GENSCAN 
3964 
.77 



302. .354, 571. .884, 917. .1025, 3242. .3340, 3562. .3678, 
3689. .3964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50525 

107234 

98 

OJ990920_16.0419.C22.ol.gs 
98 

none 



Seq. ID OJ990920_16.0419.C22 

Strand + 

End 6041 

Method GENSCAN 

End 6041 

Score . 4 



98. .448, 537. .930, 1073. .1526, 1535. .2246, 2286. .2336, 
2361. .2453, 2532. .2905, 2942. .3000, 3005. .3132, 3447. .3581, 
3709. .4778, 4799. .4907, 4912. .5100, 5200. .5330, 5339. .5613, 
5647. .6041 



Seq. No. 50525 Seq. ID 

Gene No. 107234 Strand 

Start 98 End 

Name OJ990920_16 . 0419. C22 . ol . np Method 

Start 110 End 

GI 7228457 Score 

Exons 110.. 484, 547.. 2468, 2532.. 3367, 3490. 
GI Descrip. 



OJ990920_16.0419.C22 
+ 

6041 
AAT/NAP 
6038 
6091 

.4417, 4484. .6038 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 50525 

Gene No. 107235 

Start 6718 

Name OJ990920_16 . 04 19 . C22 . o7 , 

Start 818 

GI none 

Exons 818.. 907, 822.. 908, 903, 



Seq. ID OJ990920_16.0419.C22 
Strand 

End 10588 

tw • Method TBLASTX : Wheat 

End 9609 

Score 93 
.1133, 904. .1164, 9520. .9609 



Seq. No. 50525 

Gene No. 107235 

Start 6718 

Name OJ990920_16 . 0419. C22 . o2 . tw 

Start 1901 

GI none 

Exons 1901.. 2038, 1902.. 2432, 2096. 

Seq. No. 50525 

Gene No. 107235 

Start 6718 

Name OJ990920_1 6.0419. C22 . ol . tw 

Start 2540 

GI none 

Exons 2540.. 2980, 2541.. 2981 



Seq. ID OJ990920_16.0419.C22 
Strand 

End 10588 

Method TBLASTX : Wheat 

End 2540 

Score 376 
.2413, 2409. .2540 

Seq. ID OJ990920_16.0419.C22 
Strand 

End 10588 

Method TBLASTX : Wheat 

End 2981 

Score 541 



Seq. No. 



50525 



Seq. ID OJ990920_16.0419.C22 



52052 



Gene No. 107235 Strand 

Start 6718 End 10588 

Name O J9 90 92 0_1 6 . 0 4 1 9 . C2 2 . o 1 . tm Method TBLASTX : Mai ze 

Start 2670 End 3027 

GI none Score 323 

Exons 2670.. 2990, 2705.. 2980, 2989.. 3027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50525 

107235 

6718 



Seq. ID OJ990920_16.0419.C22 
Strand 

End 10588 



OJ990920 16.0419.C22.o3.tm Method TBLASTX : Maize 



3054 
none 

3054.. 3305, 3055.. 3411 



End 
Score 



3411 
301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50525 
107235 
6718 

0 J990 92 0_1 6 . 0 4 1 9 . C22 . o2 . ts Method TBLASTX : Soybean 



Seq. ID OJ990920_16.0419.C22 
Strand 

End 10588 



3088 
none 

3088.. 3324, 3207. .3302 



End 
Score 



3324 
184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50525 

107235 

6718 



Seq. ID OJ990920_16.0419.C22 
Strand 

End 10588 



OJ990920 16.0419.C22.o3.tw Method TBLASTX : Wheat 



3112 
none 



End 
Score 



3112. .3414, 3117. .3512, 3457. .3513 



3513 
317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50525 Seq. ID OJ990920_16 . 04 19 . C22 

107235 Strand 

6718 End 10588 

0 J990 920_1 6 . 0 4 1 9 . C22 . o4 . tw Method TBLASTX : Wheat 

3946 End 4395 

none Score 232 

3946. .4170, 3967. .4170, 4014. .4187, 4243. .4395, 4254. .4391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50525 

107235 

6718 



Seq. ID OJ990920_16.0419.C22 
Strand 

End 10588 



OJ990 920_1 6.0419. C22 . ol . ts Method TBLASTX : Soybean 

4069 End 4632 

5666795 Score 57 

4069. .4167, 4258. .4395, 4450. .4632 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50525 

107235 

6718 



Seq. ID OJ990920_16.0419.C22 
Strand 

End 10588 



OJ990920 16.0419.C22.o2.tm Method TBLASTX : Maize 



4918 
none 

4918.. 5232, 5001.. 5222 



End 
Score 



5232 
316 



Seq. No. 



50525 



Seq. ID OJ990920_16.0419.C22 



52053 




Gene No. 


107235 








Strand 








Start 


6718 








End 


10588 






Name 


OJ990920 16 


.0419 


.C22.o6 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


5046 








End 


5413 






GI 


none 








Score 


278 






Exons 


5046. .5291, 


5047 


. .5334, 


5345. 


.5413, 5346. .5405 






Seq. No. 


50525 








Seq. ID 


OJ990920 


_16.0419. 


C22 


Gene No. 


107235 








Strand 








Start 


6718 








End 


10588 






Name 


OJ990920 16 


.0419 


.C22.o5 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


5420 








End 


8806 






GI 


none 








Score 


57 






Exons 


5420. .5470, 


5421 


. .5717, 


5600. 


.5677, 5799. .5873, 


5904. .6029, 




8753. .8806 
















Seq. No. 


50525 








Seq. ID 


OJ990920 


_16.0419. 


C22 


Gene No. 


107235 








Strand 








Start 


6718 








End 


10588 






Name 


OJ990920 16 


.0419 


.C22.o2 


. gs 


Method 


GENSCAN 






Start 


6718 








End 


10588 






GI 


none 








Score 


.45 






Exons 


6718. .7251, 


7313 


. .7594, 


7841. 


.8359, 8481. .8725, 


8749. .8845, 




8988. . 9155, 


9191 


. .9283, 


9449. 


.10296, 10492.. 10588 




Seq. No. 


50525 








Seq. ID 


OJ990920 


_16.0419. 


C22 


Gene No. 


107235 








Strand 








Start 


6718 








End 


10588 






Name 


OJ990920 16 


.0419 


,C22.o2 


.np 


Method 


AAT/NAP 






Start 


6748 








End 


10228 






GI 


5803259 








Score 


1796 






Exons 


6748. .7421, 


7526 


. .7703, 


7838. 


.8872, 8948. .10228 






GI Descrip. 


(AP000399) : 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


50526 








Seq. ID 


OJ990920 


JL6.0419. 


C23 


Gene No. 


107236 








Strand 


+ 






Start 


1056 








End 


2516 






Name 


OJ990920 16 


.0419 


-C23.ol 


.gs 


Method 


GENSCAN 






Start 


1056 








End 


2516 






GI 


none 








Score 


.61 






Exons 


1056. .1129, 


1279 


. .1304, 


1619. 


.1705, 2398. .2516 






Seq. No. 


50526 








Seq. ID 


OJ990920 


J.6.0419. 


C23 


Gene No. 


107237 








Strand 








Start 


1604 








End 


2145 






Name 


OJ990920 16 


.0419 


.C23.ol 


.np 


Method 


AAT/NAP 






Start 


1604 








End 


2145 






GI 


6539585 








Score 


206 






Exons 


1604. .1679, 


1976 


. .2145 












GI Descrip. 


(AP000837) ] 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


50526 








Seq. ID 


OJ990920 


_16.0419. 


C23 


Gene No. 


107238 








Strand 








Start 


3379 








End 


3695 






Name 


OJ990920 16 


.0419 


.C23.o2, 


.gs 


Method 


GENSCAN 






Start 


3379 








End 


3695 






GI 


none 








Score 


.74 







52054 



Exons 



3379. .3695 



Seq. No. 50527 Seq. ID 

Gene No. 107239 Strand 

Start 143 End 

Name OJ990920_16 . 0419 . C24 . ol . gs Method 

Start 143 End 

GI none Score 

Exons 143. .228, 482. .678, 896. .1011 



OJ990920_16.0419.C24 
+ 

1981 
GENSCAN 
1011 
.76 



Seq. No. 50527 Seq. ID OJ990920_16 . 0419 . C24 

Gene No. 107239 Strand + 

Start 143 End 1981 

Name OJ990920_16 . 0419 . C24 . ol . np Method AAT/NAP 

Start 465 End 1981 

GI 7340860 Score 54 

Exons 465.. 660, 1952.. 1981 

GI Descrip. (AP001551) EST D24084 (R1183 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


50527 


Seq. ID 


OJ990920_16.0419.C24 


Gene No. 


107240 


Strand 


+ 


Start 


3964 


End 


5782 


Name 


OJ990920 16.0419.C24.o2.np 


Method 


AAT/NAP 


Start 


3964 


End 


5782 


GI 


6650526 


Score 


838 


J—J \ w *' no 


3964. .4846, 4982. .5163, 5406. 


.5495, 5589. .5782 


CtT Dpspti n 

\J J- _/ ~ ^ O J_ _. k*/ ■ 


(AF101045) putative transcription factor XI [Oryza sativa subsp 




japonica] 






Seq. No. 


50527 


Seq. ID 


OJ990920_16.0419.C24 


Gene No. 


107240 


Strand 


+ 


Start 


3964 


End 


5782 


Name 


OJ990920 16.0419.C24.o3.gs 


Method 


GENSCAN 


Start 


3964 


End 


5736 


GI 


none 


Score 


.72 


Exons 


3964. .4846, 4982. .5163, 5406. 


.5495, 5589. .5736 


Seq. No. 


50527 


Seq. ID 


OJ990920_16.0419.C24 


Gene No. 


107240 


Strand 


+ 


Start 


3964 


End 


5782 


Name 


OJ990920 16.0419.C24.ol.gp 


Method 


AAT/GAP 


Start . . 


4727 


End 


5714 


GI 


uC-osflcypl57c05bl 


Score 


968 


Exons 


4727. .4846, 4982. .5163, 5406. 


.5495, 5589. .5714 


GI Descrip. 


f 2149018/gb|U70541|OSU70541 5 


.Oe-25 Oryza sativa putative 




ADP-glucose pyrophosphorylase 


subunit 


SH2 and putative 




NADPH-dependent reductase Al 


genes, complete cds ' 


Seq. No. 


50527 


Seq. ID 


OJ990920_16.0419.C24 


Gene No. 


107241 


Strand 




Start 


1622 


End 


2717 


Name 


OJ990920 16.0419.C24 . o2 . gs 


Method 


GENSCAN 


Start 


1622 


End 


2717 


GI 


none 


Score 


.81 


Exons 


1622. .1736, 1911. .2050, 2107. 


.2314, 2551. .2717 



52055 




Seq. No. 


50527 - 


Seq. ID 


OJ990920_16.0419. 


C24 


Gene No. 


107242 


Strand 






Start 


3964 


End 


4362 




Name 


OJ990920 16.0419.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


3964 


End 


4344 




GI 


none 


Score 


169 




Exons 


3964. .4158, 4080. .4157, 4083. 


.4163, 4150. .4344 




Seq. No. 


50527 


Seq. ID 


OJ990920_16. 0419. 


C24 


Gene No. 


107242 


Strand 






Start 


3964 


End 


4362 




Name 


OJ990920 16.0419.C24.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3973 


End 


4362 




GI 


none 


Score 


178 




Exons 


3973. .4170, 4162. .4227, 4249. 


. 4362 






Seq. No. 


50527 


Seq. ID 


OJ990920_16. 0419. 


C24 


Gene No. 


107243 


Strand 






Start 


4585 


End 


5717 




Name 


OJ990920 16.0419.C24 .o2.tc 


Method 


TBLASTX: Cress 




Start 


4585 


End 


5708 




GI 


none 


Score 


137 




Exons 


4585. .4851, 4963. .5163, 5574. 


.5708 






Seq. No. 


50527 


Seq. ID 


OJ990920_16. 0419. 


C24 


Gene No. 


107243 


Strand 






Start 


4585 


End 


5717 




Name 


OJ990920 16.0419.C24 .ol. tm 


Method 


TBLASTX: Maize 




Start 


5176 


End 


5717 




GI 


none 


Score 


61 




Exons 


5176. .5238, 5403. .5507, 5586. 


.5717 






Seq. No. 


50528 


Seq. ID 


OJ990920_16.0419. 


C25 


Gene No. 


107244 


Strand 


+ 




Start 


1 


End 


1016 




Name 


OJ990920_16.0419.C25.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


148 




GI 


uC-osflcypl57c05bl 


Score 


252 




Exons 


1. .148 








GI Descrip. 


'2149018/gb|U70541 IOSU70541 5 


. 0e-25 Oryza sativa putative 




ADP-glucose pyrophosphorylase 


subunit 


SH2 and putative 






NADPH-dependent reductase Al 


genes, complete cds ? 




Seq. No. 


50528 


Seq. ID 


OJ990920 16.0419. 


C25 


Gene No. 


107244 


Strand 


+ 




Start 


1 


End 


1016 




Name 


OJ990920 16.0419.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1016 




GI 


6650526 


Score 


549 




Exons 


1..307, 456. .674, 795. .1016 








GI Descrip. 


(AF101045) putative transcription factor XI [Oryza sativa s 




japonica] 








Seq. No. 


50528 


Seq. ID 


OJ990920_16.0419. 


C25 


Gene No. 


107244 


Strand 


+ 




Start 


1 


End 


1016 




Name 


OJ990920 16.0419.C25.ol.gs 


Method 


GEN SCAN 





52056 



Start 
GI 

Exons 



140 
none 

140. .307, 456. .674, 792. 



.980 



End 
Score 



980 
.66 



Seq. No. 50528 

Gene No. 107245 

Start 837 

Name OJ990920_16. 0419.C25.ol . tw 

Start 5 

GI none 

Exons 5.. 172, 149. .304, 456.-524 



Seq. ID OJ990920_16.0419.C25 

Strand 

End 996 

Method TBLASTX : Wheat 

End 524 

Score 142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50528 

107245 

837 

OJ990920_16.0419.C25.o2.tm 
5 

none 



Seq. ID OJ990920_16.0419.C25 

Strand 

End 996 

Method TBLASTX: Maize 

End 719 

Score 153 



5. .151, 233. .301, 239. .295, 410. .547, 456. .548, 573. .668, 
594. .668, 684. .719 



Seq. No. 50528 

Gene No. 107245 

Start 837 

Name OJ990920_16. 0419.C25 .ol .tc 

Start 452 

GI none 
Exons 



Seq. ID OJ990920_16.0419.C25 

Strand 

End 996 

Method TBLASTX: Cress 

End 683 

Score 122 



452.-577, 456. .578, 569. .682, 570. .683 



Seq. No. 50528 

Gene No. 107245 

Start 837 

Name OJ990920_16 . 0419 . C25 . o2 . tc 

Start 7 92 

GI none 

Exons 7 92.. 983 



Seq. ID OJ990920_16.0419.C25 
Strand 

End 996 

Method TBLASTX: Cress 

End 983 

Score 179 



Seq. No. 50528 

Gene No. 107245 

Start 837 

Name OJ990920_16 . 0419. C25 . ol . tm 

Start 7 98 

GI none 

Exons 798.. 995 



Seq. ID OJ990920_16.0419.C25 
Strand 

End 996 

Method TBLASTX: Maize 

End 995 

Score 205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



50528 
107245 
837 

OJ990920_16.0419.C25.o2.gp 
837 

uC-osf Icypl57c05al 
837. .995 

, 4558547/gb|AAD22640.1|AC007138_4 2.0e-13 (AC007138) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. ID OJ990920_16.0419.C25 
Strand 

996 

AAT/GAP 
995 
292 



End 

Method 

End 

Score 



50528 
107245 



Seq. ID OJ990920_16.0419.C25 
Strand 



52057 



Start 
Name 
Start 
GI 

Exons 



837 End 

OJ990920JL6 . 04 19 . C25 . o2 . tw Method 

84 9 End 

none Score 
849.-995, 907. .996 



996 

TBLASTX: Wheat 

996 

172 



Seq. No. 50529 

Gene No. 107246 

Start 2843 

Name. OJ990920 16 . 04 19 . C27 . ol . np 

Start 2843 

GI 3309082 

Exons 2843.. 2921, 3027.. 3109, 3212. 

4111. .4191, 4342. .4454, 4859. 



Seq. ID OJ990920_16.0419.C27 

Strand + 

End 4 919 

Method AAT/NAP 

End 4919 

Score 474 

.3271, 3448. .3556, 3677. .3729, 
.4919 



GI Descrip. (AF076251) calcineurin B-like protein 1 [Arabidopsis thaliana] 





Seq. No. 


50529 








Seq. ID 


OJ990920 


16. 0419.C27 




Gene No. 


107246 








Strand 


+ 






Start 


2843 








End 


4919 






Name 


OJ990920 16. 


0419. 


C27.ol 


gs 


Method 


GENSCAN 






Start 


3027 








End 


4454 






GI 


none 








Score 


.74 






Exons 


3027. .3109, 


3212. 


.3271, 


3400. 


.3556, 3677. .3729, 


4342. .4454 


% ji 


Seq. No. 


50529 








Seq. ID 


OJ990920 


_16.0419.C27 




Gene No. 


107247 








Strand 


+ 






Start 


4931 








End 


4983 






Name 


OJ990920 16. 


0419. 


C27.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


3499 








End 


4927 






GI 


none 








Score 


75 






Exons 


3499. .3555, 


3678. 


.3731, 


3679. 


.3732, 4093. .4191, 


4093. .4194, 






4331. .4450, 


4339. 


.4482, 


4341. 


.4451, 4363. .4458, 


4855. .4920, 






4856. .4927 
















Seq. No. 


50529 








Seq. ID 


OJ990920 


_16.0419.C27 




Gene No. 


107247 








Strand 


+ 






Start 


4931 








End 


4983 






Name 


OJ990920 16. 


0419. 


C27.ol, 


gp 


Method 


AAT/GAP 






Start 


4 931 








End 


4983 






GI 


LIB3475-012- 


Pl-Kl 


-Bll 




Score 


102 






Exons 


4931. .4983 















GI Descrip. ' 5670155/gb | AF161269 . 1 1 AF161269 3.0e-29 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 50530 Seq. ID 

Gene No. 107248 Strand 

Start 703 End 

Name OJ990920_16 . 04 19. C28 . ol . gs Method 

Start 703 End 

GI none Score 

Exons 703.. 807 



OJ990920_16.0419.C28 
807 

GENSCAN 

807 

.73 



Seq. No. 50531 Seq. ID 

Gene No. 107249 Strand 

Start 255 End 

Name OJ990920_16 . 0419. C30 . ol . gs Method 

Start 255 End 



OJ990920_16.0419.C30 
889 

GENSCAN 
889 



52058 




GI 


none 














OCC OCT 771' pOQ 












Seq. No. 


50532 


Seq. ID 


OJ990920 


16. 


0419 


.C31 


Gene No. 


107250 


Strand 


+ 








Start 


4 9 












V* alUC 


n.TQQnQ?fl 16 f)41Q P^l nl rr<5 


Mot" Vi /-\ /-i 










O Lai L 


A Q ~~ 


I-jiKJ. 


O J. O 








GI 


none 




. O ■D 










*± y . ■ j x j 














sJ \J U *J 




n tq on n 






r "31 


Gene No. 


107251 


Strand 


+ ~~ 








Start 


1874 


End 


1952 








Name 


OJ990920 16-0419. C31.ol.np 


Method 


AAT/NAP 








Start 


1874 


End 


1952 








GI 


6630699 


Score 


68 








Exons 


1874. .1952 












GI Descrip. 


(AP000969) hypothetical prote 


in [Oryza 


sativa] 









gi I 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



oeq . lmo . 










Corf T Pi 

oeq. iu 


r\ to onoon 
u j yyuyzu 


1 a 


n a 1 q 
u 4 ± y 




bene ino • 










Strand 










Start 


1871 








End 


1946 








Name 


OJ990920 16. 


0419. 


C31.02, 


.gs 


Method 


GEN SCAN 










±0 / ± 










1 y 4 b 








PT 


none 








Score 


R *7 
. D / 








Exons 


1 0 / ± . . 1 y 4 d 


















Seq. No. 


50533 








Seq. ID 


OJ990920_ 


16. 


0419 


.C32 


Gene No. 


107253 








Strand 










Start 


962 








End 


1027 








Name 


OJ990920 16. 


0419. 


C32.ol. 


.gs 


Method 


GENSCAN 








Start 


962 






End 


1027 








GI 


none 








Score 


.71 








Exons 


962. .1027 


















Seq. No. 


50534 








Seq. ID 


OJ990920_ 


16. 


0419 


,C35 


Gene No. 


107254 








Strand 










Start 


322 








End 


500 








Name 


OJ990920 16. 


0419. 


C35.ol. 


.gs 


Method 


GENSCAN 








Start 


322 








End 


500 








GI 


none 








Score 


1 








Exons 


322. .500 


















Seq. No. 


50535 








Seq. ID 


OJ990920_ 


16. 


0419 


.C36 


Gene No. 


107255 








Strand 


+ 








Start 


1376 








End 


2082 








Name 


OJ990920 16. 


0419. 


C36.ol. 


gs 


Method 


GENSCAN 








Start 


1376 








End 


2082 








GI 


none 








Score 


.45 








Exons 


1376. .1502, 


1923. 


.2082 














Seq. No. 


50535 








Seq. ID 


OJ990920_ 


16. 


0419 


.C36 


Gene No. 


107256 








Strand 










Start 


55 








End 


1282 









52059 



\4 



Name 


OJ990920 16.0419.C36.ol 


.np 


Method 


AAT/NAP 


Start 


55 




End 


1282 


GI 


7339701 




Score 


51 


Exons 


55.-83, 1228. .1282 








GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50535 




Seq. ID 


OJ990920 


Gene No. 


107257 




Strand 




Start 


3506 




End 


o o o n 

3889 


Name 


OJ990920 16.0419.C36.o2 


.np 


Method 


AAT/NAP 


Start 


3506 


End 


3889 


GI 


6721516 




Score 


210 


Exons 


3506. .3889 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50536 




Seq. ID 


OJ990920 


Gene No. 


107258 




Strand 


+ 


Start 


3 




End 


938 


Name 


OJ990920 16.0419.C37.ol 


.gs 


Method 


GENSCAN 


Start 


3 




End 


938 


GI 


none 




Score 


.75 


Exons 


3. .213, 336. .938 








Seq. No. 


50537 




Seq. ID 


OJ990920 


Gene No. 


107259 




Strand 


+ 


Start 


580 




End 


3766 


Name 


OJ990920 16.0419.C38.o6 


. tm 


Method 


TBLASTX: 1 


Start 


408 




End 


768 


GI 


none 




Score 


102 


Exons 


408. .500, 410. .502, 529 


. .768, 


537. .605, 


633. .76 


Seq. No. 


50537 




Seq. ID 


OJ990920 


Gene No. 


107259 




Strand 


+ 


Start 


580 




End 


3766 


Name 


OJ990920 16.0419.C38.o3 


.tw 


Method 


TBLASTX:! 


Start 


544 




End 


861 


GI 


none 




Score 


233 


Exons 


544. .861, 558. .779 









Seq. No. 
Gene No. 
Start 
Name . . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 
Seq. No. 



50537 Seq. ID 

107259 Strand 

580 End 
OJ990920_16.0419.C38.ol.np Method 

580 End 

4416302 Score 
580. .3686 

(AF105716) copia-type pol polyprotein [Zea mays] 



OJ990920_16.0419.C38 
+ 

3766 
AAT/NAP 
3686 
3435 



50537 Seq. ID 

107259 Strand 

580 End 

OJ990920_16.0419.C38.o4 .tm Method 

771 End 

none Score 



OJ990920_16.0419.C38 
+ 

3766 

TBLASTX: Maize 

1163 

86 



771. .902, 772. .900, 890. .1096, 891. .1112, 891. .1163, 895. .1161 
50537 Seq. ID OJ990920_16 . 04 19 . C38 



52060 



Gene No. 


107259 








Strand 


+ 


L>ui. L 


S80 

*J Q VJ 








End 


3766 


Name 


OJ990920 1 6 


.0419 


.C38.o2. 


tw 


Method 


TBLASTX * Wheat 


Start 


933 _ 








End 


1506 


\J X 


none 








Score 


248 




1 1 6^ 


9^4 


1179, 973.. 1188, 1219. 


1497 1219 1506 




«J U «J .J / 








Seq. ID 


OJ990920_16.0419.C38 


Gene No. 


107259 








Strand 


+ 


Start 


580 








End 


3766 




OJ990920 16 


.0419 


. C38 . o2 . 


tm 


Method 


TBLASTX: Maize 


qf art 

O Lai 1— 


1167 ~~ 








End 


1964 


wX 










Score 


101 




1167 1 ?4 1 

X X U / . • It. 1 1 ^ 


1168 

X X VJ O 


. .1239, 


1239. 


.1817, 1240. .1857, 1866. .1964, 




1870 1920 

X (J rVJ. • X _/ ^ W 












Seq. No. 


50537 








Seq. ID 


OJ990920 16.0419.C38 


Gene No. 


107259 








Strand 


+ 


Start 


580 








End 


3766 




D.T990990 1 6 

\JU y y\J y c.\J xu 


.0419 


.C38.o3. 


ts 


Method 


TBLASTX : Soybean 


O L.CIX L. 


1^48 _ 

X J 1 o 








End 


1809 


(IT 


n on o 








Score 


340 




1^48 1 80 9 

X J 1 O . . X O VJ J , 


1 ^77 

X J / f 


. .1538, 


1605. 


.1757 




Seq. No. 


50537 








Seq. ID 


OJ990920_16.0419.C38 


Gene No. 


107259 








Strand 


+ 


O LdX v- 


S80 

JO u 








End 


3766 


tNCHUC 


OJ990920 1 6 


0419 


C38 o2 


tc 


Method 


TBLASTX: Cress 


o Lai u 


1 "390 _ 

X J .7 \J 








End 


1806 


V3X 


n on o 








Score 


200 




1390 1806 












UC^< IN W . 


*j \j •*) -j t 








Seq. ID 


OJ990920_16.0419.C38 


Gene No. 


107259 








Strand 


+ 


Start 


580 








End 


3766 


Name 


OJ990920 16 

uu y y \j y \j _l u 


.0419 


C38 o5 


tw 


Method 


TBLASTX: Wheat 


Start 


1 S91 ~~ 

X -J .7 X 








End 


1922 


GI 


none 








Score 


100 


LAUi i o 


1 S91 1 668 

1 Jyl • ■ 1UUO / 


1675 


. .1821, 


1684. 


.1821, 1685. .1828, 1843. .1920, 




1869 1 922 












Seq. No. 


50537 








Seq. ID 


OJ990920_16.0419.C38 


Gene No. 


107259 








Strand 


+ 


Start 


580 








End 


3766 


IN GULIC 


OJ990920 1 6 


0419 


.C38.o5. 


tm 


Method 


TBLASTX: Maize 


Cfarf 

o Lai u 


^ U X 1 








End 


2316 


OX 










Score 


303 




901 4 9911 


909^ 


. .2262, 


2049. 


.2276, 2266.. 2316, 2268.. 2315 


JCv^ t IN vj • 


^0^7 








Seq. ID 


OJ990920_16.0419.C38 


Gene No. 


107259 








Strand 


+ 


Start 


580 








End 


3766 


Name 


OJ990920 16 


.0419 


.C38.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2044 








End 


2657 


GI 


5509260 








Score 


723 


Exons 


2044. .2652, 


2137 


. .2649, 


2139. 


.2657, 2394..2657 


GI Descrip. 















52061 






Seq. No. 


50537 








Seq. ID 


OJ990920_16.0419< 


,C38 




. Gene No . 


107259 








Strand 


+ 






Start 


580 








End 


3766 






Name 


OJ990920 16 


.0419. 


C38.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


2173 








End 


2649 






GI 


none 








Score 


81 






Exons 


2173. .2262, 


2269. 


.2295, 


2286. 


.2639, 2296. .2643, 2302. .2430, 






2303. .2506, 


2304. 


.2642, 


2473. 


.2649 








Seq. No. 


50537 








Seq. ID 


OJ990920_16.0419, 


,C38 




Gene No. 


107259 








Strand 


+ 






Start 


580 








End 


3766 






Name 


OJ990920 16 


.0419. 


C38.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


2266 








End 


2538 






GI 


none 








Score 


200 






Exons 


2266. .2538, 


2266. 


.2412 












Seq. No. 


50537 








Seq. ID 


OJ990920_16.0419. 


.C38 




Gene No. 


107259 








Strand 


+ 






Start 


580 








End 


3766 






Name 


OJ990920 16 


.0419. 


C38 ,o3 


. tm 


Method 


TBLASTX: Maize 






Start 


2317 








End 


2784 




73. 
%J 


GI 


none 








Score 


573 






Exons 


2317. .2784, 


2317. 


.2436, 


2319. 


.2783 






f i i 


Seq. No. 


50537 








Seq. ID 


OJ990920_16.0419, 


,C38 




Gene No. 


107259 








Strand 


+ 




e : 

LU 
- X? 


Start 


580 








End 


3766 






Name 


OJ990920 16 


.0419.C38.o7 


. tm 


Method 


TBLASTX: Maize 




^ a? 
f | 3 


Start 


2826 








End 


3018 






GI 


none 








Score 


256 






Exons 


2826. .3017, 


2827. 


.3018 












Seq. No. 


50537 








Seq. ID 


OJ990920JL6.0419, 


,C38 


Li 


Gene No. 


107259 








Strand 


+ 




r ~" 

s. 


Start 


580 








End 


3766 




.a 


Name 


OJ990920 16 


.0419.C38.o4 


.tw 


Method 


TBLASTX: Wheat 




L J 


Start 


2833 








End 


3264 




f 1 


GI 


none 








Score 


102 






Exons 


2833. .2994, 


3007. 


.3264 












Seq. No. 


50537 








Seq. ID 


OJ990920_16.0419, 


,C38 




Gene No. 


107259 








Strand 


+ 






Start 


580 








End 


3766 






Name 


OJ990920 16 


.0419. 


C38.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


3019 








End 


3766 






GI 


none 








Score 


797 






Exons 


3019. .3591, 


3021. 


.3587, 


3566. 


.3667, 3593.-3694, 3594. .3680, 






3594 . .3695, 


3737. 


.3766 












Seq. No. 


50537 








Seq. ID 


OJ990920_16.0419. 


.C38 




Gene No. 


107259 








Strand 


+ 






Start 


580 








End 


3766 






Name 


OJ990920 16 


.0419. 


C38.o2 


.ts 


Method 


TBLASTX : Soybean 






Start 


3028 








End 


3630 






GI 


none 








Score 


295 





52062 






Exons 


3028.. 3411, 3033.. 3404, 3040. 


.3411, 3445. .3630, 3453. .3629 




Seq. No. 


50538 


Seq. ID 


OJ990630_08.0421 


.C2 




Gene No. 


107260 


Strand 








Otait 


84 


End 


861 






Name 


OJ990630 08.0421.C2.ol.np 


Method 


AAT/NAP 






Start 


84 


End 


861 






GI 


6967112 


Score 


115 






Exons 


84.-246, 560. .861 










GI Descrip. 


(AL138652) putative protein [Arabidopsis thaliana] 






Seq. No. 


bUooo 


Seq. ID 


ojyyubou ub.u4zi 


.C2 




bene no. 


107261 


Strand 








Start 


1517 


End 


O A O A 

2024 






Name 


OJ990630 08 . 0421 . C2 . o2 . gs 


Method 


GENS CAN 






Start 


1517 


End 


O A '") A 

2024 






GI 


none 


Score 


O 1 

. 0 1 






Exons 


1517. .1625, 1954. .2024 










Seq. No. 


50538 


Seq. ID 


OJ990630_08.0421 


.C2 




Gene No. 


107262 


Strand 








Start 


2315 


End 


2566 




-3 SS, 


Name 


OJ990630 08.0421.C2.ol.ts 


Method 


TBLASTX: Soybean 






Start 


566 


End 


871 




w 


GI 


none 


Score 


78 






Exons 


566. .691, 582. .683, 678. .740, 


740. .865 


, 776. .871 




h y 


Seq. No. 


50538 


Seq. ID 


OJ990630_08.0421 


.C2 




Gene No. 


107262 


Strand 








Start 


2315 


End 


2566 






Name 


OJ990630 08.0421.C2.ol.gp 


Method 


AAT/GAP 






Start 


2315 


End 


2566 




s 


GI 


48137 1.R1084 


Score 


487 




f T 


Exons 


2315. .2566 










GI Descrip. 


'4539293/embl CAB39596.il 9.0e- 


-54 (AL049480) putative membrane 






transporter [Arabidopsis thaliana] ? 








Seq. No. 


50539 


Seq. ID 


OJ990630_08.0421 


.C3 




Gene No. 


107263 


Strand 






Q 


Start 


1 


End 


1685 






Name 


OJ990630 08.0421.C3.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


377 






GI 


48137 1.R1084 


Score 


722 






Exons 


1. .377 










GI Descrip. 


' 4539293/embl CAB39596.il 9.0e- 


-54 (AL04 9480) putative membrane 






transporter [Arabidopsis thaliana] f 








Seq. No. 


50539 


Seq. ID 


OJ990630__08.0421 


.C3 




Gene No . 


107263 


Strand 








Start 


1 


End 


1685 






Name 


OJ990630 08-0421. C3.o2.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


326 






GI 


none 


Score 


152 






Exons 


1..228, 1..42, 3. .326 










Seq. No. 


50539 


Seq. ID 


OJ990630_08.0421 


.C3 




Gene No. 


107263 


Strand 







52063 




Start 1 End 1685 

Name OJ990630_08 . 0421 . C3 . ol . np Method AAT/NAP 

Start 1 End 1571 

GI 7484783 Score 859 

Exons 1..614, 644. .1035, 1063. .1474, 1523. .1571 

GI Descrip. ABC-type transport protein F14M19.30 - Arabidopsis thaliana 
gi I 4539293 | emb | CAB39596.il (AL049480) putative membrane 
transporter [Arabidopsis thaliana] gi | 7269425 I emb | CAB81385 . 1 1 
(AL161563) putative membrane transporter [Arabidopsis thaliana] 



Seq. No. 


50539 








Seq. ID 


OJ990630JD8.0421 


.C3 


Gene No. 


107263 








Strand 


_ 




Start 


1 








End 


1685 




Name 


OJ990630 08 


.0421 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3 








End 


341 




GI 


none 








Score 


268 




Exons 


3. .341 














Seq. No. 


50539 








Seq. ID 


OJ990630__08.0421 


.C3 


Gene No. 


107263 








Strand 






Start 


1 








End 


1685 




Name 


OJ990630 08 


.0421 


.C3.ol. 


gs 


Method 


GENS CAN 




Start 


27 








End 


1685 




GI 


none 








Score 


.99 




Exons 


27. .1685 














Seq. No. 


50539 








Seq. ID 


OJ990630_08.0421 


.C3 


Gene No. 


107263 








Strand 






Start 


1 








End 


1685 




Name 


OJ990630 08 


.0421 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


681 








End 


1001 




GI 


none 








Score 


71 




Exons 


681. .1001, 


718. . 


861 










Seq. No. 


50539 








Seq. ID 


OJ990630_08.0421 


.C3 


Gene No. 


107263 








Strand 






Start 


1 








End 


1685 




Name 


OJ990630 08 


.0421 


.C3.ol. 


tm . 


Method 


TBLASTX: Maize 




Start 


714 








End 


1236 




GI 


none 








Score 


65 




Exons 


714. .1019, 


1068. 


.1235, 


1102. . 


1233, 1156.. 1236 




Seq. No. 


50539 








Seq. ID 


OJ990630_08.0421 


.C3 


Gene No. 


107263 








Strand 






Start 


1 








End 


1685 




Name 


OJ990630 08 


.0421 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


780 








End 


1436 




GI 


none 








Score 


90 




Exons 


780. .863, 909. .1019, 1068. .1238, 1326. 


.1436 




Seq. No. 


50540 








Seq. ID 


OJ990630_08.0421 


.C4 


Gene No. 


107264 








Strand 


+ 




Start 


9637 








End 


11000 




Name 


OJ990630 08 


.0421 


.C4.o2. 


gs 


Method 


GENSCAN 




Start 


9637 








End 


11000 




GI 


none 








Score 


.41 




Exons 


9637. .9680, 


9941 


. .9971, 


10761 


. .11000 







52064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50540 

107265 

1 

OJ990630_08.0421.C4.ol.np 
1 

7228442 



OJ990630 08. 0421. C4 



Seq. ID 
Strand 

End 2889 
Method AAT/NAP 
End 2889 
Score 1171 
1..55, 760. .2305, 2333. .2508, 2556. .2889 

(AP001366) EST C28 952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 50540 Seq. ID 

Gene No. 107266 Strand 

Start 5625 End 

Name O J990 630_0 8 . 0 4 2 1 . C4 . o2 . np Method 

Start 5625 End 

GI 5902448 Score 

Exons 5625.. 6391 

GI Descrip. (AB030283) orf3 [Oryza sativa] 



OJ990630_08.0421.C4 

6391 
AAT/NAP 
6391 
1093 



Seq. No. 50540 Seq. ID 

„ Gene No. 107267 Strand 

^ Start 12276 End 

U Name * OJ990630J38 . 0421 . C4 . ol . tw Method 

ifl Start 1128 End 

fll GI none Score 

Exons 



OJ990630_08.0421.C4 
15462 

TBLASTX: Wheat 

1514 

88 



1128. .1328, 1215. .1328, 1225. .1329, 1341. .1514, 1371. .1490 



«jf Seq. No. 
Q Gene No. 
ijj Start 

Name 

Start 

Exons 



50540 

107267 

12276 

OJ990630_08, 

1239 

none 

1239. .1319, 
1704. .1826, 



0421.C4 .ol.tm 



1276. 
1708. 



.1320, 1359. 
.1821 



Seq. ID OJ990630_08.0421.C4 
Strand 

End 15462 

Method TBLASTX : Maize 

End 1826 

Score 36 

.1595, 1359.. 1649, 1450.. 1650, 



Seq. No. 50540 Seq. ID 

Gene No. 107267 Strand 

Start 12276 End 

Name OJ990630_08 . 0421 . C4 . o2 . tw Method 

Start 6017 End 

GI none Score 

Exons 6017.. 6289 



OJ990630_08.0421.C4 
15462 

TBLASTX: Wheat 

6289 

193 



Seq. No. 50540 Seq. ID 

Gene No. 107267 Strand 

Start 12276 End 15462 

Name OJ990630_08 . 0421 . C4 . o3 . gs Method GENSCAN 

Start 12276 End 15400 

GI none Score . 68 

Exons 12276. .12416, 12634 .. 12759, 12911 .. 13294 , 13485, 

14277. .14360, 14931 .. 15169, 15222. .15400 



OJ990630 08. 0421. C4 



,13672, 



Seq. No. 
Gene No. 



50540 
107267 



Seq. ID 
Strand 



OJ990630 08. 0421. C4 



52065 




Start 


12276 


End 


15462 






Name 


OJ990630 08.0421.C4.o4.np 


Method 


AAT/NAP 






Start 


13631 


End 


14914 






GI 


5430765 


Score 


182 






Exons 


13631. .13885, 14685. .14914 










GI DpscriD. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 




Seq. No. 


50540 


Seq. ID 


OJ990630_08 


.0421 


.C4 


Gene No. 


107267 


Strand 








Start 


12276 


End 


15462 






Name 


OJ990630 08.0421.C4.o3.np 


Method 


AAT/NAP 






Start 


13646 


End 


15462 






GI 


4678214 


Score 


213 






Exons 

1_J V»/ li J 


13646. .13852, 14 655 .. 14 993, 


15418. . 15462 






GI Descric 


(AC007134) hypothetical protein [Arabidopsis thaliana] 




Sea. No. 


50541 


Seq. ID 


OJ990630 08 


.0421 


,C5 


Gene No. 


107268 


Strand 


+ 






Start 


1496 


End 


2713 






Name 


OJ990630 08.0421.C5.ol.np 


Method 


AAT/NAP 






Start 


1496 


End 


2713 






GI 


7228450 


Score 


275 






Exons 

1—1 liU 


1496. .1581, 1715. .1856, 1942 


..2014, 2673. .2713 






GI Descrip. 


(AP001366) hypothetical protein [Oryza 


oaui va j 






Seq. No. 


50541 


Seq. ID 


OJ990630 08 


.0421 


.C5 


Gene No. 


107269 


Strand 








Start 


6037 


End 


6732 






Name 


OJ990630 08.0421.C5.o3.gs 


Method 


GENSCAN 






Start 


6037 


End 


6732 






GI 


none 


Score 


.76 






Exons 


6037. .6147, 6448. .6579, 6622 


. .6732 








Seq. No. 


50541 


Seq. ID 


OJ990630_08 


.0421 


.C5 


Gene No. 


107270 


Strand 








Start 


252 


End 


2123 






Name 


OJ990630 08.0421.C5.ol.gs 


Method 


GENSCAN 






Start 


252 


End 


2123 






GI 


none 


Score 


.53 






Exons 


252.. 552, 2103.. 2123 










Seq. No. 


50541 


Seq. ID 


OJ990630_08 


.0421 


.C5 


Gene No. 


107271 


Strand 








Start 


3855 


End 


4875 






Name 


OJ990630 08.0421.C5.o2.gs 


Method 


GENSCAN 






Start 


3855 


End 


4875 






GI 


none 


Score 


.61 






Exons 

1*J Awl 1 KJ 


3855. .4045, 4388. .4521, 4784 


. .4875 










50541 


Seq. ID 


OJ990630_08 


.0421 


. C5 


Gene No. 


107272 


Strand 








Start 


7198 


End 


7307 






Name 


OJ990630 08.0421.C5.o4.gs 


Method 


GENSCAN 






Start 


7198 


End 


7307 






GI 


none 


Score 


.62 






Exons 


7198. .7307 











52066 



Seq. No. 


50542 


Seq. ID 


OJ990630 


Gene No. 


107273 


Strand 


+ 


Start 


4826 


End 


4905 


Name 


OJ990630 08.0421.C7.ol.np 


Method 


AAT/NAP 


Start 


4826 


End 


4905 


GI 


6630699 


Score 


87 


Exons 


4826. .4905 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gil 6721536 | dbj I BAA89566.il 


(AP001073) 


hypotheti 




[Oryza. sativa] 






Seq. No. 


50542 


Seq. ID 


OJ990630 


Gene No. 


107274 


Strand 


+ 


Start 


5032 


End 


7519 


Name 


OJ990630 08.0421.C7.o2.np 


Method 


AAT/NAP 


Start 


5032 


End 


7519 


GI 


6539570 


Score 


139 


Exons 


5032. .5234, 5380. .5466, 748 


6. .7519 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


50542 


Seq. ID 


OJ990630 


Gene No. 


107275 


Strand 




Start 


2869 


End 


7386 


Name 


OJ990630 08.0421.C7.o2.gs 


Method 


GENSCAN 


Start 


2869 


End 


7386 


GI 


none 


Score 


.66 


Exons 


2869. .3077, 5647. .5676, 6289. .6355, 7324. .7386 


Seq. No. 


50543 


Seq. ID 


OJ990630_ 


Gene No. 


107276 


Strand 


+ 


Start 


912 


End 


7769 


Name 


OJ990630 08.0421.C8.ol.gs 


Method 


GENSCAN 


Start 


912 


End 


6379 


GI 


none 


Score 


.65 


Exons 


912. .1036, 1158. .1378, 1451 


..1607, 1775. .2006, 


Seq. No. 


50543 


Seq. ID 


OJ990630 


Gene No. 


107276 


Strand 


+ 


Start 


912 


End 


7769 


Name 


OJ990630 08.0421.C8.o2.np 


Method 


AAT/NAP 


Start 


5959 


End 


7769 


GI 


7340909 


Score 


132 


Exons 


5959. .6025, 7256. .7769 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


50543 


Seq. ID 


OJ990630_ 


Gene No. 


107277 


Strand 




Start 


975 


End 


1604 


Name 


OJ990630 08.0421.C8.ol.np 


Method 


AAT/NAP 


Start 


975 


End 


1604 


GI 


6006381 


Score 


215 


Exons 


975. .1146, 1333. .1604 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


50543 


Seq. ID 


OJ990630_ 


Gene No. 


107278 


Strand 




Start 


7664 


End 


8971 



52067 



Name 

Start 

GI 

Exons 



OJ990630_08 . 0421 . C8 . o2 . gs Method GENSCAN 

7664 End 8971 

none Score . . 54 
7664. .7862, 8893. .8971 



Seq. No. 50544 

Gene No. 107279 

Start 149 

Name OJ990630_08 . 0421 . C9. ol . gs 

Start 149 

GI none 

Exons 149.. 297, 920.. 1005 



Seq. ID OJ990630_08.0421.C9 
Strand 

End 1005 

Method GENSCAN 

End 1005 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50545 

107280 

542 

OJ990630_08. 0421. C10. ol.gs 

542 

none 

542.. 785, 2239.. 2321 



Seq. ID OJ990630_08. 0421. C10 
Strand 

End 2321 

Method GENSCAN 

End 2321 

Score .59 



50546 
107281 
1086 

OJ990630_08. 0421. Cll. ol.np 
1086 
6721512 

1086. .1203, 1231. .1368, 2724. .2819 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990630_08.0421.C11 

Strand + 

End 4980 

Method AAT/NAP 

End 2819 

Score 59 



50546 

107281 

1086 

OJ990630_08. 0421. Cll. ol.gs 

1268 

none 



Seq. ID OJ990630_08. 0421. Cll 

Strand + 

End 4 980 

Method GENSCAN 

End 4 980 

Score .66 



1268. .1352, 1538. .1610, 1937. .2132, 2336. .2690, 2858.-2982, 
3301. .3359, 3430. .4063, 4582. .4980 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50546 

107281 

1086 

OJ990630_08 . 0421 .Cll . o2 . np 

2034 

6721558 



Seq. ID OJ990630_08. 0421. Cll 

Strand + 

End 4980 

Method AAT/NAP 

End 3633 

Score 237 



2034. .2132, 2857. .3003, 3434. .3633 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



50546 

107281 

1086 

OJ990630 J)8 . 0421 .Cll . o3 . np 

2072 

6721561 



Seq. ID OJ990630_08. 0421. Cll 

Strand + 

End 4980 

Method AAT/NAP 

End 4192 

Score 962 



2072.. 2141, 3051.. 3229, 3301.. 3359, 3430.. 4192 



52068 



GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 50546 Seq. ID 

Gene No. 107282 Strand 

Start 5676 End 

Name OJ990630_08 . 0421 . Cll . o2 . gs Method 

Start 5676 End 

GI none Score 

Exons 5676. . 6445 



OJ990630_08. 0421. Cll 

6490 
GENSCAN 
6445 
.91 



Seq. No. 50546 Seq. ID OJ990630_08 . 0421 . Cll 

Gene No. 107282 Strand 

Start 5676 End 6490 

Name OJ990630_08 . 0421 . Cll . o4 ,np Method AAT/NAP 

Start 5679 End 64 90 

GI 7228457 Score 739 

Exons 5679.. 6490 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50546 

107282 

5676 

OJ990630JD8. 0421. Cll. ol.tw 

5688 

none 



Seq. ID OJ990630_08. 0421. Cll 
Strand 
End 

Method 
End 
Score 



6490 

TBLASTX: Wheat 

6296 

69 



5688. .5819, 5689. .5814, 5844. .6296, 6040. .6147 



Seq. No. 50546 Seq. ID 

Gene No. 107282 Strand 

Start 5676 End 

Name OJ990630_08 . 0421 . Cll . ol . tm Method 

Start 5724 End 

GI none Score 

Exons 5724.. 5798, 5782.. 5823, 5808.. 5990 



OJ990630_08. 0421. Cll 
6490 

TBLASTX: Maize 

5990 

153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630 08.0421.C12 



4934 
AAT/NAP 
4718 
1637 



50547 
107283 
1 

OJ990630_08.0421.C12.ol.np 
1 

5922631 

1..68, 108. .2153, 2277. .2531, 2574. .2997, 3253. .3336, 4684. .4718 
(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 



50547 



Seq. ID OJ990630_08.0421.C12 



52069 






Gene No. 


107283 




Strand 








Start 


1 




End 


4934 






Name 


OJ990630 08.0421.C12.ol. 


gs 


Method 


GEN SCAN 






Start 


29 ~~ 




End 


4934 






GI 


none 




Score 


.44 






Exons 


29. .312, 324. .1102, 1194 


..1280, 1449.. 


1749, 1808. .1933, 








1993. .3535, 3953. .4226, 


4311. 


.4489, 4811. .4934 






Seq. No. 


50547 




Seq. ID 


OJ990630_08.0421 


.C12 




-Gene No. 


107283 




Strand 








Start 


1 




End 


4934 






Name 


OJ990630 08.0421.C12.o2. 


np 


Method 


AAT/NAP 






Start 


4354 ~ 




End 


4934 






GI 


7523517 




Score 


145 






Exons 


4354. .4476, 4627 4934 












GI DescriD. 


(AP001633) hvoothetical 


protein [Oryza 


sativa] 






Seq. No. 


50547 




Seq. ID 


OJ990630_08.0421 


.C12 




Gene No. 


107284 




Strand 








Start 


5378 




End 


5744 






Name 


OJ990630 08 0421 C12 o2 


tw 


Method 


TBLASTX: Wheat 






Start 


452 ~ 




End 


859 






GI 


none 




Score 


59 






Exons 


452 523, 452 607, 635 


.859 










Seq. No. 


50547 




Seq. ID 


OJ990630__08.0421 


.C12 




Gene No . 


107284 




Strand 






l y 


Start 


5378 




End 


5744 




X =3. 


Name 


OJ990630 08 0421 C12 o4 


tw 


Method 


TBLASTX: Wheat 




M 


Start 


929 ~ 




End 


1202 






GI 


none 




Score 


75 




tar 

i y 


Exons 


929. . 1123, 1098 . . 1202 










~ 


Sea No 


50547 




Seq. ID 


OJ990630_08.0421 


.C12 




Gene No. 


107284 




Strand 








Start 


5378 




End 


5744 




r 58 


Name 


OJ990630 08 . 0421 .C12 . ol . 


tw 


Method 


TBLASTX: Wheat 






Start 


1209 _ 




End 


1973 




w 


GI 


none 




Score 


127 






E von s 


1209 1370 1210 1371 


1518. 


.1754, 1528.. 1752, 1791.. 1973, 






1864 1965 












Seq. No. 


50547 




Seq. ID 


OJ990630_08.0421 


.C12 




Gene No. 


107284 




Strand 








Start 


5378 




End 


5744 






Name 


OJ990630 08 0421 C12 o3 


tw 


Method 


TBLASTX: Wheat 






Start 


2604 ~ 




End 


3002 






GI 


none 




Score 


83 






Exons 


2604 2879 2605 2832 


2838. 


.2951, 2890.. 2940, 2952.. 3002 




9*=*n Mo 


50547 




Seq. ID 


OJ990630_08.0421 


.C12 




Gene No. 


107284 




Strand 








Start 


5378 




End 


5744 






Name 


OJ990630 08.0421.C12.ol. 


tm 


Method 


TBLASTX 1 : Maize 






Start 


2718 




End 


2957 






GI 


none 




Score 


186 






Exons 


2718. .2957 











52070 



Seq. No. 


50547 








Seq. ID 


OJ990630 


Gene No. 


1.07284 








Strand 




Start 


5378 








End 


5744 


Nairie 


OJ990630 08 


.0421 


,C12.o2 


. as 


Method 


GENSCAN 


Start 


5378 








End 


5744 


GI 


none 








Score 


.47 


Exons 


5378. .5432, 


5558 


. .5744 








Seq. No. 


50548 








Seq. ID 


OJ990630 


Gene No. 


107285 








Strand 


+ 


Start 


9 








End 


3450 


Name 


OJ990630 08 


.0421 


.C13.ol 


. as 


Method 


GENSCAN 


Start 


9 








End 


3437 


GI 


none 








Score 


.73 


Exons 


9. .74, 103. 


.327, 


1261. . 


1347, 


1443. . 1532 


, 2104 . . 




2859. .3437 












Seq. No. 


50548 








Seq. ID 


OJ990630 


Gene No. 


107285 








Strand 


+ 


Start 


9 








End 


3450 


Name 


OJ990630 08 


0421 


.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1213 








End 


3450 


GI 


6665545 








Score 


735 


Exons 


1213. .1347, 


1443 


. .1532, 


2104. 


.2184, 2319.. 2513, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC013289) putative regulator of chromosome condensation 
[Arabidopsis thaliana] 



50548 

107285 

9 

OJ990630_08.0421.C13.ol.ts 

1285 

none 



Seq. ID OJ990630_08.0421.C13 

Strand + 

End 3450 

Method TBLASTX : Soybean 

End 3398 

Score 101 



1285. .1347, 1299. .1343, 1419. .1541, 2104. .2160, 2319. .2420, 
3029.. 3154, 3228.. 3398, 3239.. 3328 



50548 

107285 

9 

OJ990630_08 . 0421 . C13 . o2 . tm 

2413 

none 



Seq. ID OJ990630_08.0421.C13 

Strand + 

End 3450 

Method TBLASTX : Maize 

End 3015 

Score 115 



2413. .2514, 2414. .2515, 2850. .3014, 2857. .3015, 2858. .3013 



50548 

107285 

9 

OJ990630_08.0421.C13.ol.tc 

3144 

none 

3144. .3449, 3225. .3449 



Seq. ID OJ990630_08.0421.C13 

Strand + 

End 3450 

Method TBLASTX: Cress 

End 34 4 9 

Score 288 



Seq. No. 50548 

Gene No. 107285 

Start 9 

Name OJ990630 08 . 0421 . C13 . ol . tm 



Seq. ID OJ990630_08.0421.C13 

Strand + 

End 34 50 »' 

Method TBLASTX : Maize 



52071 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
(3 Gene No. 
Start 
Name 
Start 
GI 

Exons 



si 



3194 End 3449 

none Score 151 

3194. .3316, 3195. .3449, 3225. .3449, 3240. .3347, 3267. .3449 



50549 

107286 

1 

OJ990630_08.0421.C14.ol.np 
1 

2829910 



Seq. ID OJ990630_08.0421.C14 

Strand + 

End 3710 

Method AAT/NAP 

End 3710 

Score 1085 



1..1060, 1459. .1625, 1938. .2381, 3557. .3710 

(AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



50549 

107286 

1 

OJ990630_08.0421.C14.ol.tc 
1 

none 



Seq. ID OJ990630_08.0421.C14 

Strand + 

End 3710 

Method TBLASTX : Cress 

End 391 

Score 361 



1..294, 2. .295, 191. .295, 227. .391 



50549 

107286 

1 

OJ990630_08.0421.C14.ol.ts 
23 

none 



Seq. ID OJ990630_08.0421.C14 

Strand + 

End 3710 

Method TBLASTX : Soybean 

End 4 54 

Score 80 



23. .235, 65. .454, 67. .453, 77. .454 



Seq. No. 50549 

Gene No. 107286 

Start 1 

Name OJ990630_08 . 0421 .C14 . o3 . tm 

Start 4 4 

GI none 
Exons 



Seq. ID OJ990630_08.0421.C14 

Strand + 

End 3710 

Method TBLASTX : Maize 

End 289 

Score 69 



44. .133, 84. .278, 85. .288, 86. .289 



!? Seq. No. 50549 

O Gene No. 107286 

□ Start 1 

Name OJ990630JD8 . 0421 .C14 . ol . gs 

Start 104 

GI none 

Exons 



Seq. ID OJ990630_08.0421.C14 

Strand + 

End 3710 

Method GENSCAN 

End 3686 

Score .53 



104. .1060, 1459. .1605, 2023. .2381, 3024. .3152, 3557. .3686 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50549 

107286 

1 

OJ990630_08.0421.C14.ol.tm 

295 

none 



Seq. ID OJ990630_08.0421.C14 

Strand + 

End 3710 

Method TBLASTX : Maize 

End 7 67 

Score 623 



295. .453, 296. .754, 297. .767, 363. .767 



50549 

107286 

1 



Seq. ID OJ990630_08.0421.C14 
Strand + 
End 3710 



52072 



Name 

Start 

GI 

Exons 



OJ990630_08 . 0421 . C14 . o2 . ts Method TBLASTX : Soybean 

455 End 841 

none Score 215 

455. .634, 464. .580, 465. .587, 493. .618, 673. .822, 674. .841, 
722.. 832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50549 

107286 

1 

OJ990630_08.0421.C14.o2.tm 

853 

none 



Seq. ID OJ990630_08.0421.C14 

Strand + 

End 3710 

Method TBLASTX: Maize 

End 1577 

Score 185 



853. .993, 856. .999, 1003. .1071, 1004. .1063, 1446. .1577, 
1447. .1575 



Seq. No. 50549 

Gene No. 107286 

Start 1 

Name OJ990630_08 . 0421 .C14 . o3 . ts 

Start 853 

GI none 

Exons 853.. 984, 856.. 921 



Seq. ID OJ990630_08.0421.C14 

Strand + 

End 3710 

Method TBLASTX : Soybean 

End 984 

Score 78 



IJ Seq. No. 

%1 Gene No. . 

in Start 

in Name 

Vi Start 

H GI 

iy Exons 

\3 GI Descrip. 

Seq. No. 

!L Gene No. 

H Start 

'"■'4 Name 

U Start 

Q GI 

= =. Exons 



50550 
107287 
1 

OJ990630_08.0421.C15.ol.np 
1 

6721547 
1..44, 2857. .2941 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990630_08.0421.C15 
Strand 

End 2941 

Method AAT/NAP 

End 2941 

Score 85 



50550 

107287 

1 

OJ990630_08.0421.C15.ol.gp 

1089 

2310215 

1089. .1405 



Seq. ID OJ990630_08.0421.C15 
Strand 

End 2941 

Method AAT/GAP 

End 1405 

Score 618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



50551 
107288 
107 

OJ990630_08.0421.C16.ol.gp 
107 

2309883 
107. .466 

2149018/gb|U70541|OSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



Seq. ID OJ990630_08.0421.C16 
Strand + 

466 

AAT/GAP 
466 
470 



End 

Method 

End 

Score 



50552 

107289 

1 

OJ990630_08.0421.C17.ol.np 
1 

7340868 



Seq. ID OJ990630_08.0421.C17 

Strand + 

End 17 66 

Method AAT/NAP 

End 1766 

Score 209 



52073 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..20, 769. .956, 1664. .1766 

(AP001551) hypothetical protein [Oryza sativa] 



50553 Seq. ID 

107290 Strand 

1 End 

OJ990630_08 . 0421 . C18 . o3 . np Method 

1 End 

5441880 Score 



OJ990630_08. 0421.C18 
+ 

13542 
AAT/NAP 
10892 
476 
5893, 6040, 



, 6357, 



1..24, 3455. .3713, 5150. .5194, 5709. 
6928.-7233, 7322.. 7553, 10816. .10892 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



50553 

107290 

1 

OJ990630_08.0421.C18.ol.gs 

184 

none 



Seq. ID OJ990630_08.0421.C18 

Strand + 

End 13542 

Method GENSCAN 

End 9393 

Score .55 

1662, 3583.. 3700, 



184. .245, 969. .1132, 1223. .1288, 1352 
5099. .5292, 5971. .6086, 6432. .6586, 6638. .6846, 6928. .7226, 
7315. .7609, 7779. .7839, 7922. .8053, 8124. .8201, 8670. .8747, 
9059.. 9256, 9293.. 9393 



Seq. No. 50553 

Gene No. 107290 

Start 1 

Name OJ990630_08 . 0421 . C18 . o2 . np 

Start 786 

GI 7340881 

Exons 786.-876, 1013.. 1146, 1294. 
5975. .6002 

GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990630_08.0421.C18 

Strand + 

End 13542 

Method AAT/NAP 

End 6002 

Score 198 
.1682, 3072.. 3184, 3290.. 3320, 



50553 Seq. ID 

107290 Strand ; 

1 End 

OJ990630_08 . 0421 . C18 . o4 . np Method 

9383 End 

6691716 Score 



OJ990630_08.0421.C1E 
+ 

13542 
AAT/NAP 
13482 
1281 



9383.. 9452, 11668 .. 11813, 11896 .. 12002, 1207 9 .. 12254 , 
12332. .12519, 12594 .. 12697, 1284 8 .. 12960, 13034. .13482 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



50553 

107290 

1 

OJ990630_08 . 0421 . C18 . o2 . gs 

10810 

none 

10810. .10815, 11004. .11270, 



Seq. ID OJ990630_08.0421.C1E 

Strand + 

End 13542 

Method GENSCAN 

End 13542 

Score .87 
1134 6. .11427, 11663. .11813, 



11896. .12254, 12332 .. 12410, 1284 8 .. 12960, 13034.. 13542 



52074 



Seq. No. 50553 Seq. ID 

Gene No. 107291 Strand 

Start 13834 End 

Name OJ990630_08 . 0421 . C18 . o3 . gs Method 

Start 13834 End 

GI none Score 
Exons 



OJ990630_08.0421.C18 
+ 

14511 
GENSCAN 
14511 
.4 



13834. .13887, 14161 .. 14218 , 14257. .14511 



Seq. No. 50553 Seq. ID OJ990630_08 . 0421 . C18 

Gene No. 107292 Strand 

Start ' 545 End ' 1078 

Name OJ990630J38 . 0421 . C18 . ol . np Method AAT/NAP 

Start 545 End 1078 

GI 6721559 Score 235 

Exons 545.. 1078 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 


50553 


Seq. ID 


OJ990630_08.0421 


.C18 


Gene No. 


107293 


Strand 






Start 


13816 


End 


14541 




Name 


OJ990630 08.0421.C18.o5.np 


Method 


AAT/NAP 




Start 


13816 


End 


14541 




GI 


5902445 


Score 


10.37 




Exons 


13816. .14541 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


50553 


Seq. ID 


OJ990630_08.0421 


.C18 


Gene No. 


107293 


Strand 






Start 


13816 


End 


14541 




Name 


OJ990630 08-0421. C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13828 


End 


14393 




GI 


none 


Score 


77 




Exons 


13828. .13962, 14124 14393, 


14134. .14238, 14287. .14373 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50554 Seq. ID OJ990630_08 . 0421 . C19 

107294 Strand 

1 End 5152 

OJ990630_08 . 0421 . C19 . ol . np Method AAT/NAP 

1 End 5152 

5922631 Score 5228 

1..1820, 2424. .3350, 3477. .3625, 3668. .4253, 4299. .4453, 

4499. .4529, 4788. .5152 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347(C12145),AU078074{C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 50554 Seq. ID 

Gene No. 107294 Strand 

Start 1 End 

Name OJ990630_08 . 04 2 1 . C19 . o2 . tw Method 

Start 2 End 



OJ990630_08 .0421.C19 
5152 

TBLASTX: Wheat 
385 



52075 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



• 



none Score 94 

2. .139, 2. .184, 75. .185, 178. .384, 179. .385 



50554 

107294 

1 

OJ990630_08.0421.C19.ol. tm 
80 

none 



Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

Method TBLASTX : Mai ze 

End 391 

Score 91 



80. .184, 81. .185, 172. .390, 182. .391 



50554 

107294 

1 

OJ990630_08.0421.C19.ol.gs 

189 

none 



Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

Method GEN SCAN 

End 5071 

Score .54 



189. .862, 940. .1045, 1371. .1838, 1846. .2091, 2502. .2915, 
2979. .3227, 3387. .3828, 3865. .5071 



50554 

107294 

1 

OJ990630_08.0421.C19.o4.tw 

694 

none 



Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

Method TBLASTX : Wheat 

End 1124 

Score 131 



694. .978, 779. .976, 934. .1119, 1014. .1124, 1026. .1121 



50554 

107294 

1 

OJ990630_08.0421.C19.o5.tw 

1161 

none 

1161.. 1433, 1453.. 1590 

50554 
107294 . 
1 

OJ990630_08. 0421. C19.o2. tin 

1248 

none 



Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

Method TBLASTX : Wheat 

End 1590 

Score 118 



Seq. ID OJ990630__08.0421.C19 
Strand 

End 5152 

Method TBLASTX : Mai ze 

End 1693 

Score 41 



1248. .1274, 1272. .1415, 1284. .1400, 1453. .1692, 1454. .1693 



50554 

107294 

1 

OJ990630_08.0421.C19.ol.ts 

1450 

none 

1450. .1791, 1586. .1744 

50554 

107294 

1 

OJ990630_08.0421 .C19.ol.tw 
1636 



Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

Method TBLASTX : Soybean 

End 1791 

Score 106 



Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

Method TBLASTX : Wheat 

End 2053 



52076 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

1636. .1863, 

50554 

107294 

1 

OJ990630_08, 

1922 

none 

1922. .2161, 

50554 

107294 

1 

OJ990630_08. 

2084 

none 

2084. .2287, 

50554 

107294 

1 

OJ990630_08. 

2288 

none 

2288. .2386, 

50554 

107294 

1 

OJ990630_08. 

3661 

none 

3661. .4062, 



Score 99 
.2051, 1868.. 2053 

Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

Method TBLASTX : Mai ze 

End 2274 

Score 158 
.2274 

Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

Method TBLASTX : Wheat 

End 2287 

Score 82 
.2274 

Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

Method TBLASTX : Wheat 

End 3084 

Score 148 
2389. .2523, 2627. .2863, 2629. .2859, 2908. .3084 

Seq. ID OJ990630_08.0421.C19 
Strand 

End 5152 

0421 . C19 . 06 . tw Method TBLASTX : Wheat 

End 4063 

Score 124 

3794. .4063 



1637. .1789, 1866. 

0421.C19.o3.tm 
1932. .2162, 2143. 

0421.C19.o7.tw 
2084. .2161, 2143. 

0421.C19.o3.tw 



50555 

107295 

2193 

OJ990630_08.0421.C20.ol.gp 

2193 

none 

2193. .2451 



50555 

107296 

1088 

OJ990630_08. 

1088 

none 

1088. .1114, 



0421.C20.o2 .gs 



2235. .2406 



Seq. ID OJ990630_08.0421.C20 

Strand + 

End 2451 

Method AAT/GAP 

End 2451 

Score 486 



Seq. ID OJ990630_08.0421.C20 
Strand 

End 2406 

Method GENSCAN 

End 2406 



Score 



,96 



50556 

107297 

1 

OJ990630_08.0421.C21.ol.np 
1 

4567251 



Seq. ID OJ990630_08.0421.C21 

Strand + 

End 1617 

Method AAT/NAP 

End 1617 



Score 



744 



52077 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..233, 593. .688, 885. .982, 1070. .1139, 1227. .1298, 1439. .1617 
(AC007070) unknown protein [Arabidopsis thaliana] 



50556 

107297 

1 

OJ990630_08 . 0421 . C21 . ol . tm 
2 

none 

2. .229, 3.-233, 181. .240, 333, 



Seq. ID OJ990630_08.0421.C21 

Strand + 

End 1617 

Method TBLASTX: Maize 

End 960 

Score 364 

.404, 333. .410, 334. .405, 



334. .411, 486. .662, 486. .662, 488. .697, 493. .687, 882. .959, 
882. .959, 883. .960, 883. .960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50556 Seq. ID 

107297 Strand 

1 End 

OJ990630_08 . 0421 . C21 . ol . ts Method 

29 End 

none Score 



OJ990630_08.0421.C21 
+ 

1617 

TBLASTX : Soybean 

1554 

127 



29. .136, 30. .137, 125. .229, 126. .233, 333. .404, 333. .410, 
334. .411, 475. .699, 488. .688, 505. .693, 891. .983, 891. .983, 
895. .984, 896. .1000, 1071. .1139, 1221. .1286, 1223. .1300, 
1224. .1292, 1225. .1299, 1421. .1492, 1432. .1554, 1456. .1554 



50556 Seq. ID 

107297 Strand 

1 End 

OJ990630_08.0421.C21.ol.tc Method 

30 End 

none Score 



OJ990630_08. 0421^21 
+ 

1617 

TBLASTX: Cress 

1555 

108 



30. .125, 32. .124, 119. .229, 120. .233, 333. .404, 333. .407, 
488. .697, 488. .688, 496. .690, 891. .983, 891. .983, 896. .985, 
1071. .1139, 1071. .1139, 1221. .1286, 1223. .1300, 1225. .1299, 
1421. .1492, 1430. .1555, 1437. .1553, 1438. .1554 



Seq. No. 


50556 






Seq. ID 


OJ990630_08. 


0421. C21 


Gene No. 


107297 






Strand 


+ 




Start 


1 






End 


1617 




Name 


OJ990630 08.0421.C21 


.ol 


. gs 


Method 


GENSCAN 




Start 


108 






End 


1552 




GI 


none 






Score 


.68 




Exons 


108. .233, 336. .403, 


487 


. .68E 


i, 885.-982 


, 1070. .1139, 


1439. .1552 


Seq. No. 


50557 






Seq. ID 


OJ990630_08. 


0421. C22 


Gene No. 


107298 






Strand 


+ 




Start 


1801 






End 


2113 




Name 


OJ990630 08.0421.C22 


.ol 


• gp 


Method 


AAT/GAP 




Start 


1801 




End 


2113 




GI 


286782 






Score 


626 




Exons 


1801. .2113 












Seq. No. 


50558 






Seq. ID 


OJ990630_08. 


0421. C23 


Gene No. 


107299 






Strand 






Start 


794 






End 


1071 




Name 


OJ990630 08.0421.C23 


.ol 


. gs 


Method 


GENSCAN 




Start 


794 




End 


1071 




GI 


none 






Score 


.86 





52078 



Exons 794.. 906, 1014.. 1071 

Seq. No. 50559 

Gene No. 107300 

Start 1 

Name OJ990630_08 . 0421 . C30 . ol .np 

Start 1 

GI 5852093 

Exons 1..120, 390. .498, 2214.. 2238 
GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990630_08.0421.C30 

Strand + 

End 3936 

Method AAT/NAP 

End 2238 

Score 81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50559 

107300 

1 

OJ990630_08.0421.C30.o2.np 

1449 

6721508 



Seq. ID OJ990630_08.0421.C30 

Strand + 

End 3936 

Method AAT/NAP 

End 3906 

Score 73 



1449. .1504, 2765. .2917, 2960. .3024, 3708. .3906 
(AP001072) hypothetical protein [Oryza sativa] 



50559 

107300 

1 

OJ990630_08.0421.C30.ol.gs 

1502 

none 

1502.. 1679, 1975.. 2087 



Seq. ID OJ990630_08.0421.C30 

Strand + 

End 3936 

Method GENSCAN 

End 2087 

Score .87 



Seq. No. 50559 

Gene No. 107300 

Start 1 

Name OJ990630_08 . 0421 . C30 . o2 . gs 

Start 2893 

GI none 

Exons 2893.. 3017, 3792.. 3936 



Seq. ID OJ990630_08.0421.C30 

Strand + 

End 3936 

Method GENSCAN 

End 3936 

Score .81 



Seq. No. 50560 

Gene No. 107301 

Start 504 

Name OJ990630_08 . 04 2 1 . C31 . ol . gs 

Start 504 

GI none 
Exons 



Seq. ID OJ990630_08.0421.C31 

Strand + 

End 1317 

Method GENSCAN 

End 1317 

Score . 64 



504. .556, 979. .1081, 1306. .1317 



Seq. No. 50560 

Gene No. 107302 

Start 1790 

Name OJ990630_08 . 04 2 1 . C31 . o2 . gs 

Start 1790 

GI none 

Exons 1790.. 2303 



Seq. ID OJ990630_08.0421.C31 

Strand + 

End 2303 

Method GENSCAN 

End 2303 

Score .97 



Seq. No. 50560 

Gene No. 107303 

Start 842 

Name OJ990630_08 . 0421 . C31 . ol . np 

Start 842 



Seq. ID OJ990630_08.0421.C31 
Strand 

End 2279 

Method AAT/NAP 

End 2279 



52079 



GI 


4056497 




Score 


Exons 


842. .1149, 


1799. .1875, 2223.. 


2279 


GI Descrip. 


(AC005896) 


putative histone H2B [Arabi 


Seq. No. 


50561 




oeq. id 


\J cue LN w . 


1 ClllOd 

J. \J ' JUi 




otiana 


Start 


119 






Name 


OJ990630 08 


. UftZX.LOZ .O-L . gs 


iYie t no a. 


Start 


119 






GI : 


none 




Score 


Exons 


119. .460 






Seq. No. 


50561 




Q Q n T n 

oeq . xu 


IN \J » 






our ana 


Start 


2068 




JM1U. 


Name 


OJ990630 08 


0491 P *3 9 n1 rrr\ 

• U4^i . lj^ .ox • gp 


ftA/^i 4- V*i s~\ /™1 

ixie inoa 


Start 


2068 




ijIlCl 


GI 


2311008 




Score 


Exons 


2068. .2185 






Seq. No. 


50561 




oeq. ID 




107306 




C -f- ■> > -r> /-) 

otzrana 


Start 


817 




Liia 


Name 


OJ990630 08 


.0421.C32.o2.gs 


"f~ Vi 


Start 


817 




Cjnu 


GI 


none 




Score 


Exons 


817. .924, 2738. .3136 




Seq. No. 


50562 




oeq. id 




107307 




o urana 


Start 


510 






Name 


OJ990630 08 


-0421.C35.ol.gs 


fufii^s *-* /-J 

rlcLflOa 


Start 


510 






GI 


none 




Score 


Exons 


510. .554, 603. .758, 838. .1008 




Seq. No. 


50563 




oc y • iu 


Gene No. 


107308 




Strand. 


O Ldl L, 


2490 




Ejna 


Name 


OJ990430 03 


-0419.C2.ol.gs 


Method 


Start 


2490 




find 


GI 


none 




Score 


Exons 


2490. .2627, 


2720.. 2788, 2970. 






- 4582. .4904 






Seq. No. 


50563 




oeq. iu 


Gene No. 


107308 




C4- -v 

btrana 


OLdlL 


2490 




End 


Name 


OJ990430 03 


. 0419.C2.ol-tm 


Method 


Start 


2490 




End 


GI 


none 




Score 


Exons 


2490. .2630, 


2491. .2637, 2494. 


.2631, 27: 




2722. .2790 






Seq. No. 


50563 




Seq. ID 


Gene No. 


107308 




Strand 


Start 


2490 




End 



49 



+ 

460 

GENSCAN 

460 

.95 



+ 

2185 
AAT/GAP 
2185 
142 



3136 
GENSCAN 
3136 
.53 



+ 

1008 
GENSCAN 
1008 
.83 



4904 
GENSCAN 
4904 
.83 



4904 

TBLASTX: Maize 

2795 

178 



4904 



52080 



Name 


OJ990430 03. 


0419.C2.o2. 


tm 


Method 


TBLASTX: 


Start 


3475 






End 


4683 


GI 


none . 






Score 


89 


Exons 


3475. .3549, 


3476. .3532, 


4581. 


.4682,. 4582. .4683 


Seq. No. 


50564 






Seq. ID 


OJ990430 

Nf/ ^ -/ \J ^ '-mf \J 


Gene No . 


107309 






Strand 


+ 


Start 


104 






End 


3180 


Name 


OJ990430 03. 


0419.C3.ol. 


gs 


Method 


GENSCAN 


Start 


104 






End 


3180 


GI 


none 






Score 


.72 


Exons 


104. .213, 3069. .3180 








Seq. No. 


50564 






Seq. ID 


OJ990430 


Gene No . 


107310 






Strand 




Start 


89 






End 


195 


Name 


OJ990430 03 


0419 C3 ol 


gp 


Method 


AAT/GAP 


Start 


89 






End 


195 


GI 


426485 






Score 


161 


Exons 


89. .195 










Seq. No. 


50565 






Seq. ID 


OJ990430 


f2f*np No 


107311 






Strand 


+ 


Start 


157 






End 


293 


Name 


OJ990430 03. 


0419.C4.ol. 


gs 


Method 


GENSCAN 


Start 


157 






End 


293 


GI 


none 






Score 


.71 


Exons 


157. .293 










Seq. No. 


50566 






Seq. ID 


OJ990430 


Genp No 


107312 






Strand 




Start 


231 






End 


1425 


Name 


OJ990430 03. 


0419.C5.ol. 


gs 


Method 


GENSCAN 


Start 


231 






End 


1425 


GI 


none 






Score 


.88 


Exons 


231. .443, 494. .610, 707 


..886, 


1033. .1425 


Seq. No. 


50567 






Seq. ID 


OJ990430_ 


Gphp No 


107313 






Strand 




Start 


392 






End 


471 


Name 


OJ990430 03. 


0419.C7.ol. 


gs 


Method 


GENSCAN 


Start 


392 






End 


471 


GI 


none 






Score 


. 62 


Exons 


392. .471 










Seq. No. 


50568 






Seq. ID 


OJ990430_ 


Gene No 


107314 






Strand 




Start 


1357 






End 


1566 


Name 


OJ990430 03. 


0419.C8.ol. 


gs 


Method 


GENSCAN 


Start 


1357 






End 


1566 


GI 


none 






Score 


.42 


Exons 


1357. .1484, 


1515. .1566 








Seq. No. 


50569 






Seq. ID 


OJ990430_ 


Gene No. 


107315 






Strand 




Start 


100 






End 


969 


Name 


OJ990430 03. 


0419. C10. ol 


.gs 


Method 


GENSCAN 



52081 



Start 100 End 969 

GI none Score . 9 

Exons . 100. .313, 391. .969 



Seq. No. 


50570 




Seq. ID 


OJ990430_ 


03, 


.0419. 


.C12 


Gene No. 


107316 




Strand 


+ 








Start 


226 




End 


2250 








Name 


OJ990430 


_03.0419.C12.ol.gs 


Method 


GEN SCAN 








Start 


226 




End 


2250 








GI 


none 




Score 


.76 








Exons 


226. .495, 


1125. .1205, 2113. 


.2250 










Seq. No. 


50571 




Seq. ID 


OJ990430_ 


03. 


.0419, 


.C13 


Gene No. 


107317 




Strand 


+ 








Start 


94 




End 


2245 








Name 


OJ990430 


03.0419.C13.ol.gs 


Method 


GENSCAN 








Start 


94 




End 


2245 








GI 


none 




Score 


.69 








Exons 


94. .311, 


389. .765, 1038. .2245 











Seq. No. 50572 Seq. ID 

Gene No. 107318 Strand 

Start 157 End 

Name 0 J9 9043 0_0 3.0419.C14.ol.gs Method 

Start 157 End 

GI none Score 

Exons 157.. 317 



OJ990430_03.0419.C14 
+ 

317 

GENSCAN 

317 

.98 



Seq. No. 50572 Seq. ID 

Gene No. 107319 Strand 

Start 859 End 

Name OJ9904 30_03 . 04 1 9 . C14 . o2 . gs Method 

Start 859 End 

GI none Score 

Exons 859.. 1066, 1341.. 1363, 1634.. 1777 

Seq. No. 50573 Seq. ID 

Gene No. 107320 Strand 

Start 252 End 

Name OJ990430_03. 0419.C15.ol .gs Method 

Start 252 End 

GI none Score 

Exons 252.. 317, 666.. 673 



OJ990430_03.0419.C14 

1777 
GENSCAN 
1777 
.61 



OJ990430_03.0419.C15 
+ 

673 

GENSCAN 

673 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



50573 Seq. ID 

107321 Strand 

1318 End 2129 

OJ990430_03 . 04 19 . C15 . ol . np Method AAT/NAP 

1318 End 2129 

4680183 Score 151 
1318. .1407, 2016.. 2129 

(AF111709) gag-pol protein [Oryza sativa subsp. 



OJ990430 03.0419.C15 



50574 Seq. ID 

107322 Strand 

107 End 

OJ990430_03.0419.C16.ol.gs Method 



indica] 
OJ990430_03.0419.C16 
806 

GENSCAN 



52082 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

*S Seq. No. 

l~ Gene No. 

ifj Start 

fU Name 

n Start 

^ Exons 

^ Seq. No. 

= Gene No. 

Q Start 

% t l Name 

: 1 Start 

f ~ gi 

Exons 

fg Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



107 End 806 

none Score .87 

107. .221, 300. .806 



50575 Seq. ID OJ9904 30_03 . 04 19 . C19 

107323 Strand 

1 End 1959 

OJ990430_03.0419.C19.ol.np Method AAT/NAP 

1 End 1959 

6630696 Score 1240 

1..940, 1882. .1959 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



50575 

107323 

1 

OJ9904 30_03-0419.C19.ol.ts 

60 

5509260 

60. .413, 181. .312 



Seq. ID OJ990430_03.0419.C19 
Strand 

End 1959 

Method TBLASTX : Soybean 

End 413 

Score 87 



50575 

107323 

1 

OJ990430 
63 

none 
63. .314, 



Seq. ID OJ990430_03.0419.C19 
Strand 

End 1959 

03.0419.C19.ol.tc Method TBLASTX : Cress 

End 314 

Score 96 

142. .312 



50575 

107323 

1 

OJ990430 
63 

none 
63. .257, 



Seq. ID OJ990430_03.0419.C19 
Strand 

End 1959 

03.0419.C19.o2.tw Method TBLASTX : Wheat 

End 296 

Score 92 

63. .296, 88. .273 



50575 Seq. ID OJ990430_03 . 0419 . C19 

107323 Strand 

1 End 1959 

OJ9904 30_03 . 041 9 . C19 . ol . tm Method TBLASTX : Maize 

93 End 401 

none Score 4 3 

93. .125, 93. .401, 94. .354, 174. .359 

50575 Seq. ID OJ990430_03 . 0419 . C19 

107323 Strand 

1 End 1959 

OJ9904 30_03 . 04 19 . C19 . ol . tw Method TBLASTX : Wheat 

327 End 937 

none Score 7 6 

327. .410, 331. .402, 406. .813, 410. .868, 413. .937, 585. .932 



50575 



Seq. ID OJ990430 03.0419.C19 



52083 



Gene No, 107323 

Start 1 

Name OJ990430_03 . 04 19 . CI 9 . ol . gs 

Start 410 

GI none 

Exons 410.. 740, 1207.. 1322, 1355. 

Seq. No. 50576 

Gene No. 107324 

Start 430 

Name OJ9904 30_03 .0419. C20 . ol . gs 

Start 430 

GI none 

Exons 430.. 1467, 1511.. 1555 

Seq. No. 50577 

Gene No. 107325 

Start 641 

Name OJ990430_03 . 04 19 . C21 . ol . gs 

Start 641 

GI none 

Exons 641.. 760 



Strand 
End 

Method 
End 
Score 
.1653 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1959 
GEN SCAN 
1653 
.81 



OJ990430_03. 0419.C20 
+ 

1555 
GENS CAN 
1555 
.59 



OJ990430_03.0419.C21 
760 

GENSCAN 

760 

.42 



Seq. No. 50578 Seq. ID. OJ990430JD3 . 04 19 . C22 

Gene No. 107326 Strand + 

Start 1 End 714 

Name OJ990430_03 . 0419 . C22 . ol . np Method AAT/NAP 

Start 1 End 714 

GI 6630696 Score 807 

Exons 1 . . 714 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 50578 

Gene No. 107327 

Start 1468 

Name OJ9904 30_03 .0419. C22 . ol . tw 

Start 100 

GI none 
Exons 



Seq. ID OJ990430_03.0419.C22 
Strand + 

2109 

TBLASTX: Wheat 
549 



End 

Method 
End 
Score 



107 



100. .174, 101. .169, 105. .188, 105. .173, 240. 
241. .372, 351. .458, 370. .459, 370. .456, 372. 
469. .549, 478. .549 



.371, 241. .372, 
.458, 468. .545, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



50578 

107327 

1468 

OJ990430_03 . 0419. C22 . o2 . tw 

854 

none 



Seq. ID OJ990430_03.0419.C22 

Strand + 

End 2109 

Method TBLASTX : Wheat 

End 1188 

Score 62 



854..92S, 855. .926, 877. .933, 927. .998, 935. .997, 998. .1075, 
1000. .1068, 1001. .1072, 1014. .1076, 1102. .1176, 1102. .1188 

50578 Seq. ID OJ990430_03 . 04 1 9 . C22 

107327 Strand + 

1468 End 2109 

OJ9904 30_03 . 0419. C22 . ol . gs Method GENSCAN 



52084 



Start 
GI 

Exons 



1468 End 2109 

none Score .71 

1468. .1545, 1811. .1861, 1921. .2109 



Seq. No. 50579 Seq. ID 

Gene No. 107328 Strand 

Start 792 End 

Name OJ990430_03 . 0419.C25 .ol .gs Method 

Start 792 End 

GI none Score . 

Exons 7 92.. 980 



OJ990430_03.0419.C25 
+ 

980 

GEN SCAN 

980 

.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ990430_03.0419.C26 
+ 

350 

GENSCAN 

350 

.41 



OJ990430 03.0419.C28 



50580 Seq. ID 

107329 Strand 
160 End 
OJ990430_03.0419.C26.ol.gs Method 
160 End 
none Score 
160.. 273, 324.. 350 

50581 Seq. ID 

107330 Strand 
1 End 
OJ9904 30_03.0419.C28.ol.np Method 
1 End 
7514739 Score 
1..64, 343. .429 

D5L protein - variola minor virus (strain Garcia-1966) 
gi|885781|gb|AAA69395.1| (U18339) D4L [Variola virus] 
gi|1150673|emb|CAA50966.1| (X72086) ORF15L; B16L in citation [3] 
[Variola virus] gi | 5830747 | emb | CAB54 786 . 1 | (Y16780) DSL protein 
[variola minor virus] 



429 

AAT/NAP 

429 

100 



50581 

107331 

559 

OJ990430_03.0419.C28.ol.gs 

559 

none 



Seq. ID OJ990430_03.0419.C28 
Strand 

End 1748 

Method GENSCAN 

End 1748 

Score .96 



559. .711, 987. .1059, 1143. .1253, 1348. .1521, 1626. .1748 



50582 

107332 

306 

OJ990430_03.0419.C29.ol.gs 

306 

none 

306. .485 



Seq. ID OJ990430_03.0419.C29 
Strand 

End 485 

Method GENSCAN 

End 485 

Score . 9 



Seq. No. 50583 Seq. ID 

Gene No. 107333 Strand 

Start 243 End 

Name OJ990430_03 . 0419.C30 .ol . gs Method 

Start 243 " End 

GI none Score 

Exons 243.. 354 



OJ990430_03.0419.C30 
+ 

354 

GENSCAN 

354 

.93 



52085 




Seq. No. 


50584 






Seq. ID 


OJ990430_03.0419. 


C32 


Gene No. 


107334 






Strand 


+ 




Start 


482 






End 


752 




Name 


OJ990430 03..0419.C32 


.ol 


.gs 


Method 


GENSCAN 




Start 


482 






End 


752 




GI 


none 






Score 


.6 




Exons 


482. .571, 726. .752 












Seq. No. 


50585 






Seq. ID 


OJ990430J33.0419. 


C35 


Gene No. 


107335 






Strand 






Start 


423 






End 


1040 




Name 


OJ990430 03.0419.C35 


.ol 


.gs 


Method 


GENSCAN 




Start 


423 






End 


1040 




GI 


none 






Score 


.8 




Exons 


423. .1040 












Seq. No. 


50585 






Seq. ID 


OJ990430_03.0419. 


C35 


Gene No. 


107335 






Strand 






Start 


423 






End 


1040 




Name 


OJ990430 03.0419.C35 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


432 






End 


675 




GI 


none 






Score 


265 




Exons 


432. .674, 433. .675 












Seq. No. 


50585 






Seq. ID 


OJ990430_03.0419. 


C35 


Gene No. 


107335 






Strand 






Start 


423 






End 


1040 




Name 


OJ990430 03.0419.C35 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


516 






End 


974 




GI 


none 






Score 


214 




Exons 


516. .824, S68..972, 


570 


. . 974 








Seq. No. 


50586 






Seq. ID 


OJ990430_03.0419. 


C36 


Gene No. 


107336 






Strand 






Start 


143 






End 


2083 




Name 


OJ990430 03.0419.C36 


.ol 


. gs 


Method 


GENSCAN 




Start 


143 






End 


2083 




GI 


none 






Score 


.78 




Exons 


143. .2083 












Seq. No. 


50586 






Seq. ID 


OJ990430_03.0419. 


C36 


Gene No. 


107336 






Strand 






Start 


143 






End 


2083 




Name 


OJ990430 03.0419.C36 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


476 






End 


1687 




GI 


none 






Score 


75 




Exons 


476. .604, 1352. .1687 


, 1354.. 


1581, 1359 


. .1673 




Seq. No. 


50587 






Seq. ID 


OJ990430_03.0419. 


C37 


Gene No. 


107337 






Strand 






Start 


81 






End 


417 




Name 


OJ990430 03.0419.C37 


.ol 


.gs 


Method 


GENSCAN 




Start 


81 






End 


417 




GI 


none 






Score 


.87 




Exons 


81. .417 












Seq. No. 


50588 






Seq. ID 


OJ990430_03.0419. 


C39 



52086 



Gene No. 


107338 




Strand 


+ 




Start 


123 




End 


1091 




Name 


OJ990430 03.0419.C39.ol 


. np 


Method 


AAT/NAP 




Start 


123 




End 


1091 




GI 


4680203 




Score 


491 




F. von 


123. .1091 












(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


50588 




Seq. ID 


OJ990430_03.0419 


.C39 


Gene No. 


' 107338 




Strand 


+ 




Start 


123 




End 


1091 




Name 


OJ990430 03.0419.C39.ol 


.gs 


Method 


GENSCAN 




Start 


127 




End 


989 




GI 


none 




Score 


.83 




F.von ^ 


127. .989 










Seq. No. 


50588 




Seq. ID 


OJ990430_03.0419 


-C39 


Gene No. 


J-\J 1 «J J o 




J L 1 u 11U 


+ 




Start 


123 




End 


1091 




Name 


OJ990430 03.0419.C39.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


469 




End 


996 




GI 


none 




Score 


246 




UAWi 1 O 


469. .894, 558.-866, 892 


. .996, 


915. .992 






Seq. No. 


50588 




Seq. ID 


OJ990430_03.0419 


.C39 


Gene No. 


-L \J f J JO 




Strand 


+ 




Start 


123 




End 


1091 




Name 


OJ990430 03.0419.C39.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


594 




End 


876 




GI 


none 




Score 


319 




F, von <5 


594. .863, 595.-876 










Seq. No. 


50589 




Seq. ID 


OJ990430_03.0419 


.C43 


Gene No. 


107339 




Strand 






Start 


147 




End 


1506 




Name 


OJ990430 03.0419.C43.ol 


.gs 


Method 


GENSCAN 




Start 


147 




End 


1506 




GI 


none 




Score 


.46 




LJAViiiJ 


147. .320, 425. .698, 765 


..1072, 1128. .1251, 1377. .1506 




Qpn No 


50590 




Seq. ID 


OJ990430_03.0419 


. C44 


Gene No. 


107340 




Strand 






Start 


1 




End 


1627 




Name 


OJ990430 03.0419.C44.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


1627 




GI 


4680204 




Score 


642 






1. .1627 










(IT Dp^rri n 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


50590 




Seq. ID 


OJ990430_03.0419 


,C44 


Gene No. 


107340 




Strand 






Start 


1 




End 


1627 




Name 


OJ990430 03.0419.C44.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


540 




End 


879 




GI 


none 




Score 


36 




Exons 


540. .572, 546. .566, 576 


. .716, 


577. .657, 


711. .878, 730.. 


879 



52087 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50591 
107341 
989 

OJ990430_03.0419.C45.ol.gp 
989 

LIB3431-028-P1-N1-A10 
989.. 1056, 1084.. 1433 

'4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ990430_03.0419.C45 

Strand + 

End 1433 

Method AAT/GAP 

End 1433 

Score 746 



50591 
107342 " 
1052 

OJ990430_03.0419.C45.ol.gs 

1052 

none 

1052. .1705, 1964. .2110 



Seq. ID OJ990430_03.0419.C45 
Strand 

End 2216 

Method GENSCAN 

End 2110 

Score .83 



Seq. No. 50591 

Gene No. 107342 

Start 1052 

Name OJ990430_03. 0419.C4 5 .ol .np 

Start 1073 

GI 4680203 

Exons 1073.. 2052 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990430_03.0419.C45 
Strand 

End 2216 

Method AAT/NAP 

End 2052 

Score 950 



Seq. No. 50591 

Gene No. 107342 

Start 1052 

Name OJ990430_03 . 04 19 . C45 . ol . tw 

Start 1127 

GI none 
Exons 



Seq. ID OJ990430_03.0419.C45 
Strand 

End 2216 
Method TBLASTX: Wheat 
End 2216 
Score 53 

1127. .1219, 1128. .1193, 1208. .1288, 1236. .1289, 1293. .1412, 
1301. .1441, 1302. .1442, 1389. .1484, 1421. .1480, 1487. .1528, 
1487. .1531, 1492. .1533, 1526. .2215, 1541. .1852, 1815. .2216, 
2007. .2216 



Seq. No. 50591 

Gene No. 107342 

Start 1052 

Name OJ990430_03 . 0419.C45 .ol . tc 

Start 1709 

GI none 
Exons 



Seq. ID OJ990430_03.0419.C45 
Strand 

End 2216 

Method TBLASTX : Cress 

End 2156 

Score 85 



1709. .1852, 1709.. 2152, 1815.. 2156, 2013. .2156 



Seq. No. 50592 

Gene No. 107343 

Start 3191 

Name OJ990430_03 . 0419 . C4 6 . o2 . gs 

Start 3191 

GI none 

Exons 3191.. 3301, 5488.. 5718 



Seq. ID OJ990430_03.0419.C46 

Strand + 

End 5718 

Method GENSCAN 

End 5718 

Score .81 



Seq. No. 
Gene No. 
Start 



50592 

107344 

1 



Seq. ID OJ990430_03.0419.C46 
Strand 

End 2724 



52088 



Name OJ990430_03. 0419.C46.ol .gp Method AAT/GAP 

Start 1 End 14 41 

GI 342_1.R1084 Score 2280 

Exons 1 . . 1441 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50592 
107344 
1 

OJ990430_03.0419.C4 6.ol.np 
1 

4680203 
1..1445, 2650. .2724 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990430_03.0419.C46 
Strand 

End 2724 

Method AAT/NAP 

End 2724 

Score 1660 



50592 

107344 

1 

OJ990430_03.0419.C4 6.ol.tm 
24 

none 

24. .215, 225. .479, 225. .467 

50592 

107344 

1 

OJ990430_03.0419.C4 6.ol.tw 
55 

none 



Seq. ID OJ990430_03.0419.C46 
Strand 

End 2724 

Method TBLASTX : Mai ze . 

End 479 

Score 85 



Seq. ID OJ990430_03.0419.C46 

Strand - • 

End 2724 

Method TBLASTX : Wheat 

End 513 

Score 145 



55. .261, 55. .264, 60. .284, 262. .354, 264. .359, 264. .362, 
366. .470, 370. .471, 468. .512, 472. .513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50592 
107344 
1 

OJ9904 30_03.0419.C4 6.ol.tc 
312 
none 

312. .653, 331. .459, 508. .660 

50592 
107344 
1 

OJ990430_03.0419.C4 6.ol.ts 
393 
none 

393. .662, 411. .557, 412. .657, 747. .821, 757. .822 



Seq. ID OJ990430_03.0419.C46 
Strand 

End 2724 

Method TBLASTX : Cress 

End 660 

Score 78 



Seq. ID OJ990430_03.0419.C46 
Strand 

End 2724 

Method TBLASTX : Soybean 

End 822 

Score 91 



50592 

107344 

1 

OJ990430_03.0419.C4 6.o2.tw 

738 

none 



Seq. ID OJ990430_03.0419.C46 
Strand 

End 2724 

Method TBLASTX : Wheat 

End 1139 

Score 174 



738. .995, 739. .996, 743. .985, 746. .1003, 751. .993, 753. .1004, 
987. .1139, 1001. .1120 



52089 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



50593 

107345 

234 

OJ990430_03.0419.C47.ol.gs 

234 

none 

234. .406 



Seq. ID OJ990430_03.0419.C47 

Strand + 

End 500 

Method GENSCAN 

End 406 

Score .41 



Seq. ID OJ990430_03.0419.C47 
Strand + 

500 

AAT/GAP 
500 
314 



50593 
107345 
234 

OJ990430_03.0419.C47.ol.gp 
248 

28898_2.R1084 
248. .379, 401. .500 

'5042437/gb|AC007789.1|AC007789 1.0e-69 Oryza sativa BAC T49B20 
genomic sequence, complete sequence* 



End 

Method 

End 

Score 



50593 
107346 
1410 

OJ990430_03.0419.C47.o3.np 
1410 
7228457 
1410. .1435, 5288. .5437 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990430_03.0419.C47 

Strand + 

End 5437 

Method AAT/NAP 

End 5437 

Score 88 



50593 

107347 

628 

OJ990430_03.0419.C47.o2.gs 

628 

none 



Seq. ID OJ990430_03.0419.C47 
Strand 

End 5148 

Method GENSCAN 

End 5148 

Score .79 



628. .746, 1509. .1605, 3868 .. 3942.,' 3989 .. 4 129, 5116. .514? 



50593 

107347 

628 

OJ990430_03.0419.C47.ol.tw 

2422 

none 

2422. .2829, 2444. .2815 



Seq. ID OJ990430_03.0419.C47 
Strand 

End 5148 

Method TBLASTX : Wheat 

End 2829 

Score 105 



50594 
107348 
1 

OJ990430_03.0419.C48.ol.np 
1 

5902445 

1..135, 476.. 1692, 1731.. 2370 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990430_03.0419.C48 

Strand + 

End 2370 

Method AAT/NAP 

End 2370 

Score 1551 



50594 
107348 



Seq. ID OJ990430_03.0419.C48 
Strand + 



52090 




Start 


1 




End 


2370 




Name 


OJ990430 03.0419.C48.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


475 ~ 




End 


866 




GI 


none 




Score 


396 




Exons 


47S..864, 502. .723, 504 


. .866 








Seq. No. 


50594 




Seq. ID 


OJ990430_03.0419 


.C48 


Gene No. 


107348 




Strand 


+ 




Start 


1 




End 


2370 




Name 


OJ990430 03.0419.C48.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


520 




End 


921 




GI 


none 




Score 


291 




Exons 


520. .921, 522. . 695 










Seq. No. 


50594 




Seq. ID 


OJ990430 03.0419 


.C48 


Gene No. 


107348 




Strand 


+ 




Start 


1 




End 


2370 




Name 


OJ990430 03.0419.C48.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


589 




End 


1016 




GI 


none 




Score 


232 




Exons 


589. .843, 627. .821, 862 


. .936, 


864 . . 950 


, 987. .1016, 988. 


. 1014 


Seq. No. 


50594 




Seq. ID 


OJ990430JD3.0419 


.C48 


Gene No. 


107348 




Strand 


+ 




Start 


1 




End 


2370 




Name 


OJ990430 03.0419.C48.ol 


.gs 


Method 


GENS CAN 




Start 


609 




End 


2283 




GI 


none 




Score 


. 7 




Exons 


609. .716, 769. .1580, 1702. .2112, 2211. 


.2283 




Seq. No. 


50594 




Seq. ID 


OJ990430_03.0419 


.C48 


Gene No. 


107348 




Strand 


+ 




Start 


1 




End 


2370 




Name 


OJ990430 03.0419.C48.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1012 




End 


1419 




GI 


none 




Score 


218 




Exons 


1012. . 1236, 1032. .1238, 


1246. 


.1419 






Seq. No. 


50594 




Seq. ID 


OJ990430_03.0419 


.C48 


Gene No. 


107348 




Strand 


+ 




Start 


1 




End 


2370 




Name 


OJ990430 03.0419.C48.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1919 




End 


2221 




GI 


none 




Score 


330 




Exons 


1919. .2221, 2005. .2094, 


2128. 


.2220 






Seq. No. 


50594 




Seq. ID 


OJ990430_03.0419 


.C48 


Gene No. 


107348 




Strand 


+ 




Start 


1 




End 


2370 




Name 


OJ990430 03.0419.C48.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1919 




End 


2286 




GI 


none 




Score 


317 




Exons 


1919. .2284, 2152. .2286 










Seq. No. 


50595 




Seq. ID 


OJ990430JD3.0419 


.C49 


Gene No. 


107349 




Strand 


+ 




Start 


1 




End 


1139 





52091 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

C3 Seq. No. 

=,3 Gene No. 

fS Start 

l\i Name 

ijf Start 

U GI 

ill Exons 

Phi Seq. No. 

" Gene No . 

Z^ Start 

&3 Name 

Start 

U GI 

." Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ990430_03.0419.C4 9.ol.np Method 
1 End 
2443320 Score 
1. .1139 

(D85597) polyprotein [Oryza australiensis] 



AAT/NAP 
1139 
1557 



50595 

107349 

1 

OJ990430_03.0419.C4 9.o2.tw 
58 

none 

58. .249, 67. .249 

50595 

107349 

1 

OJ990430_03.0419.C4 9.ol.ts 
124 

5509260 



Seq. ID OJ990430_03.0419.C49 

Strand + 

End 1139 

Method TBLASTX : Wheat 

End 24 9 

Score 228 



Seq. ID OJ990430_03. 0419.C49 

Strand + 

End 1139 

Method TBLASTX : Soybean 

End 573 

Score 356 



.124. .564, 124. .486, 414. .572, 517. .573 



50595 

107349 

1 

OJ990430_03.0419.C4 9.ol.tc 

208 

none 

208. .345, 213. .350, 214. .477 



Seq. ID OJ990430_03.0419.C49 

Strand + 

End 1139 

Method TBLASTX : Cress 

End 477 

Score 230 



50595 

107349 

1 

OJ990430_03.0419.C4 9.ol. 

252 

none 

252. .599, 253. .603, 256, 

50595 

107349 

1 

OJ990430_03.0419.C4 9.ol, 

258 

none 

258. .362, 275. .442, 277, 



Seq. ID OJ990430_03.0419.C49 

Strand + 

End 1139 

tw Method TBLASTX: Wheat 

End 1053 

Score 4 91 
.603, 573. .1052, 589. .1053 

Seq. ID OJ990430_03.0419.C49 

Strand + 

End 1139 

tm Method TBLASTX : Maize 

End 690 

Score 326 
.690, 412. .576, 414. .623 



50596 
107350 
165 

OJ990430_03 . 04 19 . C53 . ol . gs 
165 
none 

165. .281, 332. .540, 959. 

50597 
107351 



Seq. ID OJ990430_03. 0419.C53 

Strand + 

End 1390 

Method GENSCAN 

End 1390 

Score .81 
1107, 1149.. 1390 

Seq. ID OJ990430_03.0419.C55 

Strand + 



52092 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



62 



End 

Method 
End 
Score 



152 

AAT/NAP 
152 
80 



OJ990430_03.0419.C55.ol.np 
62 

6721561 
62. .152 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


50597 




Seq. ID 


OJ990430 


Gene No . 


107352 




Strand 


+ 


Start 


650 




End 


999 


Name 


OJ990430 03.0419.C55.o2 


.np 


Method 


AAT/NAP 


Start 


650 




End 


999 


GI 


7340881 




Score 


122 


Exons 


650. .783, 889. .999 








GI Descrip. 


(AP001551 ) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50597 




Seq. ID 


OJ990430 


Gene No . 


107353 




Strand 




Start 


571 




End 


726 


Name 


OJ990430 03.0419.C55.ol 


.gs 


Method 


GENSCAN 


Start 


571 




End 


726 


GI 


none 




Score 


.47 


Exons 


571. .726 








Seq. No. 


50598 




Seq. ID 


OJ990430 


Gene No. 


107354 




Strand 




Start 


90 




End 


671 


Name 


OJ990430 03.0419.C57.ol 


.gs 


Method 


GENSCAN 


Start 


90 




End 


671 


GI 


none 




Score 


. 65 


Exons 


90. .246, 385. .671 








Seq. No. 


50599 




Seq. ID 


OJ990430 


Gene No . 


107355 




Strand 




Start 


801 




End 


922 


Name 


OJ990430 03.0419.C58.ol 


.gs 


Method 


GENSCAN 


Start 


801 




End 


922 


GI 


none 




Score 


.93 


Exons 


801. .922 








Seq. No. 


50600 




Seq. ID 


OJ990430 


Gene No. 


107356 




Strand 


+ 


Start 


1 




End 


1567 


Name 


OJ990430 03.0419.C60.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


676 


GI 


4680203 




Score 


282 


Exons 


1. .676 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


50600 




Seq. ID 


OJ990430_ 


Gene No. 


107356 




Strand 


+ 


Start 


1 




End 


1567 


Name 


OJ990430 03.0419.C60.ol 


.tw 


Method 


TBLASTX:! 



52093 





OLdlL 


QQ 




FnH 


598 








none 




Score 


70 






F von q 


QQ 170 113 179 1 6Q 


934 


173 93S 


302. .355, 373. .477, 






374 47ft 47Q ^Qft 












Seq. No. 


50600 




Seq. ID 


OJQQ0430 03 041 Q 

V^U.7_7U*lJU UJ.UIX^. 


C60 

\~r U U 




Gene No. 


107356 




Strand 


+ 








i 

X 




End 


1567 






Name 


o.tqqo43o 03 04iQ rfin ni 


gs 


Method 


111 LN O ^rtPi 






O tax L. 


1 4 fi ~ 
X 4 D 




End 


1 Sfi7 
x j u / 












Score 


.69 






Exons 


14fi 400 440 SfiR 1304 


. .1567 








Seq. No. 


50600 




Seq. ID 


O.TQQ0430 03 041 Q 

JU UJ.U*iX_7. 






Gene No. 


107356 




Strand 








O Lai. L 


i 




End 


X J \J 1 






Name 


o,tqqo430 03 n4i q rsn ni 


ts 


Method 


TBLA^TX ■ Sovbean 






OLaiL 


9ft Q 
Z 0 j 




FnH 


^3R 
j j j 






VjX 


none 




Score 


226 








9RQ 471 9Q0 ^3S 












Seq. No. 


50601 




Seq. ID 


O.TQQ0430 03 041 Q 

UU^ JU1 JU U J • U *i X ^ • 


^ U X 




Gene No. 


107357 




Strand 






j* as. 


OtdLt 


91 R 




End 


Q43 
y i j 




~i 

%j 


Name 


HTQQ0430 03 041 Q P61 ol 


gs 


Method 


ftFNSPAN 




in 


Of -j r-4- 
OLdiL 


91 R _ 




End 


Q43 

J 








none 




.Score 


.82 




FU 
ii 




91^ Q4 3 










IJ 


Seq. No. 


50602 




Seq. ID 


O.TQQ0430 03 041 Q 

WU J jut JU UJ.U1XJ. 


P69 


*. " 


Gene No. 


107358 




Strand 






i y 


O tdl L 


90ft 




End 


Q3ft 

^ JO 






Name 


O.TQQ0430 03 041 Q Pfi9 n1 


gs 


Method 


V3 Hi LN O 






o Lai L 


90ft ~~ 




End 


Q3ft 
-/JO 






oX 


none 




Score 


ftp 
. oo 






Exons 


90ft 971 9Q c i 419 4Q1 


.661, 


746. .938 








o e q . in o . 


JU ou j 




Seq. -ID 


O.TQQ0430 03 041 Q 

VJU^JU4JU UJ.U*aXJ. 


C63 


W 


Gene No. 


107359 




Strand 








Start 


71 




End 


1 3ftfi 
X JO o 






Name 


fi.TQQ0430 03 041 Q P63 ol 


np 


Method 


A AT /MAP 






. JLdX L. 


71 ~ 

/ X 




End 


1 3ftfi 
X JO O 






PT 


67 4 97 9 Q 




Score 


1 R31 

X O J X 






IT* v /"sn o 


71 1 3ftfi 
/X. . X O 0 o 












bi uescrxp. 


( Zi TT1 9 1 1 ^ DTM9 nrftfain 

IHr itii j j j kxlyiz proLcin 


[Oryza sativa] 








C /-\ /-> Mo 

o e q . ln o . 


R0603 
jUDUj 




Seq. ID 


OJ990430_03.0419. 


C63 






X U / J J ^ 




Strand 


+ 






Start 


71 




End 


1386 






Name 


OJ990430 03.0419.C63.ol. 


gp 


Method 


AAT/GAP 






Start 


88 




End 


1294 






GI 


342 1.R1084 




Score 


2083 






Exons 


88. .1294 












GI Descrip. 


'4574406/gb IAAD24042.il 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 






sativa] 1 












Seq. No. 


50603 




Seq. ID 


OJ990430_03.0419. 


C63 



52094 




Gene No. 


107359 






btrana 


+ 


Start 


71 






End 


1386 


Name 


OJ990430 


03.0419.C63.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


88 






End 


310 


GI 


none 






Score 


189 


Exons 


88. .291, 


89. .310, 146.. 


292 






Seq. No. 


50603 






Seq. ID 


OJ990430_03.0419.C63 


Gene No. 


107359 






btrana 


+ 


Start 


71 






End 


1386 


Name 


OJ990430 


_03.0419.C63.ol 


.tc 


Method 


TBLASTX : Cress 


Start 


98 






End 


391 


GI 


none 






Score 


241 


Exons 


98. .391, 


244. .372 








Seq. No. 


50603 






Seq. ID 


OJ990430_03.0419.C63 


Gene No. 


107359 






Strand 


+ 


Start 


71 






End 


1386 


Name 


OJ990430 


03.0419.C63.ol 


.gs 


Method 


GENSCAN 


Start 


137 






End 


1144 


GI 


none 






Score 


.5 


Exons 


137. .488, 


701. .1144 








Seq, No. 


50603 






Seq. ID 


OJ990430_03.0419.C63 


Gene No. 


107359 






Strand 


+ 


Start 


71 






End 


138 6 


Name 


OJ990430 


03.0419.C63.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


190 






End 


648 


GI 


none 






Score 


63 


Exons 


190. .231, 


191.. 235, 232 


. .333, 


233. .337 


, 341. .439, 344. .439, 




349. .441, 


419. .643, 439 


. .648, 


442. .648 




Seq. No. 


50603 






Seq. ID 


OJ990430_03.0419.C63 


Gene No. 


107359 






Strand 


+ 


Start 


71 






End 


1386 


Name 


OJ990430 


03.0419.C63.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


224 






End 


679 


GI 


none 






Score 


239 


Exons 


224. .478, 


236. .478, 488 


. .679 






Seq. No. 


50603 






Seq. ID 


OJ990430_03.0419.C63 


Gene No. 


107359 






Strand 


+ 


Start 


71 






End 


1386 


Name 


OJ990430 


03.0419.C63.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


786 






End 


1235 


GI 


none 






Score 


83 


Exons 


786. .836, 


787.. 849, 835 


. .1077 


, 855. .1076, 1105. .1233, 




1106.. 1234, 1110.. 1235, 


1111. 


.1233 




Seq. No. 


50604 






Seq. ID 


OJ990430_03.0419.C64 


Gene No. 


107360 






Strand 




Start 


394 






End 


927 


Name 


OJ990430 


03.0419.C64 .ol 


.gs 


Method 


GENSCAN 


Start 


394 






End 


927 


GI 


none 






Score 


.64 


Exons 


394. .927 











52095 




Seq. No. 


50605 




Seq. ID 


OJ990430_03.0419 


.C66 


Gene No. 


107361 




Strand 


+ 




Start 


201 




End 


256 




Name 


OJ990430 


03.0419.C66.ol.gs 


Method 


GENSCAN 




Start 


201 




End 


256 




GI 


none 




Score 


.56 




Exons 


201. .256 










Seq. No. 


50606 




Seq. ID 


OJ990430 03.0419 


-C68 


Gene No. 


107362 




Strand 


+ ~~ 




Start 


1 




End 


1204 




Name 


OJ990430 


03.0419.C68 .ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1204 




GI 


2443320 




Score 


1682 




Exons 


1. . 1204 










GI Descrip. 


(D85597) 


polyprotein [Oryza 


australiensis] 




Seq. No. 


50606 




Spa TD 


OJ990430 03 0419 


.C68 


Gene No. 


107362 




Strand 






Start 


1 




End 


1204 




Name 


OJ990430 


03.0419.C68.ol.tw 


Method 


TBLASTX: Wheat 




Start 


87 




End 


617 




GI 


none 




Score 


111 




Exons 


87 . . 167, 


92. .163, 137. .616, 


153. .617 






Seq. No. 


50606 




Seq. ID 


OJ990430_03.0419 


.C68 


Gene No. 


107362 




Strand 


+ 




Start 


1 




End 


1204 




Name 


OJ990430 


03.0419.C68.ol.tm 


Method 


TBLASTX: Maize 




Start 


267 




End 


731 




GI 


none 




Score 


59 




Exons 


267. .428, 


405. .710, 498. .731 








Seq. No. 


50606 




Seq. ID 


OJ990430_03.0419 


.C68 


Gene No. 


107362 




Strand 


+ 




Start 


1 




.End 


1204 




Name 


OJ990430 


03.0419i&68 : .or'-ts' 


Method • 


TBLASTX: Soybean 




Start 


588 




End 


1069 




GI 


none 




Score 


162 




Exons 


588 . .863, 


965. . 1069 








Sea. No. 


50606 

+mf V W V \J 




Seq. ID 


OJ990430_03.0419 


.C68 


Gene No. 


107362 




Strand 


+ 




Start 


1 




End 


1204 • 




Name 


OJ990430 


03.0419.C68.o2.tw 


Method 


TBLASTX: Wheat 




Start 


690 




End 


1165 




GI 


none 




Score 


196 




Exons 


690. 863, 


691.. 810, 696.. 863 


, 842. .904, 


853. .909, 904.. 


1164 , 




907 . . 1164 


, 908. .1165, 908. .1165 






Seq. No. 


50606 




Seq. ID 


OJ990430_03.0419 


.C68 


Gene No. 


107362 




Strand 


+ 




Start 


1 




End 


1204 




Name 


OJ990430 


03.0419.C68.o2.tm 


Method 


TBLASTX: Maize 




Start 


774 




End 


1194 




GI 


none 




Score 


59 




Exons 


774. .854, 


847. .909, 848. .907, 959. .1189, 973. .1194 





52096 



Seq. No. 50607 

Gene No. 107363 

Start 138 

Name OJ990430_03 . 04 19 . C69 . ol . gp 

Start 138 

GI 10431_1.R1084 

Exons 138.. 311 

GI Descrip. • 1256198/dbj | D63711 | RICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence' 



Seq. ID OJ990430_03.0419.C69 

Strand + 

End 311 

Method AAT/GAP 

End 311 

Score 301 



Seq. No. 50607 

Gene No. 107364 

Start 569 

Name OJ990430_03 . 0419 . C69 . ol . gs 

Start 569 

GI none 

Exons 569.-672, 1077.. 1187, 1615. 



Seq. ID OJ990430_03.0419.C69 
Strand 

End 1666 

Method GENSCAN 

End 1666 

Score . 68 
,1666 



- GI 



i Li 



Seq. No. 50608 
Gene No. 107365 
Start 1066 

Name OJ9904 30_03 . 041 9 . C70 . o2 . gp 

Start 1066 

LIB3479-006-Q6-K1-B11 
Exons 1066.. 1483 

GI Descrip. ' 5734616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ990430_03.0419.C70 

Strand + 

End 1483 

Method AAT/GAP 

End 1483 

Score 626 



Seq. No. 50608 

Gene No. 107365 

Start 1066 

Name OJ990430JD3 . 0419 . C70 . ol . gs 

Start 1159 

GI none 

Exons 1159.. 1260 



Seq. ID OJ990430_03.0419.C70 

Strand + 

End 1483 

Method GENSCAN 

End 1260 

Score .41 



Seq. No. 50608 
Gene No. 107366 
Start 505 

Name OJ990430JD3 . 0419 . C70 . ol . gp 

Start 505 

GI LIB3477-003-P1-K1-E9 
Exons 505.. 600 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. ID OJ990430_03.0419.C70 
Strand 

End 600 

Method AAT/GAP 

End 600 

Score 107 



Seq. No. 50608 

Gene No. 107367 

Start 853 

Name OJ990430_03 . 0419 . C70 . ol . np 

Start 853 

GI 6539570 

Exons 853.. 919, 1079.. 1243, 1994. 
GI Descrip. 



Seq. ID OJ990430_03.0419.C70 
Strand 

End 2072 

Method AAT/NAP 

End 2021 

Score 219 
.2021 



(AP000836) hypothetical protein [Oryza sativa] 



52097 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50608 Seq. ID OJ990430_03 . 0419 . C70 

107367 Strand 

853 End 2072 

OJ990430_03.0419.C70.o2.np Method AAT/NAP 

1400 End 2072 

6630699 Score 82 

1400. .1482, 2039. .2072 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



50609 Seq. ID 

107368 Strand 

226 End 
OJ990430_03 . 04 19 . C7 1 . ol . gs Method 

226 End 

none Score 

226. .327, 3676. .3820 



OJ990430_03.0419.C71 
+ 

3820 
GENSCAN 
3820 
.51 



50609 



Seq. ID OJ990430_03.0419.C71 



107369 Strand 
6171 . End 

OJ9904 30_03 . 04 19 . C7 1 . o2 . np Method 
6171 End 
7445817 Score 
6171. .6341 

ABC-type transport protein slr08 64 - 
PCC 6803) gi| 1652892 | dbj IBAA17810.il 
[Synechocystis sp. ] 



+ 

6341 
AAT/NAP 
6341 
44 

Synechocystis sp. (strain 
(D90909) ABC transporter 



t i = 

5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50609 Seq. ID 

107370 Strand 

967 End 

OJ990430_03.0419.C71.ol.np Method 

967 End 

5042463 Score 



OJ990430_03.0419.C71 

3849 
AAT/NAP 
3849 
182 



967.. 1050, 2705.. 2787, 2839.. 2998, 3664;. 3.849 
(AC007789) unknown protein [Oryza sativa] 



Seq. No. 50609 Seq. ID OJ990430JD3 . 04 19 . C7 1 

Gene No. 107371 Strand 

Start 6077 End 7995 

Name OJ990430_03 . 0419 .C71 . o3 . np Method AAT/NAP 

Start 6077 End 7995 

GI 81286 Score 85 

Exons 6077.. 6119, 7369.. 7995 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA46283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 50610 

Gene No. 107372 

Start 42 

Name OJ990430_03 . 0419 . C73 . ol . gs 

Start 42 

GI none 

Exons 42.. 158, 236.. 739 



Seq. ID OJ990430_03.0419.C73 
Strand 

End 739 

Method GENSCAN 

End 739 

Score .96 



52098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50611 
107373 
1 

OJ990430_03.0419.C74 .ol.np 
1 

6742729 
1. .1398 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990430_03.0419.C74 
Strand + 

1440 
AAT/NAP 
1398 
1868 



End 

Method 

End 

Score 



50611 

107373 

1 

OJ9904 30_03 . 04 19 . C7 4 . ol . gs 

101 

none 

101. .749, 863. .1223 



Seq. ID OJ990430_03.0419.C74 

Strand + 

End 1440 

Method GENSCAN 

End 1223 

Score .51 



Seq. No. 50611 

Gene No. 107373 

Start 1 

Name OJ990430_03 . 0419 . C74 . o2 . tw 

Start 166 

GI none 
Exons 



Seq. ID OJ990430_03.0419.C74 

Strand + 

End 1440 

Method TBLASTX : Wheat 

End 57 6 

Score 83 



166. .216, 167. .229, 215. .457, 235. .456, 485. .574, 490. .576, 
491. .574 



Seq. No. 50611 

FU Gene No. 107373 

□ Start 1 

Ij Name OJ990430_03 . 04 19 . C74 . ol . tw 

Start 577 

If. GI none 
s y Exons 



Seq. ID OJ990430_03.0419.C74 
Strand + 
End 1440 
Method TBLASTX : Wheat 
End 1440 
Score 120 

577. .684, 578. .685, 683. .793, 687. .791, 713. .811, 792. .1001, 
792. .1193, 793. .1194, 1214. .1336, 1234. .1440, 1238. .1432, 
1357. .1440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50611 

107373 

1 

OJ990430_03.0419.C74.ol.tm 

620 

none 



Seq.- ID OJ990430_03.0419.C74 

Strand + 

End 1440 

Method TBLASTX :Maize 

End 921 

Score 70 



620. .682, 696. .779, 707. .778, 783. .920, 796. .921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50611 

107373 

1 

OJ990430_03.0419.C74.ol.tc 

852 

none 



Seq. ID OJ990430_03.0419.C74 

Strand + 

End 1440 

Method TBLASTX : Cress 

End 1300 

Score 102 



852. .995, 852. .1193, 856. .1194, 1214. .1276, 1238. .1300 



Seq. No. 50612 

Gene No. 107374 

Start 209 

Name OJ990430_03 . 04 19 . C7 6 . ol . np 

Start 209 



Seq. ID OJ990430_03.0419.C76 

Strand + 

End 807 

Method AAT/NAP 

End 807 



52099 



GI 


2129735 


Score 


247 


Exons 


209. .807 






VJ J- UCO^>l • 


serine/threonine-specif ic kinase (EC 2 


.7.1.-) precursor - 




Arabidopsis thaliana gi 1 1405837 | emb | CAA62824 | (X91630) 




receptor-like kinase [Arabidopsis thaliana] gi 1 2150023 




(AF001168) receptor-like kinase LECRK1 


F Arahi Hnn^i ^ thaliana! 


Seq. No. 


50612 


Seq. ID 


OJ990430 03 0419 C76 


Gene No. 


107374 


Strand 


+ 


Start 


209 


End 


807 


Name 


OJ990430 03.0419.C76.ol.tm 


Method 


TBLASTX: Maize 


Start 


263 


End 


760 


GI 


none 


Score 


73 


Pyrin S 


263. .391, 395. .526, 548. .760 






Seq. No. 


50612 


Seq. ID 


OJ990430 03 0419 C76 


Gene No. 


107374 


Strand 




Start 


209 


End 


807 


Name 


OJ990430 03.0419.C76.ol.tc 


Method 


TRT.ASTX • Cr&ci q 

J. O LlxiiJ 1. S\ * v_/ J_ ~ O O 


O UCli. u 


287 


End 


727 


GI 


none 


Score 


82 


P von 


287. .397, 334. .396, 373. .606, 


389. .727 




Qpry Mr) 


50612 


Seq. ID 


OJ990430_03.0419.C76 


Gene No . 


107374 


Strand 


+ 


Start 


209 


End 


807 


Name 


OJ990430 03.0419.C76.ol.gp 


Method 


AAT/GAP 


Start 


326 


End 


733 


GI 


701653 


Score 


722 


Exons 


326. .733 






GI Descrip. 


2129735/pir | | S68589 1.0e-29 serine/threonine-specif ic kinase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



2.7.1.-) precursor - Arabidopsis thaliana 
>gi_14 05837_emb_CAA62824_ (X91630) receptor-like kinase 
[Arabidopsis thaliana] >gi_2150023 (AF001168) receptor-like 
kinase LECRK1 [Arabidopsis thaliana] 



50612 Seq. ID 

107374 Strand 

209 End 
OJ9904 30_03. 0419 . C76 . ol . ts Method 

425 End 

none Score 

425. .727, 427. .687 



OJ990430_03.,0419.C76 
+ 

807 

TBLASTX : Soybean 

727 

222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



50613 Seq. ID 

107375 Strand 

1 End 

OJ990430_03.0419.C77.ol.np Method 

1 End 

6742729 Score 
1. .998 

(AF121139) RIM2 protein [Oryza sativa] 

50613 Seq. ID 

107375 Strand 

1 End 

OJ990430_03. 04 19 . C77 . ol . gp Method 



OJ990430_03.0419.C77 
+ 

998 

AAT/NAP 

998 

1252 



OJ990430_03.0419.C77 
+ 

998 

AAT/GAP 



52100 




Start 87 End 910 

GI 342_1.R1084 Score 1440 

Exons 87.. 910 

GI Descrip. 1 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 





Seq. No. 


50613 






Seq. ID 


OJ990430_03.0419 


.C77 




Gene No . 


107375 






Strand 


+ 






Start 


1 






End 


998 






Name 


OJ990430 03.0419.C77 


.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


87 






End 


391 






GI 


none 






Score 


220 






Exons 


87. .272, 87. .272, 88 


..273, 300. .389, 305. .391, 306. .389 






Seq. No. 


50613 






Seq. ID 


OJ990430_03.0419 


.C77 




Gene No. 


107375 






Strand 


+ 






Start 


1 






End 


998 






Name 


OJ990430 03.0419.C77 


.ol . 


OS 


Method 


GENS CAN 






Start 


190 






End 


858 






GI 


none 






Score 


.73 






Exons 


190. .339, -677. .858 














Seq. No. 


50613 






Seq. ID 


OJ990430JD3.0419 


.C77 




Gene No . 


107375 






Strand 


+ 






Start 


1 






End 


998 






Name 


OJ990430 03.0419.C77 


. ol . 


tw 


Method 


TBLASTX: Wheat 




ft 


Start 


392 






End 


908 




is 


GI 


none 






Score 


233 




— 


Exons 


392. .607, 393. .605, 


606. 


.815, 


606. . 908, 


607. .879 




? 


Seq. No. 


50613 






Seq. ID 


OJ990430_03.0419 


.C77 


J 


Gene No . 


107375 






Strand 


+ 




y 


Start 


1 






End 


998 






Name 


OJ990430 03.0419.C77 


.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


435 






End 


735 






GI 


none 






Score 


141 




'4 
& 


Exons 


435. .593, 446. .592, 


597. 


.707, 


610. .735 








Seq. No. 


50613 






Seq. ID • 


OJ990430_03.0419 


.C77 




Gene No . 


107375 






Strand 


+ 






Start 


1 






End 


998 






Name 


OJ990430 03.0419.C77 


.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


666 






End 


908 






GI 


none 






Score 


104 






Exons 


666. .809, 666. .908, 


670. 


.879 










Seq. No. 


50614 






Seq. ID 


OJ990430_03.0419 


.C78 




Gene No. 


107376 






Strand 








Start 


1165 






End 


1337 






Name 


OJ990430 03.0419.C78 


. ol . 


gp 


Method 


AAT/GAP 






Start 


1165 






End 


1337 






GI 


10431 1.R1084 






Score 


297 





Exons 1165.. 1337 

GI Descrip. 1 1256198/dbj | D63711 | RICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence 1 

Seq. No. 50615 Seq. ID OJ990430_03 . 04 19 . C79 



52101 



Gene No. 107377 Strand + 

Start 98 End 394 

Name QJ990430_03.0419.C79.ol.gs Method GENSCAN 

Start 98 End 394 

GI none Score .57 

Exons 98.. 157, 290.. 394 



Seq. No. 50616 Seq. ID 

Gene No. 107378 Strand 

Start 151 End 

Name OJ990430_03 . 0419.C80.ol.gs Method 

Start 151 End 

GI none Score 

Exons 151.. 330, 606.. 678 



OJ990430_03.0419.C80 
678 

GENSCAN 

678 

.83 



Seq. No. 50617 Seq. ID 

Gene No. 10737 9 Strand 

Start 608 End 

Name 0 J9904 30_0 3 . 0 4 1 9 . C8 1 . ol . gs Method 

Start 608 End 

GI none Score 

Exons 608.. 709 



OJ990430_03.0419.C81 
709 

GENSCAN 

709 

.44 



Seq. No. 50618 Seq. ID OJ9904 30_03 . 0419 . C82 

Gene No. 107380 Strand + 

Start 1543 End 1790 

Name OJ990430_03 . 04 19 . C82 . ol . gp Method AAT/GAP 

Start 1543 End 1790 

GI 28898_2.R1084 Score 325 

Exons 1543.. 1670, 1692.. 1790 

GI Descrip. 1 5042437/gb | AC007789 . 1 | AC007789 1.0e-69 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 50619 Seq. ID 

Gene No. 107381 Strand 

Start 87 . End 

Name OJ9904 30_03 .0419.C84.ol.tm Method 

Start 87' End 

GI none Score 

Exons 87. .164, 91. .159, 250. .387, 251. .391 



OJ990430_03.0419.C84 
391 

TBLASTX: Maize 

391 

108 



Seq. No. 50620 Seq. ID 

Gene No. 107382 Strand 

Start 266 End 

Name OJ9904 30_03 . 04 1 9 . C85 . ol . gs Method 

Start 266 End 

GI none Score 

Exons 266.. 369 



OJ990430_03.0419.C85 
369 

GENSCAN 

369 

.42 



Seq. No. 50621 Seq. ID 

Gene No. 107383 Strand 

Start 39 End 

Name OJ990430_03 . 0419.C89.ol .gs Method 

Start 39 End 

GI none Score 

Exons 39.. 210 



OJ990430_03.0419.C89 
210 

GENSCAN 

210 

.55 



52102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50622 Seq. ID 

107384 Strand 

388 End 806 

OJ990430_03.0419.C90.ol.np Method AAT/NAP 

388 End 806 

7340881 Score 135 
388. .451, 557. .806 

(AP001551) hypothetical protein [Oryza sativa] 



OJ990430 03.0419.C90 



50623 Seq. ID 

107385 Strand 

278 End 
OJ9904 30_03.0419.C92.ol.gs Method 

278 End 

none Score 
278. .361 



OJ990430_03.0419.C92 
+ 

361 

GENSCAN 

361 

.55 



Seq. No. 50624 Seq. ID 

Gene No. 107386 Strand 

Start 119 End 

Name OJ9904 30_03 .0419. C93 . ol . gs Method 

Start 119 End 

GI none Score 

Exons 119.. 482 



OJ990430_03.0419.C93 
482 

GENSCAN 

482 

.94 



~:~ Seq. No. 

^ : Gene No. 

fu Start 

?3 Name 

Q Start 

•i GI 

H Exons 



50625 ' Seq. ID 

107387 Strand 

598 End 
OJ990430_03 . 04 19 . C94 . ol . gs Method 

598 End 

none Score 
598. .725 



OJ990430_03.0419.C94 
725 

GENSCAN 

725 

.62 



s Seq. No. 50626 Seq. ID 

fl Gene No. 107388 Strand 

I A Start 442 End 

Name OJ990430_03.0419.C95.ol.gs Method 

* f * ' Start N 442 End 

W GI none Score 

£3 Exons 442.. 579 



OJ990430_03.0419.C95 
579 

GENSCAN . 

579 

.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50627 Seq. ID 

107389 Strand 
142 End 
OJ990430_03.0419.C97.ol.gs Method 
142 End 
none Score 
142. .326, 1165. .1320 

50627 Seq. ID 

107390 Strand 
918 End 
OJ990430_03 . 0419 . C97 . ol . np Method 
918 End 
7340881 Score 
918. .1002, 1108. .1229, 1443. .1566 
(AP001551) hypothetical protein [Oryza sativa] 



OJ990430_03.0419.C97 
+ 

1320 
GENSCAN 
1320 
.47 



OJ990430_03.0419.C97 

1566 
AAT/NAP 
1566 
134 



52103 



Seq. No. 50628 Seq. ID 

Gene No. 107391 Strand 

Start 863 End 

Name OJ990430_03 .0419. C99 . ol . gs Method 

Start 863 End 

GI none Score 

Exons 863.. 1151 



OJ990430_03.0419.C99 

1151 
GENSCAN 
1151 
.69 



Seq. No. 50629 

Gene No. 107392 

Start 423 

Name OJ990430_03 . 0419 . C100 . ol . tw 

Start 423 

GI none 

Exons 423.. 509, 435.. 509, 535.-597, 
602. .748, 614. .757 



Seq. ID OJ990430_03.0419.C100 
Strand 

End 757 

Method TBLASTX: Wheat 

End 757 

Score 77 

536. .613, 539. .610, 543. .611, 



Seq. No. 50630 

Gene No. 107393 

Start 1 

Name OJ990430_03 . 0419 . C102 . ol . np 

Start 1 

GI 4680180 

Exons 1..169, 208.. 938 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID OJ990430_03.0419.C102 

Strand + 

End 959 

Method AAT/NAP 

End 938 

Score 643 

sativa subsp. indica] 



Seq. No. 50630 

Gene No. 107393 

Start 1 

Name OJ990430_03 . 04 19 . C102 . ol . gs 

Start 179 

GI none 

Exons 179.. 589, 728.. 959 



Seq. ID OJ990430_03.0419.C102 

Strand + 

End 959 

Method GENSCAN 

End 959 

Score .96 



Seq. No. 50630 Seq. ID 

Gene No. 107394 Strand 

Start 2401 End 

Name OJ990430_03 .0419. C102 . o2 . tm Method 

Start 396 End 

GI none Score 

Exons 396.. 698, 482.. 571, 605.. 697 



OJ990430_03. 0419.C102 
3238 

TBLASTX: Maize 

698 

330 



Seq. No. 50630 

Gene No. 107394 

Start 2401 

Name OJ990430_03.0419.C102.ol.tw 

Start 527 

GI none 

Exons 527.. 577, 528.. 908, 629.. 871, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1626. .1661 



OJ990430_03.0419.C102 
3238 

TBLASTX: Wheat 
1661 
355 



Seq. No. 50630 Seq. ID 

Gene No. 107394 Strand 

Start 2401 End 

Name OJ990430_03 . 0419 . C102 . ol . gp Method 

Start 1999 End 

GI 2317574 Score 



OJ990430_03. 0419.C102 

3238 
AAT/GAP 
2459 
870 



52104 



Exons 



1999. .2459 



Seq. No. 50630 Seq. ID OJ990430_03 . 04 19 . C102 

Gene No. 107394 Strand 

Start 2401 End 3238 

Name OJ9904 30_03 .0419. C102 . ol . tm Method TBLASTX : Maize 

Start 2374 End 3060 

GI none Score 78 

Exons 2374..2S83, 2605.. 2736, 2740.. 2913, 2765.. 2881, 2947.. 3060, 
2954.. 3043. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50630 
107394 
2401 

OJ990430 03.0419.C102.ol.ts Method TBLASTX : Soybean 



Seq. ID OJ990430_03.0419.C102 
Strand 

End 3238 



2374 
none 

2374.. 2916, 2977.. 3048 



End 
Score 



3048 
57 



Seq. No. 50630 

Gene No. 107394 

Start 2401 

Name OJ990430_03. 0419.C102 . ol . tc Method TBLASTX : Cress 

Start 2387 

GI none 

Exons 2387.. 2758, 2404.. 2742, 2734.. 2916, 2735.. 2917, 2947.. 2973, 
2992. .3066 



Seq. ID OJ990430_03.0419.C102 
Strand 

End 3238 



End 3066 
Score 131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50630 
107394 
2401 

OJ990430_03 . 0419. C102 . o2 . gs Method GEN SCAN 



Seq. ID OJ990430_03.0419.C102 
Strand 

End 3238 



2401 
none 

2401. .3021 



End 
Score 



3021 
.86 



a Seq. No. 

Gene No. 
* Start 
~* Name 
3 Start 

GI 

Exons 

GI Descrip. 



50630 Seq. ID OJ9904 30_03 . 04 19 . C102 

107394 Strand - " / 

2401 End 3238 

OJ990430_03.0419.C102.o2.np Method AAT/NAP 

2410 End 3238 

7076798 Score 397 
2410.. 2913, 2950.. 3238 

(AL132975) probable serine/threonine-specif ic protein kinase 
[Arabidopsis thaliana] 



Seq. No. 


50630 




Seq. ID 


Gene No. 


107394 




Strand 


Start 


2401 




End 


Name 


OJ990430 03. 


0419.C102.o2.tw 


Method 


Start 


2549 




End 


GI 


none 




Score 


Exons 


2549. .2875, 


2557. .2874 




Seq. No. 


50631 




Seq. ID 


Gene No. 


107395 




Strand 


Start 


802 




End 



3238 
TBLAE 
2875 
101 



+ 

1587 



52105 



Name 

Start 

GI 

Exons 



OJ990430_03 . 04 19 . C104 . ol . gs Method 

802 End 

none Score 
802. .843, 1432. .1587 



Seq. No. 50632 Seq. ID 

Gene No. 107396 Strand 

Start 1 End 

Name OJ990430_03.0419.C105.ol .np Method 

Start 1 End 

GI 4680203 Score 

Exons 1..1344, 1504.. 1747, 2024.. 2628 
GI Descrip. 



GEN SCAN 

1587 

.58 



OJ990430_03.0419.C105 
+ 

2628 
AAT/NAP 
2628 
1755 



(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 50632 Seq. ID 

Gene No. 107396 Strand 

Start 1 End 

Name OJ990430_03 .0419. C105 . o3 . tw Method 

Start 77 End 

GI none Score 

Exons 77.. 481, 145.. 453, 479.. 604, 502.. 591 



OJ990430_03. 0419.C105 
+ 

2628 

TBLASTX: Wheat 

604 

245 



Seq. No. 50632 

fat Gene No. 107396 

*f Start 1 

Q Name OJ990430JD3 . 0419.C105 .ol . ts 

Ell Start 181 

GI none 

Exons 181.. 450, 182.. 463 

Seq. No. 50632 

Gene No. 107396 

Start 1 

Name OJ990430_03 . 0419.C105 .ol . tc 

Start 485 

GI none 

Exons 485... 832, 496.. 639, 679.. 831 



i y 



u 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 30_03.0419.C105 
+ 

2628 

TBLASTX: Soybean 

463 

319 



OJ990430_03.0419.C105 
+ 

2628 

TBLASTX: Cress 

832 

328 



ij Seq. No. 50632 Seq. ID 

r : ^ Gene No. 107396 Strand 

'IZ Start 1 End 

^ Name OJ990430_03 . 0419.C105 .o2 . ts Method 

Start 488 End 

GI none Score 

Exons 488.. 751, 496.. 750 



OJ990430_03.0419.C105 
+ 

2628 

TBLASTX: Soybean 

751 

226 



Seq. No. 50632 Seq. ID 

Gene No. 107396 Strand 

Start 1 End 

Name OJ990430_03 . 04 19 . C105 . o2 . tw Method 

Start 620 End 

GI none Score 

Exons 620. .676, 628. .684, 664. .771, 674. .77! 
926. .1081 



OJ990430_03.0419.C105 
+ 

2628 

TBLASTX: Wheat 

1081 

57 

i, 785. .880, 787. .882, 



Seq. No. 
Gene No. 



50632 
107396 



Seq. ID OJ990430_03.0419.C105 
Strand + 



52106 



Start 1 

Name OJ990430_03. 0419.C105.ol. tm 

Start 671 

GI none 

Exons 671.. 802, 677.. 919, 730.. 903, 

Seq. No. 50632 

Gene No. 107396 

Start 1 

Name OJ990430_03 . 0419 . C105 . o3 . ts 

Start 956 

GI none 

Exons 956.. 1189, 992.. 1180 

Seq. No. 50632 

Gene No. 107396 

Start 1 

Name OJ990430_03 . 0419. C105 . o3 . tm 

Start 1157 

GI none 

Exons 1157.. 1255, 1304.. 1489, 1337. 

Seq. No. 50632 

Gene No. 107396 

Start 1 

Name OJ990430_03 . 0419. C105 . o4 . tw 

Start 1300 

GI none 

Exons 1300.. 1416, 1301.. 1420, 1301. 

Seq. No. 50632 

Gene No. 107396 

Start 1 

Name OJ990430_03 . 0419. C105 . o4 . ts 

Start 1592 

GI none 

Exons 1592.. 1720, 1730.. 1975 

Seq. No. 50632 

Gene No. 107396 

Start 1 

Name OJ990430_03 . 0419 . C105 . ol . tw 

Start 1631 

GI none 

Exons 1631.. 2173, 1675.. 2010, 1778. 

2378.. 2449, 2392.. 2451, 2448. 
2538. .2582 



End 

Method 

End 

Score 



2628 

TBLASTX: Maize 

1120 

207 



901. .1104, 926. .1120, 926. .1117 

Seq. ID OJ990430_03.0419.C105 

Strand + 

End 2628 

Method TBLASTX : Soybean 

End 1189 

Score 219 



Seq. ID OJ990430_03.0419.C105 
Strand + 

2628 

TBLASTX: Maize 
1489 
53 



End 

Method 
End 
Score 
.1480 



Seq. ID OJ990430_03.0419.C105 

Strand + 

End 2628 

Method TBLASTX : Wheat 

End 1504 

Score 161 

.1417, 1421. .1504, 1432. .1473 

Seq. ID OJ990430_03.0419.C105 

Strand + 

End 2628 

Method TBLASTX : Soybean 

End 1975 

Score 85 



Seq. ID OJ990430_03.0419.C105 

Strand + 

End 2628 

Method TBLASTX : Wheat 

End 2582 

Score 478 

,2164, 2071. .2175, 2180. .2353, 
.2513, 2452. .2514, 2537.. 2581, 



Seq. No. 50632 

Gene No. 107396 

Start 1 

Name OJ990430_03 . 0419. C105 . o2 . tm 

Start 1672 

GI none 

Exons 1672.. 1968, 1673.. 1987, 1760. 



Seq. ID OJ990430_03.0419.C105 

Strand + 

End 2628 

Method TBLASTX : Maize 

End 1987 

Score 280 
.1969 



Seq. No. 



50632 



Seq. ID OJ990430_03.0419.C105 



52107 




Gene No . 


iu / jy D 








Strand 


+ 








Start 


1 








End 


2628 








Name 


OJ990430 03 


.0419 


.C105. 


o2.tc 


Method 


TBLASTX : 


Cress 




Start 


1921 








End 


2344 








GI 


none 








Score 


206 








Exons 


1921. .2010, 


1922 


. .2173 


, 2180 


. .2344 










Seq. No. 


50633 








Seq. ID 


OJ990430 


_03. 


0419 


.C106 


Gene no. 


iu /oy / 








otrand 


+ 








Start 


80 








End 


506 








Name 


OJ990430 03 


.0419 


.C106. 


ol . gs 


Method 


GENSCAN 








Start 


80 








End 


506 








GI 


none 








Score 


.96 








Exons 


80. .506 


















Seq. No. 


50633 








Seq. ID 


OJ990430 


_03. 


0419 


-C106 


Gene No. 


1U /oy o 








btrana 


+ 








Start 


1033 








End 


1461 








Name 


OJ990430 03 


.0419 


.C106. 


o2 .gs 


Method 


GENSCAN 








Start 


1033 








End 


1461 








GI 


none 








Score 


.8 








Exons 


1033. .1461 


















Seq. No. 


50634 








Seq. ID 


OJ990430 


_03. 


0419 


.C110 


Gene no . 


iu / jy y 








Strand 










Start 


437 








End 


492 








Name 


OJ990430 03 


.0419 


.C110. 


ol . gs 


Method 


GENSCAN 








Start 


437 








End 


492 








GI 


none 








Score 


.51 








Exons 


437. .492 


















Seq. No. 


50635 








Seq. ID 


OJ990430 


_03. 


0419 


-C112 


Gene No . 


i <~\n a nf\ 
IU / 4 UU 








C4- v- nsl 

btrana 










Start 


200 








End 


1122 








Name 


OJ990430 03. 


.0419 


.C112. 


ol . gs 


Method 


GENSCAN 








Start 


200 








End 


1122 








GI 


none 








Score 


.6 








Exons 


200. .349, 8 


40. .1122 














Seq. No. 


50636 








Seq. ID 


OJ990430 


_03. 


0419 


.C114 


Gene No . 


iU /4U1 








Strand 










Start 


1147 








End 


1445 








Name 


OJ990430 03 


.0419 


.C114. 


o2 . gs 


Method 


GENSCAN 








Start 


1147 








End 


1445 








GI 


none 








Score 


.75 








Exons 


1147. .1335, 


1395 


. .1445 














Seq. No. 


50637 








Seq. ID 


OJ990930 


_05. 


0421 


.C5 


Gene No. 


107402 








Strand 


4- 








Start 


618 








End 


2378 








Name 


OJ990930 05 


.0421 


.C5.ol 


,gs 


Method 


GENSCAN 








Start 


618 








End 


2378 








GI 


none 








Score 


.67 








Exons 


618. .722, 1431.. 


L535, 


2256. . 


2378 










Seq. No. 


50638 








Seq. ID 


OJ990930. 


_05. 


0421 


.C6 


Gene No. 


107403 








Strand 


+ 









52108 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



167 End 

Method 
End 

none Score 
167. .210, 303. .396, 1054. .1121, 1245. 



OJ990930_05.0421.C6.ol.gs 
167 



50638 Seq. ID 

107404 Strand 

2495 End 

OJ990930_05 . 0421 . C6 . o2 . gs Method 

2495 End 

none Score 
2495. .2779 



1415 
GEN SCAN 
1415 
.81 
1415 

OJ990930_05.0421.C6 
+ 

2779 
GENSCAN 
2779 
.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50638 
107405 
4551 

OJ990930_05.0421.C6.o3.gs 
4551 



none 
4551. 
6041. 
8496. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4673, 4795. .4936, 5031. .5233, 5342. .5523, 5654. .5938, 
6099, 6192. .6228, 6326. .6397, 6476. .7141, 8272. .8401, 
9014 



OJ990930_05.0421.C6 
+ 

9014 
GENSCAN 
9014 
.6 



Seq. No. 


50638 




Seq. ID 


OJ990930_ 


05.0421 


,C6 


Gene No . 


107405 




Strand 


+ 






Start 


4551 




End 


9014 






Name 


OJ990930 05. 0421. C6 


. ol .np 


Method 


AAT/NAP 






Start 


5898 




End 


7183 






GI 


4734014 




Score 


727 






Exons 


5898. .5938, 6041. .6099, 6192. .6228, 6326. .6397, 


6476. .7183 


GI Descrip. 


(AC007112) unknown 


protein 


[Arabidopsis thaliana] 




Seq. No. 


50638 




Seq. ID 


OJ990930_ 


05.0421 


.C6 


Gene No. 


107406 




Strand 


+ 






Start 


23852 




End 


27666 






Name 


OJ990930 05. 0421. C6 


. o5 . gs 


Method 


GENSCAN 






Start 


23852 




End 


27660 






GI 


none 




Score 


.92 






Exons 


23852. .24204, 24822 


. .24944, 


25031. .25127, 25276. 


.25311, 






25398. .25527, 25550 


. .25585, 


26070. .26244, 26333. 


.26410, 






26949. .27051, 27132 


. .27168, 


27266. .27660 






Seq. No. 


50638 




Seq. ID 


OJ990930_ 


05.0421 


.C6 


Gene No. 


107406 




Strand 


+ 






Start 


23852 




End 


27666 






Name 


OJ990930 05. 0421. C6 


.o3 . np 


Method 


AAT/NAP 






Start 


23966 




End 


27666 - 






GI 


6598759 




Score 


752 






Exons 


23966. .24183, 24822 


. .24944, 


25031. .25127, 25276. 


.25311, 






25398. .25585, 25829 


. .25937, 


26063. .26244, 26333. 


.26410, 






26949. .27066, 27199 


. .27666 










GI Descrip. 


(AC007295) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


50638 




Seq. ID 


OJ990930 


05.0421 


.C6 


Gene No. 


107407 




Strand 








Start 


28634 




End 


30311 







52109 



Name OJ990930_05 . 0421 . C6 . o5 . np Method AAT/NAP 

Start 28634 End 30311 

GI 7446482 . Score 172 

Exons 28634. .29138, 30221.. 30311 

GI Descrip. probable cell wall-plasma membrane linker protein PRP precursor 
- rape gi 1 1155068 | emb | CAA64425 . 1 1 (X94976) cell wall-plasma 
membrane linker protein [Brassica napus] 



Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107408 




Strand 




Start 


10467 




End 


22857 


Name 


OJ990930 05. 0421. C6. 


o4 . gs 


Method 


GENSCAN 


O Lai L 






End 


22857 


GI 


none 




Score 


.57 


Exons 


10467. .10568, 12891. 


.14663, 


16892. .17142, 17270. .1767 4, 




17691. .20067, 20322. 


.20455, 


20564. .20613, 22760.. 22857 


Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107408 




Strand 




Start 


10467 




End 


22857 


Name 


OJ990930 05. 0421. C6. 


o2 .np 


Method 


AAT/NAP 


Start 


16148 




End 


20400 


GI 


4388818 




Score 


2490 


Exons 


16148. .19895, 20277. 


.20400 






GI Descrip. 


(AC006528) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107409 




Strand 




O CcLX L 


28285 




End 


29204 


Name 


OJ990930 05. 0421. C6. 


o4 . np 


Method 


AAT/NAP 


Start 


28285 




End 


29204 


GI 


1531756 




Score 


270 


Exons 


28285. .28629, 29007. 


.29204 






GI Descrip. 


(X82413) proline-rich-like 


protein [Asparagus officinalis] 


Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421.C6 




107409 




Strand 




Start 


28285 




End 


29204 


Name 


OJ990930 05. 0421. C6. 


06 . gs 


Method 


GENSCAN 


Start 


28285 




End 


29133 


GI 


none 




Score 


.86 


Exons 


28285. .29133 








Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107410 




Strand 




Start 


32838 




End 


33222 


Name 


OJ990930 05. 0421. C6. 


o7 .gs 


Method 


GENSCAN 


Start 


32838 




End 


33222 


GI 


none 




Score 


.8 


Exons 


32838. .33026, 33061. 


.33222 






Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107411 




Strand 




Start 


33486 




End 


33654 


Name 


OJ990930 05. 0421. C6. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


5045 




End 


6866 



52110 



GI 


none 








Score 


52 


Exons 


5045. .5095, 


5091. 


.5231, 


5105. 


.5242, 5108. .5233, 5128. .5241 




5341. .5445, 


5342. 


.5437, 


5405. 


.5479, 5413. .5523, 5636.-5926 




5655. .5939, 


5883. 


.5939, 


6042. 


.6098, 6062.. 6097, 6062. .6100 




6147. .6227, 


6191. 


.6229, 


6194. 


.6226, 6196.. 6228, 6317. .6397 




6318. .6395, 


6327. 


.6398, 


6473. 


.6865, 6474.. 6866 


Seq. No. 


50638 








Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107411 








Strand 




Start 


33486 








End 


33654 


Name 


OJ990930 05 


.0421. 


C6.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


5658 








End 


6140 


GI 


none 








Score 


236 


Exons 


5658. .5939, 


5699. 


.5944, 


6051. 


.6140, 6051.. 6101 


Seq. No. 


50638 








Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


1074 11 








Strand 




Start 


33486 








End 


33654 


Name 


OJ990930 05 


.0421. 


C6.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


5661 








End 


5939 


GI 


none 








Score 


211 


Exons 


5661. .5939, 


5690. 


.5938 








Seq. No. 


50638 








Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107411 








Strand 




Start 


33486 








End 


33654 


Name 


OJ990930 05 


.0421. 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6473 








End 


7103 


GI 


none 








Score 


376 


Exons 


6473. .6811, 


6474. 


.6830, 


6849. 


.7103, 6857.. 7093 


Seq. No. 


50638 








Seq. ID 


OJ990930_05.0421.C6 


Gene No . 


107411 








Strand 




Start 


33486 








End 


33654 


Name 


OJ990930 05 


.0421. 


C6.08. 


tm 


Method 


TBLASTX: Maize 


Start 


6867 








End 


7123 


GI 


none 








Score 


301 


Exons 


6867. .7103, 


6869. 


.7123 








Seq. No. 


50638 








Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107411 








Strand 




Start 


33486 








End 


33654 


Name 


OJ990930 05 


.0421. 


C6.o7 . 


ts. 


Method 


TBLASTX : Soybean 


Start 


8430 








End 


8627 


GI 


none 








Score 


216 


Exons 


8430. .8627 












Seq. No. 


50638 








Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107411 








Strand 




Start 


33486 








End 


33654 


Name 


OJ990930 05 


.0421. 


C6.0IO 


. tm 


Method 


TBLASTX: Maize 


Start 


8438 








End 


8627 


GI 


none 








Score 


189 


Exons 


8438. .8602, 


8445. 


.8627, 


8583. 


.8627 




Seq. No. 


50638 








Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107411 








Strand 





52111 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33486 

OJ990930_05 . 04 2 1 . C6 . o2 . tm 

16153 

none 

16153. .16251, 16155. .16577, 

50638 

107411 

33486 

OJ990930JD5 . 0421 . C6 . o2 . ts 

16157 

none 

16157. .16270, 16158. .16256, 

50638 

107411 

33486 

OJ990930_05.0421.C6.o3.tc 

16157 

none 

16157. .16366, 16382. .16528, 

50638 

107411 

33486 

OJ990930_05.0421.C6.o4 .tw 

16181 

none 

16181. .16381, 16197. .16382, 

50638 

107411 

33486 

OJ990930_05.0421.C6.o3. tm 

16635 

none 

16635. .16946, 16638 .. 16886, 
16896. .17081, 16919.. 17080 



End 33654 

Method TBLASTX : Mai ze 

End 16579 

Score 82 
16155. .16256, 16157. .16579 

Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX : Soybean 

End 16555 

Score 59 
16272. .16553, 16280. .16555 

Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX : Cress 

End 16756 

Score 51 
16529. .16633, 16628.. 16756 

Seq. ID OJ990930_05. 0421.C6 
Strand 

End 33654 

Method TBLASTX : Wheat 

End 16616 

Score 64 
16400. .16603, 16425. .16616 

Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX : Mai ze 

End 17081 

Score 209 
16640. .16945, 16867 .. 16953, 



Seq. No. 50638 

Gene No. 107411 

Start 33486 

Name OJ990930_05 . 0421 . C6 . ol . tw 

Start 16730 

GI none 

Exons 16730. .17164, 1674 9 .. 16934 , 
17011. .17109, 17201. .17260, 



Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX : Wheat 

End 17510 

Score 50 
16880. .17035, 16974 .. 17108 , 
17256. .17510, 17295.. 17402 



Seq. No. 50638 

Gene No. 107411 

Start 33486 

Name OJ990930_05 . 0421 . C6 . o7 . tm 

Start 17084 

GI none 

Exons 17084. .17257, 17217 .. 1724 9, 17256 .. 17513, 17310 17372 , 
17415. .17516 



Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX : Mai ze 

End 17516 

Score 39 



52112 




Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421 


.C6 


Gene No. 


107411 




Strand 






Start 


33486 




End 


33654 




LNclllLC 


OJ990930 OS 0421 C6 


o3 t <s 


L1C LI 1UU. 


TRT.A^TX • Sovbean 




J l_ G X L. 


17307 _ 




End 


17633 




O X 


i kjiic? 




S core 


175 

X f J 




pvnn <; 

LjAVJI 1 o 


17307 17633 17341 

1 I JU ' • • X / \J J J , 1 / J 1 1 


17565 








Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421 


.C6 


Gene No. 


107411 




Strand 








33486 

j j ** o u 




End 


33654 






O.TQQ0Q30 05 04?1 P6 


nS 


Mjzjf- Vi or) 






Of arf 


17^07 ~ 

X f JU / 




End 


1 7 S13 

X / J X J 




OX 


iHJilC 




J OUI c 


7 S 
/ j 






17307 17510 17307 

X J J U 1 • • X f J X W , 1 ' JU ' 


17513 








Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421 


.C6 


Gene No. 


107411 




Strand 






Start 


33486 

J J M Q \J 




End 


33654 




IMcLLllC 


n.TQQDQ^n ns n4?i r6 


• o5 . tw 


Method 


TBLASTX: Wheat 




Cf art* 


1 7 SI 1 _ 

X / J X X 




End 


17672 




ox 


none 




Score 


115 




uAUl 1 0 


17S11 17633 17 51? 

X / J X X ■ • 1 ' U J J ; X / J X £. 


17592, 


17613. .17672 




Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421 


.C6 


Gene No. 


107411 




Strand 






Start 


3348 6 




End 


33654 




Name 


n.TQQOQ^n ns n4?i rfi 

VJU-7-/U-/JU UJ • U4^1 iUv 


nl 1- c 


Method 


TBLASTX: Cress 




O Lai i_ 


1 7765 _ 

X / 1 DJ 




End 


18336 




ox 






Score 


73 






17765 1 R n ^ 1 1787? 


1 8030 


18046. .18123, 18136.. 18336 






JUUJO 




Seq. ID 


OJ990930_05.0421 


. C6 


Gene No. 


107411 




Strand 






Start 


33486 




End 


33654 




Name 


O.TQQDQ^n OS D491 T6 


pi4 1 - q 


Method 


TBLASTX: Soybean 




^ta rt 


1 7 QO 5 ~" 
x / y\j j 




End 


18354 




ox 


none 




Score 


54 






17Q05 18D4? 17Q06 


1 8f14 *3 

■ • lOUi J/ 


18028. .18123, 18124. .18354, 






181^7 18^95 1814S 

lOXJ / • . XO JL J; X O X 1 J 


18^45 

• . 10J4 J 








Seq. No. 


50638 




Seq. ID 


OJ990930_05.0421 


.C6 


Gene No. 


107411 




Strand 






Cf arf 
O Lai L 


^486 

J J 1 O \J 




End 


33654 






uu jju jjy uj • uiLi 




Method 


TBLASTX: Wheat 




^tart 


1 7 Qfifi _ 
x / ?D0 




End 


18574 




ox 


llollo 




Score 


138 




Hi AUliO 


1 7 Q68 1 8fnn 1 804 Q 


1 857^ 

• • X O J / J , 


18164. .18574 




Sea No 


50638 




Seq. ID 


OJ990930_05.0421 


. C6 


Gene No. 


107411 




Strand 






Start 


33486 




End 


33654 




Name 


OJ990930 05-0421. C6 


. oS.tm 


Method 


TBLASTX: Maize 




Start 


18145 




End 


18588 




GI 


none 




Score 


106 




Exons 


18145. .18588, 18146 


. .18394, 


18235. .18399 





52113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50638 

107411 

33486 

OJ990930_05.0421.C6.o3.tw 

19279 

none 

19279. .19350, 19279 .. 19332 , 
19433. .19459, 194 62 19572 , 
19552. .19704, 19559 19684 , 

50638 

107411 

33486 

OJ990930_05.0421.C6.o8.ts 

25389 

none 

25389. .25586, 25389 .. 254 60, 
26063. .26110 



Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX : Wheat 

End 19704 

Score 4 6 
19350. .19445, 19408 .. 19470, 
19463. .19555, 194 68 .. 19557 , 
19561. .19647 

Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX : Soybean 

End 26110 

Score 214 
25465. .25551, 25830 .. 25871 , 



Seq. No. 50638 

Gene No. 107411 

Start 33486 

Name OJ990930_05 . 0421 . C6 . o9 . tm 

Start 25405 

GI none 

Exons 25405. .25581, 25407 25586, 
25833. .25874, 25834.. 25875 



Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX: Maize 

End 25875 

Score 268 
25439.-25585, 25833 .. 25874 , 



'*Z Seq. No. 50638 

H Gene No. 107411 

W Start 33486 

Q Name OJ990930_05 . 0421 . C6 . 06 . tm 

fjj Start 26061 

GI none 

!=, Exons 26061. .26240, 26061 26240, 

)i 26298. .26402, 26334 26417, 



Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX: Maize 

End 26417 

Score 165 
26063. .26245, 26068 .. 2624 1 , 
26336. .26416 



Seq. No. 50638 

Gene No. 107411 

Start 33486 

Name OJ990930_05 . 0421 . C6 . o4 . tm 

Start 28243 

GI none 

Exons 28243. .28533, 28295 .. 28537, 
32880. .33005 



Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX : Mai ze 

End 33005 

Score 225 
28427. .28537, 29116 .. 29160, 



Seq. No. 50638 

Gene No. 107411 

Start 33486 

Name OJ990930_05 . 0421 .C6 . o2 . tc 

Start 28288 

GI none 

Exons 28288. .28446, 284 62 .. 28530, 



Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 

Method TBLASTX: Cress 

End 33008 

Score 77 
32859. .33008 



Seq. No. 
Gene No. 
Start 



50638 

107411 

33486 



Seq. ID OJ990930_05.0421.C6 
Strand 

End 33654 



52114 




Name 


OJ990930 05.0421.C6.o6.ts 


Method 


TBLASTX : Soybean 


Start 


28288 


End 


33008 


GI 


none 


Score 


46 


Exons 


28288. .28446, 28292 .. 28333, 


28391. .28447, 284 62 .. 28530, 




28463. .28534, 32859.. 33008 






Seq. No. 


50638 


Seq. ID 


OJ990930_05.0421.C6 


Gene No. 


107411 


Strand 


- 


Start 


33486 


End 


33654 


Name 


OJ990930 05-0421. C6.o8.gs 


Method 


GENS CAN 


Start 


33486 


End 


33654 


GI 


none 


Score 


. 93 


Exons 


33486. .33610, 33618. .33654 






Seq. No. 


50639 


Seq. ID 


OJ990930_05.0421.C7 


Gene No. 


107412 


Strand 


+ 


Start 


228 


End 


2734 


Name 


OJ990930 05.0421.C7.ol.gs 


Method 


GEN SCAN 


Start 


228 


End 


2734 


GI 


none 


Score 


. 79 


Exons 


228. .276, 1762. .1924, 1993.. 


2068, 2405. 


.2429, 2550.. 2734 


Seq. No. 


50639 


Seq. ID 


OJ990930_05.0421.C7 


Gene No. 


107413 


Strand 


- 


Start 


3643 


End 


10184 


Name 


OJ990930 05.0421.C7.ol.gp 


Method 


AAT/GAP 


Start 


3336 


End 


3926 


GI 


4716401 


Score 


792 


Exons 


3336.. 3682, 3856.. 3926 






Seq. No. 


50639 


Seq. ID 


OJ990930_05.0421.C7 


Gene No. 


107413 


Strand 




Start 


3643 


End 


10184 


Name 


OJ990930 05.0421.C7.o2.gs 


Method 


GENS CAN 


Start 


3643 


End 


10184 


GI 


none 


Score 


.63 


Exons 


3643.. 3682, 3856.. 3999, 4290 


..4365, 5623. .5693, 6689. .6816, 




6903.. 6979, 7054.. 7147, 7581 


..7666, 8285.. 8593, 9152.. 9325, 




9421. .10184 






Seq. No. 


50639 


Seq. ID 


OJ990930_05.0421.C7 


Gene No. 


107413 


Strand 




Start 


3643 


End 


10184 


Name 


OJ990930 05.0421.C7.ol.np 


Method 


AAT/NAP 


Start 


3646 


End 


8628 


GI 


5903052 


Score 


1081 


Exons 


3646..3682, 3856.-3999, 4290 


..4365, 5623. .5693, 5894.-5965, 




6689.. 6803, 6893.-6979, 7054 


..7147, 7581. .7666, 8178. .8253, 




8346. .8628 






GI Descrip. 


(AC008016) Contains PF| 00561 


alpha/beta hydrolase fold. 




[Arabidopsis thaliana] 






Seq. No. 


50639 


Seq. ID 


OJ990930_05.0421.C7 


Gene No. 


107413 


Strand 




Start 


3643 


End 


10184 


Name 


OJ990930 05.0421.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3854 


End 


4011 



52115 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 117 

3854. .3997, 3855. .4001, 3855.-3998, 3856. .4011 



50639 

107413 

3643 

OJ990930_05.0421.C7.o2.tc 

3855 

none 



Seq. ID OJ990930J35.0421.C7 
Strand 

End 10184 

Method TBLASTX : Cress 

End 6799 

Score 110 



3855. .4007, 3856. .4008, 5624. .5692, 5628. .5693, 5887. .5973, 
5888.-5968, 5890.. 5973, 6688.-6789, 6689.-6799 



50639 

107413 

3643 

OJ990930_05 . 04 21 . C7 . ol . ts 

4289 

none 



Seq. ID OJ990930_05.0421.C7 
Strand 

End 10184 

Method TBLASTX : Soybean 

End 84 68 

Score 95 



4289.-4348, 5624. .5692, 5873.-5962, 5884.-5976, 6689. .6799, 

6691. ,6789, 6783.-6842, 6903. .6983, 6903.-6998, 7013. .7147, 

7056. .7142, 7578. .7667, 8167. .8253, 8177. .8254, 8346. .8468, 
8350. .8448 



f ^ 



Seq. No. 50639 

Gene No. 107413 

Start 3643 

Name OJ990930_05 . 0421 . C7 . ol . tm 

Start 6915 

GI none 
Exons 



fU Seq. No. 
5 Gene No. 

Start 

Name 
y Start 
M GI 
□ Exons 



Seq. ID OJ990930_05.0421.C7 
Strand 

End 10184 

Method TBLASTX : Mai ze 

End 8373 

Score 55 



6915. .6977, 6915. .6980, 7058. .7147, 7060. .7122, 7062. .7148, 
8179. .8253, 8180. .8254, 8341. .8373, 8341. .8373 



50639 

107413 

3643 

OJ990930_05 . 0421 . C7 . ol . tc 

7097 

none 



Seq. ID OJ990930_05.0421.C7 
Strand 

End 10184 

Method TBLASTX: Cress 

End 8516 

Score 7 9 



7097. .7147, 7578.-7667, 7585.-7689, 8164. .8253, 8177. .8254, 
8341. .8445, 8346-. 8516 



Seq. No. 50639 

Gene No. 107413 

Start 3643 

Name OJ990930_05 . 0421 . C7 . o2 . gp 

Start 8451 

GI LIB3432-048-P2-K1-G7 

Exons 8451.. 8762 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID OJ990930_05.0421.C7 
Strand 

End 10184 

Method AAT/GAP 

End 87 62 

Score 586 



Seq. No. 50639 

Gene No. 107413 

Start 3643 

Name OJ990930_05 . 0421 . C7 . o2 . np 

Start 8483 

GI 6523547 



Seq. ID OJ990930_05.0421.C7 
Strand 

End 10184 

Method AAT/NAP 

End 974 8 

Score 106 



52116 





Exons 


8483.-8742, 9405. .9748 










GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvox 






carteri f. nagariensis] 










Seq. No. 


50640 


Seq. ID 


OJ990930 


_05.0421.C8 




Gene No. 


107414 


Strand 


+ 






Start 


3696 


End 


15946 






Name 


OJ990930 05.0421.C8.o2.gs 


Method 


GENSCAN 






Start 


3696 


End 


15946 








none 


Score 


.55 






Exons 


3696.. 4058, 4641.. 4726, 5101 


..5220, 5835. .5856, 


7173. .7194, 






7425.. 7585, 7597.. 7671, 8254 


..8649, 9287. .9438, 


9655. .9790, 






9900. .10055, 10128. .10265, 10935 .. 11147 , 11637. 


.12101, 






12223. .12318, 13342 .. 13604 , 


13753. .14022, 14281 


. .15409, 






15890. .15946 










Seq. No. 


50640 


■ Seq. ID 


OJ990930 


_05.0421.C8 




Gene No. 


107414 


Strand 


+ 








3696 


End 


15946 






Name 


OJ990930 05.0421.C8.o3.np 


Method 


AAT/NAP 






Start 


7494 


End 


7679 






GI 


7340868 


Score 


151 






Exons 


7494. .7679 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


50640 


Seq. ID 


OJ990930 


_05.0421.C8 




Gene No. 


107414 


Strand 


+ 






Start 


3696 


End 


15946 






Name 


OJ990930 05.0421.C8.o4.np 


Method 


AAT/NAP 






Start 


8464 


End 


10518 






GI 


6647445 


Score 


798 






Exons 


8464. .8649, 9085. .9171, 9284 


..9438, 9655. .9790, 


9900. .10055, 



10186. .10265, 10428.. 10518 
GI Descrip. PROBABLE COATOMER EPSILON SUBUNIT (EPSILON-COAT PROTEIN) 

(EPSILON-COP) gi|7484874|pir||T00466 coatomer complex epsilon 
chain homolog F19I3.7 - Arabidopsis thaliana 

gi I 3033380 | gb | AAC12824.il (AC004238) putative coatomer epsilon 
subunit [Arabidopsis thaliana] 



Seq. No. 50640 Seq. ID 

Gene No. 107414 Strand 

Start 3696 End 

Name OJ990930_05 . 0421 .C8 . o5 . np Method 

Start 11624 End 

GI 7489227 Score 

Exons 11624. .11785, 11901 .. 12101, 

13753. .14022, 14281 .. 15409, 

GI Descrip. 



OJ990930_05.0421.C8 
+ 

15946 
AAT/NAP 
15895 
2294 



12223. .12400, 13342. .13604, 
15809. .15895 
chloride channel protein homolog CLC1 - potato 
gi 1 1773014 | embl CAA71369.il (Y10338) chloride channel Stclcl 
[Solanum tuberosum] 



Seq. No. 50640 Seq. ID 

Gene No. 107415 Strand 

Start 138 End 

Name OJ990 930_05 . 04 2 1 . C8 . ol . gs Method 

Start 138 End 

GI none Score 



OJ990930_05.0421.C8 

2654 
GENSCAN 
2654 
.74 



52117 



Exons 


138. .472, 544. .973, 1485. .1605, 2275.. 


2654 


Seq. No. 


50640 


Seq. ID 


OJ990930_05.0421.C8 


Gene No. 


107415 


Strand 




Start 


138 


End 


2654 


Name 


OJ990930 05.0421.C8.ol.np 


Method 


AAT/NAP 


Start 


1378 


End 


2347 


GI 


4874303 


Score ' 


89 


Exons 


1378. .1605, 2275.-2347 






GI Descrip. 


(AC006053) putative transcription elongation factor S-II 




[Arabidopsis thaliana] 






Seq. No. 


50640 


Seq. ID 


OJ990930_05.0421.C8 


Gene No. 


107416 


Strand 




o tar u 


4554 


End 


7697 


Name 


OJ990930 05.0421.C8.o2.np 


Method 


AAT/NAP 


Start 


4554 


End 


7697 


GI 


7106516 


Score 


183 


Exons 


4554. .4615, 6738. .6903, 7640. 


.7697 




GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 


Seq. No. 


50640 


Seq. ID 


OJ990930_05.0421.C8 


Gene No. 


107417 


Strand 




Start 


16296 


End 


16381 


Name 


OJ990930 05.0421.C8.o8.tm 


Method 


TBLASTX: Maize 


Start 


8338 


End 


9381 


GI 


none 


Score 


43 


Exons 


8338. .8379, 8481. .8555, 8485. 


.8589, 8575. .8652, 9082. .9189, 




9082. .9162, 9084. .9179, 9283. 


.9381, 9284..9379 


Seq. No. 


50640 


Seq. ID 


OJ990930_05.0421.C8 


Gene No. 


107417 


Strand 




Start 


16296 


End 


16381 


Name 


OJ990930 05.0421.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


8484 


End 


10518 


GI 


none 


Score 


91 


Exons 


8484. .8546, 8485.-8544, 8572. 


.8670, 9076. . 9159, .",9084 . .9158, 




9277. .9438, 9284. .9439, 9629. 


.97 90, 9659. . 9796/^9885 - .10055, 




9899. .10057, 10173. . 10244, 10183 .. 10257 , 10184 10231, 




10393. .10518, 10416.. 10502 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



50640 
107417 
16296 

OJ990930_05.0421.C8.o2.tc 
9302 
none 



Seq. ID OJ990930_05.0421.C8 
Strand 

16381 

TBLASTX: Cress 
10521 
157 



End 

Method 
End 
Score 

9302.. 9439, 9310.. 9435, 9317.. 9445, 9654.. 9770, 9655.-9774, 
9659. .9796, 9665. .9784, 9885. .10055, 9890. .10057, 10183 .. 10263, 
10185. .10229, 10390. .10521, 10422.. 10502 



50640 Seq. ID 

107417 Strand 

16296 End 

OJ990930_05 . 0421 . C8 . o3 . tm Method 

9382 End 

none Score 



OJ990930_05.0421.C8 
16381 

TBLASTX: Maize 

10060 

82 



52118 




Exons 9382. .9438, 9383. .9439, 9614. .9784, 9630. .9791, 9654. .9791, 

9655. .9795, 9656. .9796, 9891. .10055, 9899. .10060, 9899. .10057 



Seq. No. 


50640 




Seq. ID 


OJ990930_05.0421 


.C8 


Gene No. 


107417 




Strand 






Start 


16296 




End 


16381 




Name 


OJ990930 05. 0421. C8. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11712 




End 


15883 




GI 


none 




Score 


97 




Exons 


11712. .11786, 11723. 


.11785, 


11902. .12093, 11907. .12104, 






12208. .12396, 12221. 


.12403, 


13332. .13607, 13333 .. 13605 , 






13729. .13893, 13754. 


.14023, 


13918. .13965, 14282 .. 14398 , 






14392. .15111, 14393. 


.14785, 


14746. .14976, 1484 0 .. 15085 , 






15001. .15141, 15003. 


.15140, 


15202. .15396, 15203 .. 15403 , 






15808. .15876, 15809. 


.15883, 


15809. .15877 




Seq. No. 


50640 




Seq. ID 


OJ990930_05.0421 


.C8 


Gene No. 


107417 




Strand 






Start 


16296 




End 


16381 




Name 


OJ990930 05. 0421. C8. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


11712 




End 


12111 




GI 


none 




Score 


106 




Exons 


11712. .11786, 11717. 


.11785, 


11894 . .11983, 11895. . 11984, 






11901 .. 12101, 11902. 


. 12102, 


12046. .12111 




Seq. No. 


50640 




Seq. ID 


OJ990930_05.0421 


.C8 


Gene No. 


107417 




Strand 






Start 


16296 




End 


16381 




Name 


OJ990930 05. 0421. C8. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


12199 




End 


12403 




GI 


none 




Score 


202 




Exons 


12199. .12402, 12209. 


.12403 








Seq. No. 


50640 




Seq. ID 


OJ990930_05.0421 


.C8 


Gene No. 


107417 




Strand 






Start 


16296 




End 


16381 




Name 


OJ990930 05. 0421. C8. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13462 




End 


14 023 




GI 


none 




Score 


193 




Exons 


13462. .13605, 13464. 


.13607, 


13468. .13638, 13729 13965 , 






13744 . . 14022, 13754. 


. 14023 








Seq. No. 


50640 




Seq. ID 


OJ99093.0_05.0421 


,C8 


Gene No. 


107417 




Strand 






Start 


16296 




End 


16381 




Name 


OJ990930 05.042l.C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14282 




End 


14782 




GI 


none 




Score 


599 




Exons 


14282. .14782, 14284. 


.14445, 


14357. .14665, 14461. .14778 




Seq. No. 


50640 




Seq. ID 


OJ990930_05.0421 


.C8 


Gene No. 


107417 




Strand 






Start 


16296 




End 


16381 




Name 


OJ990930 05. 0421. C8. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


14300 




End 


14569 




GI 


none 




Score 


255 




Exons 


14300. .14569, 14461. 


.14568 









52119 




Seq. No. 


50640 


Seq. ID 


OJ990930_05.0421. 


C8 


Gene No . 


1U / 4 ± / 


Strand 






Start 


16296 


End 


16381 




Name 


OJ990930 05.0421.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


14737 


End 


15385 




GI 


none 


Score 


66 




Exons 


14737. .15147, 1474 1 .. 14785, 


14754. .14945, 14840 .. 15088 , 






14899. .15147, 15202 .. 15381, 


15203. .15385 




beq. no. 


r n a a pi 


Seq. ID 


OJ990930_05.0421. 


/-i Q 


Gene No. 


107417 


Strand 






Start 


16296 


End 


16381 




Name 


OJ990930 05.0421.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


14798 


End 


15150 




GI 


none 


Score 


298 




Exons 


14798. .14968, 14809 .. 15150, 


14840. .15088 




beq. wo. 


3Ub4 U 


Seq. ID 


OJ990930_05.0421. 


Co 


Gene No. 


107417 


Strand 






Start 


16296 


End 


16381 




Name 


OJ990930 05.0421.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


14885 


End 


15321 




GI 


none 


Score 


506 




Exons 


14885. .15319, 14885 15319, 


14887. .15321, 14887. .15321 




Seq. No. 


50640 


Seq. ID 


OJ990930_05.0421. 


C8 


Gene No. 


1U / 4 1 / 


Strand 






Start 


16296 


End 


16381 




Name 


OJ990930 05.0421.C8.o6.tm 


Method 


TBLASTX: Maize 




Start 


15322 


End 


15963 




GI 


none 


Score 


95 




Exons 


15322. .15408, 15323 .. 15409, 


15327. .15410, 15777. .15932, 






15806. .15937, 15808.. 15963 








beq. no. 


p n a a r\ 


Seq. ID 


OJ990930_05.0421. 


to 


Gene No. 


107417 


Strand 






Start 


16296 


End . 


16381 




Name 


OJ990930 05.0421.C8.o3.gs 


Method 


GENSCAN 




Start 


16296 


End 


16381 




GI 


none 


Score 


.76 




Exons 


16296. .16381 








Seq. No. 


50641 


Seq. ID 


OJ990930_05.0421. 


C9 


Gene No. 


107418 


Strand 


+ 




C A 1 v-+- 

btart 


a m 
4U1 


End 


4754 




Name 


OJ990930 05.0421.C9.ol.gs 


Method 


GENSCAN 




Start 


401 


End 


4754 




GI 


none 


Score 


.91 




Exons 


401. .505, 1208. .1312, 1553.. 


1673, 2219 


..2340, 2756.-2857 


r 




2950. .3024, 3115. .3194, 3325 


..3475, 3574. .3804, 3945. .4241 




4362. .4475, 4581. .4754 








Seq. No. 


50641 


Seq. ID 


OJ990930 05.0421. 


C9 


Gene No. 


107418 


Strand 


+ 




Start 


401 


End 


4754 




Name 


OJ990930 05.0421.C9.ol.np 


Method 


AAT/NAP 





52120 




Start 


401 




End 


4724 


GI 


3935150 




Score 


1532 


Exons 


401. .505, 1402.. 


1452, 1553.. 1673, 2219 


..2340, 2756. .2857, 




2950. .3059, 


3278 


..3475, 3574. .3804, 3945. .4241, 4362. .4475, 




4581. .4724 








GI Descrip. 


(AC005106) 


T25N20.14 [Arabidopsis thaliana] 


Seq. No. 


50641 




Seq. ID 


OJ990930 05. 0421. C9 


Gene No. 


107418 




Strand 


+ 


Start 


401 




End 


A 1 C A 

4 7o4 


Name 


OJ990930 05 


.0421 


.C9.ol.gp Method 


AAT / GAP 


Start 


3574 




End 


3982 


GI 


LIB3433-019 


-P1-K1-D11 Score 


792 


Exons 


3574. .3982 








GI Descrip. 


'3935150 6. 


Oe-22 


(AC005106) T25N20.14 


[Arabidopsis thaliana 


Seq. No. 


50641 




Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 




Strand 


+ 


Start 


6267 




End 


17798 


Name 


OJ990930 05 


.0421 


.C9.o5.ts Method 


TBLASTX : Soybean 


Start 


400 




End 


3409 


GI 


none 




Score 


74 


Exons 


400. .462, 401. .511, 1174. .1311, 1208.. 


1315, 1375. .1449, 




1544. .1687, 


1552 


..1674, 2215. .2370, 2218. .2343, 2231. .2350, 




2722. .2856, 


2738 


..2857, 2750. .2857, 2947. .3024, 2947. .2982, 




2973. .3023, 


3109 


..3192, 3129. .3203, 3322. .3408, 3323. .3409 


Seq. No. 


50641 




Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 




Strand 


+ 


Start 


6267 




End 


17798 


Name 


OJ990930 05 


.0421 


.C9.o2.tc Method 


TBLASTX: Cress 


Start 


401 




End 


1663 


GI 


none 




Score 


77 


Exons 


401. .463, 1174.. 


1299, 1208.. 1315, 1399 


. .1449, 1544. .1663, 




1552. .1662 








Seq. No. 


50641 




Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 




Strand 


+ 


Start 


6267 




End 


17798 


Name 


OJ990930 05 


.0421 


.C9.o3.tm . Method 


TBLASTX: Maize 


Start 


1637 




End 


3225 


GI 


none 




Score 


70 


Exons 


1637. .1687, 


2218 


..2343, 2218. .2358, 2250. .2357, 2736. .2846, 




2755. .2856, 


2756 


..2857, 2947. .3024, 2949. .3026, 2973. .3023, 




3109. .3192, 


3112 


. .3225 




Seq. No. 


50641 




Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 




Strand 


+ 


Start 


6267 




End 


17798 


Name 


OJ990930 05 


.0421 


.C9.ol.tc Method 


TBLASTX: Cress 


Start 


2239 




End 


3412 


GI 


none 




Score 


118 


Exons 


2239. .2343, 


2737 


..2856, 2738.-2857, 2947. .3024, 2973. .3026, 




3109. .3192, 


3114 


..3206, 3300. .3410, 3322.. 3411, 3323. .3412 


Seq. No. 


50641 




Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 




Strand 


+ 



52121. 



Start 
Name 
Start 
GI 

Exons 



6267 

OJ990930_05.0421.C9.ol.tw 

2979 

none 

2979.. 3026, 2982.. 3026, 3109. 
3312.. 3446, 3322.. 3474, 3322. 
3574. .3684, 3593. .3685, 4359. 



End 17798 
Method TBLASTX : Wheat 
End 4463 
Score 66 

.3192, 3112.. 3198, 3114.. 3206, 
.3450, 3323.. 3475, 3574.. 3687, 
.4463 



Seq. No. 50641 
Gene No. 107419 - ' 

Start 6267 * 

Name OJ990930_05.0421.C9.ol.tm 
Start 3312 
GI none 

Exons 3312.. 3440, 3322.. 3450, 3323. 

3S74..3834, 3576. .3812, 3687. 
3942..4256, 3942. .4241, 3944. 
4360. .4461, 4362. .4475, 4363. 
4581. .4754, 4583.-4774 



Seq. ID OJ990930_05.0421.C9 

Strand + 

End 17798 

Method . TBLASTX: Maize 

End 4786 

Score 254 

.3475, 3347. .3460, 3511.. 3723, 
.3839, 3716.. 3877, 3935.. 4243, 
.4243, 4359. .4475, 4359. .4463, 
.4476, 4539. .4742, 4568. .4786, 



Seq. No. 50641 
Gene No. 107419 
Start 6267 

Name OJ990930JD5 . 0421 . C9 . 06 . ts 

Start 3574 
GI none 

Exons 3S74..3627, 3583.. 3840, 3583. 

4046. .4243, 4056. .4256, 4092. 
4361. .4393 



Seq. ID OJ990930_05.0421.C9 

Strand + 

End 17798 

Method TBLASTX : Soybean 

End 4 394 

Score 7 6 

.3840, 3942. .4115, 3942. .4031, 
.4250, 4359.-4394, 4360.. 4392, 



Seq. No. 


50641 


Gene No. 


107419 


Start 


6267 


Name 


OJ990930 05. 


Start 


4395 


GI 


none 


Exons 


4395. .4475, 


Seq. No. 


50641 


Gene No. 


107419 


Start 


6267 


Name 


OJ990930 05. 


Start. 


4437 


GI 


none 


Exons 


4437. .4475, 


Seq. No. 


50641 


Gene No. 


107419 


Start 


6267 


Name 


OJ990930 05. 


Start 


6267 


GI 


none 


Exons 


6267.. 6661, 




10414. .10486 




14139. .14180 




15998. .16060 




17443. .17547 



Seq. ID OJ990930_05.0421.C9 

Strand + 

End 17798 

l.C9.o3.ts Method TBLASTX : Soybean 

End 4724 

Score 126 

4395. .4475, 4397. .4465, 4544. .4723, 4581. .4724, 4677. .4724 



Seq. ID OJ990930_05.0421.C9 

Strand + 

End 17798 

Method TBLASTX: Cress 

End 4724 

Score 53 
.4724 



,4723, 4581, 



Seq. ID 
Strand 
End 17798 
l21.C9.o2.gs Method GENSCAN 

End 17791 
Score .77 
353. .8381, 8893. .9030, 9672. .9733, 

13311. .13616, 13702. .13760, 13873. 

14285. .14818, 14914 .. 15104 , 15263. 

16620. .16940, 17019 .. 17111 , 17209. 

17658. .17791 



OJ990930_05.0421.C9 
+ 



10026. .10118, 
.14004, 
.15752, 
.17310, 



■52122 



Seq. No. 


50641 


Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 


Strand 


+ 


Start 


6267 


End 


17798 


Name 


OJ990930 05.0421.C9.o2.gp 


Method 


AAT/GAP 


Start 


8812 


End 


13458 


GI 


43397 1.R1084 


Score 


1035 


Exons 


8812. .9030, 9672. .9733, 10026. . 10118, 


10414. .10486, 13311.. 


GI Descrip. 


, 5103827/gb|AAD39657.1|AC007591 22 2.0e-25 (AC007591) ESTs 




gb_F20110 and gb_F20109 come 


from this 


gene . [Arabidopsis 




thaliana] ' 






Seq. No. 


50641 


Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 


Strand 


+ 


Start 


6267 


End 


17798 


Name 


OJ990930 05.0421.C9.o2.zip 


Method 


AAT/NAP 


Start 


8955 


End 


17793 


GI 


5103827 


Score 


2006 


Exons 


8955.. 9030, 9669.-9733, 10026 .. 10118, 


10414. .10486, 




13311. .13400, 13476. .13626, 


13709. .13760, 13873 .. 14 004 , 




14285. .14821, 14887 .. 15001 , 


15038. . 15104, 15263. .15752, 




15998. .16060, 16429 .. 16534 , 


16624. .16940, 17019 .. 17 111 , 




17209. .17310, 17443. .17547, 


17658. . 17793 


GI Descrip. 


(AC007591) ESTs gb|F20110 and gb|F20109 come from this gene 




[Arabidopsis thaliana] 






Seq. No. 


50641 


Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 


Strand 


+ 


Start 


6267 


End 


17798 


Name 


OJ990930 05.0421.C9.o4.ts 


Method 


TBLASTX : Soybean 


Start 


14376 


End 


14821 


GI 


none 


Score 


257 


Exons 


14376. .14543, 14378 .. 1474 6, 


14443. .14676, 14765. .14821 


Seq. No. 


50641 


Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 


Strand 


+ 


Start 


6267 


End 


17798 


Name 


OJ990930 05.0421.C9.o4 . tm 


Method 


TBLASTX: Maize 


Start 


14901 


End 


15133 


GI 


none 


Score 


199 


Exons 


14901. .15080, 14902. .15081, 


14926. .15087, 15067 .. 15132, 




15070. .15126, 15071.. 15133 






beq. No. 


50641 


Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 


Strand 


+ 


Start 


6267 


End 


17798 


Name 


OJ990930 05.0421.C9.o5.tm 


Method 


TBLASTX: Maize 


Start 


15300 


End 


15500 


GI 


none 


Score 


240 


Exons 


15300. .15500, 15300.. 15494 






Seq. No. 


50641 


Seq. ID 


OJ990930_05.0421.C9 


Gene No. 


107419 


Strand 


+ 


Start 


6267 


End 


17798 


Name 


OJ990930 05.0421.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


15690 


End 


16904 


GI 


none 


Score 


71 



13458 



52123- 



Exons 



15690. .15758, 15997 16065, 15998 .. 16060, 16434 .. 16535, 
16435. .16539, 16613 .. 16903, 16614. .16904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50641 

107419 

6267 

OJ990930 
16419 
none 
16419 
16619 
16649 
16995 
17206 
17440 
17658 



05.0421.C9.o2.tm 



6532, 16425, 

6642, 16620. 

6696, 16685, 

7111, 17017, 

7310, 17208, 

7547, 17441, 
7708 



,16532, 
,16643, 
,16942, 
,17061, 
,17315, 
,17569, 



OJ990930_05.0421.C9 

+ 

17798 

TBLASTX: Maize 
17708 
162 

16426. .16539, 16542. .16586, 
16641. .16697, 16648. .16695, 
16970, 16723. .16947, 
17110, 17206. .17310, 
17489, 17439. .17546, 
17570, 17589. .17708, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



16698. 
17018. 
17439, 
17523. 



S3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Ii3 

fij Seq. No. 
Gene No. 
Start 
Name 
\J Start 

fjj GI 
= ~ Exons 

1^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50641 

107419 

6267 

OJ990930_05.0421.C9.o2.ts 
17217 
none 
17217. 
17465. 
17667. 



,17321, 17221. 
,17548, 17523. 
,17798, 17668. 



,17310, 
,17570, 
.17793 



Seq. ID 

Strand 

End 

Method 

End 

Score 

17439 

17654 



17543, 
17797, 



OJ990930_05.0421.C9 
+ 

17798 

TBLASTX : Soybean 

17798 

139 

17440. .17547, 
17658. .17786, 



50641 Seq. ID 

107419 Strand 

6267 End 

OJ990930_05 . 0421 . C9 . o3 . gp Method 

17444 End 

1631409 Score 
17444. .17547, 17658. .17798 

5852188/emb|CAB55426.1| 1.0e-49 (AL117265) zhb0018.1 [Oryza 
sativa] 



OJ990930_05.0421.C9 
+ 

17798 
AAT/GAP 
17798 
432 



50642 

107420 

305 

OJ990930_05. 0421. C10. ol.np 
305 

5852188 



Seq. ID OJ990930_05. 0421. C10 

Strand + 

End 4256 

Method AAT/NAP 

End 4256 

Score 3177 



305. .439, 1410. .2955, 3695. .3766, 4066. .4256 
(AL117265) zhb0018.1 [Oryza sativa] 



Seq. ID OJ990930_05. 0421. C10 

Strand + 

End 4256 

Method AAT/GAP 

End 1776 

Score 735 



50642 
107420 
305 

OJ990930_05. 0421. C10. ol.gp 
718 

24702_1.R1084 
718. .791, 1410. .1776 

, 5852188/emb|CAB55426.1| 1.0e-49 (AL117265) zhb0018.1 [Oryza 
sativa] ' 



Seq. No. 



50642 



Seq. ID OJ990930_05. 0421. C10 



52124 



Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 
„ Start 
f GI 
3 Exons 
ft GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



107420 Strand + 

305 End 4256 

OJ990930_05 . 0421 .CIO . o2 . gp Method AAT/GAP 

2122 End 2565 

39911_1.R1084 Score 866 
2122. .2565 

, 5852188/emb|CAB55426.1| 5.0e-67 (AL117265) zhb0018.1 [Oryza 
sativa] 1 



Seq. ID OJ990930_05.0421.C10 

Strand + 

End 4256 

Method AAT/GAP 

End 3304 

Score 1131 



50642 
107420 
305 

OJ990930_05. 0421. C10. o3.gp 
2697 

11974JL.R1084 
2697. .3304 

, 5852188/emb|CAB55426.1| 2.0e-36 (AL117265) zhb0018.1 [Oryza 
sativa] 1 

50642 Seq. ID OJ990930_05 . 042 1 . C10 

107421 Strand + 

10037 End 10511 

OJ990930_05. 0421. C10. o4 .np Method AAT/NAP 

10037 End 10511 

5852185 Score 665 

10037. .10157, 10234.. 10511 

(AL117265) zhb0015.1 [Oryza sativa] 



50642 

107422 

7262 

OJ990930_05 . 0421 . C10 . o2 . gs 

7262 

none 

7262. .7870 



Seq. ID OJ990930_05. 0421. C10 
Strand 

End 8090 

Method GENSCAN 

End 7870 

Score .97 



'4 Seq. No. 
& Gene No. 
i Start 
^ Name 
t Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



50642 
107422 
7262 

OJ990930_05 . 0421 . C10 . o2 . np 
7265 
5852187 
7265. .7870 

(AL117265) zhb0017.1 [Oryza sativa] 



Seq. ID OJ990930_05. 0421. C10 
Strand 

End 8090 

Method AAT/NAP 

End 7870 

Score 1020 



50642 
107422 
7262 

OJ990930_05. 0421. C10. o4.gp 
7710 

75921_1.R1084 
7710. .8090 

, 5852187/emb|CAB55425.1| 3.0e-10 (AL117265) zhb0017.1 [Oryza 
sativa] ■ 



Seq. ID OJ990930_05. 0421. C10 
Strand 

End 8090 

Method AAT/GAP 

End 8090 

Score 734 



50642 
107423 



Seq. ID OJ990930_05. 0421. C10 
Strand 



52125 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8448 End 9353 

OJ990930_05 . 0421 . CIO . o3 . np Method AAT/NAP 

8448 End 9353 

5852186 Score 1290 

8448. .8581, 8762. .9353 
(AL117265) zhfc>0016.1 [Oryza sativa] 



50642 

107424 

9592 

OJ990930_ 
297 
none 
297. , 
708. , 
1600, 



05.0421.C10.o2.tm 



380, 305. .439, 306. .449, 
791, 709. .789, 710. .799, 
.1830, 1601. .1831, 1601. 



50642 

107424 

9592 

OJ990930_05. 0421. C10. ol.ts 

303 

none 

303. .449, 305. .439, 516. .641, 

50642 

107424 

9592 

OJ990930_05. 0421. C10. ol.tc 

305 

none 

305. .439, 306. .398, 307. .441, 
708. .782, 708. .770 

50642 

107424 

9592 

OJ990930_05. 0421. C10. o3.tm 

1836 

none 

1836.. 2069, 1836.. 2009, 1840. 

50642 

107424 

9592 

OJ990930_05. 0421. C10. ol.tm 

2108 

none 

2108. .2578, 2110. .2577, 2118., 
2626.-2886, 2630.. 2860, 2633. 
2882. .3076, 2915. .3073, 3184. 



Seq. ID OJ990930_05. 0421. C10 
Strand 
End 

Method 
End 
Score 
307. .441, 



10355 

TBLASTX : Maize 

1835 

79 

516. .641, 526. 



,639, 



1407. .1598, 
1834, 1602. 



1408, 
1835 



,1605, 



Seq. ID OJ990930_05. 0421. C10 
Strand 

End 10355 

Method TBLASTX : Soybean 

End 641 

Score 189 

526.-639 

Seq. ID OJ990930_05. 0421. C10 
Strand 

End 10355 

Method TBLASTX : Cress 

End 782 

Score 200 

409. .435, 516. .641, 526. .663, 



Seq. ID OJ990930_05. 0421. C10 
Strand 

End 10355 

Method TBLASTX: Maize 

End 2107 

Score 250 

.2106, 1840.. 2088, 1841.. 2107 

Seq. ID OJ990930_05. 0421. C10 
Strand 

End 10355 
Method TBLASTX: Maize 
End 3293 
Score 435 

.2642, 2118.. 2585, 2607.. 2882, 
.2896, 2640. .2882, 2859. .3074, 
.3240, 3187.. 3231, 3258.. 3293 



Seq. No. 50642 

Gene No. 107424 

Start 9592 

Name OJ990930_05 . 0421. C10. ol.tw 

Start 2119 



Seq. ID OJ990930_05. 0421. C10 
Strand 

End 10355 

Method TBLASTX : Wheat 

End 2550 



52126 




GI 


none 


Score 


52 




Exons 


2119. .2166, 2121.. 2204, 2178 


..2390, 2179. .2400, 2181. .2399, 




2399. .2548, 2399.. 2548, 2400 


..2549, 2401. .2550 




Seq. No. 


50642 


Seq. ID 


OJ990930_05.0421 


.CIO 


Gene No. 


107424 


Strand 






Start 


9592 


End 


10355 




Name 


OJ990930 05.0421.C10.o4.tm 


Method 


TBLASTX: Maize 




Start 


5673 


End 


5964 




GI 


none 


Score 


78 




Exons 


5673. .5771, 5766.. 5963, 5778 


..5909, 5857. .5964 




Seq. No. 


50642 


Seq. ID 


OJ990930 05.0421 


.C10 


Gene No. 


107424 


Strand 






Start 


9592 


End 


10355 




Name 


OJ990930 05.0421.C10.o4.gs 


Method 


GENSCAN 




Start 


9592 


End 


10355 




GI 


none 


Score 


. 6 




Exons 


9592. .9741, 9864.. 9942, 9993 


..10119, : 


10220. .10355 




Seq. No. 


50643 


Seq. ID 


OJ990930_05 .0421 


.Cll 


Gene No. 


107425 


Strand 


+ 




Start 


46 


End 


7 92 




Name 


OJ990930 05. 04.21. Cll.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


7 92 




GI 


none 


Score 


. 51 




Exons 


46. .792 








Seq. No. 


50643 


Seq. ID 


OJ990930_05.0421 


. Cll 


Gene No. 


107425 


Strand 


+ 




Start 


46 


End 


7 92 




Name 


OJ990930 05.0421.Cll.ol.np 


Method 


AAT/NAP 




Start 


46 


End 


789 




GI 


5852184 


Score 


1258 




Exons 


46. .789 








GI Descrip. 


(AL117265) zhb0014.1 [Oryza 


sativa] 






Seq. ' No . 


50643 


Seq. ID 


OJ990930JD5.0421 


.Cll 


Gene No. 


107426' 


Strand 


+ 




Start 


14830 


End 


23974 




Name 


OJ990930 05 . 0421 . Cll . o5 . np 


Method 


AAT/NAP 




Start 


14830 


End 


23974 




GI 


5852180 


Score 


1567 




Exons 


14830. .14938, 16289 .. 17006, 


18095. .18172, 18452. .18726, 






18971. .19159, 20555. .20894, 


23351. .23398, 23619.. 23974 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


50643 


Seq. ID 


OJ990930_05.0421 


.Cll 


Gene No . 


107426 


Strand 


+ 




Start 


14830 


End 


23974 




Name 


OJ990930 05.0421.Cll.o4.gp 


Method 


AAT/GAP 




Start 


15714 


End 


16002 




GI 


LIB3431-028-P1-K1-C3 


Score 


484 




Exons 


15714. .16002 








GI Descrip. 


•4176420/dbj IBAA37167 | 2.0e- 


11 (AB008097) cytochrome P450 



[Arabidopsis thaliana] 1 



52127 



OJ990930_05.0421.C11 
+ 

23974 
AAT/GAP 
17290 
215 



Seq. No. 50643 Seq. ID 

Gene No. 107426 Strand 

Start 14830 End 

Name OJ990930_05 . 0421 .Cll . o5 . gp Method 

Start 17035 End 

GI 2721_1.R1084 Score 

Exons 17035. .17170, 17262.. 17290 

GI Descrip. 1 114622/sp | P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] 1 



Seq. No. 


50643 




Seq. ID 


OJ990930_ 


_05. 0421. Cll 


Gene No. 


107427 




Strand 






Start 


1224 




End 


4536 




Name 


/ OJ990930 05. 


0421. Cll. o2.gs 


Method 


GENSCAN 




Start 


1224 




End 


4536 




GI 


none 




Score 


.72 




Exons 


1224. .1286, 


1520. .1688, 1734. 


.1851, 2209.. 2310, 


2894 . .2981, 




3102. .3311, 


4271. .4386, 4470. 


.4536 






beq. jno . 


50643 




Seq. ID 


OJ990930_ 


_05. 0421. Cll 


Gene No. 


107427 




Strand 






Start 


1224 ' 




End 


4536 




Name 


OJ990930 05. 


0421. Cll. o2.np 


Method 


AAT/NAP 




Start 


1508 




End 


4536 




GI 


5852183 




Score 


1294 




Exons 


1508. .1688, 


1734.. 1851, 2209. 


.2310, 28 


94. .2981, 


3102. .3311, 




4271. .4386, 


4470. .4536 








GI Descrip. 


(AL117265) zhb0013.1 [Oryza sativa] 






Seq. No. 


50643 




Seq. ID 


OJ990930_ 


_05. 0421. Cll 


Gene No. 


107428 




Strand 






Start 


4552 




End 


4657 




Name 


OJ990930 05. 


0421. Cll. ol.gp 


Method 


AAT/GAP 




Start 


4552 




End 


4657 




GI 


uC-osflm202109b05bl 


Score 


166 




Exons 


4552. .4657 










GI Descrip. 


'5852170/emb 


i|AL117265.1|OST17804 1 . Oe- 


139 Oryza 


sativa 




indica{GLA4) 


genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


50643 




Seq. ID 


OJ990930_ 


_05. 0421. Cll 


Gene No. 


107429 




Strand 






Start 


6558 




End 


8313 




Name 


OJ990930 05. 


0421. Cll. o3.gs 


Method 


GENSCAN 




Start 


6558 




End 


8153 




GI 


none 




Score 


.56 




Exons 


6558. .6767, 


7392.. 7460, 7624. 


.7664, 8057.. 8153 




Seq. No. 


50643 




Seq. ID 


OJ990930_ 


_05. 0421. Cll 


Gene No. 


107429 




Strand 






Start 


6558 




End 


8313 




Name 


OJ990930 05. 


0421. Cll. o3.np 


Method 


AAT/NAP 




Start 


6561 




End 


8153 




GI 


5852182 




Score 


686 




Exons 


6561. .6892, 


7624.. 7664, 8057. 


.8153 







52128 



GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990930 05.0421.C11 



50643 Seq. ID 

107429 Strand 
6558 End 8313 

OJ990930_05 . 0421 . Cll . o2 . gp Method AAT/GAP 
7999 End 8313 

2431417 Score 534 

7999. .8313 

5852170/emb|AL117265.1|OST17804 1.0e-139 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone: tl7804 



50643 

107430 

8877 

OJ990930_05. 0421. Cll. o4.gs 

8877 

none 



Seq. ID OJ990930_05. 0421. Cll 
Strand 

End 14955 

Method GENSCAN 

End 14169 

Score .52 



8877. .9057, 9063. .10285, 10682 .. 10901, 11040 .. 11092, 
11171. .11473, 11576. .11746, 11772 .. 11921, 12777 .. 12881 , 
13809. .13996, 14076. .14169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50643 
107430 
8877 

OJ990930_05. 0421. Cll. o4 .np 
8880 
5852181 

8880. .10285, 10682.. 
11576. .11746, 11772. 
14076. .14169 
(AL117265) zhbOOll.l 



Seq. ID 
Strand 

End 14955 
Method AAT/NAP 
End 14169 
Score 4258 
10901, 11040. .11092, 11171. 
.11921, 12777. .12881, 13809 



OJ990930 05. 0421. Cll 



11473, 
.13996, 



[Oryza sativa] 



50643 

107430 

8877 

OJ990930J35. 0421. Cll. o3.gp 
12474 

102 6.R1084 



OJ990930 05. 0421. Cll 



Seq. ID 
Strand 

End 14955 
Method AAT/GAP 
End 14955 
_ Score 1576 

12474. .12881, 13809 .. 13996, 14076 .. 14213, 14799. .14955 
, 2911068/emb|CAA17530.1| 1.0e-78 (AL021960) G10-like protein 
[Arabidopsis thaliana] 1 



50643 

107431 

20761 

OJ990930_05. 

1011 

none 

1011. .1031, 
1517. .1654, 
1733. .1867, 
2214. .2315, 
2745. .2963, 
3103. .3201, 



0421. Cll. o2.tm 



1049. .1120, 
1518. .1655, 
1734. .1865, 
2258. .2338, 
2746. .2928, 
3168. .3356, 



1222 
1518 
2111 
2380 
2766 
3177 



Seq. ID OJ990930_05. 0421. Cll 
Strand 

End 21175 

Method TBLASTX : Mai ze 

End 3356 

Score 4 0 
.1287, 1227. .1295, 1228. .1287, 
.1655, 1562. .1660, 1732. .1851, 
.2137, 2209. .2310, 2214. .2312, 
.2445, 2381. .2440, 2385. .2456, 
.2963, 3093. .3188, 3102. .3188, 
.3335, 3190.. 3348 



Seq. No. 



50643 



Seq. ID OJ990930_05. 0421. Cll 



52129 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107431 Strand 

20761 End 

OJ990930_05 . 0421 . Cll . o2 . ts Method 

1224 End 

none Score 



21175 

TBLASTX: Soybean 

2320 

141 



1224. .1295, 1517. .1654, 1518. .1655, 1518. .1655, 1562. .1660, 
1732. .1851, 1733. .1867, 1734. .1850, 1735. .1851, 1915. .1950, 
2211.. 2315, 2258.. 2320 



50643 
107431 
20761 

OJ990930_05. 0421. Cll. o3.tm 
9629 
none 
9629 
9807 



OJ990930 05. 0421. Cll 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9799, 9629.-9799, 9687. .9800, 9688.. 9801, 9696.. 9842, 
9890, 9809.. 9931, 9817. .9891, 9897.. 9926 



21175 

TBLASTX: Maize 

9931 

135 



50643 
107431 
20761 

OJ990930_05. 0421. Cll. ol.tw 
12653 
none 
12653 
12733 



OJ990930 05. 0421. Cll 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12697, 12691. .12891, 12725 12892, 12726 12884, 
12891, 13778. .13975, 13785 13976, 13810. .13977 



21175 

TBLASTX: Wheat 

13977 

37 



50643 
107431 
20761 

OJ990930_05 
12722 
none 
12722. 
13785. 
14077. 

50643 

107431 

20761 

OJ990930_05 . 0421 . Cll . ol . ts 

12724 

none 



0421. Cll. ol.tm 



12883, 12726. .12884, 
13997, 13803. .13997, 
14184 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12729. .12884, 
13810. .14001, 



OJ990930 05. 0421. Cll 



21175 

TBLASTX: Maize 
14184 
176 

12730. .12891, 
14065. .14184, 



Seq. ID OJ990930J)5. 0421. Cll 



Strand 
End 

Method 

End 

Score 



21175 

TBLASTX : Soybean 

14173 

221 



12724. .12891, 12726 .. 12884 , 13785 13997 , 13803 .. 13997, 
13810. .14001, 14074. .14169, 14077 .. 14 169, 14078. .14173 



50643 Seq. ID 

107431 Strand 
20761 End 
OJ990930_05. 0421. Cll. ol.tc Method 
12726 End 
none Score 

12726. .12878, 12730 .. 12879, 13785 

13811. .13900, 13896. .13997, 13897 



OJ990930 05. 0421. Cll 



21175 

TBLASTX: Cress 
14175 
169 

13895, 13810. .13893, 
14001, 13899. .13997, 



14068. .14175, 14069. .14173, 14074. .14175 



Seq. No. 



50643 



Seq. ID OJ990930_05. 0421. Cll 



52130 





Gene No. 


107431 


Strand 








Start 


20761 


End 


21175 






Name 


OJ990930 05.0421.Cll.o4,tm 


Method 


TBLASTX: Maize 






Start 


17034 


End 


17205 






GI 


none 


Score 


218 






Exons 


17034. .17168, 17035. .17166, 17134. .17205 






Seq. No. 




Seq. ID 


ojyyuyou uo.U42i 


.Cll 




Gene No. 


10 /4 31 


Strand 








Start 


20761 


End 


21175 






Name 


OJ990930_05.0421.Cll.o6.gs 


Method 


GENSCAN 






Start 


/ol 


End 


Zll ID 






GI 


none 


Score 


. Ol 






Exons 


20761 .. 20800, 21027.. 21175 










Seq. No. 


50644 


Seq. ID 


OJ990930_09 .0421 


.C2 




Gene No. 


107432 


Strand 








Start 


14 9 


End 


COT 

521 






Name 


OJ990930 09.0421.C2.ol.gs 


Method 


GENSCAN 






Start 


149 


End 


521 






GI 


none 


Score 


.91 






Exons 


14 9 . . 384 , 443 . . 521 








_ 


Seq. No. 


50645 


Seq. ID 


OJ990930_09.0421 


.C4 




Gene No. 


107433 


Strand 








Start 


1 


End 


861 






Name 


OJ990930 09 . 0421 .C4 . ol . np 


Method 


AAT/NAP 




\l 


Start 


1 


End 


861 






GI 


6063557 


Score 


93 






Exons 


1.-22, 420. .564, 801. .861 








y 
j 


GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 




i § 


Seq. No. 


50646 


Seq. ID 


OJ990930_09.0421 


.C6 




Gene No. 


107434 


Strand 








Start 


1 


End 


747 






Name 


OJ990930 09.0421.C6.o.l.gp 


Method 


AAT/GAP 






Start 


1 


End 


747 






GI 


22170 1.R1084 


Score 


1424 






Exons 


1. .747 










GI Descrip. 


' 404690 6.0e-28 (L19075) cytochrome P450 [Catharanthus 


roseus] 


IT 


Seq. No. 


50646 


Seq. ID 


OJ990930_09.0421 


.C6 




Gene No. 


107434 


Strand 








Start 


1 


End 


747 






Name 


OJ990930 09.0421.C6.ol.gs 


Method 


GENSCAN 






Start 


539 


End 


658 






GI 


none 


Score 


.54 






Exons 


539. .658 









Seq. No. 50647 

Gene No. 107435 

Start 1 

Name OJ990930_09 . 0421 . C7 . ol .np 

Start 1 

GI 6907089 

Exons 1..1196 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990930_09.0421.C7 
Strand + 

1199 
AAT/NAP 
1196 
1647 



End 

Method 

End 

Score 



52131 



Seq. No. 50647 

Gene No. 107435 

Start 1 

Name OJ990930_09 . 0421 . C7 . ol . gs 

Start 44 

GI none 

Exons 44.. 737, 795.. 1199 



Seq. ID OJ990930_09.0421.C7 

Strand + 

End 1199 

Method GENSCAN 

End 1199 

Score .97 



Seq. No. 50647 

Gene No. 107436 

Start 1821 

Name OJ990930_09 . 0421 . C7 . o2 . gs 

Start 1821 

GI none 

Exons 1821.. 2156 



Seq. ID OJ990930_09.0421.C7 
Strand 

End 2230 

Method GENSCAN 

End 2156 

Score 1 



Seq. No. 50647 
Gene No. 107436 
Start 1821 

Name OJ990930_09. 0421 . C7 . o2 . np 

Start 1824 
GI 7228457 
Exons 1824.. 2230 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990930_09.0421.C7 
Strand 

End 2230 

Method AAT/NAP 

End 2230 

Score 642 



1 Seq. No. 


50648 


Seq. ID 


J Gene No. 


107437 


Strand 


^ Start 


1 


End 


Name 


OJ990930 09.0421.Cll.ol.np 


Method 


' y Start 


1 


End 


GI 


7228457 


Score 


3 Exons 


1..76, 199. .1032, 1096. .1228 


J GI Descrip. 


(AP001366) Similar to Sorghum bicolor 




retrotransposon RetroSorl, 


polyproteir 




sativa] 




3 Seq. No. 


50648 


Seq. ID 


3 Gene No. 


107437 


Strand 


Start 


1 


End 


Name 


OJ990930 09.0421.Cll.ol.ts 


Method 


Start 


5 


End 


GI 


none 


Score 


Exons 


5. .235, 232. .375, 233. .358 




Seq. No. 


50648 


Seq. ID 


Gene No. 


107437 


Strand 


Start 


1 


End 


Name 


OJ990930 09.0421.Cll.o2.tw 


Method 


Start 


35 


End 


GI 


none 


Score 


Exons 


35. .241, 60. .215, 223. .453, 


224. .454 


Seq. No. 


50648 


Seq. ID 


Gene No. 


107437 


Strand 



1228 
AAT/NAP 
1228 
1676 



1228 

TBLASTX : Soybean 

375 

83 



1228 

TBLASTX: Wheat 

454 

98 



52132 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

a. Seq. No. 

!? Gene No. 

3 Start 

il Name 

U Start 

3 GI 

1 Exons 

y 

^ Seq. No. 

LI Gene No. 

Start 

=1 Name 

1 Start 

f GI 

™ Exons 

3 GI Descrip. 



OJ990930_09.0421.Cll.o2.tm 

128 

none 

128. .238, 226. .510, 227. .511 

50648 

107437 

1 

OJ990930_09.0421.Cll.ol.gs 

184 

none 

184. .969 

50648 

107437 

1 

OJ990930_09.0421.Cll.ol.tm 

538 

none 

538. .654, 538. .894, 548. .859 



End 1228 

Method TBLASTX: Maize 

End 511 

Score 201 



Seq. ID OJ990930_09.0421.C11 
Strand 

End 1228 

Method- GENSCAN 

End 969 

Score .42 



Seq. ID OJ990930_09.0421.C11 
Strand 
End 

Method 
End 
Score 



1228 

TBLASTX: Maize 

894 

69 



50648 
107437 
1 

OJ990930_09.0421.Cll.ol.tw 
562 
none 

562. .1023, 568. .1023, 569. .1024, 582. 



Seq. ID OJ990930_09.0421.C11 
Strand 



End 

Method 

End 

Score 



1228 

TBLASTX: Wheat 
1025 
229 
,1025 

OJ990930 09.0421.C12 



50649 Seq. ID 

107438 Strand 
1 End 2048 

OJ990930_09 . 042 1 . C12 . ol . np Method AAT/NAP 
1 End 941 

6721562 Score 1329 

1..941 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 50649 

Gene No. 107438 

Start 1 

Name OJ990930_09 . 0421 . C12 . ol . tm 

Start 6 

GI none 

Exons 6.. 245, 7.. 243 

Seq. No. 50649 

Gene No. 107438 

Start 1 

Name OJ990930_09. 0421 . C12 . ol . tw 

Start 6 

GI none 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_09 . 0421 .C12 
2048 

TBLASTX: Maize 

245 

105 



OJ990930_09.0421.C12 
2048 

TBLASTX: Wheat 

284 

81 



52133 



r 




Exons 


6. .152, 7. .168, 135. .233, 136 


..216, 240. .284 








Seq. No. 


50649 


Seq. ID 


OJ990930_ 


_09. 


.0421 


-C12 


Gene No . 


107438 


Strand 










Start 


1 


End 


o n A Q 








Name 


OJ990930 09.0421.C12.ol.gs 


Method 










Start 


98 


End 


i y do 








GI 


none 


Score 


. Do 








Exons 


98. .1012, 1049. .1116, 1691. .1799, 1904 


. . i y do 








Seq. No. 


50649 


Seq. ID 


OJ990930_ 


09, 


,0421 


.C12 


Gene No. 


107438 


Strand 












1 


End 










Name 


OJ990930 09-0421. C12.o2.np 


Method 










Start 


1165 


End 


Z U 4 O 








GI 


5042454 


Score 


*\ Q A 
X 0 4 








Exons 


1165. .1225, 1574. .1742, 1975. 


.2048 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sat i va ] 








Seq. No. 


50650 


Seq. ID 


OJ990930_ 


09, 


,0421 


.C17 


Gene No . 


107439 


Strand 










Start 


260 


End 










Name 


OJ990930 09 . 0421 . C17 . ol . gs 


Method 










Start 


260 


End 


A 

4 bu 








GI 


none 


Score 


. 3D 








Exons 


260 . . 4 60 












Seq. No. 


50651 


Seq. ID 


OJ990930_ 


09. 


,0421 


.C42 


Gene No . 


107440 


Strand 


T 








Start 


135 


End 


c; q 

jj y 








Name 


OJ990930 09.0421.C42.ol.gs 


Method 










Start 


135 


End 


joy 








GI 


none 


Score 


A 
• fi 








Exons 


135. .286, 333. .398, 403. .559 












Seq. No. 


50652 


Seq. ID 


OJ990930_ 


09. 


,0421 


.C43 


Gene No . 


107441 


Strand 










Start 


8 


End 


by o 








Name 


OJ990930 09.0421.C43.ol.gs 


Method 










Start 


8 


End 


b y o 








GI 


none 


Score 










Exons 


8. .39, 203. .331, 560. .698 












Seq. No. 


50652 


Seq. ID 


OJ990930_ 


09. 


,0421 


.C43 


Gene No. 


107442 


Strand 










o car u 


1 


End 










Name 


OJ990930 09.0421.C43.ol.np 


Method 


7\ 7\ rp / XT 7\ T3 

AA1 / N±\tr 








Start 


1 


End 


Jul 








GI 


7228456 


Score 


4 JO 








Exons 


1. .301 












GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 








Seq. No. 


50652 


Seq. ID 


OJ990930_ 




0421 


.C43 


Gene No. 


107443 


Strand 










Start 


942 


End 


1017 








Name 


OJ990930 09.0421.C43.o2.np 


Method 


AAT/NAP 








Start 


942 


End 


1017 









52134 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

fi Seq. No. 

Gene No. 
;% Start 

Name 
TU start 

C3 gi 

hi Exons 



5 Seq. No, 
* Gene No. 

Start 
| Name 
I Start 

. . Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



7523512 Score 119 

942. .1017 

(AP001633) hypothetical protein [Oryza sativa] 



50653 
107444 
1 

OJ000129_39.0419.C3.ol.np 
1 

7485757 
1..75, 161. .408, 916. .1095 

hypothetical protein F19D11.2 - Arabidopsis thaliana 
gi|3510249|gb|AAC33493.1| (AC005310) unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ000129_39.0419.C3 

Strand + 

End 1095 

Method AAT/NAP 

End 1095 

Score 264 



50653 

107444 

1 

OJ000129_39.0419.C3.ol.ts 

151 

none 

151. .387, 162. .383 

50653 

107444 

1 

OJ000129_39.0419.C3.ol.gs 

161 

none 

161. .415, 920. .1053 

50654 

107445 

51 

OJ000129_39.0419.C4.ol.gs 
51 

none 

51.. 258, 281.. 305, 400.. 623. 



Seq. ID OJ000129_39.0419.C3 

Strand + 

End 1095 

Method TBLASTX : Soybean 

End 387 

Score 222 



Seq. ID OJ000129_39.0419.C3 

Strand + 

End 1095 

Method GENSCAN 

End 1053 

Score .76 



Seq. ID OJ000129_39.0419.C4 

Strand + 

End 623 

Method GENSCAN 

End 623 

Score .76 



50655 
107446 
268 

OJ000129_39.0419.C5.ol.gp 
268 

3763145 
268. .532 

416325/gb| U03454 | PRS423 2.0e-15 Yeast episomal vector pRS423 
with HIS3 marker, complete sequence 



Seq. ID OJ000129_39.0419.C5 

Strand + 

End 532 

Method AAT/GAP 

End 532 

Score 357 



50656 

107447 

46 

OJ000129_39.0419.C7.ol.gs 
46 

none 
46. .181 



Seq. ID OJ000129_39.0419.C7 

Strand + 

End 181 

Method GENSCAN 

End 181 

Score . 69 



52135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50657 Seq. ID 

107448 Strand 
1 End 
0 J000 12 9_3 9 . 0 4 1 9 . C8 . ol . np Method 
1 End 
7106512 Score 
1. .617 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000129_39.0419.C8 
+ 

617 

AAT/NAP 

617 

453 



50657 Seq. ID 

107449 Strand 

1863 End 

OJ000129_39 . 04 19 . C8 . o2 . gs Method 

1863 End 

none Score 
1863. .2216 



OJ000129_39.0419.C8 

2216 
GEN SCAN 
2216 
.86 



Seq. No. 50658 Seq. ID 

Gene No. 107450 Strand 

Start 614 End 

Name' O JO 00129_39.0419.C14.ol.gs Me t hod 

Start 614 End 

GI none Score 

Exons 614.. 680 



OJ000129_39.0419.C14 
+ 

680 

GENS CAN 

680 

.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50659 

107451 

988 

OJ000129_39.0419.C18.o2.np 
988 

6721561 
988. .1148 
(AP001073) EST 
predicted gene 
gi| 6815086|dbj 
corresponds to, 
protein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000129_39.0419.C18 

1148 
AAT/NAP 
1148 
120 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



50660 Seq. ID 

107452 Strand 

264 End 

OJ000129_39 . 04 19 . C20 . ol . np Method 

2 64 End 

2392137 Score 
264. .433, 678.-748, 805. .883 

Calmodulin Mutant With A Two Residue Deletion In The Central 
Helix 



OJ000129_39.0419.C20 
+ 

883 

AAT/NAP 

883 

59 



Seq. No. 50661 Seq. ID 

Gene No. 107453 Strand 

Start 738 End 

Name OJ000129_39 . 04 19 . C22 . ol . gs Method 

Start 738 End 

GI none Score 

Exons 738.. 806, 932.. 1120 



OJ000129_39.0419.C22 

1120 
GENSCAN 
1120 
.87 



52136 



Seq. No. 


50661 




Seq. ID 


OJ000129 


Gene No. 


107454 




Strand 




o Lai L 






End 


41 6ft 


Name 


OJ000129 39.0419.C22.ol 


.np 


Method 


AAT/NAP 


Start 


2214 




End 


4142 


GI 


7523502 




Score 


178 


Exons 


2214.. 2279, 3601. .3735, 


4049. 


.4142 




GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq.- No. 


50661 




Seq. ID 


OJ000129 


bene jno. 






Strand 




Start 


2214 




End 


4168 


Name 


OJ000129 39.0419.C22.o2 


. gs 


Method 


GENSCAN 


Start 


3538 




End 


4168 


GI 


none 




Score 


.87 


Exons 


3538. .3810, 4049. .4168 








Seq. No. 


50662 




Seq. ID 


OJ000129 


Gene No. 


107455 




Strand 




Start 


1 




End 


913 


Name 


OJ000129 39.0419.C23.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


858 


GI 


5902445 




Score 


991 


Exons 


1..858 









GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AB030283) GAG-POL precursor [Oryza sativa] 

OJ000129 39.0419.C23 



50662 Seq. ID 

107455 Strand 

I End 
OJ000129_39.0419.C23.o2.tw Method 

II End 
none Score 
11. .244, 11. .343, 15. .338 

50662 Seq. ID 

107455 Strand 

1 End 

OJ000129_39.0419.C23.o2.tm Method- 

17 " End ' ' 

none Score 
17. .400, 18. .239, 208. .366 

50662 Seq. ID 

107455 Strand 

1 End 

OJ000129_39.0419.C23.ol.gs Method 

69 End 

none Score 
69. .646 

50662 Seq. ID 

107455 Strand 

1 End 

OJ000129_39.0419.C23.ol.ts Method 

131 End 

none Score 
131. .367, 132. .239 



913 

TBLASTX: Wheat 

343 

129 



OJ000129_39.0419.C23 
913 

TBLASTX: Maize 

400 . 

105 



OJ000129_39.0419.C23 
913 

GENSCAN 

646 

.64 



OJ000129_39.0419.C23 
913 

TBLASTX: Soybean 

367 

69 



52137 



Seq. No. 50662 

Gene No. 107455 

Start 1 

Name OJ00012 9_3 9 . 04 1 9 . C23 . ol . tm 

Start 428 

GI none 
Exons 



Seq. ID OJ000129_39.0419.C23 
Strand 

End 913 

Method TBLASTX : Mai ze 

End 783 

Score 77 



428.-589, 578. .670, 588. .713, 588. .737, 589. .729, 589. .783, 
596. .742 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50662 

107455 

1 

OJ000129_39.0419.C23.ol.tw 

459 

none 



Seq. ID OJ000129_39.0419.C23 
Strand 

End 913 

Method TBLASTX : Wheat 

End 913 

Score 117 



459. .593, 470. .592, 473. .616, 595. .903, 595. .885, 596. .913 



50663 

107456 

361 

OJ000129_39.0419.C24.ol.gs 

361 

none 

361. .598 



Seq. ID OJ000129_39.0419.C24 
Strand 

End 598 

Method GENS CAN 

End 598 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000129_39.0419.C24 
Strand 

End 598 

Method AAT/NAP 

End 526 

Score 96 



50663 
107456 
361 

OJ000129_39.0419.C24.ol.np 
361 

5922636 
361. .526 

(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517{E20319),AU078130(E20319) correspond to a region of the 
predicted, gene."; hypothetical protein [Oryza sat-iva] 



50664 

107457 

50 

OJ000129_39.0419.C25.ol.gs 
50 

none 
50. .154 



Seq. ID OJ000129_39.0419.C25 
Strand 

End 154 

Method GENSCAN 

End 154 

Score .67 



Seq. No. 50665 

Gene No. 107458 

Start 213 

Name OJ000129_39 . 04 19 . C30 . ol . gs 

Start 213 

GI none 

Exons 213.. 364, 959.. 990 

Seq. No. 50666 

Gene No. 107459 



Seq. ID OJ000129_39.0419.C30 
Strand 

End 990 

Method GENSCAN 

End 990 

Score .59 



Seq. ID OJ000129_39.0419.C40 
Strand + 



52138 



Start 
Name 
Start 
GI 

Exons 



40 End 

OJ000129_39.0419.C40.ol.gs Method 

40 End 

none Score 
40. .645, 754. .909 



909 

GENSCAN 

909 

.96 



Seq. No. 50667 

Gene No. 107460 

Start 45 

Name OJ000129_39. 0419.C42 .ol .gp 

Start 45 

GI 2428924 

Exons 45.. 309, 872.. 970 

GI Descrip. 5852170/emb | AL117265 
indica ( GLA4 ) genomic 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000129_ 
+ 

979 

AAT/GAP 

970 

600 



39.0419.C42 



HOST17804 1.0e-50 Oryza sativa 
DNA, chromosome 4, BAC clone :t 17 8 04 



Seq. No. 


50667 


Seq. ID 


OJ000129 


Gene No. 


107460 


Strand 


+ 


Start 


45 


End 


979 


Name 


OJ000129 39.0419.C42.ol.gs 


Method 




Start 


378 


End 


979 


GI 


none 


Score 


.62 


Exons 


378. .611, 872. .979 






Seq. No. 


50667 


Seq. ID 


OJ000129 


Gene No. 


107461 


Strand 


- 


Start 


1 


End 


1677 


Name 


OJ000129 39.0419.C42.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1677 


GI 


5852180 


Score 


597 


Exons 


1..464, 516. .633, 1630. .1677 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


50668 


Seq. ID 


OJ000129 


Gene No. 


107462 


Strand 


+ 


Start 


16 


End 


2352 


Name 


OJ000129 39.0419.C44.ol.np 


Method - 


AAT/NAP ' 


Start . 


16 


End 


1530 


GI 


5852179 


Score 


420 


Exons 


16. .36, 1024. .1232, 1306. .1530 




GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 




Seq. No. 


50668 


Seq. ID 


OJ000129_ 


Gene No. 


107462 


Strand 


+ 


Start 


16 


End 


2352 


Name 


OJ000129 39.0419.C44.ol.gs 


Method 


GENSCAN 


Start 


23 


End 


2352 


GI 


none 


Score 


.97 


Exons 


23. .36, 978. .1328, 1357. .1514 


, 2306.. 2352 


Seq. No. 


50669 


Seq. ID 


OJ000129_ 


Gene No. 


107463 


Strand 




Start 


1022 


End 


3028 


Name 


OJ000129 39.0419.C45.ol.np 


Method 


AAT/NAP 


Start 


1006 


End 


3013 


GI 


7430959 


Score 


746 


Exons 


1006. .1690, 2103. .2194, 2436. 


.2585, 2959.. 3013 



39.0419.C44 



52139 



GI Descrip. hypothetical protein F25G13.100 - Arabidopsis thaiiana 
gi I 5123942 |emb| CAB45500.il (AL079349) putative protein 
[Arabidopsis thaiiana] gi | 7268003 | emb | CAB78343 . 1 | (AL161535) 
putative protein [Arabidopsis thaiiana] 



Seq. No. 


50669 






Seq. ID 


OJ000129 


_39.0419.C45 


Gene No. 


107463 






Strand 


- 




Start 


1022 






End 


3028 




Name 


OJ000129 39 


.0419.C45.ol 


. gs 


Method 


GENSCAN 




Start 


1022 






End 


3028 




GI 


none 






Score 


.9 




Exons 


1022 . . 1690, 


2422 . . 2574 , 


2948 . 


.3028 






Seq. No. 


50669 






Seq. ID 


OJ000129 


_39.0419.C45 


Gene No. 


107463 






Strand 






Start 


1022 






End 


3028 




Name 


OJ000129 39 


.0419.C45.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1038 






End 


3010 




GI 


none 






Score 


77 




Exons 


1038. .1160, 


1040. .1213, 


1229. 


.1354, 1230. .1337, 


1343. .1531, 




1344 . . 1532, 


1493 . . 1687, 


1494 . 


.1688, 2109. .2195, 


2452 . . 2580, 




2456. .2575, 


247-3. .2580, 


2948. 


.3010 






Seq. No. 


50669 






Seq. ID 


OJ000129 


_39.0419.C45 


Gene No. 


107463 






Strand 






Start 


1022 






End 


3028 




Name 


OJ000129 39 


.0419.C45.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1229 






End 


2220 




GI 


none 






Score 


267 




Exons 


1229. .1354, 


1343. .1519, 


1344. 


.1691, 1556. .1693, 


oiio oonx 
ZllZ . . z_U4 , 




2113. .2220 












Seq. No. 


50670 






Seq. ID 


OJ000129 


_39.0419.C47 


Gene No. 


107464 






Strand 


+ 




Start 


245 






End 


894 




Name 


OJ000129 39 


.0419.C47.ol 


.np 


Method 


AAT/NAP 




.Start 


245 






End 


894 




GI 


7523517 






Score 


278 




Exons 


245. .543, 690. .744, 854 


. .894 








GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


50670 






Seq. ID 


OJ000129 


_39.0419.C47 


Gene No. 


107465 






Strand 






Start 


324 






End 


560 




Name 


OJ000129 39 


.0419.C47.ol 


.gs 


Method 


GENSCAN 




Start 


324 






End 


560 




GI 


none 






Score 


.97 




Exons 


324. .399, 475. .560 










Seq. No. 


50670 






Seq. ID 


OJ000129^ 


_39.0419.C47 


Gene No. 


107466 






Strand 






Start 


496 






End 


894 




Name 


OJ000129 39 


.0419.C47.o2 


.np 


Method 


AAT/NAP 




Start 


496 






End 


894 




GI 


6721512 






Score 


66 




Exons 


496. .597, 626. .718, 870 


. .894 








GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 





52140 




Seq. No. 


oUo 71 


Seq. ID 


OJ00ulz9 J9.U419 


. Col 


Gene No. 


107467 


Strand 


+ 




Start 


181 


End 


348 




Name 


OJ000129 39.0419.C51.ol.gs 


Method 


GEN SCAN 




Start 


181 


End 


348 




GI 


none 


Score 


. 47 




Exons 


181. .348 








Seq. No. 


50671 


Seq. ID 


OJ000129_39.0419 


.C51 


Gene No. 


107467 


Strand 


+ 




Start 


181 


End 


348 




Name 


OJ000129 39.0419.C51.ol.np 


Method 


AAT/NAP 




Start 


196 


End 


343 




GI 


7430959 


Score 


82 




Exons 


196. .343 








GI Descrip. 


hypothetical protein F25G13 


.100 - Arabidopsis thaliana 






gi I 5123942 | emb | CAB45500 . 1 1 


(AL079349) 


putative protein 





[Arabidopsis thaliana] gi | 7268003 | emb | CAB78343 . 1 | (AL161535) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


50672 






Seq. ID 


OJ000209_28.0419 


.C2 


Gene No. 


107468 






Strand 


_ 




Start 


594 






End 


656 




Name 


OJ000209_28.0419.C2. 


ol 


. gs 


Method 


GENSCAN : 




Start 


594 






End 


656 




GI 


none 






Score 


.89 




Exons 


594. .656 












Seq. No. 


50673 






Seq. ID 


OJ000209_28.0419 


,C6 


Gene No. 


107469 






Strand 






Start 


219 






End 


2154 




Name 


OJ000209 28. 0419. C6. 


o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


346 




GI 


none 






Score 


314 




Exons 


1..345, 2. .346 












Seq. No. 


50673 






Seq. ID 


OJ000209_28.0419 


.C6 


Gene No. 


107469 






Strand 






Start 


219 






End 


2154 




Name 


OJ000209 28. 0419. C6. 


o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


1 






End 


456 




GI 


none 






Score 


216 




Exons 


1..456 












Seq. No. 


50673 






Seq. ID 


OJ000209_28.0419 


.C6 


Gene No. 


107469 






Strand 






Start 


219 






End 


2154 




Name 


OJ000209 28. 0419. C6. 


o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


139 






End 


459 




GI 


none 






Score 


129 




Exons 


139. .459, 170. .442 












Seq. No. 


50673 






Seq. ID 


OJ000209_28.0419 


.C6 


Gene No. 


107469 






Strand 






Start 


219 






End 


2154 




Name 


OJ000209 28. 0419. C6. 


ol 


.gs 


Method 


GENSCAN 





52141 



Start 
GI 

Exons 



219 
none 

219. .2154 



End 
Score 



2154 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



*Z Seq. No. 
W Gene No. 
FU Start 
B Name 
Start 

. ~ Exons 



r ™ 



50673 

107469 

219 

OJ000209_28.0419.C6.ol.tc 

223 

none 



Seq. ID OJ000209_28.0419.C6 
Strand 

End 2154 

Method TBLASTX : Cress 

End 1539 

Score 131 

223. .339, 667. .723, 739. .903, 925. .1050, 1069. .1137, 1225. .1350, 
1363. .1539 



50673 
107469 
219 

OJ000209_28.0419.C6.ol.np 
241 

5669782 
241. .2013 

(AF108010) HvlLRR2 [Hordeum vulgare] 



Seq. ID OJ000209_28.0419.C6 
Strand 

End 2154 

Method AAT/NAP 

End 2013 

Score 1028 



50673 

107469 

219 

OJ000209_28.0419.C6.ol.tm 

442 

none 



Seq. ID OJ000209_28.0419.C6 
Strand 

End 2154 

Method TBLASTX : Mai ze 

End 822 

Score 80 



442. .822, 446. .526, 456. .740, 460. .816 



50673 

107469 

219 

OJ000209_28.0419.C6.ol.ts 

568 

none 



Seq. ID OJ000209_28.0419.C6 
Strand 

End 2154 

Method TBLASTX : Soybean 

End 1323 

Score 50 



568.-729, 602. .718, 701. .778, 727. .906, 743. .907, 887. .928, 
940.. 1059, 989.. 1060, 1081.. 1323, 1168.. 1308 



fg Seq. No. 


50673 




Seq. ID 


OJ000209_28.0419. 


C6 


f =1 Gene No. 


107469 




Strand 






Start 


219 




End 


2154 




Name 


OJ000209 28.0419.C6.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


755 




End 


1084 




GI 


none 




Score 


133 




Exons 


755. .1084, 757. .1080 










Seq. No. 


50674 




Seq. ID 


OJ000209_28.0419. 


C7 


Gene No. 


107470 




Strand 


+ 




Start 


1070 




End 


1366 




Name 


OJ000209 28.0419.C7.ol. 


.gs 


Method 


GENSCAN 




Start 


1070 




End 


1366 




GI 


none 




Score 


.8 




Exons 


1070. .1366 










Seq. No. 


50674 




Seq. ID 


OJ000209_28.0419. 


C7 


Gene No. 


107471 




Strand 


+ 





52142 



Start 4836 End 5617 

Name OJ000209_28 . 0419 . C7 . ol . np Method AAT/NAP 

Start 4789. End 5617 

GI 7434215 Score 518 

Exons 4789.. 5025, 5053.. 5617 

GI Descrip. probable pyrophosphate — fructose- 6-phosphate 

1-phosphotransf erase (EC 2.7.1.90) T16I18.50 - Arabidopsis 
thaliana gi | 7270231 | emb | CAB80001 . 1 | (AL161582) putative 
pyrophosphate — fructose- 6-phosphate 1-phosphotransf erase 
[Arabidopsis thaliana] 



Seq. No. 


50674 








Seq. ID 


OJ000209 


Gene No. 


107471 








Strand 


+ 


Start 


4836 








End 


5617 


Name 


OJ000209 28 


.0419 


.C7.o2. 


gs 


Method 


GENSCAN 


Start 


4836 








End 


5576 


GI 


none 








Score 


.73 


Exons 


4836. .5576 












Con 

beq. jno. 


cnci a 
jU D / *t 








Seq. ID 


OJ000209 


Gene No. 


107471 








Strand 


+ 


Start 


4836 








End 


5617 


Name 


OJ000209 28 


.0419 


.C7.ol. 


tm 


Method 


TBLASTX: 


Start 


4911 








End 


5537 


GI 


none 








Score 


56 


Exons 


4911. .4982, 


5060 


. .5152, 


5067. 


.5189, 5241. .5432, 




5475. .5504, 


5508 


. .5537 








Seq. No. 


50674 








Seq. ID 


OJ000209 


Gene No. 


107471 








Strand 


+ 


Start 


4836 








End 


5617 


Name 


OJ000209 28 


.0419 


.C7.ol. 


ts 


Method 


TBLASTX: 


Start 


4911 








End 


5609 


GI 


none 








Score 


47 


Exons 


4911. .4997, 


5060 


. .5152, 


5067. 


.5183, 5241.. 5432, 




5475. .5609, 


5477 


. .5608 








Seq. No. 


50674 








;;Seq. ID 


OJ000209 


Gene No. 


107471 








Strand 


+ 


Start 


4836 








End 


5617 


Name 


OJ000209 28 


.0419 


.C7.ol. 


tc 


Method 


TBLASTX: 


Start 


5060 








End 


5429 


GI 


none 








Score 


127 


Exons 


5060. .5152, 


5067 


. .5183, 


5241. 


.5429, 5291.. 5428 


Seq. No. 


50675 








Seq. ID 


OJ000209_ 


Gene No. 


107472 








Strand 


+ 


Start 


384 








End 


1233 


Name 


OJ000209 28 


.0419 


.ClO.ol 


.gs 


Method 


GENSCAN 


Start 


384 








End 


1233 


GI 


none 








Score 


.48 


Exons 


384. .476, 660. .749, 826 


. .1233 






Seq. No. 


50675 








Seq. ID 


OJ000209_ 


Gene No. 


107473 








Strand 




Start 


336 








End 


1142 


Name 


OJ000209 28 


.0419 


.ClO.ol 


.np 


Method 


AAT/NAP 



52143 




Start 


336 


End 


1142 


GI 


3695019 


Score 


304 


Exons 


336.-528, 629. .726, 818. .933, 


1095. .1142 


GI Descrip. 


(AF055848) subtilisin-like protease [Arabidopsis thaliana] 


Seq. No. 


oUb / j 


beq. iu 


ujuuuzuy zo.U4iy.uiu 


Gene No. 


1 Pi O A O O 

1U / 4 / o 


Strand 




O -4- -\ v>4- 

otart 


oob 


T7 _J 

hna 


11/10 
1 1 4 Z 


Name 


ujuuuzuy zo . U4 l y . li u . oi . ts 


Metinoa 


1 bLiAb 1 a ; boyoean 


Start 


O £0 


bna 


q 0. a 
yoo 


GI 


none 


Score 


79 


Exons 


362..S35, 374..53S, 612. .728, 


664. .723, 


818. .904, 820. .903, 




QQQ QQ C 






Seq. No. 


c n t c 


beq. ID 


ujuuuzuy zo.U4iy.Liu 


Gene No . 


1U / 4 / J 


Strand 




Start 


"5 o a 


rjllu 


1 1 A 0 
1 1 4 Z 


Name 


ujuuuzuy zo.u4iy.ciu.oi.uc 


Method 


1 dLAo 1a : cress 


Start 


449 


End 


737 


GI 


none 


Score 


75 


Exons 


A A Ck C O C d C O CJ/; C\ O T31 

44y..ooo, 4oo..oob, blz../o/ 






Seq. No. 


oOd /d 


Seq. ID 


ojuuuzuy zo.U4iy.ciz 


Gene No. 


10/4/4 


Strand 


+ 


Start 


TOO 

loo 


End 


O "7 C 

O / D 


Name 


ojooozoy zo . U4iy .ciz . 01 . gs 


Method 


T~> XT C 1 P 7\ M 

GENSCAN 


Start 


100 

loo 


End 


00^ 

O / D 


GI 


none 


Score 


.51 


Exons 


138. .273, 324.-376 






Seq. No. 


50676 


Seq. ID 


OJ000209_28 .0419.C12 


Gene No. 


107475 


Strand 


+ 


OLalL 


296 


End 


438 


Name 


OJ000209 28.0419.C12.ol.np 


Method 


AAT/NAP 


Start 


296 


End 


438 


GI 


4218991 


Score 


78 


Exons 


296. .438 






GI Descrip. 


(AF098632) subtilisin-like protease [Arabidopsis thaliana] 


Seq. No. 


50677 


Seq. ID 


OJ000209_28.0419.C13 


Gene No. 


107476 


Strand 


+ 


Start 


68 


End 


4440 


Name 


OJ000209 28.0419.C13.ol.np 


Method 


AAT/NAP 


Start 


68 


End 


4401 


GI 


3695019 


Score 


1471 


Exons 


68. .203, 1843. .2378, 2452. .2549, 2642.. 


2887, 3231. .3345, 




3460. .3673, 3827. .4401 






GI Descrip. 


(AF055848) subtilisin-like protease [Arabidopsis thaliana] 


Seq. No. 


50677 


Seq. ID 


OJ000209_28.0419.C13 


Gene No. 


107476 


Strand 


+ 


Start 


68 


End 


4440 


Name 


OJ000209 28.0419.C13.ol.gs 


Method 


GENSCAN 


Start 


1770 


End 


4440 


GI 


none 


Score 


.94 


Exons 


1770. .1816, 1847. .2378, 2452. 


.2549, 2642. .2887, 3231. .3345, 



3460. .3673, 3827. .4440 



52144 





Seq. No. 


50677 








Seq. ID 


OJ000209_28.0419.C13 




Gene No. 


107477 








Strand 






Start 


3804 








End 


8187 




Name 


OJ000209 28 


.0419. 


C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1838 








End 


2371 




GI 


none 








Score 


35 




Exons 


1838. .1882, 


1844 . 


.1879, 


1845. 


.1967, 1917. .2066, 1922.. 2065, 






1993. .2067, 


2133. 


.2369, 


2136. 


.2198, 2174. .2371 




Seq. No. 


50677 








Seq. ID 


OJ000209_28.0419.C13 




Gene No. 


107477 








Strand 






Start 


OOfl /I 

ooU4 








End 


8187 




Name 


OJ000209 28 


.0419. 


C13.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1845 








End 


4107 




GI 


none 








Score 


71 




Exons 


1845. . 1967, 


1884. 


.2066, 


1922. 


.2065, 2133. .2369, 2189.. 2371, 






2658. .2882, 


3232. 


.3363, 


3261. 


.3344, 3459. .3671, 3460. .3672, 






3880. .4011, 


3882. 


.4010, 


4081. 


.4107 . 






Seq. No. 


50677 








Seq. ID 


OJ000209_28.0419.C13 




Gene No. 


107477 








Strand 






Start 


3804 








End 


8187 




Name 


OJ000209 28 


.0419. 


C13.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1917 








End 


2375 




GI 


none 








Score 


240 


Lfl 
f I \ 


Exons 


1917. .2171, 


1925. 


.2065, 


2171. 


.2335, 2172. .2375 


\ J 


Seq. No. 


50677 








Seq. ID 


OJ000209_28.0419.C13 


iy 


Gene No . 


107477 








Strand 






Start 


3804 








End 


8187 




Name 


OJ000209 28 


.0419. 


C13.ol 


.tw 


Method 


TBLASTX: Wheat 


i y 


Start 


1995 








End 


2378 


= 


GI 


none 








Score 


90 


f "a 


Exons 


1995. .2087, 


2006. 


.2065, 


2133. 


.2165, 2148. .2378, 2189. .2362, 






2301. .2369 














Seq. No. 


50677 








Seq. ID 


OJ000209_28.0419.C13 




Gene No. 


107477 








Strand 




Q 


Start 


3804 








End 


8187 


r ^ 


Name 


OJ000209 28 


.0419. 


C13.o2 


.tm 


Method 


TBLASTX: Maize 


- 


Start 


2658 








End 


4014 




GI 


none 








Score 


101 




Exons 


2658. .2762, 


2790. 


.2882, 


3246. 


.3329, 3247.. 3363, 3455.. 3526, 






3456. .3671, 


3459. 


.3527, 


3460. 


.3672, 3873.-3986, 3880. .4014 




Seq. No. 


50677 








Seq. ID 


OJ000209_28.0419.C13 




Gene No . 


107477 








Strand 






Start 


3804 








End 


8187 




Name 


OJ000209 28 


.0419. 


C13.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2658 








End 


4113 




GI 


none 








Score 


64 




Exons 


2658. .2807, 


2691. 


.2843, 


3244. 


.3363, 3453. .3671, 3460. .3672, 






3817. .4020, 


3825. 


.3998, 


4048. 


.4113 






Seq. No. 


50677 








Seq. ID 


OJ000209_28.0419.C13 




Gene No. 


107477 








Strand 





52145 




Start 3804 End 8187 

Name OJ000209_28 . 0419 . C13 .o2 . np Method AAT/NAP 

Start 3804 End 8101 

GI 7489086 Score 71 

Exons 3804.. 3923, 4162.. 4298, 6189.. 6302, 6357.. 6642, 8032.. 8101 



GI Descrip. extensin-like protein PRP5 - Persian tobacco 

gi | 2653671 1 gb | AAC15893 . 1| (U88587) 120 kDa style glycoprotein 
[Nicotiana alata] 





oeq . inu . 


DUO / / 


.Seq. ID 


OJ000209_ 


0 ft 


OA 1 Q 


. J. O 




Gene No. 


107477 


Strand 












Start 


3804 


End 


8187 










Name 


OJ000209 28.0419.C13.o2.gs 


Method 


GEN SCAN 










Start 


5402 


End 


5822 










GI 


none 


Score 


.86 










Exons 


5402.. 5568, 5732.-5822 














OcCJ . NO ■ 


jUD / / 


Seq. ID 


OJ000209_ 


z o 


04 1 Q 






Gene No. 


107477 


Strand 












Start 


3804 


End 


8187 










Name 


OJ000209 28.0419.C13.o3.gs 


Method 


GEN SCAN 










Start 


6182 


End 


8187 










GI 


none 


Score 


.46 










Exons 


6182.. 6379, 6492. .6657, 7924. 


.8021, 8059.. 8187 








■A 


beg. ino. 


c;n £7 q 


Seq. ID 


OJ000209_ 




. u h i y 






Gene No. 


107478 


Strand 


+ 








i y< 


Start 


236 


End 


1375 








: 5 


Name 


OJ000209 28.0419.C14.ol.gs 


Method 


GENSCAN 










Start 


236 


End 


1375 










GI 


none 


Score 


.56 








r ; 1 


Exons 


236.-432, 620. .671, 882. .1375 












s 


Seq. No. 


50678 


Seq. ID 


OJ000209_ 


28 


.0419 


.C14 


r ^ 


Gene No. 


107478 


Strand 


+ 








V i 


o Lai L 


236 


End 


1375 










Name 


OJ000209 28.0419.C14.ol.gp 


Method 


AAT/GAP 










Start 


548 


End 


1125 










GI 


none 


Score 


662 










Exons 


548. .671, 882. .1125 












- ~ 


Seq. No. 


50678 


Seq. .ID 


OJ000209_ 


_28 


.0419 


.C14 




Gene No. 


107479 


Strand 












Start 


1157 


End 


1739 










Name 


OJ000209 28.0419.C14 . o2 . gp 


Method 


AAT/GAP 










Start 


1157 


End 


1739 










GI 


55293 1.R1084 


Score 


1125 










Exons 


1157. .1739 














GI Descrip. 


'4559388/gb|AAD23048.1|AC006526 13 7.0e-54 (AC006526) 








hypothetical protein [Arabidopsis thaliana] 1 










Seq. No. 


50679 


Seq. ID 


OJ000209_ 


28 


.0419 


.C15 




Gene No. 


107480 


Strand 


+ 










Start 


145 


End 


779 










Name 


OJ000209 28.0419.C15.ol.gs 


Method 


GENSCAN 










Start 


145 


End 


779 










GI 


none 


Score 


.81 









52146 



Exons 



145. .779 



Seq. No. 50680 

Gene No. 107481 

Start 1 

Name OJ000209_28 . 0419.C16.ol .np 

Start 1 

GI 3953461 

Exons 1 . . 275 

GI Descrip. (AC002328) F20N2.6 [Arabidopsis thaliana.] 



Seq. ID OJ000209_28.0419.C16 
Strand 

End 275 

Method AAT/NAP 

End 275 

Score 214 



Seq. No. 50680 Seq. ID 

Gene No. 107481 Strand 

Start 1 End 

Name OJ000209_28 . 04 19 . C16 . ol . gs Method 

Start 41 End 

GI none Score 

Exons 41.. 256 



OJ000209_28.0419.C16 
275 

GEN SCAN 

256 

.94 



Seq. No. 50681 Seq. ID 

Gene No. 107482 Strand 

Start 384 End 

Name 0 JO 00209_28.0419.C19.ol.gs Method 

?5 Start 384 End 

= - GI none Score 

li Exons 384.. 1004, 1097.. 3251, 3371.. 3849 



OJ000209_28.0419.C19 
+ 

3849 
GENSCAN 
3849 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000209_28.0419.C19 
+ 

3849 
AAT/NAP 
3843 
2636 



50681 Seq. ID 

107482 Strand 
384 End 
OJ000209_28 .0419.C19.ol.np Method 
423 End 
7434427 Score 
423. .1709, 1935. .3256, 3338. .3843 

protein kinase homolog M3E9.30 - Arabidopsis thaliana 
gi I 2982452 | emb| CAA18216.il (AL022223) receptor protein 
kinase-like protein [Arabidopsis thaliana] 
gi I 7269506 | embl CAB79509.il (AL161565) receptor protein 
kinase-like protein [Arabidopsis thaliana] 



50681 

107482 

384 

OJ000209_28.0419.C19.ol.tc 

591 

none 

591. .617, 7 
780. .830, 8 
1023. .1091, 
1103. .1837, 
1214. .1981, 



Seq. ID OJ000209_28.0419.C19 
Strand + 



End 

Method 

End 

Score 



3849 

TBLASTX: Cress 

3465 

40 



1318. 
1535. 
1718. 
1985. 
2012. 
2225. 



.1488, 
.1993, 
.1993, 
.2224, 
.2221, 
.2458, 



17. .102 
91. .102 
1032. . 
1103. . 
1217. . 
1319. . 
1597. . 
1730. . 
1991. . 
2027. . 
2225. . 



5, 720 
8, 891 
1091, 
1408, 
1549, 
1861, 
1758, 
2023, 
2221, 
2221, 
2332, 



. .100 
. .102 
1061. 
1142. 
1246. 
1324. 
1616. 
1790. 
2000. 
2072. 
2225. 



1, 720. .995, 720. 
8, 891. .1028, 102 
.1426, 1076. .1621 
.1963, 1177. .1419 
.1479, 1252. .1479 
.1620, 1370.. 1912 
.1699, 1645. .1953 
.2011, 1853. .1993 
.2221, 2003. .2221 
.2224, 2080. .2253 
.2332, 2225.. 2338 



.1025, 726. .830, 
3. .1091, 
, 1091. .1585, 
1180. .1335, 
1286. .2014, 
1529. .1726, 
1655. .1993, 
1885. . 1986, 
2003. .2233, 
2101. .2202, 
2228. .2338, 



52147 



2228. .2344, 2231. .2344, 2231. .2338, 2231. .2347, 2339. .2410, 
2345. .2413, 2372. .2461, 2708. .2935, 3017.. 3184, 3370.. 3465 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50681 

107482 

384 

OJ000209_28 

717 

none 

717. .1028, 
825. .944, 8 
1023. .1091, 
1115. .1234, 
1217. .1624, 
1307. .2014, 
1540. .1779, 
1649. .1993, 
2003. .2206, 
2075. .2221, 
2228. .2332, 
2722. .2796, 
3370. .3507, 



.0419.C19.ol.ts 



717. .842, 7 
91.. 1025, 8 
1100. .1747 
1163. .1549 
1235. .1939 
1318. .1500 
1583. .2020 
1763. .1876 
2003. .2206 
2089. .2319 
2228. .2338 
2837. .2935 
3604. .3711 



20. .1025 
91. .1028 
, 1106.. 
1178. . 
1252. . 
1361. . 
1600. . 
1835. . 
2003. . 
2098. . 
2231. . 
3017. . 



Seq. ID 
Strand 
End 

Method 
End 
Score 
720 
, 897 
1408, 
1426, 
1479, 
1768, 
1695, 
1954, 
2224, 
2208, 



OJ000209_28.0419.C19 
+ 

3849 

TBLASTX: Soybean 
3711 
147 

.1025, 747. .839, '807. .1010, 
.1091, 927. 
1108. .1263, 



1180. 
1259. 
1475 . 
1600. 
2000. 
2012. 



.1485, 
,1366, 
,1591, 
, 1695, 
,2122, 
,2227, 



2344, 2345 
3184, 3221 



2117. .2221, 
2467, 



3250, 



,839, ' 
,1028, 
1109. 
1180. 
1289. 
1505. 
1601. 
2000. 
2027. 
2225. 
2651. 
3369. 



.1768, 
.1407, 
.1699, 
.1912, 
.1987, 
.2212, 
.2224, 
.2332, 
.2800, 
.3500, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50681 

107482 

384 

OJ000209_28.0419.C19.o2. tm 

717 

none 



Seq. ID OJ000209_28.0419.C19 

Strand + 

End 384 9 

Method TBLASTX : Mai ze 

End 2601 

Score 96 



717. .833, 741. .833, 1175. .1267, 1213. .1338, 1223. .1339, 
1583. .1687, 1601. .1687, 1730. .1837, 1802. .1909, 2198. .2524, 
2198.. 2587, 2203.. 2601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50681 

107482 

384 

OJ000209_28.0419.C19.ol.tm 

2650 

none 



Seq. ID OJ000209_28.0419.C19 

Strand + 

End 3849 

Method TBLASTX : Mai ze 

End 3052 

Score 453 



2650.. 2928, 2651.. 2935, 3017.. 3052 



Seq. No. 50681 

Gene No. 107482 

Start 384 

Name OJ000209_28 . 0419 . C19 . ol . tw 

Start 2837 

GI none 

Exons 2837.. 2935, 3017.. 3190 



Seq. ID OJ000209_28.0419.C19 

Strand + 

End 3849 

Method TBLASTX : Wheat 

End 3190 

Score 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50681 

107482 

384 

OJ000209_28.0419.C19.o3.tm 

3053 

none 



Seq. ID OJ000209_28.0419.C19 

Strand + 

End 3849 

Method TBLASTX : Mai ze 

End 3726 

Score 138 



3053. .3184, 3221. .3250, 3369. .3479, 3370. .3462, 3446. .3481, 
3597.. 3725, 3598. .3726 



52148 



Seq. No. 50682 

Gene No. 107483 

Start 52 

Name OJ000209_28 . 0419. C20 . ol .gs 

Start 52 

GI none 

Exons 52.. 435 



Seq. ID OJ000209_28.0419.C20 

Strand + 

End 1534 

Method GENSCAN 

End 4 35 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 
3 GI 
i Exons 
J GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50682 
107483 
52 

OJ000209_28.0419.C20.ol.np 
218 

3953461 
218. .403, 1493. .1534 

(AC002328) F20N2.6 [Arabidopsis thaliana] 



Seq. ID OJ000209_28.0419.C20 
Strand + 

1534 
AAT/NAP 
1534 
108 



End 

Method 

End 

Score 



50683 
107484 
1 

OJ000209_28.0419.C21.ol.gp 
1 

2443168 
1..43, 146. .275 

4559388/gb|AAD23048.1| AC006526_13 7 ,0e-54 (AC00652 6) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000209_28.0419.C21 
Strand 

End 14 65 

Method AAT/GAP 

End 275 

Score 318 



50683 

107484 

1 

OJ000209_28.0419.C21.ol.ts 
1 

none 



Seq. ID OJ000209_28.0419.C21 
Strand 

End 1465 

Method TBLASTX : Soybean 

End 7 94 

Score 50 

1..36, 2. .37, 144. .257, 146. .451, 146. .493, 285. .521, 618. .794, 
620. .793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50683 
107484 
1 

OJ000209_28.0419.C21.ol.np 
1 

6850880 

1..43, 146. .503, 618. .815, 1408. .1465 

(AL137898) putative protein [Arabidopsis thaliana] 



Seq. ID . OJ000209_28.0419.C21. 
Strand 

End 1465 

Method AAT/NAP 

End 14 65 

Score 394 



50683 

107484 

1 

OJ000209_28.0419.C21.ol.tc 
2 

none 



Seq. ID OJ000209_28.0419.C21 
Strand 

End 1465 

Method TBLASTX : Cress 

End 506 

Score 39 



2. .40, 3. .29, 146. .505, 156. .374, 294. .506, 435.-485 



50683 

107484 

1 



Seq. ID OJ000209_28.0419.C21 
Strand 

End 1465 



52149 



Name 


OJ000209 28.0419.C21 


.ol 


. tm 


Method 


Start 


2 






End 


GI 


none 






Score 


Exons 


2. .46, 91. .258, 144. 


.260, 


146.. 505, 62 


Seq. No. 


50683 






Seq. ID 




107484 






<5r rand 


Start 


1 






End 


Name 


OJ000209 28.0419.C21 


.ol 


.gs 


Method 


Start 


146 






End 


GI 


none 






Score 


Exons 


146. .503, 618. .953, 


1271. . 


1290 


Seq. No. 


50684 






Seq. ID 




107485 






Strand 


Start 


64 






End 


Name 


OJ000209 28.0419.C22 


.ol 


,gs 


Method 


Start 


64 






End 


GI 


none 






Score 


Exons 


64. .138, 242. .371 








Seq. No. 


50684 






Seq. ID 


Gene No. 


107486 






Strand 


Start 


3253 






End 


Name 


OJ000209 28.0419.C22 


.ol 


.np 


Method 


Start 


1907 






End 


GI 


7340868 






Score 


Exons 


1907.. 1928, 3083.. 3326 






GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


Seq. No. 


50684 






Seq. ID 


f!pnp No 
VJC1J.C in w • 


107486 






Strand 


Start 


3253 






End 


Name 


OJ000209 28.0419.C22 


.o2 


.gs 


Method 


Start 


3253 






End 


GI 


none 






Score 


Exons 


3253.. 3395, 3626.. 3670 






Seq. No. 


50685 






Seq. ID 




107487 






Strand 


Start 


998 






End 


Name 


OJ000209 28.0419.C23 


.ol 


.gs 


Method 


Start 


998 




End 


GI 


none 






Score 


Exons 


998. .1161 








Seq. No. 


50685 






Seq. ID 


Gene No. 


107488 






Strand 


Start 


444 






End 


Name 


OJ000209 28.0419.C23 


.o2 


np 


Method 


Start 


444 






End 


GI 


2760331 






Score 


Exons 


444. .487, 1392. .1624 




369 


..2088, 2174 


GI Descrip. 


(AC002130) F1N21.16 


[Arabidopsis thali< 


Seq. No. 


50685 






Seq. ID 


Gene No. 


107488 






Strand 



TBLASTX: Maize 

784 

72 

5. .784 



1465 
GENS CAN 
1290 
.86 



371 

GEN SCAN 

371 

.98 



3670 
AAT/NAP 
3326 
185 



3670 
GENS CAN 
3670 
.66 



+ 

1161 
GENSCAN 
1161 
.43 



2584 
AAT/NAP 
2267 
127 



52150 



Start 444 

Name OJ000209_28 . 04 19 . C23 . ol . np 

Start 1439 

GI 7486726 

Exons 1439.. 2088, 2174.. 2264, 2556. 

GI Descrip. hypothetical protein F9D12.2 



End 2584 
Method AAT/NAP 
End 2584 
Score 250 
.2584 

Arabidopsis thaliana 



gi|3319345|gb|AAC26234.1| (AF077407) contains similarity to 
maize transposon MuDR (GB:M76978) [Arabidopsis thaliana] 



Seq. No. 50686 Seq. ID 

Gene No. 107489 Strand 

Start 164 End 

Name OJ000209_28 . 04 19 . C24 . ol . gs Method 

Start 164 End 

GI none Score 

Exons 164.. 275 



OJ000209_28.0419.C24 
275 

GENSCAN 

275 

.89 



Seq. No. 


50687 




Seq. ID 


OJ000209_ 


_28. 


0419. 


C27 


Gene No. 


107490 




Strand 










Start 


265 




End 


453 








Name 


OJ000209 28.0419 


.C27 .ol.np 


Method 


AAT/NAP 








Start 


265 




End 


453 








GI 


3953461 




Score 


142 








Exons 


265. .453 














GI Descrip. 


(AC002328) F20N2 


.6 [Arabidopsis thaliana] 








Seq. No. 


50688 




Seq. ID 


OJ000209_ 


_28. 


0419. 


C28 


Gene No. 


107491 




Strand 










btart 


1 




End 


1526 








Name 


OJ000209 28.0419 


.C28 .ol.np 


Method 


AAT/NAP 








Start 


1 




End 


434 








GI 


3953460 




Score 


120 








Exons 


1..40, 257. .434 














GI Descrip. 


(AC002328) F20N2 


.5 [Arabidopsis thaliana] 








Seq. No. 


50688 




Seq. ID 


OJ000209_ 


_28. 


0419. 


C28 


Gene No. 


107491 




Strand 










Start 


1 




End 


1526 








Name 


OJ000209 28.04-19 


.C28.o2.np 


Method 


AAT/NAP 








Start 


1 




End 


930 








GI 


495518 




Score 


101 








Exons 


1..34, 385. .930 














GI Descrip. 


(U09738) circumsporozoite protein [Plasmodium vivax 


-like 


! SP 


Seq. No. 


50688 




Seq. ID 


OJ000209_ 


28. 


0419. 


C28 


Gene No. 


107491 




Strand 










Start 


1 




End 


1526 








Name 


OJ000209 28.0419 


.C28.ol.gs 


Method 


GENSCAN 








Start 


213 




End 


1526 








GI 


none 




Score 


.71 








Exons 


213. .994, 1333. .1374, 1479. 


.1526 










Seq. No. 


50689 




Seq. ID 


OJ000209_ 


28. 


0419. 


C29 


Gene No. 


107492 




Strand 










Start 


369 




End 


875 








Name 


OJ000209 28.0419 


.C29.ol.gs 


Method 


GENSCAN 








Start 


369 




End 


875 









52151 



GI 


none 


Score 


.51 




Exons 


369. .449, 741. .785, 852. .875 






Seq. No. 


50690 


Seq. ID 


OJ000209_28.0419 


.C31 


Gene No . 


107493 


Strand 


+ 




Start 


122 


End 


208 




Name 


OJ000209 28.0419.C31.ol.gs 


Method 


GENS CAN 




Start 


122 ~ 


End 


208 




GI 


none 


Score 


.41 




Exons 


122 . .208 








Seq. No. 


50691 


Seq. ID 


OJ000209_28.0419 


.C32 


Gene No. 


107494 


Strand 


+ 




Start 


1 


End 


1076 




Name 


OJ000209 28.0419.C32.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


82 




GI 


2443168 


Score 


150 




Exons 


1. .82 








GI Descrip. 


4559388/gb|AAD23048.1|AC006526 13 7.0e 


-54 (AC006526) 






hypothetical protein [Arabidopsis thaliana] 




Seq. No. 




Q an T pi 

oeq • ± u 


UUUUUZU5 


.C32 


Gene No . 


1 01 A QA 


Of- ran H 


i 




Start 


i 




J. U / D 




Name 


nTnnn90Q 9ft ndiQ r^9 ^1 i-c 


4— V«| /-\/~] 


fpDT ZiQT'V • CAirKnan 

i d.uh.o i a . ooyxjea.n 




Start 


1 _ 
X 


Ejna 






GI 


none 


Score 


465 




Exons 


1.-321, 2. .328, 2. .322, 792. 


.983, 793. 


.990, 880. .984 




Seq. No. 




Seq. ID 


OJ000209_28.0419 


.C32 


Gene No . 


107 4 Qzl 


Strand 


+ 




Start 


1 


End 


1076 




Name 


OJ000209 28.0419.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


1076 




GI 


none 


Score 


492 




Exons 


1..321, 2. .328, 8. .322, 21.. 


323, 792.. 


1076, 793. .1071 




Seq. No. 


50691 


Seq. ID 


OJ000209_28.0419 


.C32 


Gene No . 


107494 


Strand 


+ 




Start 


1 


End 


1076 




Name 


OJ000209 28.0419.C32.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


280 




GI 


none 


Score 


378 




Exons 


1..243, 2. .280, 12. .248 








Seq. No. 


50691 


Seq. ID 


OJ000209 28.0419 


.C32 


Gene No. 


107494 


Strand 


+ 




Start 


1 


End 


1076 




Name 


OJ000209 28.0419.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1065 




GI 


6850880 


Score 


789 




Exons 


1..328, 793. .1065 








GI Descrip. 


(AL137898) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


50691 


Seq. ID 


OJ000209_28.0419 


.C32 


Gene No. 


107494 


Strand 


+ 




Start 


1 


End 


1076 





52152 



Name 

Start 

GI 

Exons 



OJ000209_28 .0419. C32 . ol . tw Method 

2 End 

none Score 
2. .322, 14. .322, 25. .354 



TBLASTX: Wheat 

354 

394 



Seq. No. 50691 Seq. ID 

Gene No. 107494 Strand 

Start 1 End 

Name OJ000209_28 .0419. C32 . ol . gs Method 

Start 53 End 

GI none Score 

Exons 53.. 328, 889.. 1068 

Seq. No. 50691 Seq. ID 

Gene No. 107494 Strand 

Start 1 End 

Name OJ000209_28 . 04 19 . C32 . o2 . tc Method 

Start 281 End 

GI none Score 

Exons 281. .328, 792. .1073, 793. .1056 



OJ000209_28.0419.C32 
+ 

1076 
GEN SCAN 
1068 
.5 



OJ000209_28.0419.C32 
+ 

1076 

TBLASTX: Cress 

1073 

65 



Seq. No. 50691 Seq. ID 

Gene No. 107494 Strand 

Start 1 End 

Name OJ000209_28 .0419. C32 . o2 . tw Method 

Start 835 End 

GI none Score 

Exons 835.. 1065, 837.. 1025, 845.. 1030 



OJ000209_28.0419.C32 
+ 

1076 

TBLASTX: Wheat 

1065 

278 



Seq. No. 50692 Seq. ID 

Gene No. 107495 Strand 

Start 193 End 

Name OJ000209_28 .0419. C33 . ol . gs Method 

Start 193 End 

GI none Score 

Exons 193.. 627 



OJ000209_28.0419.C33 
+ 

627 

GENSCAN 

627 

.73 



Seq. No. 50693 Seq. ID 

Gene No. 107496 Strand 

Start 1 End 

Name OJ00020 9_28 . 04 19 . C34 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..216 



OJ000209_28.0419.C34 
+ 

216 

AAT/GAP 

216 

383 



Seq. No. 50693 Seq. ID 

Gene No. 107497 Strand 

Start 1675 End 

Name OJ000209_28 . 04 19 . C34 . ol . gs Method 

Start 1675 End 

GI none Score 

Exons 1675.. 2091 



OJ000209_28.0419.C34 

2091 
GENSCAN 
2091 
.55 



Seq. No. 50694 Seq. ID 

Gene No. 107498 Strand 

Start 160 End 

Name OJ000209_28 .0419. C35 . ol . np Method 



OJ000209_28.0419.C35 
+ 

770 

AAT/NAP 



52153 



Start 


160 


End 


767 


GI 


5257260 


Score 


720 


Exons 


160. .767 






GI Descrip. 


(AP000364) Similar to sequence of BAC 


F7G19 from Arabidopsis 




thaliana. (AC000106) [Oryza 


sativa] 




Seq. No. 


50694 


Seq. ID 


OJ000209_28.0419.C35 


Gene No. 


107498 


Strand 


+ 


Start 


160 


End 


770 


Name 


OJ000209 28.0419.C35.ol.gs 


Method 


GENSCAN 


Start 


177 


End 


770 


GI 


none 


Score 


.67 


Exons 


177. .770 






Seq. No. 


50694 


Seq. ID 


OJ000209_28.0419.C35 


Gene No. 


107499 


Strand 


+ 


Start 


685 


End 


1092 


Name 


OJ000209 28.0419.C35.o2.gp 


Method 


AAT/GAP 


Start 


685 


End 


1092 


GI 


18496 1.R1084 


Score 


729 


Exons 


685. .1092 






GI Descrip. 


■ 6015437/dbj 1 AB008112 . 1 | AB008112 7.0e- 


■09 Homo sapiens PEX1 mR] 




complete cds ' 






Seq. No. 


50694 


Seq. ID 


OJ000209_28.0419.C35 


Gene No. 


107500 


Strand 


+ 


Start 


1625 


End 


1956 


Name 


OJ000209 28.0419.C35.o3.gp 


Method 


AAT/GAP 


Start 


1625 


End 


1956 


GI 


2312674 


Score 


655 


Exons 


1625. .1956 






Seq. No. 


50694 


Seq. ID 


OJ000209_28 .0419.C35 


Gene No. 


107501 


Strand 


+ 


Start 


2388 


End 


2493 


Name 


OJ000209 28.0419.C35.o2.np 


Method 


AAT/NAP 


Start 


2388 


End 


2493 


GI 


5777617 


Score 


54 


Exons 


2388. .2493 






GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 


Seq. No. 


50694 


Seq. ID 


OJ000209_28.0419.C35 


Gene No. 


107502 


Strand 




Start 


1 


End 


69 


Name 


OJ000209 28.0419.C35.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


69 


GI 


uC-osflM202097dl0bl 


Score 


95 


Exons 


1. .69 






GI Descrip. 


' 4062935/dbj | AB0034 95 . 1 | AB0034 95 3.0e- 


14 Oryza sativa DNA for 




dihydrof lavonol 4 -reductase, 


complete 


cds ' 


Seq. No. 


50694 


Seq. ID 


OJ000209_28.0419.C35 


Gene No. 


107503 


Strand 




Start 


2585 


End 


2869 


Name 


OJ000209 28.0419.C35.ol.tc 


Method 


TBLASTX: Cress 


Start 


359 


End 


644 


GI 


none 


Score 


416 



52154 





Exons 


359. .643, 360. .644 












. Seq. No. 


50694 




Seq. ID 


OJ000209_28.0419 


.C35 




Gene No . 






o Liana 








Start 


2585 




End 


2869 






Name 


OJ000209 28.0419.C35 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


362 




. End 


644 






GI 


none 




Score 


413 






Exons 


362. .643, 363.-644 












Seq. No. 


50694 




Seq. ID 


OJ000209_28.0419 


.C35 




Gene No . 


1U /Duo 




Strand 








Start 


2585 




End 


2869 






Name 


OJ000209 28.0419.C35 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


366 




End 


647 






GI 


none 




Score 


358 






Exons 


366. .644, 401. .643, 


522. .647 








Seq. No. 


50694 




Seq. ID 


OJ000209_28.0419 


.C35 




Gene No . 






Strand 








Start 


2585 




End 


2869 






Name 


OJ000209 28.0419.C35 


.o2.gs 


Method 


GENSCAN 






Start' 


2585 




End 


2869 






GI 


none 




Score 


.56 




%2 


Exons 


2585. .2869 










i. i s 


Seq. No. 


50695 




Seq. ID 


OJ000209_28.0419 


.C36 


fll 


Gene No. 


107504 




Strand 


+ 




r 


Start 


714 




End 


2023 






Name 




.ol.gp 


Method 


AAT/GAP 




L U 


Start 


714 




End 


2023 




W 


GI 


4467 12.R1084 




Score 


976 




f : 5 


Exons 


714. .809, 950. .1082, 


1682. . 


,2023 








GI Descrip. 


'4559388/gb|AAD23048 


.1|AC006526_13 7.0e-54 (AC006526) 








hypothetical protein 


[Arabidopsis thaliana] 1 






Seq. No. 


50695 




Seq. ID 


OJ000209_28.0419 


.C36 




Liene wo . * 


1U /OUfl 




Strand 


+ 






Start 


714 




End • 


2023 






Name 


OJ000209 28.0419.C36 


.ol -gs 


Method 


GENSCAN 






Start 


760 




End 


2010 






GI 


none 




Score 


.5 






Exons 


760. .809, 950. .1082, 


1664. . 


2010 








Seq. No. 


50695 




Seq. ID 


OJ000209_28.0419 


.C36 




Gene No. 


107504 




Strand 


+ 








714 




End 


2023 






Name 


OJ000209 28.0419.C36 


. o 1 . np 


Method 


AAT/NAP 






Start 


768 




End 


2023 






GI 


4091010 




Score 


810 






Exons 


768. .809, 950. . 1082, 


1682. . 


2023 








GI Descrip. 


(AF042275) anther-specific 


protein [Oryza sativa] 






Seq. No. 


50696 




Seq. ID 


OJ000209_28.0419 


.C38 




Gene No. 


107505 




Strand 


+ 






Start 


1 




End 


2837 






Name 


OJ000209 28.0419.C38 


. ol . np 


Method 


AAT/NAP 





52155 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 2003 

5257268 Score 1141 

1..177, 265. .364, 472. .738, 877. .954, 1035. .1136, 1219. .1268, 
1384. .1480, 1911. .2003 

(AP000364) Similar to putative SEC14 cytosolic factor. (Q10137) 
[Oryza sativa] 



50696 

107505 

1 

OJ000209_28.0419.C38.o2.np 
1 

3953470 



Seq. ID OJ000209_28.0419.C38 

Strand + 

End 2837 

Method AAT/NAP 

End 2837 

Score 810 



1..177, 265. .364, 472. .738, 877. .954, 1035. .1136, 1219. .1268, 
1384. .1480, 1633. .1708, 2150. .2837 
(AC002328) F20N2.15 [Arabidopsis thaliana] 



'-4 



Seq. No. 


50696 




Seq. ID 


OJ000209_28.0419.C38 


Gene No. 


107505 




Strand 


+ 


Start 


1 




End 


2837 


Name 


OJ000209_28.0419.C38.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


53 




End 


2808 


GI 


none 




Score 


136 


Exons 


53. .208, 154. .210, 259. 


.357, 


263. .364, 


512. .739, 513. .740, 




520. .759, 534. .758, 876 


. .953, 


877. .960, 


1032.. 1139, 1058.. 1138 




1215.. 1271, 1219.. 1263, 


1381. 


.1431, 1382. .1432, 1424. .1492, 




1426. .1491, 1848. .1952, 


2629. 


.2808 




Seq. No. 


50696 




Seq. ID 


OJ000209_28.0419.C38 


Gene No . 


107505 




Strand 


+ 


Start 


1 




End 


2837 


Name 


OJ000209 28.0419.C38.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


56 




End 


366 


GI 


none 




Score 


142 


Exons 


56. .196, 148. .207, 259. 


.366, 


263. .364 




Seq. No. 


50696 




Seq. ID 


OJ000209_28.0419.C38 


Gene No. 


107505 




Strand 


+ 


Start 


1 




End 


2837 


Name 


OJ000209 28.0419.C38.ol 


.gs 


Method 


GENSCAN 


Start 


59 




End 


2808 


GI 


none 




Score 


.9 


Exons 


59. .177, 265. .364, 472. 


.738, 


877. .954, 


1035.. 1136, 1839.. 1952, 




2086. .2257, 2456. .2808 








Seq. No. 


50696 




Seq. ID 


OJ000209_28.0419.C38 


Gene No. 


107505 




Strand 


+ 


Start 


1 




End 


2837 


Name 


OJ000209 28.0419.C38.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


505 




End 


713 


GI 


none 




Score 


267 


Exons 


505. .711, 507. .713 








Seq. No. 


50696 




Seq. ID 


OJ000209_28.0419.C38 


Gene No. 


107505 




Strand 


+ 


Start 


1 




End 


2837 


Name 


OJ000209 28.0419.C38.ol 


. tw 


Method 


TBLASTX: Wheat 



52156 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



505 End 1268 

none Score 302 

505. .738, 507. .737, 876. .932, 876. .953, 877. .960, 1020. .1136, 
1021. .1137, 1032. .1139, 1213. .1263, 1215. .1268, 1219. .1266 



50696 

107505 

1 

OJ000209_28.0419.C38.ol.tm 

506 

none 



Seq. ID OJ000209_28.0419.C38 

Strand + 

End 2837 

Method TBLASTX : Mai ze 

End 1465 

Score 330 



506. .649, 507. .737, 508. .738, 695.-739, 876. .953, 877. .960, 
1026. .1136, 1032. .1139, 1046. .1138, 1216. .1263, 1218. .1271, 
1219. .1263, 1351. .1431, 1382. .1432, 1426. .1464, 1427. .1465 



50696 
107505 
1 

OJ000209_28.0419.C38.o2.tc 
876 
none 

876. .953, 877. .960, 1020. .1136, 1032. 
1219. .1263, 1382. .1432, 1445. .1483 



Seq. ID OJ000209_28.0419.C38 



Strand 
End 

Method 

End 

Score 



2837 

TBLASTX : Cress 

1483 

85 

.1139, 1061. .1138, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50696 

107505 

1 

OJ000209_28 . 04 19 . C38 . o3 . tm 

1654 

none 

1654. .1734, 1660. .1734, 1671. 
1836.. 1955, 1836.. 1952, 1838. 

50697 
107506 . 
943 

OJ000209_28.0419.C39.ol.np 
943 

131192 
943. .1377 
PHOTOSYSTEM I 
9 KD PROTEIN) 
V precursor - 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1736, 1704 
.1972, 2086 



OJ000209_28.0419.C38 
+ 

2837 

TBLASTX: Maize 
2274 
95 

1742, 1834.. 1929, 
2127, 2197.. 2274 



Seq. ID OJ000209_28.0419.C39 

Strand + 

End 1377 

Method AAT/NAP 

End 1377 

Score 549 



REACTION CENTRE SUBUNIT V PRECURSOR (PHOTOSYSTEM I 
(PSI-G) gi 1 100606 Ipir | IS20937 photosystem I chain 
barley gi 1 19091 1 emb | CAA42727 . 1 1 (X60158) 



photosystem I polypeptide PSI-G precursor [Hordeum vulgare] 



50697 Seq. ID 

107506 Strand 

943 End 
OJ000209_28.0419.C39.ol.gs Method 

952 End 

none Score 
952. .1377 



OJ000209_28.0419.C39 
+ 

1377 
GENS CAN 
1377 
1 



Seq. No. 50697 Seq. ID 

Gene No. 107507 Strand 

Start 876 End 

Name OJ000209_28 . 04 19 . C39 . ol . gp Method 



OJ000209_28.0419.C39 

1672 
AAT/GAP 



52157 



Start 876 End 1672 

GI 2669_3.R1084 Score 1545 

Exons 876.. 1672 

GI Descrip. 1 131192/sp I Q00327 | PSAG_HORVU 1.0e-51 PHOTOSYSTEM I REACTION 

CENTRE SUBQNIT V PRECURSOR (PHOTOSYSTEM I 9 KD PROTEIN) (PSI-G) 

>gi_100606_pir S20937 photosystem I chain V precursor - barley 

>gi_19091_emb_CAA42727_ (X60158) photosystem I polypeptide 
PSI-G precursor [Hordeum vulgare] 1 



Seq. No. 


50697 




Seq. ID 


ujuuuzuy zo.U4iy 


. Coy 


Gene No. 


107508 




Strand 






Start 


1990 




End 


2503 




Name 


OJ000209 28 


.0419.C39.ol.tw 


Method 


TBLASTX: Wheat 




Start 


758 




End 


1374 




GI 


none 




Score 


271 




Exons 


758. .799, 815. .868, 1207. .1374, 1209.. 


1373 




Seq. No. 


5Uo9 / 




Seq. ID 


/^taaaoaq 00 a ^ 1 a 

ojuuuzuy zo.u4iy 


. cjy 


Gene No. 


107508 




Strand 






Start 


1990 




End 


2503 




Name 


ojuuuzuy Zo 


.U4iy.CJ9.ol.tc 


Method 


TBLASTX: Cress 




Start 


o 77 




End 


1388 




GI 


none 




Score 


40 




Exons 


b/7 . . 1011, 


1 A O 1 1 1 O O 1 1 A 1 

1081 . . lloZ, 1101 . 


1 1 O T 1 1 O 

.1181, llo 


3. .1374, 1185. .13: 


88 


Seq. No. 


C A A*7 

50697 




Seq. ID 


OJ000209_28.0419 


.C39 


Gene No . 


i a ^ c a o 

107508 




Strand 






Start 


1990 




End 


2503 




Name 


OJ000209_28 


.0419.C39.ol.ts 


Method 


TBLASTX ; Soybean 




Start 


A A O 

948 




End 


1359 




GI 


none 




Score 


87 




Exons 


948 . .1019, 


949. . 1014, 1081. . 


1359, 1101 


. .1358 




Seq. No. 


50697 




Seq. ID 


OJ000209_28.0419 


.C39 


Gene No. 


107508 




Strand 






Start 


1990 . 




End 


2503 




Name 


OJ000209 28 


.0419.C39.o2.tm 


Method 


TBLASTX: Maize 




Start 


948 




End 


1504 




GI 


none 




Score 


87 




Exons 


948. .1019, 


949. .1014, 1081.. 


1380, 1101 


..1376, 1466. .1501, 




1475. .1504 










Seq. No. 


50697 




. Seq. ID 


OJ000209_28.0419 


.C39 


Gene No. 


107508 




Strand 






Start 


1990 




End 


2503 




Name 


OJ000209 28 


.0419.C39.ol.tm 


Method 


TBLASTX: Maize 




Start 


1856 




End 


2503 




GI 


none 




Score 


77 




Exons 


1856. .1966, 


1857.. 1967, 1975 


..2130, 1975. .2502, 1979. .2152, 




2067. .2459, 


2243. .2503 








Seq. No. 


50697 




Seq. ID 


OJ000209_28.0419 


.C39 


Gene No. 


107508 




Strand 






Start 


1990 




End 


2503 




Name 


OJ000209 28 


.0419.C39.o2.gs 


Method 


GENS CAN 




Start 


1990 




End 


2499 




GI 


none 




Score 


.51 





52158 




Exons 



1990. .2499 



Seq. No. 


50697 




Seq. ID 


OJ000209 


Gene No. 


107508 




Strand 


— 


Start 


1990 




End 


2503 


Name 


OJ000209 28. 


0419.C39.o2.gp 


Method 


AAT/GAP 


Start 


2097 




End 


2503 


GI 


none 




Score 


775 


Exons 


2097. .2503 








Seq. No. 


50698 




Seq. ID 


OJ000209 - 


Gene No. 


107509 




Strand 


+ 


Start 


1407 




End 


3598 


Name 


OJ000209 28. 


0419.C40.ol.gp 


Method 


AAT/GAP 


Start 


1407 




End 


2474 


GI 


none 




Score 


818 


Exons 


1407. .1459, 


2101. .2474 






Seq. No. 


50698 




Seq. ID 


OJ000209 


Gene No. 


107509 




Strand 


+ 


Start 


1407 




End 


3598 


Name 


OJ000209 28. 


0419.C40.ol.gs 


Method 


GENSCAN 


Start 


2130 




End 


3598 


GI 


none 




Score 


.55 


Exons 


2130. .3320, 


3484. .3598 






Seq. No. 


50699 




Seq. ID 


OJ000229 


Gene No. 


107510 




Strand 


+ 


Start 


1543 




End 


1697 


Name 


OJ000229 24. 


0419.Cl.ol.np 


Method 


AAT/NAP 


Start 


1543 




End 


1697 


GI 


5777617 




Score 


105 


Exons 


1543. .1697 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


50699 




Seq. ID 


OJ000229_ 


Gene No. 


107511 




Strand 


+ 


Start 


1988 




End 


3969 


Name 


OJ000229 24. 


0419.Cl.o3.np 


Method 


AAT/NAP 


Start 


1988 




End 


3969 


GI 


7242910 




Score 


79 


Exons 


1988. .2040, 


3872. .3969 






GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 


Seq. No. 


50699 




Seq. ID 


OJ000229_ 


Gene No. 


107512 




Strand 


+ 


Start 


4248 




End 


13719 


Name 


OJ000229 24. 


0419.Cl.o2,gs 


Method 


GENSCAN 


Start 


4248 




End 


13618 


GI 


none 




Score 


.67 


Exons 


4248. .4320, 


4785.. 4810, 6077.. 


6316, 6500.. 6598, 




7406. .7634, 


9974.. 10080, 10091 


. .10145, 


10302. .1 




11575. .11643 


, 12019. .12099, 12178. .12342, 13000 




13491. .13590 


, 13605.. 13618 






Seq. No. 


50699 




Seq. ID 


OJ000229 


Gene No. 


107512 




Strand 


+ 



52159 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



4248 End 13719 

OJ000229_24 .04 19. CI ,o4 .np Method AAT/NAP 

6527 End 13719 

4038594 Score 1484 

6527. .6598, 6861. .7285, 7406. .7693, 11180 .. 11264 , 
11877. .11933, 12019. .12099, 12178 12342, 13003., 
13491. .13719 

(AJ222798) tDETl protein [Lycopersicon esculentum] 

gi I 4454332 | emb | CAA11914 | (AJ224356) tDETl protein [Lycopersicon 

esculentum] 



11575. .11643, 
13098, 



Seq. No. 50699 Seq. ID 

Gene No. 107512 Strand 

Start 4248 End 

Name OJ000229_24 . 04 1 9 . CI . o2 . gp Method 

Start 12001 End 

GI LIB3431-019-P1-K1-B11 Score 

Exons 12001. .12099, 12178.. 12531 

GI Descrip. 1 4038594/emb | CAA10993 | 8.0e-25 (AJ222798) tDETl protein 

[Lycopersicon esculentum] >gi_4 4 54 332_emb_CAA11914_ (AJ224356) 
tDETl protein [Lycopersicon esculentum] ' 



OJ000229_24.0419.C1 
+ 

13719 
AAT/GAP 
12531 
849 



Seq. No. 


50699 






Seq. ID 


OJ000229_24.0419.C1 


Gene No. 


107513 






Strand 




Start 


278 






End 


4931 


Name 


OJ000229 24 


.0419 


.CI . ol . gs 


Method 


GENSCAN 


Start 


278 






End 


3576 


GI 


none 






Score 


.66 


Exons 


278. .377, 1215.. 


1242, 1298.. 


1534, 2890 


..2973, 3115. .3449, 




3499. .3576 










Seq. No. 


50699 






Seq. ID 


OJ000229_24.0419.C1 


Gene No. 


107513 






Strand 




Start 


278 






End 


4931 


Name 


OJ000229 24 


.0419 


.Cl.o2.np 


Method 


AAT/NAP 


Start 


1439 






End 


4931 


GI 


6693020 






Score 


123 


Exons 


1439. .1562, 


3161 


..3388, 3499 


..3627, 4301. .4339, 4902. .4931 


GI Descrip. 


(AC012375) 


T22C5 


.14 [Arabidopsis thaliana] 


Seq. No. 


50699 






Seq. ID 


OJ000229_24 .0419. CI 


Gene No. 


107514 






Strand 




Start 


13521 






End 


13592 


Name 


OJ000229 24 


.0419 


.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6362 






End 


7115 


GI 


none 






Score 


39 


Exons 


6362. .6457, 


6499 


..6579, 6500 


..6580, 6860. .7114, 6861. .7115 


Seq. No. 


50699 






Seq. ID 


OJ000229_24.0419.C1 


Gene No. 


107514 






Strand 




Start 


13521 






End 


13592 


Name 


OJ000229 24 


.0419 


.Cl.o3.ts 


Method 


TBLASTX: Soybean 


Start 


6848 






End 


7088 


GI 


none 






Score 


94 


Exons 


6848. .6979, 


6854 


..7042, 6858 


..7043, 6858. .7046, 7038. .7088 


Seq. No. 


50699 






Seq. ID 


OJ000229_24 .0419. CI 



52160 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

t Seq. No. 

f Gene No. 

il Start 

[J Name 

1 Start 

J GI 

J Exons 
=? 

U Seq. No. 

Gene No. 

3 Start 

1 Name 

1 Start 

I GI 

3 Exons 



107514 Strand 

13521 End 

OJ000229_24 . 0419 . CI . ol . tc Method 

6918 End 

none Score 



13592 

TBLASTX: Cress 

7226 

147 



6918. .7034, 6920. .7042, 7061. .7162, 7062. .7226, 7080. .7220 



Seq. ID OJ000229_24.0419.C1 
Strand 

13592 

TBLASTX: Maize 
7564 
326 



End 

Method 

End 

Score 



7287, 7088. .7300, 7392. .7562, 



50699 
107514 
13521 

OJ000229_24.0419.Cl.ol.tm 
7082 
none 

7082. .7285, 7083. .7286, 7087, 
7397. .7564, 7403. .7564 

50699 
107514 
13521 

OJ000229_24.0419.Cl.o2.ts 
7113 
none 

7113. .7286, 7118. .7285, 7388.-7495, 7392. .7493 



Seq. ID OJ000229_24.0419.C1 
Strand 
End 

Method 
End 
Score 



13592 

TBLASTX : Soybean 
7495 
210 



50699 

107514 

13521 

OJ000229_24.0419.Cl.o2.tc 

7467 

none 



Seq. ID OJ000229_24.0419.C1 



Strand 
End 

Method 

End 

Score 



13592 

TBLASTX: Cress 

11255 

199 



7467. .7634, 7469. .7624, 11183 .. 11254 , 11184. .11255 



50699 
107514 
13521 
OJ00022 
7576 
none 
7576. .7 
11177. . 
11578. . 
11875. . 
12019. . 
12202. . 
13488. . 
13563. . 



9 24.0419.Cl.o2.tm 



Seq. ID OJ000229_24 .0419. CI 
Strand 

End 13592 

Method TBLASTX: Maize . 

End 13592 

Score 87 



632, 7581.. 7634, 11163. . 11261, 11166 .. 112 64 , 

11272, 11183. .11275, 11574 .. 11645, 11575 .. 1164 6, 

11646, 11848. .11934, 11859. . 11939, 11874 .. 11933, 

11934, 11876. .11941, 12018 12098 , 12018 .. 12098, 

12099, 12020. .12106, 12175 12348, 12176 .. 12340, 

12342, 12999. .13118, 13000 .. 13110 , 13488 .. 13559, 

13553, 13490. .13558, 13562 .. 13591, 13563 .. 13592, 
13592 



Seq. No. 50699 Seq. ID 

Gene No. 107514 Strand 

Start 13521 End 

Name OJ000229_24 . 04 1 9 . CI . ol . ts Method 

Start 11574 End 

GI none Score 
Exons 



OJ000229_24.0419.C1 
13592 

TBLASTX: Soybean 

13062 

122 



11574. .11645, 11575. .11646, 11859 .. 11939, 11864 .. 11935, 
12018. .12098, 12019. .12099, 12169 .. 12348 , 12202 .. 12333, 
12999. .13061, 13000.. 13062 



52161 




Seq. No. 


50699 


Seq. ID 


OJ000229 


_24 


.0419 


.CI 


Gene No. 


107514 


Strand 










Start 


13521 


End 


13592 








Name 


OJ000229_24 . 0419 . CI . o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


13470 


End 


13592 








GI 


none 


Score 


184 








Exons 


13470 . . 1358 9, 13478. .13591, 


13479. .13592 








Seq. No. 


50699 


Seq. ID 


OJ000229 




.0419 


.CI 


Gene No. 


107514 


Strand 










Start 


13521 


End 


13592 








Name 


OJ000229 24.0419.Cl.o3.gp 


Method 


AAT/GAP 








Start 


13521 


End 


13592 








GI 


3268 1.R1084 


Score 


114 








Exons 


13521. .13592 












GI Descrip. 


, 4038594/emb|CAA10993| 2.0e- 


14 (AJ222798) tDETl 


protein 






[Lycopersicon esculentum] >gi 4454332 


emb CAA11914 


(AJ224 




tDETl protein [Lycopersicon 


esculentum] 1 








Seq. No. 


50700 


Seq. ID 


OJ000229 


_24 


.0419 


-C2 


Gene No. 


107515 


Strand 


+ 








Start 


1 


End 


1907 








Name 


OJ000229 24.0419.C2.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


1907 








GI 


7106516 


Score 


116 








Exons 


1..38, 941. .1007, 1730. .1907 












GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 








Seq. No. 


50700 


Seq. ID 


OJ000229 


_24 


.0419 


.C2 


Gene No. 


107516 


Strand 










Start 


1040 


End 


2911 








Name 


OJ000229 24.0419.C2.ol.np 


Method 


AAT/NAP 








Start 


935 


End 


2437 








GI 


7228450 


Score 


221 








Exons 


935.. 1050, 1154.. 1267, 1398. 


.1483, 2326. .2437 








GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 








Seq. No. 


50700 


Seq. ID 


OJ000229_ 


_24 


.0419 


.C2 


Gene No. 


107516 


Strand 










Start 


1040 


End 


2911 








Name 


OJ000229 24.0419.C2.ol.gs 


Method 


GENS CAN 








Start 


1040 


End 


2844 








GI 


none 


Score 


.57 








Exons 


1040. .1267, 1753. .2047, 2722 


. .2844 










Seq. No. 


50700 


Seq. ID 


OJ000229_ 


_24 


.0419 


.C2 


Gene No. 


107516 


Strand 










Start 


1040 


End 


2911 








Name 


OJ000229 24.0419.C2.o3.np 


Method 


AAT/NAP 








Start 


2076 


End 


2911 








GI 


7340868 


Score 


192 








Exons 


2076. .2318, 2628. .2911 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


50701 


Seq. ID 


OJ000229_ 


_24 


.0419 


.C3 


Gene No. 


107517 


Strand 










Start 


1391 


End 


2728 









52162 



Name OJ000229_24.0419.C3.ol.np Method AAT/NAP 

Start 183 End 2473 

GI 6223650 Score 480 

Exons 183.. 199, 1802.. 2169, 2277.. 2473 

GI Descrip. (AC011698) NAM-like protein (no apical meristem) [Arabidopsis 
thaliana] 



Seq. No. 50701 Seq. ID 

Gene No. 107517 Strand 

Start 1391 End 

Name OJ000229_24 . 0419.C3.ol .gp Method 

Start 1155 End 

GI none Score 

Exons 1155.. 1925 



OJ000229_24.0419.C3 

2728 
AAT/GAP 
1925 
998 



Seq. No. 50701 

Gene No. 107517 

Start 1391 

Name OJ000229_24 . 0419 . C3 . ol . gs 

Start 1391 

GI none 

Exons 1391.. 2169, 2277.. 2460 

Seq. No. 50701 

Gene No. 107517 

Start 1391 

Name OJ000229_24 . 0419 . C3 . ol . tm 

Start 1669 

GI none 

Exons 1669.. 1722, 1719.. 1742, 1720. 

1928.. 2020, 1932. .2018, 2033. 
2273. .2359, 2326. .2421 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229_24.0419.C3 

2728 
GENSCAN 
2460 
.99 



OJ000229 24. 0419. C3 



2728 

TBLASTX: Maize 
2421 
38 

.1746, 1826. .1882, 1827. .1883, 
.2152, 2040.. 2153, 2272.. 2337, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50701 
107517 
1391 

OJ000229 24.0419.C3.ol.tc 



OJ000229 24. 0419. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1928. .2017, 1935. .2018, 2033. .2152, 2034. .2159, 
2273. .2338, 2347. .2421, 2348. .2413 



1838 
none 

1838. .1879, 
2272. .2337, 

50701 

107517 

1391 

OJ000229_24.0419.C3.ol.ts 

1838 

none 



2728 

TBLASTX: Cress 

2421 

109 



Seq. ID OJ000229_24.0419.C3 



Strand 
End 

Method 

End 

Score 



2728 

TBLASTX: Soybean 

2430 

108 



1838. .1879, 1928. .2017, 1935. .2012, 2030. .2152, 2034. .2159, 
2272. .2337, 2272. .2358, 2277. .2345, 2279. .2359, 2341. .2430 



Seq. No. 50701 Seq. ID 

Gene No. 107517 Strand 

Start 1391 End 

Name OJ000229_24 . 0419 . C3 . o2 . gp Method 

Start 1871 End 

GI • 68488 1.R1084 Score 



OJ000229_24.0419.C3 

2728 
AAT/GAP 
2728 
1003 



52163 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1871. .2169, 2277. .2502, 2666. .2728 

, 1279640/emb|CAA63101| 1.0e-40 (X92204) NAM [Petunia x hybrida] 
>gi_6066595_emb_CAA63102.2_ (X92205) NAM [Petunia x hybrida] 1 



50701 

107517 

1391 

OJ000229_24.0419.C3.ol.tw 

1928 

none 



Seq. ID OJ000229_24 .0419.C3 
Strand 
End 

Method 
End 
Score 



2728 

TBLASTX: Wheat 

2143 

86 



1928. .2014, 1932. .2012, 2036. .2143, 2043. .2141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50702 Seq. ID 

107518 Strand 

1 End 

OJ000229_24 . 0419 . C6 . ol . gp Method 

1 End 

15538_1.R1084 Score 

1..204, 294. .365, 449. .487, 628. .735, 



OJ000229_24.0419.C6 
+ 

920 

AAT/GAP 
920 
925 
815. .920 



, 4581114/gb|AAD24604.1|AC005825_ll 2.0e-28 (AC005825) putative 
HesB-like protein; required for efficient nitrogen fixation in 
Cyanobacteria [Arabidopsis thaliana] 1 



50702 Seq. ID 

107518 Strand 

1 End 

OJ000229_24 . 04 19 . C6 . ol . tm Method 

5 End 

none Score 



OJ000229_24.0419.C6 
+ 

920 

TBLASTX: Maize 

894 

250 



5. .193, 7. .171, 171. .209, 172. .210, 292. .366, 294. .365, 
445.-486, 446. .487, 625. .738, 625. .735, 627. .788, 775. . 885, 
787. .894, 798. .893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50702 Seq. ID 

107518 Strand 

1 End 

OJ000229_24.0419.C6.ol.ts Method 

19. End 

none Score 
19. .168, 20. .193, 26. .169, 172. .210 

50702 Seq. ID 

107518 Strand 

1 End 

OJ000229_24 .0419.C6.ol ,gs Method 

330 End 

none Score 
330. .365, 628. .735, 815. .916 



OJ000229_24 .0419.C6 
+ 

920 

TBLASTX: Soybean 

210 

206 



OJ000229_24 .0419.C6 
+ 

920 

GENS CAN 

916 

.78 



Seq. No. 50702 Seq. ID 

Gene No. 107518 Strand 

Start 1 End 

Name OJ000229_24 . 04 19 . C6 . ol . tc Method 

Start 625 End 

GI none Score 
Exons 



OJ000229_24.0419.C6 
+ 

920 

TBLASTX: Cress 

919 

129 



625. .738, 627. .734, 787. .909, 812. .910, 812. .919 



52164 



Seq. No. 50703 

Gene No. 107519 

Start 63 

Name OJ00022 9_24 . 04 1 9 . C7 . ol . gs 

Start 63 

GI none 
Exons 



Seq. ID OJ000229_24 .0419.C7 

Strand + 

End 3074 

Method GEN SCAN 

End 3068 

Score .63 



63.-244, 1376. .1489, 1654. .1795, 2779. .3068 



Seq. No. 50703 

Gene No. 107519 

Start 63 

Name OJ00022 9_24 . 04 19 . C7 . ol . gp 

Start 175 

GI 3762937 

Exons 175.. 384 



Seq. ID OJ000229_24 .0419.C7 

Strand + 

End 3074 

Method AAT/GAP 

End 384 

Score 412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



f=| Seq. No. 

r 7= Gene No. 

=i? Start 

W Name 

fll Start 

3 GI 

r=3 Exons 

n GI Descrip. 

I s * Seq. No. 
%2 , Gene No. 
H Start 

Name 
" Start 

GI 

Exons 



50703 
107519 
63 

OJ000229_24.0419.C7.o2.gp 
1399 
2275924 



Seq. ID OJ000229_24 .0419.C7 
Strand + 

3074 
AAT/GAP 
2902 
778 



End 

Method 
End 
Score 

1399. .1489, 1566. .1795, 2779. .2902 

4581114/gb|AAD24604.1|AC005825_ll 2.0e-28 (AC005825) putative 
HesB-like protein; required for efficient nitrogen fixation in 
Cyanobacteria [Arabidopsis thaliana] 



50703 

107519 

63 

OJ000229_24.0419.C7.o2.np 

1603 

4581114 



Seq. ID OJ000229_24.0419.C7 

Strand + 

End 3074 

Method AAT/NAP 

End 3074 

Score 414 



1603.. 1795, 2779.. 2896, 2975. .3074 

(AC005825) putative HesB-like protein [Arabidopsis thaliana] 



50703 

107520 

3695 

OJ000229_24.0419.C7.ol.tm 
82 

none 

82. .375, 98. .376 



Seq. No. 50703 

Gene No. 107520 

Start 3695 

Name OJ000229_24 . 0419 . C7 . ol . ts 

Start 98 

GI -none 

Exons 98.. 358, 130.. 357 



Seq. ID OJ000229_24.0419.C7 
Strand 

End 4787 

Method TBLASTX : Mai ze 

End 37 6 

Score 402 



Seq. ID OJ000229_24 .0419.C7 
Strand 

End 4787 

Method TBLASTX : Soybean 

End 358 

Score 311 



Seq. No. 50703 

Gene No. 107520 

Start 3695 

Name OJ000229_24 . 0419.C7 .o2. tc 

Start 191 



Seq. ID OJ000229_24.0419.C7 
Strand 

End 4787 

Method TBLASTX : Cress 

End 370 



52165 



GI none Score 248 

Exons 191.. 370, 193.. 357 



Seq. No. 


50703 








Seq. ID 


OJ000229_24.0419.C7 


Gene No. 


107520 








Strand 




Start 


3695 








End 


4787 


Name 


OJ000229 24 


.0419 


C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1657 








End 


3043 


GI 


none 








Score 


177 


Exons 


1657. .1794, 


1743 


.1793, 


2772. 


.2897, 2843.-2899, 2972. .3043, 




2973. .3038 












Seq. No. 


50703 








Seq. ID 


OJ000229_24.0419.C7 


Gene No. 


107520 








Strand 




Start 


3695 








End 


4787 


Name 


OJ000229 24 


.0419 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1657 








End 


3061 


GI 


none 








Score 


192 


Exons 


1657. .1794, 


1696 


.1791, 


1743. 


.1793, 2772. .2897, 2778. .2888, 




OQy1*3 OQQQ 


Z y l Z 


. OUOO , 


z y / o . 


.3038, 2981. .3061 


Seq. No. 


50703 








Seq. ID 


OJ000229_24.0419.C7 


Gene No. 


107520 








Strand 




Start 


3695 








End 


4787 


Name 


OJ000229 24 


.0419 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1657 








End 


2888 


GI 


none 








Score 


202 


Exons 


1657. .1794, 


1705 


.1791, 


1743. 


.1793, 2772. .2888, 2778. .2888 


Seq. No. 


50703 








Seq. ID 


OJ000229_24.0419.C7 


Gene No. 


107520 








Strand 




Start 


3695 








End 


4787 


Name 


OJ000229 24 


.0419. 


C7.o3. 


np 


Method 


AAT/NAP 


Start 


3695 








End 


4551 


GI 


6693018 








Score 


211 


Exons 


3695. .3835, 


4130. 


.4198, 


4292. 


.4357, 4 


473. .4551 


GI Descrip. 




1 ZZ\^D . 


11 [Arabidopsis thaliana] 


Seq. No. 


50703 








Seq. ID 


OJ000229_24.0419.C7 


Gene No. 


107520 








Strand 




Start 


3695 








End 


4787 


Name 


OJ000229 24 


.0419. 


C7.o2. 


gs 


Method 


GENSCAN 


Start 


3887 








End 


4787 


GI 


none 








Score 


.49 


Exons 


3887. .4020, 


4473. 


.4645, 


4666. 


. 4787 




Seq. No. 


50704 








Seq. ID 


OJ000229_24.0419.C8 


Gene No. 


107521 








Strand 


+ 


Start 


189 








End 


788 


Name 


OJ000229 24 


.0419. 


C8.ol. 


gs 


Method 


GENSCAN 


Start 


189 






End 


788 


GI 


none 








Score 


.78 


Exons 


189. .346, 737. .788 








Seq. No. 


50705 








Seq. ID 


OJ000229_24.0419.C13 


Gene No. 


107522 








Strand 


+ 


Start 


640 








End 


3000 



52166 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



" Seq. No. 
If Gene No. 
P Start 
fy Name 
Start 
GI 

Exons 

GI Descrip. 



OJ000229_24.0'419.C13.ol.gs 
640 



Method GENSCAN 
End 3000 
none Score . 67 

640. .718, 1272. .1445, 1846. .2163, 2512. .3000 



50705 

107523 

7834 

OJ000229_24.0419.C13.o4.np 

7834 

7340884 



Seq. ID 
Strand • 
End 

Method 
End 
Score 

7834. .8189, 8799. .9897, 9944. .10905 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



OJ000229_24.0419.C13 
+ 

12805 
AAT/NAP 
10905 
1483 



50705 

107523 

7834 

OJ000229_24.0419.C13.o4.gs 

8765 

none 



Seq. ID OJ000229_24 .0419.C13 



Strand 
End 

Method 

End 

Score 



+ 

12805 
GENSCAN 
12805 
.63 



8765.. 9840, 10270 .. 10442 , 10668 .. 10896, 1137 6 .. 11662 , 
11828. .12252, 12764. .12805 



OJ000229_24.0419.C13 

12805 
AAT/NAP 
12304 
270 



50705 Seq. ID 

107523 Strand 
7 834 End 
OJ000229_24.0419.C13.o5.np Method 
11824 End 
5668772 Score 
11824. .12304 

(AC005916) Similar to gb|Z84571 anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase from Dianthus 
caryophyllus . [Arabidopsis thaliana] 

gi I 6693014 | gb | AAF24940.il AC012375_3 (AC012375) T22C5.6 
[Arabidopsis thaliana] 



Seq. No. 


50705 


Seq. ID 


OJ000229 


Gene No. 


107524 


Strand 


+ 


Start 


12747 


End 


19817 


Name 


OJ000229 24.0419.C13.o6.np 


Method 


AAT/NAP 


Start 


12747 


End 


15067 


GI 


4680203 


Score 


711 


Exons 


12747. .12801, 14004.. 15067 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


50705 


Seq. ID 


OJ000229 


Gene No. 


107524 


Strand 


+ 


Start 


12747 


End 


19817 


Name 


OJ000229 24.0419.C13.o6.gs 


Method 


GENSCAN 


Start 


14004 


End 


19817 


GI 


none 


Score 


.59 


Exons 


14004. .15049, 15089. .15193, 


15236. .15807, 18148 




18960. .19421, 19774.. 19817 






Seq. No. 


50705 


Seq. ID 


OJ000229 


Gene No. 


107525 


Strand 





,18881, 



52167 



Start 2264 End 6644 

Name OJ000229_24 . 0419 . C13 . o3 . np Method AAT/NAP 

Start 2264 End 6472 

GI 2827143 Score 132 

Exons 2264.. 2315, 6200.. 6472 

GI Descrip. (AF027174) cellulose synthase catalytic subunit [Arabidopsis 
thaliana] 



Seq. No. 50705 

Gene No. 107525 

Start 2264 

Name OJ000229_24 .0419. C13 . o2 . np 

Start 2962 

GI 5932533 

Exons 2962.. 3042, 5297.. 5571 

GI Descrip. (AC0094 65) putative sodium proton exchanger [Arabidopsis 
thaliana] 



Seq. ID OJ000229_24.0419.C13 
Strand 

End 6644 

Method AAT/NAP 

End 5571 

Score 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50705 

107525 

2264 

OJ000229_24.0419.C13.o2.gs 

3284 

none 



Seq. ID OJ000229_24.0419.C13 
Strand 

End 6644 

Method GENSCAN 

End 4239 

Score . 62 



3284. .3409, 3863. .3952, 4032. .4163, 4237. .4239 



50705 

107525 

2264 

OJ000229_24.0419.C13.ol.np 

3863 

6714288 



Seq. ID OJ000229_24.0419.C13 
Strand 

End 6644 

Method AAT/NAP 

End 6644 

Score 313 



3863. .3955, 4056. .4163, 4237. .4489, 6591.. 6644 
(AC013354) F15H18.12 [Arabidopsis thaliana] 



Seq. ID OJ000229_24.0419.C13 
Strand 

End.-- 664 4 

Method AAT/GAP 

End 62 93 

Score 7 9 



50705 
107525 
2264 

OJ000229_24.0419.C13.ol.gp 
6239 

uC-osflcypl20f01bl 
6239. .6293 

•2827143 2.0e-31 (AF027174) cellulose synthase catalytic subunit 
[Arabidopsis thaliana] 1 



Seq. No. 50705 
Gene No. 107526 
Start 11794 

Name OJ00022 9_24 .0419. C13 . o2 . gp 

Start 11794 
GI 43392_1.R1084 
Exons 11794. .12255 

GI Descrip. ' 5668772/gb | AAD45999 . 1 | AC005916_11 9.0e-28 (AC005916) Similar to 
gb_Z84571 anthranilate N-hydroxycinnamoyl/benzoyltransf erase 
from Dianthus caryophyllus . [Arabidopsis thaliana] 1 



Seq. ID OJ000229_24 .0419.C13 
Strand 

End 12255 

Method AAT/GAP 

End 12255 

Score 815 



Seq. No. 



50705 



Seq. ID OJ000229_24 .0419.C13 



52168 



Gene No. 


107527 


Of -s yf 

o tare 


1 J>4 1 Z 


Name 


OJ000229 24 


Start 


4095 


GI 


none 


Exons 


4095. .4163, 




4296. .4430 


Seq. No. 


50705 . * 


Gene No . 


1U / DZ I 


Start 


13412 


Name 


OJ000229 24 


Start 


6175 


GI 


none 


Exons 


6175. .6330, 


Seq. No. 


50705 


Gene No . 


1 C\ *7 R o n 
IU / OZ f 


Start 


13412 


Name 


OJ000229 24 


Start 


6216 


GI 


none 


Exons 


6216. . 6341, 


Seq. No. 


50705 


Gene No. 


1U / DZ 1 


Start 


13412 


Name 


OJ000229 24 


Start 


6216 


GI 


none 


Exons 


6216. .6350, 


Seq. No. 


50705 


Gene No. 




Start 


13412 


Name 


OJ000229 24 


Start 


9056 


GI 


none 


Exons 


9056. . 9124, 


Seq. No. 


50705 


Gene No. 


107527 


Start 


13412 


Name 


OJ000229 24 


Start 


9347 


GI 


none 


Exons 


9347. .9388, 



Strand 
End 

Method 

End 

Score 



13702 

TBLASTX: Soybean 

4438 

65 



Seq. ID OJ000229_24.0419.C13 
Strand 

End 13702 

Method TBLASTX : Soybean 

End 6335 

Score 147 



Seq. ID OJ000229_24.0419.C13 
Strand 

End 13702 

Method -TBLASTX : Cress 

End 6342 

Score 105 



Seq. ID OJ000229_24.0419.C13 
Strand 

End 13702 

19.C13.o2.tm Method TBLASTX : Maize 

End 6448 

Score 184 
6216. .6350, 6226. .6351, 6349. .6393, 6356. .6448 

Seq. ID OJ000229_24.0419.C13 
Strand 

End 13702 

19.C13.o3.tm Method TBLASTX : Mai ze 
End 934 6 

Score .67 

9056. .9124, 9076. .9117, 9142. .9345, 9161. .9346 

Seq. ID OJ000229_24 .0419.C13 
Strand 

End 13702 
19.C13.ol.tm Method TBLASTX: Maize 
End 10804 
Score 177 
28. .9658, 9487. .9651, 9680. .9796, 9695. .9778, 
9884.. 9946, 10022 .. 10171, 10163 .. 1027 6, 10607 10804 , 
10621. .10731 



Seq. No. 50705 

Gene No. 107527 

Start 13412 

Name OJ000229_24 . 04 19 . C13 . o5 . gs 

Start 13412 

GI none 
Exons 



Seq. ID OJ000229_24.0419.C13 
Strand 

End 13702 

Method GENSCAN 

End 13702 

Score . 93 



13412. .13444, 13484 .. 13523, 13638.. 13702 



52169 



Seq. No. 50705 

Gene No. 107528 

Start 14358 

Name OJ000229_24 . 04 19 . C13 . ol . tw 

Start 14358 

GI none 

Exons 14358. .14756, 14597 .. 14 758 , 
14913. .15038 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_24.0419.C13 
15041 

TBLASTX: Wheat 

15038 

218 



14804. .14899, 14805 .. 14 909, 



Seq. No. 50705 Seq. ID 

Gene No. 107528 Strand 

Start 14358 End 

Name OJ000229_24 . 0419.C13 . ol . ts Method 

Start 14637 End 

GI none Score 

Exons 14637. .14756, 14 638 14 757 , 14 639 .. 14758 , 14807 .. 15040, 
14808. .15041 



OJ000229_24.0419.C13 
15041 

TBLASTX : Soybean 
15041 
126 



Seq. No. 50705 

Gene No. 107528 

Start 14358 

Name OJ000229_24 . 0419 .C13. ol . tc 

Start 14804 

GI none 

Exons 14804. .14941, 14805 .. 15038 , 14978.. 15037 



Seq. ID OJ000229_24.0419.C13 
Strand 

End 15041 

Method TBLASTX : Cres s 

End 15038 

Score 208 



Seq. No. 50706 Seq. ID OJ000229_ 

Gene No. 107529 Strand + 

Start 1106 End 5845 

Name OJ000229_24 . 04 19 . C14 . ol . gp Method AAT/GAP 

Start 1106 End 4795 

GI 43392_1.R1084 Score 918 

Exons 1106.. 1564, 4760.. 4795 

GI Descrip. 1 5668772/gb | AAD45999 . 1 
gb_Z84571 anthranilate 



24.0419.C14 



AC005916_11 9.0e-28 (AC005916) Similar to 
N-hydroxycinnamoyl /benzoyl transferase 



from Dianthus caryophyllus . [Arabidopsis thaliana] 



OJ000229_24.0419.C14 
+ 

5845 
AAT/NAP 
5671 
873 



Seq. No. 50706 Seq. ID 

Gene No. 107529 Strand 

Start 1106 End 

Name 0 JO 0022 9_2 4.0419.C14.ol.np Method 

Start 1136 End 

GI 5668772 Score 

Exons 1136.. 1564, 4760.. 5671 

GI Descrip. (AC005916) Similar to gb|Z84571 anthranilate 

N-hydroxycinnamoyl/benzoyltransferase from Dianthus 
caryophyllus. [Arabidopsis thaliana] 

gi|6693014|gb|AAF24940.1|AC012375_3 (AC012375) T22C5.6 
[Arabidopsis thaliana] 



Seq. No. 50706 Seq. ID 

Gene No. 107529 Strand 

Start 1106 End 

Name OJ000229_24 .0419. C14 . o2 . gp Method 

Start 5390 End 

GI 2280827 Score 



OJ000229_24.0419.C14 
+ 

5845 
AAT/GAP 
5845 
775 



52170 



Exons 



5390. .5845 



Seq. No. 50706 

Gene No. 107530 

Start 7687 

Name OJ000229_24 . 0419 . C14 . o2 . gs 

Start 7687 

GI none 

Exons 7687.. 7756, 7996.. 8027 

Seq. No. 50706 

Gene No. 107531 

Start 7805 

Name OJ000229_24 . 0419 . C14 . ol . tc 

Start 5111 

GI none 
Exons 



Seq. ID OJ000229_24.0419.C14 

Strand + 

End 8027 

Method GENSCAN 

End - 8027 

Score .67 



Seq. ID OJ000229_24.0419.C14 
Strand 

End 8052 

Method TBLASTX : Cress 

End 5611 

Score 77 



5111. .5173, 5177. .5305, 5297. .5434, 5405. .5611 



Seq. No. 50706 

Gene No. 107531 

Start 7805 

Name OJ000229_24 . 0419 . C14 . ol . tm 

Start 5306 

GI none 

Exons 5306.. 5485, 5320.. 5451 



Seq. ID OJ000229_24 .0419.C14 
Strand 

End 8052 

Method TBLASTX : Maize 

End 5485 

Score 244 



Seq. No. 50706 
Gene No. 107531 
Start 7805 

Name OJ000229_24 . 0419 . CI 4 . o3. gp 

Start 7805 
GI 77385_1.R1084 
Exons 7805.. 8052 

GI Descrip. ' 2131347/pir | | S67701 8.0e-ll hypothetical protein YDL153c - 
yeast { Saccharomyces cerevisiae ) >gi_l 43124 0_emb_CAA98 72 6_ 
(Z74201) ORF YDL153c. [Saccharomyces cerevisiae] >gi_1480820 
(U63063) something about silencing 10 [Saccharomyces 
cerevisiae] ' 



Seq. ID OJ000229_24.0419.C14 
Strand 

8052 
AAT/GAP 
8052 
423 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50707 

107532 

2510 

OJ000229_24.0419.C16.ol.gs 

2510 

none 

2510.. 2622, 2720.. 3074 



Seq. ID OJ000229_24.0419.C16 

Strand + 

End 3074 

Method GENSCAN 

End 3074 

Score .88 



50707 
107533 
451 

OJ000229_24. 0419 . C16 . ol . gp 
451 

LIB3431-010-P1-N1-F11 
451. .711 

1 287403/dbj | D10838 | RICSBE1 1.0e-lll Rice gene for starch 
branching enzyme' 



Seq. ID OJ000229_24.0419.C16 
Strand 

End 711 

Method AAT/GAP 

End 711 

Score 452 



52171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50707 

107534 

1946 

OJ000229_24.0419.C16.ol.np 

1946 

6721559 

1946. .2079, 2108. .2568 
(AP001073) hypothetical 
gil 6815084 | db j |BAA90370.1| 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_24.0419.C16 

2568 
AAT/NAP 
2568 
262 



protein [Oryza sativa] 

(AP001081) hypothetical protein 



50708 
107535 
858 

OJ000229_24 . 0419 . C17 . ol . np 
858 

6721561 
858. .948 

(AP001073) EST AU082058 (C1297 6) corresponds to a region, of 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 1 dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_ 
+ 

948 

AAT/NAP 

948 

122 



24.0419.C17 



the 



corresponds to 
protein [Oryza 



a region 
sativa] 



of the predicted gene.; hypothetical 



1.J 


Seq. No. 


50709 


Seq. ID 


OJ000229 24.04 




Gene No. 


107536 


Strand 


+ 




Start 


136 


End 


2053 


- . » 


Name 


OJ000229 24.0419.C18.ol.gs 


Method 


GENSCAN 




Start 


136 


End 


633 


I . « 


GI 


none 


Score 


.93 


™ 


Exons 


136.. 262, 335.-633 








Seq. No. 


50709 


Seq. ID 


OJ000229_24.04 


£ 


Gene No. 


107536 


Strand 


+ 


ij 


Start 


136 


End 


2053 


%. % 


Name 


OJ000229 24.0419.C18.ol.np 


Method 


AAT/NAP 




Start 


202 


End 


2053 




GI 


5042448 


Score 


395 




Exons 


202.. 633, 2030.. 2053 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa; 


1 






Seq. No. 


50710 


Seq. ID 


OJ000229_24.04 




Gene No. 


107537 


Strand 


+ 




Start 


4672 


End 


5305 




Name 


OJ000229 24.0419.C19.o2.gs 


Method 


GENSCAN 




Start 


4672 


End 


5305 




GI 


none 


Score 


. 6 




Exons 


4672..4677, 4950. .5152, 5161., 


.5305 






Seq. No. 


50710 


Seq. ID 


OJ000229_24 .04! 




Gene No. 


107538 


Strand 


+ 




Start 


7703 


End 


8611 




Name 


OJ000229 24.0419.C19.o3.gs 


Method 


GENSCAN 




Start 


7703 


End 


8611 




GI 


none 


Score 


.99 




Exons 


7703. .7742, 8484. .8611 







52172 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



50710 
107539 
9055 

OJ000229_24 . 0419.C19.o3.np 
9055 
5777617 
9055. .9159 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ000229_24.0419.C19 

Strand + 

End 9159 

Method AAT/NAP 

End 9159 

Score 72 



50710 

107540 

148 

OJ000229_24.0419.C19.ol.gs 

148 

none 



Seq. ID OJ000229_24.0419.C19 
Strand 

End 3115 

Method GENSCAN 

End 3041 

Score .97 



148. .158, 1438. .1666, 2359. .2481, 2589. .3041 



50710 

107540 

148 

OJ000229_24.0419.C19.ol.gp 
932 

288 4.R1084 



Seq. ID OJ000229_24 .0419.C19 
Strand 

End 3115 

Method AAT/GAP 

End 3115 

Score 2287 



932. .1293, 1438. .1666, 2359. .2481, 2589. .3115 

' 12 96955 /emb | CAA64 683 | 2.0e-66 (X95402) duplicated domain 

structure protein [Oryza sativa] ' 



Seq. No. 


50710 




Seq. ID 


OJ000229_24.0419. 


C19 


Gene No. 


107540 




Strand 






Start 


148 




End 


3115 




Name 


OJ000229 24 


.0419.C19.ol.np 


Method 


AAT/NAP 




Start 


1439 




End 


2696 




GI 


7489571 




Score 


535 




Exons 


1439. .1666, 


2359. .2481, 2589 


. .2696 






GI Descrip. 


r40cl protein - rice gi 1 1296955 | emb | CAA64 683.11 (X95402) 






duplicated 


domain structure 


protein [Oryza sativa] 




Seq. No. 


50710 




Seq. ID 


OJ000229_24.0419. 


C19 


Gene No. 


107541 




Strand 






Start 


7216 




End 


7299 




Name 


OJ000229 24 


.0419.C19.o2.np 


Method 


AAT/NAP 




Start 


7216 




End 


7299 




GI 


5852084 




Score 


78 




Exons 


7216. .7299 










GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza 


sativa] 






Seq. No. 


50710 




Seq. ID 


OJ000229_24.0419. 


C19 


Gene No. 


107542 




Strand 






Start 


8945 




End 


11815 




Name 


OJ000229 24 


.0419.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


1430 




End 


2485 




GI 


none 




Score 


199 




Exons 


1430. .1666, 


1440. .1667, 2293 


..2484, 2357. .2485 




Seq. No. 


50710 




Seq. ID 


OJ000229_24.0419. 


C19 


Gene No. 


107542 




Strand 







52173 




Start 


8945 






End 


11815 


Name 




0419. CI 9 . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1434 






End 


2966 


GI 


none 






Score 


320 


Exons 


1434. .1667, 


1439. .1666, 


2290, 


..2484, 2347. .2484, 2354. .2485, 




2354. .2485, 


2589. .2687, 


2589, 


..2690, 2590. .2691, 2676. .2714, 




2695. .2736, 


2703. .2738, 


2704, 


..2736, 2781. .2819, 2946. .2966 


Seq. No. 


50710 






Seq. ID 


OJ000229_24.0419.C19 


Gene No . 


1U /o42 






Strand 




Start 


8945 






End 


11815 


Name 


OJ000229 24. 


0419.C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1439 






End 


2484 


GI 


none 






Score 


182 


Exons 


1439. .1666, 


1443. .1667, 


2290, 


..2484, 2354. .2482, 2359. .2484 


Seq. No. 


50710 






Seq. ID 


OJ000229_24.0419.C19 


bene no. 


1U / 042 






Strand 




Start 


8945 






End 


11815 


Name 


OJ000229 24. 


0419.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1439 






End 


1678 


GI 


none 






Score 


255 


Exons 


1439. .1678, 


1440. .1649 








Seq. No. 


50710 






Seq. ID 


OJ000229_24.0419.C19 


Gene No. 


1 m c a o 

107542 






Strand 




Start 


8945 






End 


11815 


Name 


OJ000229 24. 


0419.C19.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2350 






End 


2699 


GI 


none 






Score 


156 


Exons 


2350. .2484, 


2354. .2482, 


2589. 


..2657, 2667. .2699 


Seq. No. 


50710 






Seq. ID 


OJ000229_24.0419.C19 


Gene No. 


1U /042 






Strand 




Start 


8945 






End 


11815 


Name 


OJ000229 24. 


0419.C19.o4 


.gs 


Method 


GENSCAN 


Start 


8945 






End 


11815 


GI 


none 






Score 


.73 


Exons 


8945. .9057, 


9392. .9502, 


9687. 


,.9816, 10017. .10140, 11799. .11815 


Seq. No. 


50711 






Seq. ID 


OJ000229_24.0419.C20 


Gene No. 


107543 






Strand 




Start 


1 






End 


717 


Name 


OJ000229 24. 


0419.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


699 


GI 


7021736 






Score 


529 


Exons 


1..45, 190.. 


699 








GI Descrip. 


(AC024081) putative jasmonic 


acid regulatory protein 




[Arabidopsis 


thaliana] 








Seq. No. 


50711 






Seq. ID 


OJ000229_24.0419.C20 


Gene No. 


107543 






Strand 




Start 


1 






End 


717 


Name 


OJ000229 24. 


0419.C20.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1 






End 


651 


GI 


none 






Score 


90 


Exons 


1..48, 250.. 


480, 260. .343, 377. .487, 484. .651, 485. .556 



52174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50711 

107543 

1 

OJ000229_24 . 04 19 . C20 . ol . tw 
4 

none 



Seq. ID OJ000229_24 .0419.C20 
Strand 

End 717 

Method TBLASTX : Wheat 

End 481 

Score 94 



4. .48, 251. .334, 256. .342, 260. .343, 358. .480, 377. .481 



50711 

107543 

1 

OJ000229_24 . 04 19 . C20 . ol . tm 
7 

none 



Seq. ID OJ000229_24 .0419.C20 
Strand 

End 717 

Method TBLASTX : Mai ze 

End 678 

Score 97 



7. .48, 250. .342, 256. .345, 373. .480, 377. .481, 484. .651, 
490. .555, 623. .640, 652. .678 



Seq. No. 50711 

Gene No. 107543 

Start 1 

Name OJ000229_24 . 04 19 . C20 . ol .gs 

Start 160 

GI none 

Exons 160.. 717 



Seq. ID OJ000229_24.0419.C20 
Strand 

End 717 

Method GENSCAN 

End 717 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50711 

107543 

1 

OJ000229_24 . 04 19 . C20 . ol . ts 

250 

none 



Seq. ID OJ000229_24 .0419.C20 
Strand 

End 717 

Method TBLASTX : Soybean 

End 657 

Score 115 



250. .342, 257. .343, 362. .481, 364. .480, 484. .657, 485. .556 



Seq. No. 50711 

Gene No. 107543 

Start 1 

Name OJ000229_24 . 04 19 . C20 . ol . gp 

Start 332 

GI 3768398 

Exons 332.. 623 

GI Descrip. 2443890 3.0e-28 (AC002294) similar to NAM (gp_X92205_1321924 ) 
and CUC2 (gp_AB002560 1944132) proteins [Arabidopsis thaliana] 



Seq. ID OJ000229_24 .0419.C20 
Strand 

End 717 

Method AAT/GAP 

End 623 

Score 541 



Seq. No. 


50711 












Seq. ID 


OJ000229_24.0419 


.C20 


Gene No. 


107543 












Strand 






Start 


1 












End 


717 




Name 


OJ000229 


_24, 


.0419, 


,C20. 


o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


493 












End 


708 




GI 


none 












Score 


184 




Exons 


493. .708 


















Seq. No. 


50712 












Seq. ID 


OJ000229_24.0419 


.C21 


Gene No. 


107544 












Strand 






Start 


1 












End 


934 




Name 


OJ000229 


24. 


.0419, 


,C21. 


ol 


.gp 


Method 


AAT/GAP 




Start 


1 












End 


313 





52175 



GI 


11174 1.R1084 


Score 


343 


Exons 


1..60, 162. .313 






GI Descrip. 


' 6015437/dbj | AB008112 . 1 | AB008112 6.0e- 


11 Homo sapiens PEX1 




complete cds * 






Seq. No. 


50712 


Seq. ID 


OJ000229_24.0419.C21 


Gene No. 


107544 


Strand 




Start 


1 


End 


934 


Name 


OJ000229 24.0419.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


934 


GI 


7288014 


Score 


133 


Exons 


1..60, 162. .311, 905. .934 






GI Descrip. 


(AL132971) RING finger-like 


protein [Arabidopsis thaliana] 


Seq. No. 


50712 


Seq. ID 


OJ000229_24.0419.C21 


uCllC IN <w< . 


107544 


Strand 




Start 


1 


* End 


934 


Name 


OJ000229 24.0419.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 


14 


End 


342 


GI 


none 


Score 


64 


Exons 


14. .91, 16. .78, 162. .317, 162. .317, 163. .318, 182. .334, 190 


Seq. No. 


50712 


Seq. ID 




o tri 1 tr LN ^ « 


107544 


Strand 




Start 


1 


End 




Name 


OJ000229 24.0419.C21.ol.gs 


Method 


O Hi IN O ^.rtlN 


Start 


162 


End 


311 


GI 


none 


Score 


.96 


Exons 


162. .311 






Seq. No. 


50713 


Seq. ID 


OJ000229_24 .0419.C22 


udl IC Vi\J ■ 


107545 


Strand 




Start 


■ 230 


End 


1748 


Name 


OJ000229 24.0419.C22.ol.gs 


Method 


GENSCAN 


Start 


230 


End 


1671 


GI 


none 


Score 


.66 


Exons 


230. .260, 794. .939, 1064. .1295, 1391.. 


1671 


Seq. No. 


50713 


Seq. ID 


OJ000229_24 .0419.C22 




107545 


Strand 




Start 


230 


End 


1748 


Name 


OJ000229 24.0419.C22.o2.ts 


Method 


TBLASTX : Soybean 


Start 


785 


End 


1126 


GI 


none 


Score 


115 


Exons 


785. .940, 796. .945, 1082. .1126 




Seq. No. 


50713 


Seq. ID 


OJ000229_24.0419.C22 


Gene No. 


107545 


Strand 




Start 


230 


End 


1748 


Name 


OJ000229 24.0419.C22.ol.np 


Method 


AAT/NAP 


Start 


794 


End 


1748 


GI 


- 7288014 


Score 


516 


Exons 


794. .939, 1064. .1295, 1391.. 


1748 




GI Descrip. 


(AL132971) RING finger-like 


protein [Arabidopsis thaliana] 


Seq. No. 


50713 


Seq. ID 


OJ000229_24.0419.C22 


Gene No. 


107545 


Strand 





52176 



Start 
Name 
Start 
pi 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



230 End 

OJ000229_24 . 04 19 .C22 . ol . tm Method 

794 End 

none Score 



1748 

TBLASTX: Maize 

1674 

190 



794.-946, 796. .945, 1049. .1144, 1063. .1134, 1064. .1144, 
1130. .1294, 1131. .1202, 1135. .1296, 1142. .1297, 1356. .1532, 
1370. .1528, 1372. .1533, 1597. .1674, 1609. .1662 



50713 Seq. ID 

107545 Strand 

230 End 

OJ000229_24 . 04 19 .C22 . ol . gp Method 

898 End 

2309927 Score 
898. .939, 1064. .1295, 1391. .1437 

50713 Seq. ID 

107545 Strand 

230 End 

OJ000229_24 . 04 1 9 . C22 . o2 . gp Method 

901 End 

2309927 Score 
901. .939, 1064. .1295, 1391. .1440 

50713 Seq. ID 

107545 Strand 

230 End 

OJ00022 9_24 . 04 1 9 . C22 . o3 . gp Method 

996 End 

2309927 Score 
996. .1295, 1391. .1484 



OJ000229_24.0419.C22 

1748 
AAT/GAP 
1437 
556 



OJ000229_24.0419.C22 

1748 
AAT/GAP 
1440 
563 



OJ000229_24..0419.C22 

1748 
AAT/GAP 
1484 
576 



OJ000229 24.0419.C22 



50713 Seq. ID 

107545 Strand 

230 End 
OJ00022 9_24 . 04 1 9 . C22 . ol . ts Method 

1133 End 

none -Score 

1133. .1297, 1148. .1294, 1260. .1304, 1370. .1513, 1371 

1372. .1629, 1643. .1672 



1748 

TBLASTX : Soybean 
1672 
82 



1514, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50713 Seq. ID 

107545 Strand 

230 End 
OJ000229_24.0419.C22.ol.tc Method 

1402 End 

none Score 

1402. .1536, 1412. .1519 



OJ000229_24.0419.C22 
1748 

TBLASTX: Cress 

1536 

96 



50714 Seq. ID 

107546 Strand 
1 End 
OJ00022 9_24 .0419. C23 . ol . np Method 
1 End 
7488186 Score 
1..29, 1089. .1456, 2132. .2666 

probable serine/threonine-specific protein kinase (EC 2.7.1.-) 



OJ000229_24.0419.C23 
+ 

2666 
AAT/NAP 
2666 
424 



52177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



A_IG002N01.22 - Arabidopsis thaliana gi | 219114 9 | gb | AAB61036 . 1 1 
(AF007269) Similar to protein kinase [Arabidopsis thaliana] 
gi|7267630|emb|CAB80942.1| (AL161491) putative protein kinase 
[Arabidopsis thaliana] 



50714 

107546 

1 

OJ000229_24.0419.C23.ol.gp 
958 

24144_1.R1084 

958. .1456, 2132. .2355 

V3641836/emb|CAA18823.1| 2. 



Seq. ID OJ000229_24.0419.C23 

Strand + 

End 2666 

Method AAT/GAP 

End 2355 

Score 1355 

Oe-19 (AL023094) putative 



serine/threonine protein kinase [Arabidopsis thaliana] ' 



50714 Seq. ID 

107547 Strand 

2624 End 
OJ000229_24.0419.C23.ol.tc Method 

1 End 

none Score 

1..93, 2133. .2645, 2171. .2386 



OJ000229_24.0419.C23 
2712 

TBLASTX: Cress 

2645 

64 



Seq. No. 50714 Seq. ID 

Gene No. 107547 Strand 

Start 2624 End 

Name OJ000229_24 . 0419 .C23 . o3 . tm Method 

Start 325 End 

GI none Score 
Exons 



OJ000229_24 .0419.C23 
2712 

TBLASTX: Maize 

646 

109 



325. .426, 327. .425, 329. .430, 332. .433, 425. .544, 428 . .646, 
438. .632, 445. .645 



Seq. No. 50714 

Gene No. 107547 

Start 2624 

Name OJ000229_24 . 0419.C23.ol . tm 

Start 1011 

GI none 
Exons 



Seq. ID OJ000229_24.0419.C23 
Strand 

End 2712 

Method TBLASTX: Maize 

End 24 65 

Score 266 



1011. .1310, 1019. .1177, 1023. .1310, 1048. .1311, 1299. .1406, 
1313. .1399, 1395. .1457, 1404. .1457, 2132. .2158, 2133. .2159, 
2151. .2465, 2159. .2464 



Seq. No. 50714 
Gene No. 107547 
Start 2624 

Name 0 JO 0 0 2 2 9_2 4 . 0 4 1 9 . C2 3 . o2 . t w 

Start 1144 
GI none 

Exons 1144.. 1311, 1146.. 1310, 1156. 

1313. .1456, 1316. .1462, 2131. 
2133. .2195 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 24.0419.C23 



2712 

TBLASTX: Wheat 
2195 
190 

1311, 1299.. 1457, 1299. 
2190, 2132. .2191, 2132. 



.1454, 
.2191, 



Seq. No. 50714 Seq. ID 

Gene No. 107547 Strand 

Start 2624 End 

Name OJ00022 9_24 . 04 19 . C23 . o2 . ts Method 

Start 1162 End 



OJ000229_24.0419.C23 
2712 

TBLASTX : Soybean 
1462 



52178 




GI 


none 






Score 


148 


Exons 


1162. .1311, 


1167 


..1310, 1306. 


1383, 1311. .1457, 1313. .1456, 




1316. .1462 










Seq. No. 


50714 






Seq. ID 


OJ000229_24.0419.C23 


Gene No. 


107547 






Strand 












End 


2712 


Name 


OJ000229 24 


.0419 


.C23.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2127 






End-- 


2423 


GI 


none 






Score 


244 


Exons 


2127. .2285, 


2129 


..2284, 2134. 


2316, 2288.. 2326, 2289.-2342, 




2324. .2422, 


2325 


. .2423 






Seq. No. 


50714 






Seq. ID 


OJ000229_24.0419.C23 


Gene No . 


1 m ^A *7 






Strand 




Start 


2624 






End 


2712 


Name 


OJ000229 24 


.0419 


.C23.ol. tw 


Method 


TBLASTX: Wheat 


Start 


2196 






End 


2564 


GI 


none 






Score 


610 


Exons 


2196. .2564, 


2197 


..2439, 2199.. 


2465, 2207.. 2563 


Seq. No. 


50714 






Seq. ID 


OJ000229_24.0419.C23 


Gene No. 


107547 • 






Strand 




otdiL 


0 £9 A 






End 


2712 


Name 


OJ000229 24 


.0419 


.C23.o2. tm 


Method 


TBLASTX: Maize 


Start 


2466 






End 


2712 


GI 


none 






Score 


294 


Exons 


2466. .2675, 


2516 


..2590, 2520.. 


2603, 2604. .2711, 2648. .2710, 




2680. .2712 










Seq. No. 


50714 






Seq. ID 


OJ000229_24.0419.C23 


Gene No. 


107547 






Strand 




Start 


2624 






End 


2712 


Name 


OJ000229 24 


.0419 


C23.o2.gp 


Method 


AAT/GAP 


Start 


2624 






End 


2712 


GI 


41176 1.R1084 




Score 


174 


Exons 


2624. .2712 










GI Descrip. 


'2443890 3. 


Oe-28 


(AC002294) similar to 


NAM (gp X92205 13219. 




and CUC2 (gp_AB002560_1944 132 ) 


proteins [Arabidopsis thaliai 


Seq. No. 


50715 






Seq. ID 


OJ000229_24.0419.C24 


Gene No . 


107548 






Strand 


+ 


Start 


4344 






End 


4558 


Name 


OJ000229 24 


.0419 


C24 .ol.gp 


Method 


AAT/GAP 


Start 


4344 




End 


4558 


GI 


none 






Score 


360 


Exons 


4344. .4558 










Seq. No. 


50715 






Seq. ID 


OJ000229_24.0419.C24 


Gene No. 


107549 






Strand • 




Start 


536 






End 


3128 


Name 


OJ000229 24 


.0419. 


C24 .ol.gs 


Method 


GEN SCAN 


Start 


536 




End 


3128 


GI 


none 






Score 


.88 


Exons 


536.. 628, 731.. 1007, 1233.. 1444, 1513.. 


1660, 1742.. 1869, 




2044. .2164, 


2811. 


.2918, 3060.. 


3128 





52179 




Seq. No. 


50716 






Seq. ID 


OJ000229_24.0419.C25 


Gene No. 


1U / DDU 






Strand 




Start 


187 






End 


2189 


Name 


OJ000229 24.0419.C25.ol 


.gp 




Method 


AAT/GAP 


Start 


187 






End 


401 


GI 


none 






Score 


402 


Exons 


187. .401 










Seq. No. 


50716 






Seq. ID 


OJ000229_24.0419.C25 


bene no. 


1U / DD(J 






Strand 




Start 


187 






End 


2189 


Name 


OJ000229 24.0419.C25.ol 


.gs 




Method 


GENSCAN 


Start 


187 






End 


2189 


GI 


none 






Score 


.56 


Exons 


187. .569, 1998. .2189 










Seq. No. 


50716 






Seq. ID 


OJ000229_24 .0419.C25 


Gene No. 


107550 






Strand 




o tar t 


187 






End 


2189 


Name 


OJ000229 24.0419.C25.ol 


.np 




Method 


AAT/NAP 


Start 


314 






End 


1414 


GI 


6143886 






Score 


750 


Exons 


314. .633, 766. .867, 901 


. .1414 






GI Descrip. 


(AC010718) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


50716 






Seq. ID 


OJ000229_24.0419.C25 


Gene No. 


107550 






Strand 




Start 


187 






End 


2189 


Name 


OJ000229 24.0419.C25.ol 


.tc 




Method 


TBLASTX: Cress 


Start 


323 






End 


1075 


GI 


none 






Score 


72 


Exons 


323. .451, 347. .448, 402 


. .452, 


452. .481, 


453.-479, 902. .1075 


Seq. No. 


50716 






Seq. ID 


OJ000229_24.0419.C25 


Gene No. 


107550 






Strand 




Start 


187 






End 


2189 


Name 


OJ000229 24.0419.C25.ol 


.ts 




Method 


TBLASTX: Soybean 


Start 


335 






End 


1108 


GI 


none 






Score 


59 


Exons 


335. .451, 402. .473, 452 


. .484, 


457. .483, 


506. .655, 899. .1108, 




908. .1102 










Seq. No. 


50716 






Seq. ID 


OJ000229_24.0419.C25 


Gene No. 


107550 






Strand 




Start 


187 






End 


2189 


Name 


OJ000229 24.0419.C25.o2 


.gp 




Method 


AAT/GAP 


Start 


444 






End 


1188 


GI 


32624 1.R1084 






Score 


1361 


Exons 


444 . . 1188 










GI Descrip. 


, 2980788/emb|CAA18164.1 


1 2. 


Oe 


-15 (AL022197) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


50716 






Seq. ID 


OJ000229_24 .0419.C25 


Gene No. 


107550 






Strand 




Start 


187 






End 


2189 


Name 


OJ000229 24.0419.C25.ol 


.tm 




Method 


TBLASTX: Maize 


Start 


521 






End 


994 



52180 



GI none Score 155 

Exons 521. .661, 524. .664, 525. .674, 605. .694, 606. .692, 672. .959, 

672. .986, 677. .988, 684. .755, 686.-745, 854. ,994 



Seq. No. 50717 Seq. ID OJ000229_24 . 04 19 . C27 

Gene No. 107551 Strand 

Start 1 End 424 

Name OJ000229_24 . 04 19 . C27 . ol . gp Method AAT/GAP 

Start 1 End 352 

GI 15538_1.R1084 Score 550 

Exons 1..352 

GI Descrip. 1 4581114/gb | AAD24604 . 1 | AC005825JL1 2.0e-28 (AC005825) putative 

HesB-like protein; required for efficient nitrogen fixation in 

Cyanobacteria [Arabidopsis thaliana] ' 



Seq. No. 50717 Seq. ID 

Gene No. 107551 Strand 

Start 1 End 

Name OJ000229_24 . 0419.C27 . ol . tm Method 

Start 25 End 

GI none Score 

Exons 25. .135, 25.. 138, 26.. 151 



OJ000229_24.0419.C27 
424 

TBLASTX: Maize 

151 

136 





Seq. No. 


50717 






Seq. ID 


OJ000229_ 


_24.0419. 


C27 




Gene No. 


107551 






Strand 










Start 


1 






End 


424 






ass. 
Ill 


Name 


OJ000229 24. 


0419.C27.ol 


. gs 


Method 


GENS CAN 






I Li 


Start 


28 




End 


424 






■S ~- 


GI 


none 






Score 


.69 






I J 


Exons 


28. .277, 381 


.. .424 












=3. 
%J 
= ! S 


Seq. No. 


50718 






Seq. ID 


OJ000229_ 


24.0419. 


C28 




Gene No. 


107552 






Strand 


+ 








Start 


4719 






End 


8106. 








Name 


OJ000229 24. 


0419.C28.o3 


.gs 


Method 


GENSCAN 








Start 


4719 






End 


8106 








GI 


none 






Score 


.58 






._ ^ 


Exons 


4719. .4773, 


5822. .6257, 


7599. 


.7779, 8059.. 8106 








Seq. No. 


50718 






Seq. ID 


OJ000229_ 


_24.0419. 


C28 




Gene No. 


107552 






Strand 


+ 








Start 


4719 






End 


8106 








Name 


OJ000229 24. 


0419.C28.ol 


.np , 


Method 


AAT/NAP 








Start 


6013 






End 


8097 








GI 


6225938 






Score 


655 








Exons 


6013. .6367, 


7599. .7779, 


8059. 


.8097 










GI Descrip. 


RER1A PROTEIN (ATRER1A) 


gi | 2865175 I dbj I BAA24803 | 


(AB010945) 



AtRerlA [Arabidopsis thaliana] gi | 4 914 434 | emb | CAB43637 . 1 | 
(AL050351) AtRerlA [Arabidopsis thaliana] 



Seq. No. 50718 Seq. ID 

Gene No. 107552 Strand 

Start 4719 End 

Name OJ000229_24 . 0419.C28 . ol .gp Method 

Start 6026 End 

GI LIB3433-014-Q6-K1-A2 Score 

Exons 6026.. 6064, 6108.. 6367, 7599.. 7702 



OJ000229_24.0419.C2S 
+ 

8106 
AAT/GAP 
7702 
638 



52181 




GI Descrip. ' 2865175/dbj | BAA24803 | 4.0e-36 (AB010945) AtRerlA [Arabidopsis 





thaliana] >gi 4914434 emb CAB43637.1 


(AL050351) AtRerlA 




[Arabidopsis thaliana] 1 








Seq. No. 


50718 


Seq. ID 


OJ000229_24 


.0419.C28 


Gene No. 




Strand 






O tax L 


7598 


End 


8309 




Name 


OJ000229 24.0419.C28.o2.gp 


Method 


AAT/GAP 




Start 


7598 


End 


8309 




GI 


15354 1.R1084 


Score 


723 




Exons 


7598. .7780, 8058. .8309 








GI Descrip. 


, 2865177/dbj IBAA24804 | l.Oe- 


46 (AB010946) AtRerlB 


[Arabidops 




thaliana] * 








oeq . no . 


50718 


Seq. ID 


OJ000229_24 


.0419. C28 


Gene No. 


107554 


Strand 






Start 


8941 


End 


9977 




Name 


OJ000229 24.0419.C28.o4.gs 


Method 


GENSCAN 




Start 


8941 


End 


9977 




GI 


none 


Score 


.82 




Exons 


8941. .9104, 9185. .9977 








O fv <t XT n 

oeq. no. 


50718 


Seq. ID 


OJ000229_24 


.0419. C28 


Gene No. 


107555 


Strand 






Start 


10555 


End 


11393 




Name 


OJ000229 24.0419.C28.o5.gs 


Method 


GENSCAN 




Start 


10555 


End 


11393 




GI 


none 


Score 


.57 




Exons 


10555. .10610, 10682. .10960, 


11324. .11393 




oeq . no . 


50718 


Seq. ID 


OJ000229_24 


.0419. C28 


Gene No. 


107556 


Strand 






Start 


13251 


End 


14566 




Name 


OJ000229 24.0419.C28.o3.gp 


Method 


AAT/GAP 




Start 


13251 


End 


13790 




GI 


none 


Score 


790 




Exons 


13251. .13631, 13749.. 13790 








oeq. no. 


50718 


Seq. ID 


OJ000229_24 


.0419. C28 


Gene No. 


107556 


Strand 






Start 


13251 


End 


14566 




Name 


OJ000229 24.0419.C28.o6.gs 


Method 


GENSCAN 




Start 


13468 


End 


14529 




GI 


none 


Score 


.99 




Exons 


13468. .13631, 13749. .14529 








Seq. No. 


50718 


Seq. ID 


OJ000229_24 


.0419. C28 


Gene No. 


107556 


Strand 






Start 


13251 


End 


14566 




Name 


OJ000229 24.0419.C28.o2.np 


Method 


AAT/NAP 




Start 


13471 


End 


14517 




GI 


1708421 


Score 


1041 




Exons 


13471. .13631, 13749. .14517 








GI Descrip. 


ISOFLAVONE REDUCTASE HOMOLOG 


IRL gi 11205986 (U33318) sulfur 



starvation induced isoflavone reductase-like IRL [Zea mays] 



Seq. No. 50718 Seq. ID OJ000229_24 . 0419 . C28 



52182 



Gene No. 107556 Strand 

Start 13251 End 14566 

Name OJ000229_24 . 0419 .C28 .o4 . gp Method AAT/GAP 

Start 14119 End 14566 

GI 27194JL.R1084 Score 857 

Exons 14119. .14566 

GI Descrip. 1 1708421/sp | P52580 | IFRH_MAIZE 1.0e-42 ISOFLAVONE REDUCTASE 
HOMOLOG IRL >gi_1205986 (U33318) sulfur starvation induced 
isoflavone reductase-like IRL [Zea mays] 1 



Seq. No. 50718 Seq. ID 

Gene No. 107557 Strand 

Start 16176 End 

Name OJ000229_24 .0419. C28 . o2 . tm Method 

Start 6056 End 

GI none Score 
Exons 



OJ000229_24.0419.C28 
19776 

TBLASTX: Maize 

8248 

71 



6056. .6106, 6057. .6107, 6084. .6200, 6085. .6201, 6248. .6367, 
6249. .6371, 7594. .7779, 7599. .7778, 8141. .8209, 8142. .8210, 
8145. .8210, 814 6. .8238, . 8216. .8248 



Seq. No. 50718 

Gene No. 107557 

Start 16176 

Name OJ000229_24 . 04 19 . C28 . o2 . tc 

Start 6085 

GI none 

Exons 6085 . . 6201, 
7599. .7778 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_24 .0419.C28 
19776 

TBLASTX: Cress 

7779 

157 



6249. .6272, 6266. .6367, 6267. .6371, 7594. .7779, 



Seq. No. 50718 Seq. ID 

Gene No. 107557 Strand 

Start 16176 End 

Name OJ000229_24 . 0419.C28 ,o2 . ts Method 

Start 6085 End 

GI none Score 

Exons 6085.. 6201, 6249.. 6269, 6297.. 6371, 6320.. 6367, 7594.. 7779, 

7599. .7778, 7673.-7786 



OJ000229_24 .0419.C28 
19776 

TBLASTX : Soybean 

7786 

155 



Seq. No. 50718 

Gene No. 107557 

Start 16176 

Name OJ00022 9_2 4 . 04 1 9 . C28 . ol . ts 

Start 8941 

GI none 
Exons 



OJ000229 24.0419.C28 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8941. .9012, 9186. .9581, 9190. .9582, 9648. .9950, 9649. .9951, 
13468. .13569, 13564 .. 13638 , 13702 .. 14202 , 13706 14203, 
14206. .14511, 14207. .14512, 14523.. 14570 



19776 

TBLASTX : Soybean 

14570 

228 



Seq. No. 50718 

Gene No. 107557 

Start 16176 

Name 0 JO 0022 9_2 4.0419.C28.o3.tm 

Start 8941 

GI none 
Exons 



Seq. ID OJ000229_24 .0419. C2£ 
Strand 

End 19776 

Method TBLASTX : Maize 

End 13900 

Score 72 



8941.. 9030, 8944.. 9018, 9037.. 9111, 9163.. 9321, 9186.. 9335, 
9190.. 9336, 13468. .13557, 134 69 .. 13555, 13564 .. 13632, 
13564. .13638, 13750 .. 13899, 13751.. 13900 



52183 



Seq. No. 50718 

Gene No. 107557 

Start 16176 

Name OJ00022 9_24 .0419. C28 . ol . tc 

Start 8947 

GI none 
Exons 



Seq. ID OJ000229_24 .0419.C28 
Strand 

19776 

TBLASTX: Cress 
14508 
67 



End 

Method 
End 
Score 

8947. .9012, 8953. .9120, 9186. .9431, 9190. .9432, 9441. .9587, 
9502. .9582, 9594. .9644, 9648. .9962, 9649.-9954, 13456 .. 13638 , 
13460. .13633, 137 14 .. 13995, 13751 .. 13996, 14005 .. 14202 , 
14024. .14203, 14206 .. 14508 / 14207.. 14506 



Seq. No. 


50718 


Seq. ID 


OJ000229_24 .0419. 


C28 


Gene No. 


107557 


Strand 






Start 


16176 


End 


19776 




Name 


OJ000229 24.0419.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


9507 


End 


14508 




GI 


none 


Score 


99 




Exons 


9507.. 9578, 9508.. 9579, 9594 


..9644, 964 


8. .9947, 9649.-9948, 




9870.. 9956, 14071 .. 14202, 14072 .. 14203, 


14206. .14508, 






14207. .14506, 14428. .14508 








Seq. No. 


50718 


Seq. ID 


OJ000229_24 .0419. 


C28 


Gene No. 


107557 


Strand 






Start 


16176 


End 


19776 




Name 


OJ000229 24.0419.C28.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10345 


End 


10680 




GI 


none 


Score 


94 




Exons 


10345. .10536, 10522 .. 10680, 


10623. .10679 




Seq. No. 


50718 


Seq. ID 


OJ000229_24.0419. 


C28 


Gene No. 


107557 


Strand 






Start 


16176 


End 


19776 




Name 


OJ000229 24.0419.C28.o4.tm 


• Method 


TBLASTX :Maize 




Start 


10362 


End 


10758 




GI 


none 


Score 


229 




Exons 


10362. .10757, 10405.. 10758 








Seq. No. 


50718 


Seq. ID 


OJ000229_24.0419. 


C28 


Gene No. 


107557 


Strand 






Start 


16176 


End 


19776 




Name 


OJ000229 24.0419.C28.o7.gs 


Method 


GENSCAN 




Start 


16176 


End 


18405 




GI 


none 


Score 


.84 




Exons 


16176. .16189, 16514. .16582, 


16599. . 16722, 17800. .18405 




Seq. No. 


50718 


Seq. ID 


OJ000229_24 .0419. 


C28 


Gene No. 


107557 


Strand 






Start 


16176 


End 


19776 




Name 


OJ000229 24.0419.C28.o5.gp 


Method 


AAT/GAP 




Start 


17712 


End 


17944 




GI 


LIB3434-055-P1-K1-C6 


Score 


436 




Exons 


17712. .17944 








GI Descrip. 


, 5852170/emb|AL117265. 1 IOST17804 1.0e-149 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone : tl7804 ' 


Seq. No. 


50718 


Seq. ID 


OJ000229_24.0419. 


C28 



52184 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107557 Strand 

16176 End 19776 

OJ000229_24.0419.C28.o3.np Method AAT/NAP 

18036 End 19776 

3831447 Score 160 
18036. .18525, 19640.. 19776 

(AC005819) putative extensin [Arabidopsis thaliana] 



50718 

107557 

16176 

OJ000229_24 . 04 1 9 . C28 . o5 . tm 

18232 

none 



Seq. ID OJ000229_24.0419.C28 
Strand 

End 19776 

Method TBLASTX: Maize 

End 18485 

Score 131 



18232. .18423, 18296 .. 18421, 18426. .18485 



50718 

107557 

16176 

OJ000229_24.0419.C28.o8.gs 

18889 

none 

18889. .19758 



Seq. ID OJ000229_24 .0419.C28 
Strand 

End 19776 

Method GENSCAN 

End 19758 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50719 

107558 

1 

OJ000229_24.0419.C29.ol.np 
1 

7522209 



Seq. ID OJ000229_24 .0419.C29 

Strand + 

End 2136 

Method AAT/NAP 

End 2136 

Score 540 



1..161, 246. .386, 1424. .1584, 1663. .1834, 1976. .2136 
hypothetical protein T24C20.70 - Arabidopsis thaliana 
gi|5541725|emb|CAB51066.1| (AL096856) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



50719 
107558 
1 

OJ000229_24.0419.C29.ol.gs 
246 
none 

246. .386, 1663. .1820 

50720 
107559 
61 

OJ000329_10.0418.Cl.ol.gs 
61 

none 

61. .169, 836. .1040, 2015. .2250, 2431. .2575, 2817. .3552 



Seq. ID OJ000229_24 .0419.C29 

Strand + 

End 2136 

Method GENSCAN 

End 1820 

Score .48 



Seq. ID OJ000329_10.0418.C1 

Strand + 

End 3552 

Method GENSCAN 

End 3552 

Score .83 



50720 

107560 

10984 

OJ000329_10.0418.Cl.ol.gp 

10984 

3107387 



Seq. ID OJ000329_10.0418.C1 

Strand + 

End 11367 

Method AAT/GAP 

End 11367 

Score 530 



52185 




Exons 


10984. .11230, 11321.. 11367 








Seq. No. 


50720 




Seq. ID 


OJ000329_10.0418 


.CI 


Gene No. 


107561 




Strand 






Start 


1 




End 


1949 




Name 


OJ000329 10 0418 CI ol 


np 


Method 


AAT/NAP 




Start 


1 ~~ 

X 




End 


1949 




GI 


7523712 




Score 


150 




Exons 


1 904 478 549 1080 


.1227, 


1835. .1949 




GI Descrip. 


( AP01 1 001 \ Hvnnfhpl-irfll 


protein [Arabidopsis thaliana] 




Seq. No. 


50720 




Seq. ID 


OJ000329_10.0418 


.CI 


Gene No. 


107562 




Strand 






O Lai L 


4647 




End 


8271 




Name 


OJ000329 10 0418 CI o2 


gs 


Method 


GENSCAN 




Start 


4 647 ~~ 




End 


8271 




GI 


nunc 




Score 


.68 




Exons 


4647 4785 5164 5412 


c; c; a Q 


5744, 6752. .7060, 7632. .7665, 




7915 8097 8191 8271 

r ^ j j • • o \j j / / o x 3? x • . u / x 










Seq. No. 


50720 




Seq. ID 


OJ000329JL0.0418 




bene inu . 


1 07 561 

X VJ / JUJ 




Strand 






Start 


8558 

O J JO 




End 


11324 




Name 


0.1000129 10 041 8 CI nl 




Method 


GENSCAN 




Start 


ft R5ft — 

O J JO 




End 


11324 




GI 


■ LLKJllKZ 




Score 


.73 




Exons 


8558 8621 8749 8958 

OJJOf • O U ^ J , O / *iZ/. • O J JO / 


QflQ R 

yuoj . . 


9116, 9402. .9496, 11161.. 


1132 


Seq. No. 


50721 




Seq. ID 


OJ000329_10.0418 


r 2 


Gene No. 


107564 




Strand 


+ 




o car L 


825 




End 


1011 




Name 


O.T000129 10 0418 C2 ol 


tm 


Method 


TBLASTX: Maize 




Start 


7 56 _ 




End 


1010 




GI 






Score 


72 




Exons 


756 824 761 874 762 


QCy] 

. . O DH , 


766. .873 


, 866. .1006, 868. 


.996 




869 1 000 870 1010 










Seq. No. 


50721 




Seq. ID 


OJ000329_10.0418 


.C2 


CZ. QnD M r\ 
ucUc 1NQ . 


107564 

X \J f J O *i 




Strand 


+ 




Start 


825 

O J 




End 


1011 




Name 


O.T000129 10 041 8 CO ol 


gp 


Method 


AAT/GAP 




Start 


825 ~~ 

O £. J 




End 


1011 




GI 


1 l<Ji 1C 




Score 


311 




Exons 


825 1011 

o^.j. • lull 










Seq. No. 


50722 




Seq. ID 


OJ000329_10.0418 


.C3 


uene lno . 


1 07565 

X \J /JUJ 




Strand 


+ 




Start 


0 




End 


2079 




Name 


O.T000129 10 041 8 PI ol 


gs 


Method 


GENSCAN 




Start 


o ~~ 




End 


2079 




GI 


none 




Score 


.82 




Exons 


2. .69, 1142. .1251, 1437 


. .1685, 


1792. .2079 




Seq. No. 


50722 




Seq. ID 


OJ000329_10.0418 


.C3 


Gene No. 


107566 




Strand 






Start 


1783 




End 


2392 




Name 


OJ000329 10.0418.C3.ol. 


tm 


Method 


TBLASTX: Maize 





52186 



Start 
GI 

Exons 



1 End 2332 

none Score 101 

1..72, 5.-73, 1107. .1193, 1107. .1235, 1141. .1236, 1142. .1300, 
1412. .1684, 1446. .1682, 1488. .1688, 1790. .1951, 1791. .2045, 
1816. .2001, 1914. .2183, 2004. .2066, 2009. .2158, 2176. .2193, 
2291. .2332 



Seq. No. 50722 Seq. ID 

Gene No. 107566 Strand 

Start 1783 End 

Name OJ000329_10 . 04 18 . C3 . ol . gp Method 

Start 1783 End 

GI none Score 

Exons 1783.. 2392 



OJ000329_10.0418.C3 

2392 
AAT/GAP 
2392 
1111 





Seq. No. 


50723 








Seq. ID 


OJ000329_ 


10. 


0418 


.C4 




Gene No. 


107567 








Strand 


- 










Start 


11 








End 


1412 










Name 


OJ000329 


_10.0418.C4 


.ol 


.gs 


Method 


GENS CAN 










Start 


11 








End 


1412 










GI 


none 








Score 


.48 










Exons 


11. .642, 


1358. .1412 


















Seq. No. 


50724 








Seq. ID 


OJ000329_ 


10. 


0418 


.C5 




Gene No. 


107568 








Strand 










3 


Start 


13 








End 


554 








» 


Name 


OJ000329 


10. 0418. C5 


.ol 


.gs 


Method 


GENSCAN 








y 


Start 


13 








End 


554 








i 


GI 


none 








Score 


.77 








Li 


Exons 


13. .333, 


437. .554 


















Seq. No. 


50725 








Seq. ID 


OJ000329 


10. 


0418 


.C6 


1 1 


Gene No. 


107569 








Strand 


+ 










Start 


191 








End 


270 










Name 


OJ000329 


10. 0418. C6 


.ol 


.np 


Method 


AAT/NAP 










Start 


191 








End 


270 








*H 


GI 


7486784 








Score 


72 










Exons 


191. .270 



















3 GI Descrip. hypothetical protein M3E9.190 - Arabidopsis thaliana 
3 gi I 4468104 |emb|CAA18232.2 | (AL022223) hypothetical protein 

3 [Arabidopsis thaliana] gi | 7269490 | emb | CAB7 9493 . 1 | (AL161565) 

hypothetical protein [Arabidopsis thaliana] 



Seq. No. 50725 

Gene No. 107570 

Start 1003 

Name OJ000329_10 . 0418 . C6 . ol . gp 

Start 1003 

GI 19549_1.R1084 

Exons 1003.. 1109 

GI Descrip. '2668744 7.0e-86 (AF034946) 
mays] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000329_10.0418.C6 

1109 
AAT/GAP 
1109 
188 



ubiquitin conjugating enzyme [Zea 



Seq. No. 50726 Seq. ID 

Gene No. 107571 Strand 

Start 1 End 

Name 0 JO 0 0 3 2 9_1 0 . 0 4 1 8 . C7 . o 1 . np Me t hod 



OJ000329_10.0418.C7 
282 

AAT/NAP 



52187 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
•Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



282 
247 



6714369 
1. .282 

(AC012562) putative protein kinase [Arabidopsis thaliana] 



50726 

107572 

1143 

OJ000329_10.0418.C7.ol.ts 
1 

none 



Seq. ID OJ000329_10.0418.C7 
Strand 

End 1577 

Method TBLASTX : Soybean 

End 238 

Score 81 



1..132, 2. .130, 139. .234, 140. .238 



50726 
107572 
1143 

OJ000329_10.0418.C7.ol.tc 
4 

none 

4. .216, 5. .214, 67. .261 

50726 
107572 
1143 

OJ000329_10 . 04 18 . C7 . ol . tm 

97 . 
none 

97. .327, 98. .313, 100. .336, 319. .375 



Seq. ID OJ000329_10.0418.C7 
Strand 

End 1577 

Method TBLASTX : Cres s 

End 261 

Score 124 



Seq. ID OJ000329_10.0418.C7 
Strand 

End 1577 

Method TBLASTX : Mai ze 

End 375 

Score 238 



50726 

107572 

1143 

OJ000329_10.0418.C7.ol.gs 

1143 

none 

1143. .1165, 1544. .1577 



Seq. ID OJ000329_10.0418.C7 
Strand 

End 1577 

Method GENS CAN 

End 157 7 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



50727 
107573 
465 

OJ000329_10.0418.C8.ol.gs 
465 
none 

465.-597, 744. .893, 1331. .1633 

50728 
107574 
1133 

OJ000329_10.0418.Cll.ol.tm 
1111 
none 



Seq. ID OJ000329_10.0418.C8 

Strand + 

End 1633 

Method GENSCAN 

End 1633 

Score .85 



Seq. ID OJ000329_10.0418.C11 
Strand 

End 1592 

Method TBLASTX : Mai ze 

End 1589 

Score 114 



1111. .1203, 1114. .1299, 1116. .1304, 1360. .1440, 1380. .1436, 
1380. .1484, 1440. .1589, 1462. .1557 



50728 

107574 

1133 



Seq. ID OJ000329_10.0418.C11 
Strand 

End 1592 



52188 



Name OJ000329_10 . 0418 .Cll . ol .np Method AAT/NAP 

Start 1133 End 1592 

GI 3810596 Score 256 

Exons 1133.. 1592 

GI Descrip. (AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 50728 

Gene No. 107574 

Start 1133 

Name OJ000329_10 . 0418 . Cll . ol . tw 

Start 1360 

GI none 
Exons 



Seq. ID OJ000329JL0. 0418. Cll 
Strand 

End 1592 

Method TBLASTX : Wheat 

End 1589 

Score 68 



1360. .1440, 1431. .1589, 1462. .1569, 1464.. 1589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50729 

107575 

481 

OJ000329_10.0418.C13.ol.gs 

481 

none 



Seq. ID OJ000329_10.0418.C13 
Strand 

End 3310 

Method GENSCAN 

End 3273 

Score .86 



481. .1275, 1459. .1890, 1930. .3273 



50729 
107575 
481 

OJ000329_10.0418.C13.ol.np 
484 

4680179 
484. .3310 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000329_10.0418.C13 
Strand 

End 3310 

Method AAT/NAP 

End 3310 

Score 4271 





Seq. No. 


50729 






Seq. ID 


OJ000329_10.0418.C13 




Gene No. 


107575 






Strand 






Start 


481 






End 


3310 




Name 


OJ000329 


10.0418.C13 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


529 






End 


862 




GI 


none 






Score 


75 




Exons 


529. .861, 


550. .711, 


581. .862 








Seq. No. 


50729 






Seq. ID 


OJ000329_10.0418.C13 




Gene No. 


107575 






Strand 






Start 


481 






End 


3310 




Name 


OJ000329 


10.0418.C13 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


724 






End 


1309 




GI 


none 






Score 


119 




Exons 


724. .1149 


, 725. .922, 


745. .990, 


986. .1150, 1147. .1308, 1154. 




Seq. No. 


50729 






Seq. ID 


OJ000329_10.0418.C13 




Gene No. 


107575 






Strand 






Start 


481 






End 


3310 




Name 


OJ000329 


10.0418.C13 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


862 






End 


1488 




GI 


none 






Score 


44 




Exons 


862. .1488 


, 863.. 922, 


983. .1429 






Seq. No. 


50729 






Seq. ID 


OJ000329_10.0418.C13 



52189 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

^ Seq. No. 

*f Gene No. 

U Start 

tn Name 

fii Start 

-H GI 

Exons 

sl Seq. No. 
fll Gene No. 
E ~ Start 

Name 
a :i Start 

y gi 

H Exons 

fg Seq. No. 

Gene No. 
U Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107575 
481 

OJ000329_10< 

1357 

none 

1357. .1647, 

50729 

107575 

481 

OJ000329_10. 

1447 

none 

1447. .1707, 

50729 

107575 

481 

OJ000329_10. 

1471 

none 

1471. .1614, 

50729 

107575 

481 

OJ000329_10. 

1494 

none 

1494. .1748, 

50729 

107575 

481 

OJ000329_10. 

2062 

none 

2062. .2415, 

50729 

107575 

481 

OJ000329_10. 

2062 

none 

2062. .2412, 

50729 

107575 

481 

OJ000329_10. 

2233 

none 

2233. .2481 



0418.C13.o3.tm 



1361. .1648, 1548. 



0418.C13.o2.ts 



1448. .1696 



0418.C13.ol.tc 



1472.. 1612, 1615. 



0418.C13.o2.tw 



Strand 
End 

Method 
End 
Score 
.1649 



3310 

TBLASTX: Maize 

1649 

296 



Seq. ID OJ000329_10.0418.C13 
Strand 

End 3310 

Method TBLASTX : Soybean 

End 1707 

Score 185 



Seq. ID OJ000329_10.0418.C13 
Strand 

End 3310 

Method TBLASTX : Cress 

End 1797 

Score 87 
.1797 

Seq. ID OJ000329_10.0418.C13 
Strand 

End 3310 

Method TBLASTX : Wheat 

End 2034 

Score 126 



1495. .1878, 1495. .2034, 1499. .1993 



0418.C13.o2.tm 
2069. .2410 

0418.C13.o3.tw 
2062.. 2487, 2069. 

0418.C13.o3.ts 



Seq. ID OJ000329_10.0418.C13 
Strand 

End 3310 

Method TBLASTX : Mai ze 

End 2415 

Score 202 



Seq. ID OJ000329_10.0418.C13 
Strand 

3310 

TBLASTX: Wheat 
2487 
224 



End 

Method 
End 
Score 
.2485 



Seq. ID OJ000329_10.0418.C13 
Strand 

End 3310 

Method TBLASTX : Soybean 

End 2481 

Score 207 



Seq. No. 
Gene No. 



50729 
107575 



Seq. ID OJ000329_10.0418.C13 
Strand 



52190 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



481 End 

OJ000329_10.0418.C13.o5.tm Method 

2422 End 

none Score 
2422. .2754, 2423. .2701 



Seq. No. 50729 Seq. ID 

Gene No. 107575 Strand 

Start 481 End 

Name OJ000329_10. 0418 .C13. o5 . tw Method 

Start 2488 End 

GI none Score 

Exons 2488.. 2751, 2489.. 2749 



50729 Seq. ID 

107575 Strand 

481 End 

OJ000329_10.0418.C13.ol.ts Method 

2503 End 

none Score 



3310 

TBLASTX: Maize 

2754 

145 



OJ000329_10.0418.C13 
3310 

TBLASTX : Wheat 

2751 

255 



OJ000329_10.0418.C13 
3310 

TBLASTX : Soybean 

2898 

69 



2503. .2754, 2506. .2655, 2513. .2746, 2719. .2844, 2809. .2862, 
2866. .2898, 2867. .2896 



Seq. No. 50729 Seq. ID 

Gene No. 107575 Strand 

Start ' 4 81 End 

Name OJ000329_10 . 0418. C13 . o4 . tm Method 

Start 2809 End 

GI none Score 

Exons 2809.. 3252, 3014.. 3256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50729 Seq. ID 

107575 Strand 

481 End 
OJ000329_10.0418.C13.o4 .tw Method 

2839 End 

none Score 

2839. .3288, 2882. .3262, 2890. .3297 



Seq. No. 50729 Seq. ID 

Gene No. 107575 Strand 

Start 481 End 

Name OJ000329_10. 0418 .C13. o4 .ts Method 

Start 2971 End 

GI none Score 

Exons 2971.. 3285 



OJ000329_10.0418.C13 
3310 

TBLASTX: Maize 

3256 

67 



OJ000329_10.0418.C13 
3310 

TBLASTX: Wheat 

3297 

292 



OJ000329_10.0418.C13 
3310 

TBLASTX : Soybean 

3285 

199 



Seq. No. 50730 Seq. ID 

Gene No. 107576 Strand 

Start 1 End 

Name OJ000329_10 . 0418. C15 . ol . np Method 

Start 1 End 

GI 7488595 Score 

Exons 1 . . 74 

GI Descrip. ubiquitin conjugating enzyme, E2 - wild cabbage (fragment) 

gi|1142614|gb|AAA86089.1| (U17250) ubiquitin conjugating enzyme, 
E2 [Brassica oleracea] 



OJ000329_10.0418.C15 
+ 

74 

AAT/NAP 

74 

81 



52191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



Seq. ID OJ000329_10.0418.C15 

Strand . - 

End 67 

Method AAT/GAP 

End 67 

Score 115 



50730 
107577 
1 

OJ000329_10.0418.C15.ol.gp 
1 

19549_1.R1084 
1. .67 

'2668744 7.0e-86 (AF034946) ubiquitin conjugating enzyme [Zea 
mays] ' 



50731 
107578 
291 

OJ000329_10.0418.C17.ol.gp 
291 

58765_1.R1084 
291. .364 

»4895220/gb|AAD32806.1|AC007660_7 6.0e-36 (AC007660) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ000329_10.0418.C17 
Strand 

End 364 

Method AAT/GAP 

End 364 

Score 106 



Seq. ID OJ000329_10.0418.C18 

Strand + 

End 435 

Method AAT/NAP 

End 435 

Score 80 



50732 
107579 
1 

OJ000329_10.0418.C18.ol.np 
1 

322759 
1. .435 

pistil extensin-like protein (clone pMG14) - common tobacco 
(fragment) gi | 19927 | emb | CAA78393 | (Z14015) pistil extensin like 
protein [Nicotiana tabacum] 



50732 

107580 

257 

OJ000329_10.0418.C18.ol.gs 

257 

none 

257. .471 

50733 

107581 

10 

OJ000329_10.0418.C19.o2.tm 
4 

none 

4. .228, 10. .162, 125. .217 

50733 

107581 

10 

OJ000329_10.0418.C19.ol.tc 
7 

none 



Seq. ID OJ000329_10.0418.C18 
Strand 

End 471 

Method GENSCAN 

End 471 

Score .76 



Seq. ID OJ000329_10.0418.C19 
Strand 

End 1051 

Method TBLASTX : Mai ze 

End 228 

Score 98 



Seq. ID OJ000329_10.0418.C19 
Strand 

End 1051 

Method TBLASTX: Cress 

End 54 6 

Score 115 



7. .225, 10. .231, 11. .226, 316. .546, 353.-538 

50733 Seq. ID OJ000329_10 . 04 18 . C19 



52192 



Gene No. 107581 

Start 10 

Name OJ000329_10 . 0418 . C19. o2 . ts . 

Start 7 

GI none 

Exons 7.. 219, 11.. 217 

Seq. No. 50733 

Gene No. 107581 

Start 10 

Name OJ000329__10 . 0418 .C19 . ol . gs 

Start 10 

GI none 

Exons 10.. 951 



Strand 
End 

Method 

End 

Score 



1051 

TBLASTX: Soybean 

219 

149 



Seq. ID OJ000329_10.0418.C19 
Strand 

End 1051 

Method GENSCAN 

End 951 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50733 
107581 
10 

OJ000329_10.0418.C19.ol.np 
13 

6006885 
13. .1051 

(AC008153) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000329_10.0418.C19 
Strand 

1051 
AAT/NAP 
1051 
977 



End 

Method 

End 

Score 



50733 
107581 
10 

OJ000329_10.0418.C19.ol.tm 
316 



none 

316. .1044, 
872. .1045 



Seq. ID OJ000329_10.0418.C19 
Strand 

End 1051 

Method TBLASTX : Mai ze 

End 1045 

Score 71 

413. .532, 697. .906, 701. .1045, 826. .1044, 853. .1017, 



Seq. No. 50733 

Gene No. 107581 

Start 10 

Name OJ000329_10 . 0418 .C19.ol . ts 

Start 316 

GI none 

Exons 31 6.. 8 34 



Seq. ID OJ000329_10.0418.C19 
Strand 

End 1051 

Method TBLASTX : Soybean 

End 834 

Score 386 



Seq. No. 50733 

Gene No. 107581 

Start 10 

Name OJ000329_10 . 0418 .C19.o2.tc 

Start 592 

GI none 

Exons 592.. 972, 638.. 961 

Seq. No. 50733 

Gene No. 107581 

Start 10 

Name OJ000329_10 . 0418 . C19 . ol . tw 

Start 707 

GI none 

Exons 707.. 1018, 712.. 1023 



Seq. ID OJ000329_10.0418.C19 
Strand 

End 1051 

Method TBLASTX: Cress 

End 972 

Score 130 



Seq. ID OJ000329_ld.0418.C19 
Strand 

End 1051 

Method TBLASTX : Wheat 

End 1023 

Score 152 



52193 




Seq. No. 


50734 








Seq. ID 


OJ000329_ 


10 


.0418 


C21 


(aene no . 


1 U / jo/: 








Strand 


+ 








Start 


1790 








End 


3155 








Name 


OJ000329 10. 


0418. 


C21.o2 


.gs 


Method 


GENSCAN 








Start 


1790 








End 


3155 








GI 


none 








Score 


.66 








Exons 


1790. .1925, 


1975. 


.2116, 


2772. 


.2812, 3040.. 3155 








Seq. No. 


50734 










\JKJ \J \J \J J &. J 


10 


0418 


C21 


bene ino . 


IU ' jo J 








Strand 


+ _ 








Start 


3993 








End 


4462 








Name 


OJ000329 10. 


0418. 


C21.o3 


gs 


Mot - hnH 


VJ Hi LN O V^^VIN 








Start 


3993 










4 4 f>9 








GI 


none 








S core 


ft ft 








Exons 


3993. .4046, 


4301. 


.4462 














Seq. No. 


50734 








Qorr T H 

oeq . lu 




10 


0418 


C21 


bene ino . 


±V / DO *i 








OIL dilU 










Start 


7910 








End 


8332 








Name 


OJ000329 10. 


0418. 


C21.o4 


gs 


Method 


GENSCAN 








Start 


7910 








End 


8332 








GI 


none 








Score 


.81 








Exons 


7910. .8332 


















Seq. No. 


50734 








Seq. ID 


OJ000329_ 


10 


0418 


C21 


Gene No. 


107585 








Strand 


+ 








Start 


8833 








End 


10499 








Name 


OJ000329 10. 


0418. 


C21.ol 


np 


Method 


AAT/NAP 








Start 


8833 








End 


10496 








GI 


3915095 








Score 


2083 








Exons 


8833. .9592, 


9689. 


.9822, 


9899. 


.10496 










GI Descrip. 


TRANS-CINNAMATE 4 


-MONOOXYGENASE (CINNAMIC ACID 4 


-HYDROXYLASE) 



(CA4H) (C4H) (P450C4H) (CYTOCHROME P450 73) 

gi | 1526537 | dbj | BAA13414 | (D87520) cytochrome P4 50 (CYP73A14) 
[Glycyrrhiza echinata] 



Seq. No. 


50734 








Seq. ID 


OJ000329_10.0418 


.C21 


Gene No. 


107585 








Strand 


+ 




Start 


8833 








End 


10499 




Name 


OJ000329 10. 


0418 


-C21.o5 


. gs 


Method 


GENSCAN 




Start 


8833 








End 


10499 




GI 


none 








Score 


.83 




Exons 


8833. .9255, 


9345 


. .9592, 


9689. 


.9822, 9907. .10499 




Seq. No. 


50734 








Seq. ID 


OJ000329_10.0418 


.C21 


Gene No. 


107586 








Strand 


+ 




Start 


13351 








End 


17089 




Name 


OJ000329 10. 


0418 


.C21.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8803 








End 


9192 




GI 


none 








Score 


470 




Exons 


8803. .8961, 


8832 


. .9191, 


8911. 


.9192 






Seq. No. 


50734 








Seq. ID 


OJ000329_10.0418 


.C21 


Gene No. 


107586 








Strand 


+ 




Start 


13351 








End 


17089 




Name 


OJ000329 10. 


0418 


.C21.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


8884 








End 


10500 





52194 




GI none Score 148 

Exons 8884.. 8955, 8914.. 9018, 8952.. 9260, 9022.. 9327, 9025.. 9309, 

9339. .9602, 9344. .9475, 9726. .9839, 9731. .9769, 9885. .9944, 
9895. .9945, 9948. .10166, 9950. .10477, 9951. .10202, 10260 .. 10487 , 
10377. .104 84, 10408. .10500 



Seq. No. 50734 

Gene No. 107586 

Start 13351 

Name OJ000329_10 . 04 18 . C21 . ol . ts 

Start 8884 

GI none 

Exons 8884.. 8961, 8911.. 9327, 8949.. 9260, 9025.. 9315, 9134 
9339. .9593, 9344. .9475, 9687. .9722, 9698. .9769, 9714 



Seq. ID OJ000329_10.0418.C21 
Strand + 

17089 

TBLASTX : Soybean 
10502 
639 

9241, 
9839, 



End 

Method 

End 

Score 



9885.-9944, 9895. .9945, 9939. .10166, 9951. .10202, 10019 .. 10201 , 
10262. .10477, 10263.. 10502 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50734 

107586 

13351 

OJ000329_10.0418.C21.ol.tc 

8911 

none 



Seq. ID OJ000329_10.0418.C21 

Strand + 

End 17089 

Method TBLASTX : Cress 

End 10490 

Score 611 



8911. .9327, 8952. .9260, 9025. .9285, 9339. .9593, 9344. .9409, 
9687..9839, 9695. .9769, 9885. .9944, 9895. .9945, 9948. .10151, 
9951. .10202, 10019. .10201, 10260 .. 104 90, 10262. .10477 



Seq. No. 


50734 




Seq. ID 


OJ000329_10.0418 


.C21 


Gene No. 


107586 




Strand 


+ 




Start 


13351 




End 


17089 




Name 


OJ000329 10.0418.C21 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


10280 




End 


10487 




GI 


none 




Score 


258 




Exons 


10280. . 10468, 10281. 


.10487 








Seq. No. 


50734 




Seq. ID 


OJ000329_10.0418 


.C21 


Gene No. 


107586 




Strand 


+ 




Start 


13351 




End 


17089 




Name 


OJ000329 10.0418.C21 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


13344 




End 


13554 




GI 


none 




Score 


199 




Exons 


13344. .13490, 13345. 


.13506, 


13351. .13497, 13495.. 13554 




Seq. No. 


50734 




Seq. ID 


OJ000329_10.0418 


.C21 


Gene No. 


107586 




Strand 


+ 




Start 


13351 




End 


17089 




Name 


OJ000329 10.0418.C21 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


13350 




End 


13478 




GI 


none 




Score 


198 




Exons 


13350. .13478, 13351. 


.13476 








Seq. No. 


50734 




Seq. ID 


OJ000329_10.0418 


.C21 


Gene No. 


107586 




Strand 


+ 




Start 


13351 




End 


17089 




Name 


OJ000329 10.0418.C21 


. o2 .np 


Method 


AAT/NAP 




Start 


13351 




End 


17089 




GI 


4895220 




Score 


831 





52195 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



p Seq. No. 
t =i Gene No . 
Start 
Name 
Start 
GI 

Exons 



iy Seq. No. 
s Gene No. 
£3 Start 
Name 
Start 
GI 

Exons 



* 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13351. .13476, 14 607 .. 14705, 15245 .. 15396, 15690 157 62 , 
16317. .16439, 16688 .. 16802 , 16844. .17089 
(AC007660) unknown protein [Arabidopsis thaliana] 



50734 

107586 

13351 

OJ000329_10 . 04 18 . C21 . 06 . gs 

13351 

none 



Seq. ID OJ000329_10.0418.C21 

Strand + 

End 17089 

Method GEN SCAN 

End 16796 

Score .75 



13351. .13476, 14 644 .. 14705, 15280 .. 15396, 15690 .. 157 62 , 
16317. .16439, 16688.. 16796 



50734 
107586 
13351 

OJ000329_10.0418.C21.ol.gp 
16728 

uC-osflcyp078d08bl 
16728. .16797, 17060.. 17089 

'4895220/gb|AAD32806.1|AC007660_7 2.0e-58 (AC007660) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ000329_10.0418.C21 

Strand + 

End 17089 

Method AAT/GAP 

End 17089 

Score 111 



50735 

107587 

445 

OJ000329_10 . 04 18 . C22 . ol . tm 

441 

none 



Seq. ID OJ000329_10.0418.C22 
Strand 

End 2604 

Method TBLASTX : Mai ze 

End 1567 

Score 171 



441. .569, 443. .568, 445. .570, 446. .571, 669. .719, 669. .719, 
833. .937, 837. .935, 838. .936, 1424. .1567, 1444. .1563 



50735 

107587 

445 

OJ000329_10.0418.C22.ol.ts 

441 

none 



Seq. ID OJ000329_10.0418.C22 
Strand 

End 2604 

Method TBLASTX : Soybean 

End 1573 

Score 140 



441. .569, 443. .571, 443. .568, 669. .719, 670. .711, 833. .937, 
1442. .1573, 1444. .1557 



50735 

107587 

445 

OJ000329_10 . 04 18 . C22 . ol . gs 

445 

none 



Seq. ID OJ000329_10.0418.C22 
Strand 

End 2604 

Method GENSCAN 

End 2604 

Score .73 



445..S68, 669. .719, 836. .934, 1444. .1499, 1772. .1884, 2429. .2604 



50735 

107587 

445 

OJ000329_10.0418.C22.ol.np 
445 

4803944 



Seq. ID OJ000329_10.0418.C22 
Strand 

End 2604 

Method AAT/NAP 

End 1554 

Score 266 



445. .568, 836. .934, 1444. .1554 

(AC006264) unknown protein [Arabidopsis thaliana] 



52196 



Seq. No. 50736 Seq. ID 

Gene No. 107588 Strand 

Start 1 End 

Name OJ00032 9_10 .0418. C23 . o2 . np Method 

Start 1 End 

GI 6063554 Score 

Exons 1..25, 7025.. 7270, 8412.. 8587 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000329_10.0418.C23 
+ 

10560 
AAT/NAP 
8587 
159 



Seq. No. 50736 

Gene No. 107588 

Start 1 

Name OJ000329_10 . 04 18 . C23 . ol . gs 

Start 2590 

GI none 
Exons 



Seq. ID OJ000329_10.0418.C23 

Strand + 

End 10560 

Method GEN SCAN 

End 5308 

Score .64 



2590. .2623, 3550. .3650, 4251. .4378, 4665. .4769, 5165. .5308 



Seq. No. 50736 Seq. ID OJ000329 

Gene No. 107588 Strand + 

Start . 1 End 10560 

Name OJ000329_10 . 04 18 . C23 . ol . gp Method AAT/GAP 

Start 3572 End 4318 

GI 19549_1.R1084 Score 234 

Exons 3572.. 3650, 4251.. 4318 

GI Descrip. '2668744 7.0e-86 (AF034946) 
mays] * 



10.0418.C23 



ubiquitin conjugating enzyme [Zea 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50736 

107588 

1 

OJ000329_10.0418.C23.ol.np 

3581 

2668744 



Seq. ID OJ000329 10.0418.C23 



Strand 
End 

Method 

End 

Score 



+ 

10560 
AAT/NAP 
5305 
714 



3581. .3650, 4251. .4378, 4665. .4769, 5165. .5305 
(AF034 94 6) ubiquitin conjugating enzyme [Zea mays] 



Seq. No. 50736 

Gene No. 107588 

Start 1 

Name OJ00032 9_10 .0418. C23 . o2 . gp 

Start 4249 

GI 19549_1.R1084 

Exons 4249.. 4378, 4665.. 4772 

GI Descrip. '2668744 7.0e-86 (AF034946) 
mays] 1 



Seq. ID OJ000329_10.0418.C23 

Strand + 

' End 10560 

Method AAT/GAP 

End 4772 

Score 372 

ubiquitin conjugating enzyme [Zea 



Seq. No. 50736 Seq. ID 

Gene No. 107588 Strand 

Start 1 End 

Name OJ000329_10 . 04 18 . C23 . o2 . gs Method 

Start 67 68 End 

GI none Score 

Exons 6768.-7254, 7260.. 7447, 9760.. 10560 



OJ000329_10.0418.C23 
+ 

10560 
GENS CAN 
10560 
.82 



52197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 
End 

Method 

End 

Score 



50736 
107588 
1 

OJ000329_10.0418.C23.o3.np 
9760 
4512231 
9760. .10557 

(AB014741) ORF0 protein [Oryza sativa] 

50736 Seq. ID 

107589 Strand 

10826 End 
OJ00032 9_10 . 04 18 . C23 . o3 . gs Method 

10826 End 

none Score 

10826. .11169, 11194. .11292 



Seq. ID OJ000329_10.0418.C23 



+ 

10560 
AAT/NAP 
10557 
1320 



OJ000329_10.0418.C23 
+ 

11355 
GEN SCAN 
11292 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50736 Seq. ID 

107589 Strand 
10826 End 
OJ00032 9_10 . 04 18 . C23 . o4 . np Method 
10826 End 
6983860 Score 
10826. .11355 

(AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 

50736 Seq. ID 

107590 Strand 
4 620 End 
OJ00032 9_10 . 04 18 . C23 . o2 . tw Method 
2470 End 
none Score 



OJ000329_10.0418.C23 
+ 

11355 
AAT/NAP 
11355 
879 



kafirin cluster; Ty3-Gypsy type 



OJ000329_10.0418 .C23 
5508 

TBLASTX: Wheat 

5281 

137 



2470. .2508, 3566. .3652, 3571. .3651, 3596. .3652, 4234. .4380, 
4245. .4379, 4250. .4384, 4657. .4770, 4662.-4775, 4664. .4771, 
4676. .4786, 5164. .5280, 5165. .5281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50736 

107590 

4620 

OJ000329_10.0418.C23.ol.ts 

3533 

none 

3533. .3652, 3562. .3651, 4225. 
4250. .4384, 4250. .4381, 4662. 
4676..4786, 5164. .5307, 5165. 

50736 

107590 

4620 

OJ000329_10.0418.C23.ol.tm 

3574, 

none 

3574. .3651, 3575. .3652, 3596. 
4250. .4396, 4662. .4775, 4662. 
5165. .5308, 5324. .5350, 5355. 



Seq. ID OJ000329_10.0418.C23 
Strand 

End 5508 

Method TBLASTX : Soybean 

End 5320 

Score 128 

.4341, 4237. .4380, 4248. .4379, 
.4775, 4662.-4748, 4664. .4771, 
.5320 

Seq. ID OJ000329_10.0418.C23 
Strand 

End 5508 
Method TBLASTX : Mai ze 
End 5430 
Score 116 

.3736, 4248. .4379, 4250. .4384, 
.4775, 4664.-4786, 5164. .5310, 
.5429, 5356. .5430 



52198 



Seq. No. 50736 

Gene No. 107590 

Start 4620 

Name OJ000329_10 . 04 18 . C23 . o2 . tc 

Start 3580 

GI none 
Exons 



Seq. ID OJ000329_10.0418.C23 
Strand 

End 5508 

Method TBLASTX: Cress 

End 4775 

Score 115 



3580. .3651, 3581. .3652, 4249. .4341, 4250. .4384, 4250. .4396, 
4740. .4775 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
^ Name 
4 Start 
U GI 
fn Exons 

Seq. No. 
^jf Gene No. 
%1 Start 
fij Name 
/ Start 

rl Exons 

T* Seq. No. 
%1 Gene No. 
12 Start 

Name 
h4 Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000329_10.0418.C23 
Strand 

End 5508 

Method AAT/GAP 

End 5508 

Score 690 



50736 
107590 
4620 

OJ000329_10.0418.C23.o3.gp 
4620 

19549_1.R1084 
4620. .4772, 5168. .5508 

'2668744 7.0e-86 (AF034946) ubiquitin conjugating enzyme [Zea 
mays] 1 



50736 

107590 

4620 

OJ000329_10.0418.C23.ol.tc 

4664 

none 



Seq. ID OJ000329_10.0418.C23 
Strand 

End 5508 

Method TBLASTX: Cress 

End 5322 

Score 110 

4664. .4738, 4668. .4739, 5162 .. 5308 ," 5162 5320, 5164. .5322, 
5227. .5322 



50736 

107591 

10994 

OJ00032 9_10 . 04 18 . C23 . ol . tw 

10994 

none 



Seq. ID OJ000329_10.0418.C23 
Strand 

End 11353 

Method TBLASTX : Wheat 

End 11353 

Score 275 



10994. .11353, 11020. .11097, 11033 .. 1134 4 , 11197.. 11352 
V 



50737 
107592 
1200 

OJ000329_10.0418.C24.ol.np 
1200 
7340860 
1200. .1657 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000329_10.0418.C24 

Strand + 

End 1657 

Method AAT/NAP 

End 1657 

Score 69 



50738 
107593 
419 

OJ000329_10.0418.C25.ol.gp 
419 

19549JL.R1084 
419. .501 

'2668744 7.0e-86 (AF034946) ubiquitin conjugating enzyme [Zea 
mays] 1 



Seq. ID OJ000329_10.0418.C25 

Strand + 

End 501 

Method AAT/GAP 

End 501 

Score 119 



Seq. No. 



50738 



Seq. ID OJ000329_10.0418.C25 



52199 




Gene No. 


107594 Strand 


+ 




Start 


428 End 


882 




Name 


OJ000329 10.0418.C25.ol.np Method 


AAT/NAP 




Start 


428 End 


882 




GI 


6692118 Score 


91 




Exons 


428. .523, 846. .882 






GI Descrip. 


(AC007764) F22C12.2 [Arabidopsis thaliana] 




Seq. No. 


50739 Seq. ID 


OJ00032 9_11 . 0419 . 


C2 


Gene No. 


107595. Strand 


+ 




Start 


1 End 


1194 




Name 


OJ000329 11.0419.C2.ol.np Method 


AAT/NAP 




Start 


1 End 


1194 




GI 


6705984 Score 


1681 




Exons 


1 . . 1194 






GI Descrip. 


(AB033235) gag-pol polyprotem [Oryza 


sativa] 




Seq. No. 


50739 Seq. ID 


OJ000329_11 .0419. 


C2 


Gene No. 


107596 Strand 


+ 




Start 


2347 End 


2551 




Name 


OJ000329 11.0419.C2.o2.np Method 


AAT/NAP 




Start 


2347 End 


2551 




GI 


4680186 Score 


232 




Exons 


2347. .2551 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


50739 Seq. ID 


OJ000329_11.0419. 


C2 


Gene No. 


107597 Strand 


+ 




Start 


5042 End 


7882 




Name 


OJ000329 11.0419.C2.o4.np Method 


AAT/NAP 




Start 


5042 End 


7882 




GI 


6815052 Score 


645 




Exons 


5042. .5195, 5277. .5347, 5628. .5749, 6047. .6146, 7011. .7103, 




7817. .7882 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50739 Seq. ID 


OJ000329_11.0419. 


C2 


Gene No. 


107598 Strand 






Start 


2944 End 


4623 




Name 


OJ000329 11.0419.C2.ol.tc Method 


TBLASTX: Cress 




Start * 


50 End 


405 




GI 


none Score 


106 




Exons 


50. .142, 79. .156, 135. .404, 136. .405 






Seq. No. 


50739 Seq. ID 


OJ000329_11.0419. 


C2 


Gene No. 


107598 Strand 






Start 


2944 End 


4623 




Name 


OJ000329 11.0419.C2.ol.tm Method 


TBLASTX : Maize 




Start 


136 End 


472 




GI 


none Score 


424 




Exons 


136. .468, 142. .468, 170. .472 






Seq. No. 


50739 Seq. ID 


OJ000329_11.0419. 


C2 


Gene No. 


107598 Strand 






Start 


2944 End 


4623 




Name 


OJ000329 11.0419.C2.ol.ts Method 


TBLASTX: Soybean 




Start 


196 End 


540 





52200 



GI 

Exons 



none 

196. .252, 271. .345, 358. .540 



Score 



Seq. No. 50739 Seq. ID 

Gene No. 107598 Strand 

Start 2944 End 

Name OJ000329_11 . 0419. C2 . o2 . tw Method 

Start 217 End 

GI none Score 

Exons 217.. 576, 217.. 567, 222.. 569 



55 



OJ000329_11.0419.C2 
4623 

TBLASTX: Wheat 

576 

396 



Seq. No. 50739 Seq. ID 

Gene No. 107598 Strand 

Start 2944 End 

Name OJ000329_11 . 04 19 . C2 . o3 . tm Method 

Start 475 End 

GI none Score 

Exons 475.-768, 483.. 617 



OJ000329_11.0419.C2 
4623 

TBLASTX: Maize 

768 

187 





Seq. No. 


50739 




Seq. ID 


OJ000329_11.0419. 


C2 




Gene No. 


107598 




Strand 








Start 


2944 




End 


4623 






Name 


OJ000329 11.0419.C2.ol.tw 




Method 


TBLASTX: Wheat 




a cr 


Start 


607 




End 


1008 






GI 


none 




Score 


444 






Exons 


607. .1005, 607. .771, 609.. 


995, 


814. .1008 






Seq. No. 


50739 




Seq. ID 


OJ000329_11.0419. 


C2 




Gene No. 


107598 




Strand 








Start 


2944 




End 


4623 






Name 


OJ000329 11.0419.C2.o2.tm 




Method 


TBLASTX: Maize 






Start 


923 




End 


1170 






GI 


none 




Score 


61 






Exons 


923. .994, 924. .1169, 925.. 


1170 








Seq. No. 


50739 




Seq. ID 


OJ000329_11.0419. 


C2 


u & 


Gene No. 


107598 




Strand 








Start 


2944 




End 


4623 




\ r£ 


Name 


OJ000329 11.0419.C2.o3.np 




Method 


AAT/NAP 






Start 


2944 




End 


4623 






GI 


6907087 




Score 


704 






Exons 


2944. .3044, 3586. .4203, 4250.. 


4623 







GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50739 

107599 

7328 

OJ000329 

7328 

none 



11.0419.C2.o3.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000329_11.0419.C2 
7822 

TBLASTX: Wheat 

7822 

85 



7328.. 7507, 7359.. 7511, 7532.. 7822 



Seq. No. 
Gene No. 
Start 



50739 

107599 

7328 



Seq. ID 

Strand 

End 



OJ000329 11. 0419. C2 



7822 



52201 






Name 


OJ000329 11 


.0419.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


7346 




End 


7723 




GI 


none 




Score 


107 




Exons 


7346. .7531, 


7526. .7720, 7532. 


.7723 






Seq. No. 


50740 




Seq. ID 


OJ000329_11.0419.C3 




Gene No. 


107600 




Strand 


+ 






i 
i 




End 


1617 




Name 


OJ000329 11 


.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1617 




GI 


6815052 




Score 


1494 




Exons 


1.-276, 325 


..1061, 1143. .1216 


, 1498. .1617 




GI Descrip.. 


(AP001080) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


50740 




Seq. ID 


OJ000329J.1.0419.C3 




Gene No . 


1U / DUU 




Strand 


+ 




Start 


1 




End 


1617 




Name 


OJ000329 11 


. U4 iy . cj . oi . gs 


Method 


GEN SCAN 




Start 


9 




End 


1073 




GI 


none 




Score 


.74 




Exons 


9. .1073 










Seq. No. 


50740 




Seq. ID 


OJ000329_11.0419.C3 


(3 


Gene No. 


107601 




Strand 




\ j 


otart 






End 


3359 




Name 


OJ000329 11 


. 04 19 . C3 . ol . tm 


Method 


TBLASTX:Maize 


z „ 


Start 


2022 




End 


2514 




GI 


none 




Score 


42 


=f 


Exons 


2022. .2072, 


2086.. 2307, 2087. 


.2311, 2109. .2501, 2109. .2315 


r . 5 
as. 




2313. .2357, 


2383.. 2514, 2417. 


.2512 




r!5 


Seq. No. 


50740 




Seq. ID 


OJ000329_11.0419.C3 


J a? 


Gene No . 


i mem 




Strand 




= 


Start 


2238 




End 


3359 




Name 


OJ000329 11 


.0419.C3.o2.gs 


Method 


GENSCAN 




Start 


2238 




End 


3359 


a& 


GI 


none 




Score 


.61 




Exons 


2238. .2335, 


3251. .3359 






- — 


Seq. No. 


50741 




Seq. ID 


OJ000329_11.0419.C4 




Gene No. 


107602 




Strand 


+ 




Start 


271 




End 


3508 




Name 


OJ000329 11 


.0419.C4.ol.gs 


Method 


GENSCAN 




Start 


271 




End 


3508 




GI 


none 




Score 


.76 




Exons 


271. .352, 2073. .2356, 2437. .2572, 2704 


.2753, 2834. .3508 




Seq. No. 


50741 




Seq. ID 


OJ000329_11.0419.C4 




Gene No. 


107603 




Strand 


+ 




otart 


5095 




End 


9544 




Name 


OJ000329 11 


.0419.C4.o2.gs 


Method 


GENSCAN 




Start 


5095 




End 


9544 




GI 


none 




Score 


.55 




Exons 


5095. .5387, 


5599. .5650, 5764. 


.6666, 6937. .7167, 7197. .7739 






7835.-8468, 


8749. .8838, 9393. 


.9544 






Seq. No. 


50741 




Seq. ID 


OJ000329_11.0419.C4 



52202 





Gene No . 


107604 




Strand 








Start 


9787 




End 


9939 






Name 


OJ000329 11 


.0419.C4.ol.ts 


Method 


TBLASTX : Soybean 






Start 


3928 




End 


4142 






GI 


none 




Score 


52 






Exons 


3928. .3969, 


3933. .4142, 4006. .4134 








Seq. No. 


50741 




Seq. ID 


OJ000329_11.0419. 


C4 




Gene No. 


107604 




Strand 








Start 


9787 




End 


9939 






Name 


OJ000329 11 


.0419.C4.o3.np 


Method 


AAT/NAP 






Start 


9787 




End 


9939 






GI 


7489805 




Score 


116 






Exons 


9787. .9939 












GI Descrip. 


polyprotein 


- maize retrotransposon Cinful-1 








gil 4206306 |gb IAAD11615.il 


(AF049110) prpol [Zea mays] 






Seq. No. 


50742 




Seq. ID 


OJ000329 11 0419 


C6 




Gene No. 


107605 




Strand 








Start 


1 




End 


I860 






Name 


OJ000329 11 


.0419.C6.ol.np 


Method 


AAT /NAP 






Start 


1 ~~ 




End 


I860 






GI 


6705984 




Score 


1815 






Exons 


1 . -I860 










\J 


GI Descrip. 


I AB033235) 


gag-pol polyprotein [Oryza 


qat i va 1 

GL L- -1- V U J 






Seq. No. 


50742 




Seq. ID 


OJ000329_11.0419- 


C6 


2 , . 


Gene No . 


107605 




Strand 






f*t 


Start 


1 




End 


1860 




f:5 


Name 


OJ000329 11 


.0419.C6.ol.tm 


Method 


TBLASTX: Maize 




"a 


Start 


77 ~~ 




End 


277 






GI 


none 




Score 


99 




f ! £ 


Exons 


77 277 80 


. .271 










Seq. No. 






Seq. ID 


OJ000329_11.0419. 


C6 




Gene No . 


107605 




Strand 








Start 


1 




End 


1860 






Name 


OJ000329 11 


.0419.C6.o2.ts 


Method 


TBLASTX : Soybean 




i 1 


Start 


77 




End 


277 




C3 


GI 


none 




Score 


99 




C3 


Exons 


77. .277, 80 


. .271 










Seq. No. 


50742 




Seq. ID 


OJ000329_11.0419. 


C6 




Gene No. 


107605 




Strand 








Start 


1 




End 


1860 






Name 


OJ000329 11 


. 0419.C6.o2. tw 


Method 


TBLASTX: Wheat 






Start 


77 




End 


460 






GI 


none 




Score 


113 






Exons 


77. .229, 81 


..224, 88. .243, 


242. .316, 248-.. 304, 304. .459, 








308. .460 












Seq. No. 


50742 




Seq. ID 


OJ000329_11.0419. 


C6 




Gene No. 


107605 




Strand 








Start 


1 




End 


1860 






Name 


OJ000329 11 


.0419.C6.ol.tw 


Method 


TBLASTX: Wheat 






Start . 


866 




End 


1393 






GI 


none 




Score 


259 





52203 



Exons 



866. .1222, 867. .1223, 1080. .1223, 1227. .1391, 1229. .1393, 
1229. .1393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50742 

107605 

1 

OJ000329_11.0419.C6.ol.ts 

992 

none 



Seq. ID OJ000329_11.0419.C6 
Strand 

End 1860 

Method TBLASTX : Soybean 

End 1388 

Score 52 



992. .1213, 1005. .1151, 1253. .1387, 1254. .1388 



50742 

107605 

1 

OJ000329_11.0419.C6.o2.tm 

1196 

none 



Seq. ID OJ000329_11.0419.C6 
Strand 

End 1860 

Method TBLASTX : Mai ze 

End 1431 

Score 168 



1196. .1396, 1197. .1397, 1207. .1422, 1388. .1420, 1396. .1431 



50743 

107606 

5562 

OJ000329_11.0419.C7.o2.gs 

5562 

none 

5562. .5780, 6033. .6446 



Seq. ID OJ000329_11.0419.C7 

Strand + 

End 64 4 6 

Method GEN SCAN 

End 64 4 6 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50743 

107607 

10956 

OJ000329_11.0419.C7.o4.gs 

10956 

none 



Seq. ID OJ000329_11.0419.C7 

Strand + 

End 15771 

Method GENSCAN 

End 15687 

Score .68 



10956. .11408, 11437. .11619, 11712 .. 11922, 12031 .. 12770, 
12823. .12959, 13298 13778, 13854 .. 14091, 14334 14 982, 
15048. .15687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50743 
107607 
10956 

OJ000329_11.0419.C7.ol.np 
11934 
7489805 
11934. .12005, 13014. .15771 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ000329_11.0419.C7 

Strand + 

End 15771 

Method AAT/NAP 

End 15771 

Score 1643 



50743 

107608 

524 

OJ000329_11.0419.C7.ol.gs 

524 

none 



Seq. ID OJ000329_11.0419.C7 
Strand 

End 4014 

Method GENSCAN 

End 4014 

Score .78 



524. .802, 848. .913, 1006. .1173, 1258. .1356, 1527. .1589, 
2718. .3065, 3086. .3271, 3987. .4014 



Seq. No. 



50743 



Seq. ID OJ000329_11.0419.C7 



52204 




Gene No . 


107609 








Strand 




Start 


7035 








End 


15705 


Name 


OJ000329 11. 


0419. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1948 








End 


14180 


GI 


none 








Score 


61 


Exons 


1948. .2040, 


5128. 


.5469, 


5139. 


.5477, 13725. . 14180, 13760. .14179 


Seq. No. 


50743 








Seq. ID 


OJ000329_11.0419.C7 


Gene No . 


107609 








Strand 




Start 


7035 








End 


15705 


Name 


OJ000329 11. 


0419. 


C7.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


5158 








End 


14207 


GI 


none 








Score 


239 


Exons 


5158. .5487, 


5169. 


.5384, 


5242. 


.5487, 13853. . 14206, 13854.. 14207 


Seq. No. 


50743 








Seq. ID 


OJ000329_11.0419.C7 


Gene No . 


"i r\ i r c\ f\ 

107 609 








Strand 




Start 


7035 








End 


15705 


Name 


OJ000329 11. 


0419. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5500 








End 


5963 


GI 


none 








Score 


63 


Exons 


5500. .5550, 


5541. 


.5963, 


5544 . 


.5783, 5651.. 5962 


Seq. No. 


50743 








Seq. ID 


OJ000329_11.0419.C7 


Gene No. 


107609 








Strand 




Start 


7035 








End 


15705 


Name 


OJ000329 11. 


0419. 


C7.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


5607 








End 


14299 


GI 


none 








Score 


239 


Exons 


5607. .5969, 


5651. 


.5965, 


5928. 


.6032, 14243.. 14299 


Seq. No. 


50743 








Seq. ID 


OJ000329_11.0419.C7 


Gene No. 


107609 








Strand 




Start 


7035 








End 


15705 


Name 


OJ000329 11. 


0419. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5649 








End 


6106 


GI 


none 








Score 


211 


Exons 


5649. .5927, 


5687. 


.5824, 


5928. 


.6092, 5963. .6106 


Seq. No. 


50743 








Seq. ID 


OJ000329_11.0419.C7 


Gene No. 


107609 








Strand 




Start 


7035 








End 


15705 


Name 


OJ000329 11. 


0419. 


C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6270 








End 


14932 


GI 


none 








Score 


159 


Exons 


6270. .6407, 


6272. 


.6403, 


6428. 


.6682, 6429. .6671, 14573 .. 14932 , 




14716. .14931 












Seq. No. 


50743 








Seq. ID 


OJ000329_11.0419.C7 


Gene No. 


107609 








Strand 




Start 


7035 








End 


15705 


Name 


OJ000329 11. 


0419. 


C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6315 








End 


15006 


GI 


none 








Score 


80 


Exons 


6315. .6404, 


6450. 


.6713, 


14575 


. .14811, 


14576. .14998, 14833. .150C 


Seq. No. 


50743 








Seq. ID 


OJ000329_11.0419.C7 



52205 




Gene No. 


107609 






Strand 






Start 


7035 






End 


15705 




Name 


OJ000329 11. 


0419. 


C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


6902 






End 


15666 




GI 


none 






Score 


200 




Exons 


6902. .7279, 


1520E 


..15666, 15333.. 15527 


, 15573.. 15665 




Seq. No. 


507.43 






Seq. ID 


OJ000329_11.0419. 


C7 


Gene No. 


107609 






Strand 






Start 


7035 






End 


15705 




Name 


OJ000329 11. 


0419. 


C7.o3.tw 


Method 


TBLASTX: Wheat 




Start 


6977 






End 


15705 




GI 


none 






Score 


177 




Exons 


6977. .7279, 


7310. 


.7366, 15316 


. .15705, 


15360. .15623 




Seq. No. 


50743 






Seq. ID 


OJ000329_11.0419. 


C7 


Gene No. 


107609 






Strand 






Start 


7035 






End 


15705 




Name 


OJ000329 11. 


0419. 


C7 .o3.gs 


Method 


GENSCAN 




Start 


7035 






End 


9649 




GI 


none 






Score 


.45 




Exons 


7035. .7141, 


8419. 


.8556, 8614. 


.8770, 9009. .9104, 9575. .9649 


Seq. No. 


50743 






Seq. ID 


OJ000329_11.0419. 


C7 


Gene No. 


107609 






Strand 






Start 


7035 






End 


15705 




Name 


OJ000329 11. 


0419. 


C7.o3.ts 


Method 


TBLASTX : Soybean 




Start 


7052 






End 


15621 




GI 


none 






Score 


227 




Exons 


7052. .7333, 


7117. 


.7332, 15394 


. .15621, 


15405. .15527 




Seq. No. 


50743 






Seq. ID 


OJ000329_11.0419. 


C7 


Gene No. 


107609 






Strand 






Start 


7035 






End 


15705 




Name 


OJ000329 11. 


0419. 


C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


12024 






End 


12368 




GI 


none 






Score 


185 




Exons 


12024. .12368 












Seq. No. 


50743 






Seq. ID 


OJ000329JL1.0419. 


C7 


Gene No. 


107609 






Strand 






Start 


7035 






End 


15705 




Name 


OJ000329 11. 


0419. 


C7.o5.tw 


Method 


TBLASTX: Wheat 




Start 


13161 






End 


13520 




GI 


none 






Score 


88 




Exons 


13161. .13292 


, 13298. .13519, 13299.. 13520 




Seq. No. 


50744 






Seq. ID 


OJ000329_12.0419. 


C2 


Gene No. 


107610 






Strand 


+ 




Start 


657 






End 


776 




Name 


OJ000329 12. 


0419. 


C2.ol.gs 


Method 


GENSCAN 




Start 


657 






End 


776 




GI 


none 






Score 


.58 




Exons 


657. .776 












Seq. No. 


50745 






Seq. ID 


OJ000329_12.0419. 


C3 


Gene No. 


107611 






Strand 


+ 





52206 






Start 


314 






End 


511 




Name 


OJ000329 12.0419. 


C3.ol. 


gs 


Method 


GENSCAN 




Start 


314 






End 


511 




GI 


none 






Score 


. 67 




Exons 


314. .511 












Seq. No. 


50746 






Seq. ID 


OJ000329_12.0419.C4 




a. c± r\ ^ m /~\ 

ucuc LNO . 


J. U / D -L^ 






oux ana 






Start 


398 






End 


525 




Name 


OJ000329 12.0419. 


C4.ol. 


gs 


Method 


GENSCAN 




Start 


398 






End 


525 




GI 


none 






Score 


. 68 




Exons 


398. .525 












Seq. No. 


50747 






Seq. ID 


OJ000329_12.0419.C6 




Gene No. 


107613 






Strand 


+ 




OUaiL 








End 


3286 




Name 


OJ000329 12.0419. 


C6.o2. 


gs 


Method 


GENSCAN 




Start 


1360 






End 


3286 




GI 


none 






Score 


.76 




Exons 


1360.. 1590, 1661. 


.1736, 


1843. 


.1926, 2023. .2078, 2596. .2652, 






2753. .2802, 2905. 


.3033, 


3136. 


.3286 






Seq. No. 


50747 






Seq. ID 


OJ000329_12.0419.C6 


is? 


Gene No. 


107613 






Strand 


+ 


\J 


Start 


1360 






End 


3286 




Name 


OJ000329 12.0419. 


C6.o2. 


gp 


Method 


AAT/GAP 


™, , 




1424 






End 


2636 


? =% 


GI 


15545 1.R1084 






Score 


764 


~ ~ 


Exons 


1424. .1590, 1661. 


.1736, 


1843. 


.1926, 2023. .2078, 2596. .2636 


is, 


GI Descrip. 


'6093429/spl 043709 IMTHH 


HUMAN 


9.0e-34 


PUTATIVE METHYLTRANSFERASE 


L J 




>gi_2911587_emb_CAA11944_ (AJ224442) methyltransf erase [Homo 


1 y 




sapiens] f 










a 

f T 


Seq. No. 


50747 






Seq. ID 


OJ000329_12.0419.C6 


e ~ 


Gene No. 


107613 






Strand 


+ 




Start 


1360 






End 


3286 




Name 


OJ000329 12.0419. 


C6.o2. 


np 


Method 


AAT/NAP 


a 


Start 


1492 






End 


3177 




GI 


7298980 






Score 


443 




Exons 


1492. .1595, 1666. 


.1736, 


1843. 


.1926, 2023. .2078, 2596. .2652, 






2753. .2802, 2881. 


.3033, 


3136. 


.3177 






GI Descrip. 


(AE003677) CG10903 gene 


product [Drosophila melanogaster] 




Seq. No. 


50747 






Seq. ID 


OJ000329_12.0419.C6 




Gene No. 


107614 






Strand 






Start 


705 






End 


1173 




Name 


OJ000329 12.0419. 


C6.0I. 


gp 


Method 


AAT/GAP 




Start 


705 






End 


1018 




GI 


2311784 






Score 


578 




Exons 


705. .1018 












GI Descrip. 


1350977/sp|P49689 


|RS30_ 


ARATH 


5.0e-15 PROBABLE 40S RIBOSOMAL 






PROTEIN S30 












Seq. No. 


50747 






Seq. ID 


OJ000329_12.0419.C6 




Gene No. 


107614 






Strand 






Start 


705 






End 


1173 



52207 



Name 

Start 

GI 

Exons 



OJ000329_12 . 04 19 . C6 . o2 . tm Method 

872 End 

none Score 
872. .1078, 874. .1071 



TBLASTX: Maize 

1078 

293 



Seq. No. 50747 Seq. ID 

Gene No. 107614 Strand 

Start 705 End 

Name OJ00032 9_12 . 04 19 . C6 . ol . gs Method 

Start 874 End 

GI none Score 

Exons 874.. 1058, 1170.. 1173 



OJ000329_12.0419.C6 

1173 
GENSCAN 
1173 
.98 



Seq. No. 50747 Seq. ID 

Gene No. 107614 Strand 

Start 705 End 

Name OJ00032 9_12 . 04 19 . C6 . ol . tc Method 

Start 874 End 

GI none Score 

Exons 874.. 1068, 875.. 1069 



OJ000329_12.0419.C6 
1173 

TBLASTX: Cress 

1069 

272 



Seq. No. 50747 Seq. ID 

Gene No. 107614 Strand 

Start 705 End 

Name OJ00032 9_12 . 04 19 . C6 . o2 . ts Method 

Start 874 End 

GI none Score 

Exons 874.. 1071, 875.. 1072 



OJ000329_12.0419.C6 
1173 

TBLASTX: Soybean 

1072 

292 



^ Seq. No. 

"~T Gene No. 

^3 Start 

fy Name 

s Start 

£3 GI 

1^ Exons • 

.7 GI Descrip. 

%2 Seq. No. 
f3 Gene No. 
53 Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000329_12.0419.C6 
Strand 

End 1173 

Method AAT/NAP 

End 1080 

Score 314 



50747 
107614 
705 

OJ000329_12.0419.C6.ol.np 
877 

3687243 
877. .1080 

(AC005169) 40S ribosomal protein S30 [Arabidopsis thaliana] 



50747 

107615 

1488 

OJ000329_12.0419.C6.ol.tm 

1488 

none 

1488. .1595, 1513.. 1590, 1532. 
1666. .1749, 1790. .1945, 1842. 
2576.. 2650, 2593.. 2652, 2595. 
2736. .2801, 2752. .2802, 2879. 
3129.. 3206, 3130.. 3204, 3136. 



Seq. ID OJ000329_12.0419.C6 
Strand 

End 3232 

Method TBLASTX : Mai ze 

End 3232 

Score 127 

.1600, 1640. .1738, 1643. .1753, 
.1925, 2013. .2078, 2013.. 2078, 
.2642, 2602.. 2652, 2720.. 2812, 
.3031, 2881. .3033, 3128.. 3181, 
.3222, 3167. .3232 



Seq. No. 50747 Seq. ID 

Gene No. 107615 Strand 

Start 1488 End 

Name OJ000329_12 . 04 19 . C6 . ol . t s Method 

Start 1503 End 

GI none Score 
Exons 



OJ000329_12.0419.C6 
3232 

TBLASTX : Soybean 

2932 

110 



1503. .1577, 1510. .1596, 1640. .1738, 1808. .1951, 1842. .1925, 



52208 



2013.. 2078, 2592. .2651, 2593. .2652, 2593.. 2652, 2720.. 2812, 
2745. .2792, 2746. .2820, 2746. .2832, 2872. .2931, 2879. .2932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



P ^ Seq. No. 

''Z Gene No. 

;3 Start 

[is Name 

ill Start 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50748 

107616 

1 

OJ000329_12.0419.C10.ol.np 
1 

4337040 



Seq. ID OJ000329_12. 0419. C10 

Strand + 

End 1949 

Method AAT/NAP 

End 1915 

Score 586 



1..88, 182. .240, 320. .428, 901. .1019, 1129. .1248, 1541. .1915 
(AF124159) molybdopterin synthase sulphurylase [Arabidopsis 
thaliana] gi I 4337042 | gb IAAD18051 . 1 1 (AF124160) molybdopterin 
synthase sulphurylase [Arabidopsis thaliana] 



50748 

107616 

1 

OJ000329_12.0419.C10.ol.tc 

199 

none 



Seq. ID OJ000329_12. 0419. C10 

Strand + 

End 1949 

Method TBLASTX : Cress 

End 1929 

Score 55 



199. .240, 317. .427, 317. .424, 340. .429, 897. .1022, 899. .1024, 
1129. .1239, 1544. .1684, 1615. .1686, 1774. .1929, 1775. .1918 



50748 

107616 

1 

OJ000329_12. 0419. C10. ol.tm 

199 

none 



Seq. ID OJ000329JL2. 0419. C10 

Strand + 

End 194 9 

Method TBLASTX : Mai ze 

End 1221 

Score 57 



199. .240, 201. .239, 307. .423, 317. .427, 317. .427, 897. .1022, 
899. .1051, 1129. .1221 



50748 

107616 

1 

OJ000329_12. 0419. C10. ol.ts 

199 

none 



Seq. ID OJ000329_12. 0419. C10 

Strand + 

End 194 9 

Method TBLASTX : Soybean 

End 1666 

Score 57 



199. .240, 296. .418, 317. .427, 897. .1022, 899. .1024, 1122. .1175, 
1129. .1239, 1544. .1666 



50748 

107616 

1 

OJ000329_12.0419.C10.ol.gs 

202 

none 



Seq. ID OJ000329_12. 0419. C10 

Strand + 

End 1949 

Method GENSCAN 

End 1865 

Score .73 



202. .240, 320. .428, 901. .1019, 1063. .1248, 1529. .1630, 
1655. .1865 



Seq. No. 50748 

Gene No. 107616 

Start 1 

Name OJ000329_12 . 04 19 . C10 . ol . gp 

Start 1096 

GI 27921_1.R1084 

Exons 1096.. 1248, 1529.. 1837 



Seq. ID OJ000329_12. 0419. C10 

Strand + 

End 1949 

Method AAT/GAP 

End 1837 

Score 888 



52209 



GI Descrip. 1 4337040/gb | AAD18050 I 3.0e-26 (AF124159) molybdopterin synthase 
sulphurylase [Arabidopsis thaliana] >gi_4 337042_gb_AAD18051_ 
(AF124160) molybdopterin synthase sulphurylase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50748 

107616 

1 

OJ000329_12.0419.C10.o2.tm 

1637 

none 



Seq. ID OJ000329_12. 0419. CIO 

Strand + 

End 194 9 

Method TBLASTX : Mai ze 

End 194 9 

Score 57 



1637. .1684, 1742. .1924, 1781. .1948, 1782. .1949 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50749 

107617 

1 

OJ000329_12.0419.C16.ol.np 
1 

4337044 



Seq. ID OJ000329_12.0419.C16 
Strand 

End 1907 

Method AAT/NAP 

End 1709 

Score 245 



1..78, 460. .523, 609. .683, 802. .866, 1169. .1224, 1460. .1511, 
1598. .1709 

(AF124161) molybdopterin synthase sulphurylase [Nicotiana 
plumbagini folia] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50749 

107617 

1 

OJ000329_12.0419.C16.ol.gs 

141 

none 



Seq. ID OJ000329_12.0419.C16 
Strand 

End 1907 

Method GEN SCAN 

End 1907 

Score .55 



141. .400, 806. .866, 1169. .1224, 1640. .1907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50749 

107617 

1 

OJ00032 9_12.0419.C16.ol.tm 

442 

none 



Seq. ID OJ000329_12.0419.C16 
Strand 

End 1907 

Method TBLASTX : Mai ze 

End 1694 

Score 77 



442. .522, 445. .525, 605. .682, 617. .682, 719. .871, 802. .873, 
804. .881, 1166. .1228, 1458. .1502, 1459. .1500, 1638. .1694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50749 

107617 

1 

OJ000329_12.0419.C16.ol.ts 

445 

none 



Seq. ID OJ000329_12.0419.C16 
Strand 

End 1907 

Method TBLASTX : Soybean 

End 1694 

Score 71 



445. .525, 458. .526, 605. .682, 786. .860, 801. .881, 805. .870, 
1166.. 1228, 1638.. 1694 



Seq. No. 50750 

Gene No. 107618 

Start 113 

Name OJ000329_12 . 0419.C18 . ol .gs 

Start 113 

GI none 

Exons 113.. 247 



Seq. ID OJ000329_12.0419.C18 

Strand + 

End 24 7 

Method GENSCAN 

End ' 247 

Score .75 



52210 



Seq. No. 






Seq. ID 


ojuuuj^y ±^.u4iy.cio 


Gene No. 


107619 




Strand 




Start 


1106 




End 


1855 


Name 


OJ000329 12 


.0419.C18.o2.gs 


Method 


GENSCAN 


Start 


1106 




End 


1779 


GI 


none 




Score 


.92 


Exons 


1106. .1148, 


1266. .1371, 1506. 


.1779 




Seq. No. 


50750 




Seq. ID 


OJ000329_12.0419.C18 


Gene No. 


107619 




Strand 




Start 


1106 




End 


1855 


Name 


OJ000329 12 


.0419.C18.ol.np 


Method 


AAT/NAP 


Start 


1109 




End 


1855 


GI 


5091504 




Score 


201 


Exons 


1109. .1148, 


1266.. 1366, 1512. 


.1855 




GI Descrip. 


(AB023482) 


ESTs AU033170 (S4339) , D41681 (S4339) correspond to 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



region of the predicted gene.; Similar to Pisum sativum mRNA for 
pIAA4/5.1. (X68215) [Oryza sativa] 



50750 Seq. ID 

107619 Strand 

1106 End 
OJ000329_12.0419.C18 .ol.gp Method 

1636 End 

2310970 Score 
1636. .1855 



OJ000329_12.0419.C18 

1855 
AAT/GAP 
1855 
367 



Seq. No. 50751 Seq. ID 

Gene No. 107620 Strand 

Start 743 End 

Name OJ000329_12 . 04 19. CI 9. ol .gs Method 

Start 743 End 

GI none Score 

Exons 743.. 988 



OJ000329_12.0419.C19 
+ 

988 

GENSCAN 

988 

.88 



Seq. No. 50751 Seq. ID 

Gene No. 107621 Strand 

Start 1746 End 

Name 0 J000329_12 . 04 19 . CI 9 . o2 . gs Method 

Start 1746 End 

GI none Score 

Exons 1746.. 1946, 2517.. 2534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ000329_12.0419.C19 

2534 
GENSCAN 
2534 
.41 



OJ000329 12.0419.C20 



50752 Seq. ID 

107622 Strand 
1 End 903 

OJ00032 9_12 .0419. C20 . ol . np Method AAT/NAP 
1 End 903 

6498441 Score 1176 

1.-651, 825. .903 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



50752 
107622 



Seq. ID 
Strand 



OJ000329 12.0419.C20 



52211 




Start 


1 




End 


903 


Name 


OJ000329 12.0419.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


435 




End 


774 


GI 


none 




Score 


52 


Exons 


435. .518, 436. .474, 537 


. .761, 


544 . .774 




Seq. No. 


50752 




Seq. ID 


OJ000329_12.0419.C20 


Gene No. 


1U / oZZ 




Strand 




Start 


1 




End 


903 


Name 


OJ000329 12.0419.C20.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


438 




End 


797 


GI 


none 




Score 


69 


Exons 


438.-755, 631. .756, 707 


. .796, 


717. .797 




Seq. No. 


50752 




Seq. ID 


OJ000329_12.0419.C20 


Gene No . 


1U / oZZ 




Strand 




Start 


1 




End 


903 


Name 


OJ000329 12.0419.C20.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


489 




End 


859 


GI 


none 




Score 


121 


Exons 


489. .755, 746. .859 








Seq. No. 


50753 




Seq. ID 


OJ000329_12.0419.C22 


Gene No. 


10 / bZ 3 




Strand 


+ 


Start 


415 




End 


555 


Name 


OJ000329 12.0419.C22.ol 


.gs 


Method 


GENSCAN 


Start 


415 




End 


555 


GI 


none 




Score 


.77 


Exons 


415. .555 








Seq. No. 


50754 




Seq. ID 


OJ000329_12.0419.C26 


Gene No. 


107624 




Strand 


_ 


Start 


153 




End 


2187 


Name 


OJ000329 12.0419.C26.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


148 




End 


2187 


GI 


none 




Score 


81 


Exons 


148. .267, 150. .281, 153 


. .275, 


337. .525, 


347. .526, 591. .683, 




592. .681, 763. .915, 764 


. .916, 


765. .920, 


765. .917, 766. .921, 




993. .1088, 993. .1088, 995. .1090, 995. .1090, 1140. .1343, 




1163. .1318, 1165. .1335, 


1406. . 


1510, 1418. .1495, 1423. .1500, 




1577. .1828, 1588. .1824, 


1608. . 


1826, 1887. .2153, 1893. .2063, 




1898. .2086, 1900. .2187, 


1903. . 


2169 




Seq. No. 


50754 




Seq. ID 


OJ000329_12.0419.C26 


Gene No. 


107624 




Strand 




Start 


153 




End 


2187 


Name 


OJ000329 12.0419.C26.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


148 




End 


2035 


GI 


none 




Score 


91 


Exons 


148. .273, 151. .273, 153 


. .275, 


153. .275, 


337. .525, 353. .514, 




591. .677, 592. .678, 593 


. .682, 


593. .682, 


736. .915, 763. .915, 




765. .917, 765. .917, 993 


. .1088, 


993. .1085, 995. .1096, 995. .1 



1168. .1335, 1168. .1335, 1170. .1343, 1172. .1342, 1397. .1495, 

1404. .1496, 1405. .1500, 1421. .1510, 1423. .1500, 1577. .1828, 

1608. .1826, 1887. .2024, 1892. .2032, 1893. .2033, 1900. .2034, 
1907. .2035 



52212 




Seq. No. 


50754 




Seq. ID 


OJ000329_12.0419.C26 


Gene No. 


107624 




Strand 




o tar t 


1 CO 

1JJ 




hna 


o i on 
Zlo / 


Name 


OJ000329 12.0419.C26.ol 


.gs 


Method 


GENSCAN 


Start 


153 




End 


2166 


GI 


none 




Score 


.86 


Exons 


153.. 272, 352.. 516, 594 


. .680, 


765. .914 


, 1164. .1334, 1423. .1499 




1585.. 1825, 1903.. 2166 








Seq. No. 


50754 




Seq. ID 


OJ000329 12.0419.C26 


Gene No. 


107624 




Strand 


- 


Start 


153 




End 


2187 


Name 




.np 


Method 


AAT/NAP 


Start 


153 




End 


2186 


GI 


4151066 




Score 


1896 


Exons 


153. .272, 352. .516, 594 


. .680, 


765. .914 


, 995. .1087, 1164. .1334, 




1423. .1499, 1585. .1825, 


1903. 


.2186 




GI Descrip. 


(Y10861) ribonucleotide 


reductase [Nicotiana tabacum] 


Seq. No. 


50754 




Seq. ID 


OJ000329_12.0419.C26 


Gene No. 


107624 




Strand 




otart 


1 CT 

10 O 




End 


2187 


Name 


OJ000329 12.0419.C26.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


382 




End 


801 


GI 


none 




Score 


145 


Exons 


382. .525, 383. .517, 385 


. .519, 


587. .700 


, 591. .713, 595. .681, 




599. .700, 766. .801 








Seq. No. 


50754 




Seq. ID 


OJ000329_12.0419.C26 


Gene No. 


107624 




Strand 




Start 


153 




End 


2187 


Name 


OJ000329_12.0419.C26.ol 


.ts 


Method 


TBLASTX : Soybean 


otart 


oUl 




End 


1735 


GI 


none 




Score 


128 


Exons 


801. .899, 802. .888, 885 


. .917, 


993. .1052, 993. .1055, 995. .1063, 




995. .1060, 1052. .1090, 


1140. . 


1343, 1165. .1335, 1167. .1337, 




1417. .1500, 1421. .1510, 


1422. 


.1499, 1423. .1500, 1570. .1689, 




1577.. 1735, 1608.. 1733 








Seq. No. 


50755 




Seq. ID 


OJ000329_12.0419.C27 


Gene No. 


107625 




Strand 


+ 


Start 


1 




End 


1484 


Name 


OJ000329 12.0419.C27.ol 


. np 


Method 


AAT/NAP 


o tart 


1 


End 


1484 


GI 


7228457 




Score 


2429 


Exons 


1. .1484 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


50755 




Seq. ID 


OJ000329_12.0419.C27 


Gene No. 


107626 




Strand 




Start 


2107 




End 


3434 


Name 


OJ000329 12.0419.C27.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


354 




End 


697 


GI 


none 




Score 


354 


Exons 


354. .677, 383. .664, 548 


. .697 







52213 



beq. no. 


DU t DO 




beq. ID 




POT 

CZ / 


Gene No. 


107626 




Strand 






Start 


2107 




End 


3434 




Name 


OJ000329 12.0419.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


491 




End 


872 




GI 


none 




Score 


356 




Exons 


491. .841, 492. .872 










beq. no. 


50755 




beq. id 


ojuuuozy i^.u4iy. 


CZ 1 


Gene No. 


107626 




Strand 






Start 


2107 




End 


3434 




Name 


OJ000329 12.0419.C27.o2 


.tw 


Method 


TBLASTX : Wheat 




Start 


873 




End 


1475 




GI 


none 




Score 


265 




Exons 


873. .1157, 878. .1162, 1349. 


.1471, 1350 


. .1475 




beq. no. 


DKJ f DD 




Seq. ID 


ojuuuo^y iz.u4iy. 


CZ 1 


Gene No. 


107626 




Strand 






Start 


2107 




End 


3434 




Name 


uuuuujzy iz . U4 i y . lz / . oz 


.tm 


Method 


TBLASTX: Maize 




Start 


1 O A A 

1 J44 




End 


1487 




GI 


none 




Score 


184 




Exons 


lJ44..14o/, Io4y..l4oo 










beq. No. 


C. A T C C 

oO /bo 




Seq. ID 


/"\TAAAOOA 1 O A/IT A 

OJUUUjzy lz.U419. 


CZ 1 


Gene No. 


1 A T C O 

10 / DZO 




Strand 






Start 


2107 




End 


3434 




Name 


OJ000329_12.0419.C27.o2 


. gs 


Method 


GENSCAN 




Start 


O 1 A "7 




End 


3387 




GI 


none 




Score 


.88 




Exons 












Seq. No. 


bU /do 




Seq. ID 


OJ000329__12.0419. 


C27 


bene ino . 


107626 




Strand 






Start 


2107 




End 


3434 




Name 


OJ000329 12.0419.C27.o2 


,np 


Method 


AAT/NAP 




Start 


2110 




End 


3434 




GI 


6907089 




Score 


1579 




Exons 


2110. .3434 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq.. No. 


50755 




Seq. ID 


OJ000329_12.0419. 


C27 


uene ino . 


107626 




Strand 






Start 


2107 




End 


3434 




Name 


OJ000329 12.0419.C27.o3 


. np 


Method 


AAT/NAP 




Start 


2110 


End 


3434 




GI 


7228456 




Score 


1576 




Exons 


2110. .3434 










GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


50756 




Seq. ID 


OJ000329_12.0419. 


C28 


Gene No. 


107627 




Strand 


+ 




Start 


288 




End 


1063 




Name 


OJ000329 12.0419.C28.ol 


.gs 


Method 


GENSCAN 




Start 


288 




End 


1063 




GI 


none 




Score 


.7 





52214 



Exons 288.. 357, 473.. 502, 858.. 1063 



Seq. No. 


50756 


Seq. ID 




poo 


Gene No. 


107627 


Strand 


+ 




Start 


288 


End 


1063 




Name 


OJ000329 12.0419.C28.ol.np 


Method 


AAT/NAP 




Start 


856 


End 


911 




GI 


5042454 


Score 


61 




Exons 


856. .911 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


50757 


Seq. ID 


OJ000329_12.0419 


.C29 


Gene No. 


107628 


Strand 






Start 


1 


End 


792 




Name 


OJ000329 12.0419.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


792 




GI 


7228457 


Score 


1192 




Exons 


1..493, 557. .792 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


50757 


Seq. ID 


OJ000329 12.0419 


.C2 9 


Gene No . 


107628 


Strand 






Start 


1 


End 


792 




Name 


OJ000329 12.0419.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


5 


End 


355 




GI 


none 


Score 


68 




Exons 


5. .115, 8. .355, 9. .320 








Seq. No. 


50757 


Seq. ID 


OJ000329 12.0419 


.C29 


Gene No. 


107628 


Strand 






Start 


1 


End 


792 




Name 


OJ000329 12.0419.C29.ol.tw 


Method 


TBLASTX: Wheat 




Start 


23 


End 


485 




GI 


none 


Score 


216 




Exons 


23. .484, 29. .484, 30. .485 








Seq. No. 


50757 


Seq. ID 


OJ000329_12.0419 


.C29 


Gene No. 


107628 


Strand 






Start 


1 


End 


792 




Name 


OJ000329 12.0419.C29.ol.ts 


Method 


TBLASTX : Soybean 




Start 


80 


End 


445 




GI 


none 


Score 


117 




Exons 


80. .214, 221. .445 








Seq. No. 


50757 


Seq. ID 


OJ000329JL2.0419 


.C29 


Gene No. 


107628 


Strand 






Start 


1 


End 


792 




Name 


OJ000329 12.0419.C29.ol.gs 


Method 


GEN SCAN 




Start 


120 


End 


781 




GI 


none 


Score 


.73 




Exons 


120. .493, 557. .781 








Seq. No. 


50757 


Seq. ID 


OJ000329_12.0419 


.C29 


Gene No. 


107628 


Strand 






Start 


1 


End 


792 
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Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

fi Seq. No. 
2Z Gene No. 

Start 
I y Name 
C3 Start 

f« Exons 

\ -5 

Seq. No. 
5 Gene No. 
C3 Start 
vi Name 
tl Start 

Exons 

C3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000329_12.0419.C29.o2.tm 
359 
none 

359. .523, 360. .527 

50758 
107629 
1 

OJ000329_12.0419.C30.ol.np 
1 

4006880 

1..60, 452. .517, 662. .727, 821 



Method 

End 

Score 



TBLASTX: Maize 

527 

159 



Seq. ID OJ000329_12.0419.C30 
Strand 

1350 
AAT/NAP 
876 
173 



End 

Method 
End 
Score 
876 



(Z99707) putative protein [Arabidopsis thaliana] 
gi|7270642|emb|CAB80359.1| (AL161590) putative protein 
[Arabidopsis thaliana] 



50758 

107629 

1 

OJ000329_12.0419.C30.ol.gs 

452 

none 



Seq. ID OJ000329_12.0419.C30 
Strand 

End 1350 

Method GENSCAN 

End 1350 

Score .82 



452. .517, 662. .727, 821. .919, 1002. .1132, 1247. .1350 



50759 

107630 

1 

OJ000329_12.0419.C31.ol.gp 
1 

none 

1..65, 762. .843 

50759 

107630 

1 

OJ000329_12.0419.C31.ol.gs 

625 

none 

625. .858, 954. .1160 



Seq. ID OJ000329_12.0419.C31 
Strand 

End 1160 
Method AAT/GAP 
End -843 
Score 253 



Seq. ID OJ000329_12.0419.C31 
Strand 

End 1160 

Method GENSCAN 

End 1160 

Score .81 



50760 
107631 
373 

OJ000329_12 . 04 1 9 . C32 . ol . np 
373 

6907088 

373. .510, 686. .922, 1085. .1185 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000329_12. 0419.C32 

Strand + 

End 1185 

Method AAT/NAP 

End 1185 

Score 519 



50760 
107631 
373 

OJ000329_12.0419.C32.o2.np 
1075 
6069659 
1075. .1185 

(AP000616) hypothetical protein [Oryza sativa] 



Seq. ID OJ000329_12. 0419.C32 

Strand + 

End 1185 

Method AAT/NAP 

End 1185 

Score 131 
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Seq. No. 50761 

Gene No. 107632 

Start 1 

Name OJ00032 9_12 . 04 19 . C36 . ol . gp 

Start 1 

GI 30689_1.R1084 

Exons 1..202, 576.. 643, 810.. 893 

GI Descrip. '3402685 5.0e-31 (AC004697) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000329_12.0419.C36 
Strand 

End 914 

Method AAT/GAP 

End 8 93 

Score 660 



Seq. No. 50761 

Gene No. 107632 

Start 1 

Name OJ00032 9_12 . 0419 . C36 . ol . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ000329_12.0419.C36 
Strand 

End 914 

Method TBLASTX : Maize 

End 914 

Score 152 



3. .143, 4. .138, 109. .207, 144. .203, 574. .642, 575. .646, 
812. .913, 813. .914 



Seq. No. 


50761 








Seq. ID 


OJ000329_12.0419. 


C36 


Gene No. 


107632 








Strand 






Start 


1 








End 


914 




Name 


OJ000329 


12. 


0419 


.C36.ol.gs 


Method 


GENSCAN 




Start 


21 








End 


202 




GI 


none 








Score 


.6 




Exons 


21. .202 














Seq. No. 


50762 








Seq. ID 


OJ000329_12.0419. 


C37 


Gene No. 


107633 








Strand 


+ 




Start 


706 








End 


867 




Name 


OJ000329 


12. 


0419 


.C37.o2.gp 


Method 


AAT/GAP 




Start 


706 








End 


867 




GI 


1631517 








Score 


293 




Exons 


706. .867 














GI Descrip. 


3928085 8 


.0e 


-17 


(AC005770) 


unknown protein [Arabidopsis 






thaliana] 














Seq. No. 


50762 








Seq. ID 


OJ000329_12.0419. 


C37 


Gene No. 


107634 








Strand 






Start 


1 








End 


724 




Name 


OJ000329 


12. 


0419 


.C37.ol.np 


Method 


AAT/NAP 




Start 


1 








End 


390 




GI 


7492013 








Score 


77 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..218, 341. .390 

hypothetical PSUl-like protein - fission yeast 

{Schizosaccharomyces pombe) gi | 2388911 | emb | CAB11648 . 1 | (Z98974) 
hypothetical PSUl-like protein [Schizosaccharomyces pombe] 



Seq. ID OJ000329_12.0419.C37 
Strand 

End 724 

Method AAT/GAP 

End 412 

Score 397 



50762 
107634 
1 

OJ000329_12.0419.C37.ol.gp 
67 

10521_1.R1084 
67. .218, 341. .412 

'2388911/emb|CAB11648.1| 2.0e-36 (Z98974) hypothetical PSUl-like 



52217 



protein [Schizosaccharomyces pombe] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50762 

107634 

1 

OJ000329_12.0419.C37.ol.gs 
67 

none 

67. .276, 341. .416, 614. .724 

50762 

107634 

1 

OJ000329_12 . 04 19 . C37 . ol . tm 
68 

none 



Seq. ID OJ000329_12.0419.C37 

Strand 

End 724 

Method GENS CAN 

End 724 

Score .6 



Seq. ID OJ000329_12.0419.C37 

Strand 

End 724 

Method TBLASTX : Mai ze 

End 433 

Score 165 



68. .214, 72. .221, 90. .203, 124. .222, 341. .433, 343. .432 



50762 

107634 

1 

OJ000329_12.0419.C37.ol.ts 
68 

none 



Seq. ID OJ000329_12.0419.C37 

Strand 

End 724 

Method TBLASTX : Soybean 

End 399 

Score 127 



68. .214, 72. .221, 93. .212, 343. .399 



50762 

107634 

1 

OJ000329_12.0419.C37.ol.tc 
71 

none 

71. .214, 343. .375 

50763 

107635 

289 

OJ000329_12.0419.C38.ol.gp 
289 

4714477 
289. .505 



Seq. ID OJ000329_12.0419.C37 

Strand 

End 724 

Method TBLASTX : Cress 

End 375 

Score 4 9 



Seq. ID OJ000329_12.0419.C38 

Strand + 

End 505 

Method AAT/GAP 

End 505 

Score 383 



Seq. No. 50763 

Gene No. 107636 

Start 499 

Name OJ00032 9_12 . 04 1 9 . C38 . ol . tm 

Start 439 

GI none 
Exons 



Seq. ID OJ000329_12.0419.C38 
Strand 

1127 

TBLASTX: Maize 
1041 
168 



End 

Method 
End 
Score 

439. .480, 482. .634, 486.-695, 490. .693, 492. .695, 863. .1039, 
873. .1040, 874. .1041, 877. .1041 



Seq. No. 50763 

Gene No. 107636 

Start 499 

Name OJ000329_12 . 04 1 9 . C38 . ol . ts 

Start 496 

GI none 



Seq. ID OJ000329_12.0419.C38 
Strand 

End 1127 

Method TBLASTX : Soybean 

End 654 

Score 101 



52218 



Exons 



496. .651, 496. .654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000329 12.0419.C38 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50763 Seq. ID 

107636 Strand 
4 99 End 
OJ000329_12 . 0419 . C38 . ol . np Method 
4 99 End 
7430973 Score 
499. .692, 876. .1127 

quinone reductase homolog F18E5.200 - 
gi I 3080402 | emb | CAA18722.il (AL022603) 
oxidoreductase [Arabidopsis thaliana] 
(AL035527) putative NADPH quinone oxidoreductase [Arabidopsis 
thaliana] gi | 7268955 | emb | CAB81265 . 1 1 (AL161555) putative NADPH 
quinone oxidoreductase [Arabidopsis thaliana] 



1127 
AAT/NAP 
1127 
324 

Arabidopsis thaliana 
putative NADPH quinone 
gi| 4 4 55266|emb|CAB36802. 



II 



50763 
107636 
499 

OJ000329_12.0419.C38.ol.tc 
505 
none 

505. .690, 512. .634, 874. .990, 875.-985 



Seq. ID OJ000329_12.0419.C38 
Strand 

End 1127 

Method TBLASTX: Cress 

End 990 

Score 101 



Seq. No. 50763 Seq. ID 

Gene No. 107636 Strand 

Start 4 99 End 

Name OJ00032 9_12 . 04 19 . C38 . ol . gs Method 

Start 876 End 

GI none Score 

Exons 876.. 1053 



OJ000329_12.0419.C38 

1127 
GENSCAN 
1053 
.7 



OJ000329 12.0419.C39 



Seq. No. 50764 Seq. ID 

Gene No. 107637 Strand 

Start 1 End 

Name OJ000329_12 . 04 19 . C39 . ol . np Method 

Start 1 End 

GI 7430973 Score 

Exons 1..23, 135.. 398 

GI Descrip. quinone reductase homolog F18E5.200 - 
gi I 3080402 | emb | CAA18722.il (AL022603) 
oxidoreductase [Arabidopsis thaliana] 
(AL035527) putative NADPH quinone oxidoreductase [Arabidopsis 
thaliana] gi | 7268955 | emb | CAB81265 . 1 1 (AL161555) putative NADPH 
quinone oxidoreductase [Arabidopsis thaliana] 



1883 
AAT/NAP 
398 
180 

Arabidopsis thaliana 
putative NADPH quinone 
gil 4 4552 66|emb|CAB36802. 



II 



Seq. No. 50764 Seq. ID OJ000329_12 . 0419.C39 

Gene No. 107637 Strand 

Start 1 End 1883 

Name OJ000329_12 . 0419 . C39 . ol . tm Method TBLASTX : Maize 

Start 135 End 440 

GI none Score 157 

Exons 135.. 290, 136.. 288, 342.. 440, 353.. 439 



Seq. No. 
Gene No. 
Start 



50764 

107637 

1 



Seq. ID OJ000329_12.0419.C39 
Strand 

End 1883 
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Name 


OJ000329 12.0419.C39.ol 


gs 


Method 


GENSCAN 






Start 


138 


End 


1883 






GI 


none 




Score 


.45 






Exons 


138. .573, 1879. .1883 












Seq. No. 


50764 




Seq. ID 


OJ000329 


JL2.0419. 


C39 
















Start 


1 




End 


1883 






Name 


OJ000329 12.0419.C39.ol 


gp 


Method 


AAT/GAP 






Start 


161 




End 


436 






GI 


4715131 




Score 


520 






Exons 


161. .436 












Seq. No. 


50765 




Seq. ID 


OJ000329 


_12.0419. 


C40 


Gene No. 


107638 




Strand 


+ 






Start 


82 




End 


2209 






Name 


OJ000329 12.0419.C40.ol. 


np 


Method 


AAT/NAP 






Start 


82 




End 


2148 






GI 


2736075 




Score 


1105 






Exons 


82. .247, 861. .1545, 1848. .2148 








GI Descrip. 


(AF016644) PAP-specific 


phosphatase; 


HAL2-like 


protein 






[Arabidopsis thaliana] 












Seq. No. 


50765 




Seq. ID 


OJ000329 


_12.0419. 


C40 




107638 




Strand 








Start 


82 




End 


2209 






Name 


OJ000329 12.0419.C40.ol. 


gs 


Method 


GENSCAN 






Start 


109 




End 


2209 






GI 


none 




Score 


.46 






Exons 


109. .247, 912. .1545, 1848. .1971, 2106 


. .2209 






Seq. No. 


50765 




Seq. ID 


OJ000329 


_12.0419. 


C40 


Gene No. 


107639 




Strand 








Start 


2041 




End 


2347 






Name 


OJ000329 12.0419.C40.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


73 




End 


2013 






GI 


none 




Score 


76 






Exons 


73. .165, 854. .1150, 854. 


.1150, 


1157. . 


1423, 1158 


. .1418, 






1169. .1423, 1421. .1483, 


1480. . 


1545, 1481. .1540, 


1842. .2012, 




1842. .2012, 1849.. 2013, 


1852. . 


2013 








Seq. No. 


50765 




Seq. ID 


OJ000329 


_12.0419. 


C40 




107639 




Strand 








Start 


2041 




End 


2347 






Name 


OJ000329 12.0419.C40.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


88 




End 


1255 






GI 


none 




Score 


59 






Exons 


88. .165, 854. .1060, 105£ 


..1255, 1081. 


.1254 






Seq. No. 


50765 




Seq. ID 


OJ000329 


__12.0419. 


C40 


Gene No. 


107639 




Strand 








Start 


2041 




End 


2347 






Name 


OJ000329 12.0419.C40.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


106 




End 


2156 






GI 


none 




Score 


51 






Exons 


106. .165, 208. .246, 854. 


.1270, 


859. .1269, 1319. 


.1393, 






1321. .1389, 1426. .1545, 


1433. . 


1546, 1834.. 2133, 


1845. .2156, 



52220 




1846. .2151 





Seq. No. 


50765 






Seq. ID 


OJ000329_12.0419, 


.C40 




Gene No. 


107639 






Strand 








Start 


2041 






End 


2347 






Name 


OJ000329 12.0419. 


C40.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


1058 






End 


1249 






GI 


none 






Score 


223 






Exons 


1058. .1249, 1072. 


.1248 












Seq. No. 


50765 






Seq. ID 


OJ000329_12.0419, 


,C40 




Gene No. 


107639 






Strand 








Start 


2041 






End 


2347 






Name 


OJ000329 12.0419. 


C40.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1425 






End 


2166 






GI 


none 






Score 


96 






Exons 


1425. .1547, 1426. 


.1545, 


1427. 


.1549, 1430. .1546, 1437. .1547, 






1477. .1554, 1845. 


.2165, 


1846. 


.2157, 1846. .2166 






Seq. No. 


50765 






Seq. ID 


OJ000329_12.0419, 


.C40 




Gene No. 


107639 






Strand 








Start 


2041 






End 


2347 






Name 


OJ000329 12.0419. 


C40.o2 


.ts 


Method 


TBLASTX: Soybean 




£. jJ; 


Start 


2013 






End 


2151 






GI 


none 






Score 


178 






Exons 


2013. .2144, 2014. 


.2151 










f [J 


Seq. No. 


50765 






Seq. ID 


OJ000329_12.0419, 


,C40 




Gene No. 


107639 






Strand 








Start 


2041 






End 


2347 






Name 


OJ000329 12.0419. 


C40.ol 


• qp 


Method 


AAT/GAP 






Start 


2041 






End 


2347 




f 11 


GI 


none 






Score 


602 




= 


Exons 


2041. .2347 












SI 


Seq. No. 


50766 






Seq. ID 


OJ000329_12.0419, 


,C42 




Gene No. 


107640 






Strand 


+ 






Start - 


1 






End 


392 






Name 


OJ000329 12.0419. 


C42.ol 


• gp 


Method 


AAT/GAP 






Start 


1 






End 


392 






GI 


27050 1.R1084 






Score 


357 






Exons 


1.-137, 242. .392 














GI Descrip. 


1 1350977/sp| P49689IRS30 ARATH 


5.0e-15 


PROBABLE 4 OS RIBOSOMAL 






PROTEIN S30' 














Seq. No. 


50766 






Seq. ID 


OJ000329_12.0419. 


C42 




Gene No . 


107640 






Strand 


+ 






Start 


1 






End 


392 






Name 


OJ000329 12.0419. 


C42.ol 


. gs 


Method 


GEN SCAN 






Start 


68 






End 


383 






GI 


none 






Score 


.92 






Exons 


68. .137, 242. .383 














Seq. No. 


50767 






Seq. ID 


OJ000329_13.0419. 


C6 




Gene No. 


107641 






Strand 








Start 


1 






End 


2244 






Name 


OJ000329_13.0419.C6.ol.np 


Method 


AAT/NAP 





52221 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 2205 

7485034 Score 221 

1..32, 496. .800, 1839. .1941, 1981. .2205 

hypothetical protein - Arabidopsis thaliana 

gi I 2245120 | emb | CAB10542.il (Z97343) hypothetical protein 

[Arabidopsis thaliana] gi | 7268514 | emb | CAB78765 . 1 | (AL161546) 

hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000329_13.0419.C6 
Strand 

End 2244 

Method AAT/GAP 

End 287 

Score 118 



50767 
107641 
1 

OJ000329_13 . 04 1 9 . C6 . ol . gp 
207 

6763J..R1084 
207. .287 

, 2245120/emb|CAB10542.1| 2.0e-57 (Z97343) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 50767 

Gene No. 107641 

Start 1 

Name OJ000329_13 . 04 19 . C6 . ol . gs 

Start 207 

GI none 
Exons 



Seq. ID OJ000329_13. 0419.C6 
Strand 

End 2244 

Method GENSCAN 

End 2244 

Score .65 



207. .285, 420. .485, 678. .800, 1710. .1759, 1839. .2244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50767 

107641 

1 

OJ000329_13.0419.C6.ol.ts 

208 

none 



Seq. ID OJ000329__13.0419.C6 
Strand 

End 2244 

Method TBLASTX : Soybean 

End 694 

Score 85 



208. .285, 420. .494, 421. .486, 568. .657, 569. .658, 658. .690, 
6S9..694 



Seq. No. 


50767 




Seq. ID 


OJ000329 


Gene No. 


107641 




Strand 




Start 


1 




End 


2244 


Name 


OJ000329 13.0419.C6.o2 


• gp 


Method 


AAT/GAP 


Start 


1839 




End 


2022 


GI 


none 




Score 


321 


Exons 


1839. .2022 








Seq. No. 


50768 




Seq. ID 


OJ000329 


Gene No. 


107642 




Strand 




Start 


272 




End 


1630 


Name 


OJ000329 13.0419.C7.ol 


gs 


Method 


GENSCAN 


Start 


272 




End 


1630 


GI 


none 




Score 


.84 


Exons 


272. .356, 1563. .1630 








Seq. No. 


50769 




Seq. ID 


OJ000329 


Gene No. 


107643 




Strand 




Start 


166 




End 


439 


Name 


OJ000329 13.0419.C8.ol 


gs 


Method 


GENSCAN 


Start 


166 




End 


439 


GI 


none 




Score 


.43 
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Exons 



166. .270, 383. .439 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



50770 
107644 
166 

OJ000329_13.0419.C9.ol.gp 
166 

, 60031JL.R1084 
166. .566 

•2335100 5.0e-58 (AC002339) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000329_13.0419.C9 
Strand 

End 1617 

Method AAT/GAP 

End 566 

Score 770 



50770 
107644 
166 

OJ000329_13.0419.C9.ol.np 
166 

2335100 
166. .1617 

(AC002339) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000329_13.0419.C9 
Strand 

End 1617 

Method AAT/NAP 

End 1617 

Score 1800 



50770 

107644 

166 

OJ000329_13.0419.C9.ol.tm 

170 

none 

170. .973, 172. .972 

50770 

107644 

166 

OJ000329_13.0419.C9.o2.ts 

170 

none 

170. .499, 172. .498, 203. .499 

50770 

107644 

166 

OJ000329_13.0419.C9.o2.tc 

172 

none 

172. .447, 200. .448 



Seq. ID OJ000329_13.0419.C9 
Strand 

End 1617 

Method TBLASTX : Maize 

End 973 

Score 1186 



Seq. ID OJ000329_13.0419.C9 
Strand 

End 1617 

Method TBLASTX : Soybean 

End 4 99 

Score 299 



Seq. ID OJ000329_13.0419.C9 
Strand 

End 1617 

Method TBLASTX : Cress 

End 4 4 8 

Score 264 



50770 
107644 
166 

OJ000329_13.0419.C9.o2.gp 
567 

568365 
567. .1000 

2335100 5.0e-58 (AC002339) unknown protein [Arabidopsis 
thaliana] 



Seq. ID OJ000329_13.0419.C9 
Strand 

End 1617 

Method AAT/GAP 

End 1000 

Score 841 



50770 
107644 



Seq. ID OJ000329_13.0419.C9 
Strand 



52223 






Start 


166 


End 


1617 






Name 


OJ000329 13.0419.C9.ol.ts 


Method 


TBLASTX: Soybean 






Start 


692 


End 


1020 






GI 


none 


Score 


283 






Exons 


692. .1015, 694. .1020, 697.. 


1020 








Seq. No. 


50770 


Seq. ID 


OJ000329__13.0419. 


C9 




Gene No. 


107644 


Strand 








Start 


166 


End 


1617 






Name 


OJ000329 13.0419.C9.o2.tm 


Method 


TBLASTX: Maize 






Start 


973 


End 


1326 






GI 


none 


Score 


442 






Exons 


973. .1323, 974. .1324, 976.. 


1326 








Seq. No. 


50770 


Seq. ID 


OJ000329_13.0419. 


C9 




Gene No. 


107644 


Strand 








Start 


166 


End 


1617 






Name 


OJ000329 13.0419.C9.ol.tc 


Method 


TBLASTX: Cress 






Start 


1053 


End 


1507 






GI 


none 


Score 


60 






Exons 


1053. .1190, 1054. .1329, 1054. .1506, 1091. .1507 






Seq. No. 


50770 


Seq. ID 


OJ000329_13.0419. 


C9 




Gene No. 


107644 


Strand 








Start 


166 


End 


1617 






Name 


OJ000329 13.0419.C9.o3.ts 


Method 


TBLASTX : Soybean 




if! 


Start 


1111 


End 


1363 






GI 


none 


Score 


106 






Exons 


1111. .1335, 1111. .1362, 1115. .1363 








Seq. No. 


50771 


Seq. ID 


OJ000329_13.0419. 


Cll 




Gene No. 


107645 


Strand 


+ 






Start 


1 


End 


1200 






Name 


OJ000329 13-0419. Cll.ol.np 


Method 


AAT/NAP 




? ^ 


Start 


1 


End 


1200 






GI 


3935149 


Score 


215 






Exons 


1..89, 641. .952, 1022. .1200 








|=~ 


GI Descrip. 


(AC005106) T25N20.13 [Arabidopsis thaliana] 






Seq. No. 


50771 


Seq. ID 


OJ000329_13.0419. 


Cll 




Gene No. 


107645 


Strand 


+ 






Start 


1 


End 


1200 






Name 


OJ000329 13.0419.Cll.ol.gs 


Method 


GENSCAN 






Start 


656 


End 


1077 






GI 


none 


Score 


.97 






Exons 


656. .808, 897. .1077 










Seq. No. 


50772 


Seq. ID 


OJ000329_13.0419. 


C13 




Gene No. 


107646 


Strand 


+ 






Start 


186 


End 


4693 






Name 


OJ000329 13.0419.C13.ol.gp 


Method 


AAT/GAP 






Start 


186 


End 


2093 






GI 


8524 1.R1084 


Score 


884 






Exons 


186. .279, 1056. .1106, 1256. 


.1435, 1917 


. .2093 






GI Descrip. 


1 6006355/dbj | AP000559 . 1 1 AP000559 3.0e- 


57 Oryza sativa genomic 






DNA, chromosome 6, clone : P04 93C11 1 







52224 



Seq. No. 50772 

Gene No. 107 64 6 

Start 186 

Name OJ000329_13 . 04 19 .C13 . ol . np 

Start 190 

GI 1483213 

Exons 190.. 279, 1056.. 1106, 1256. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,1435, 1917. .2147 
(X96480) PAC [Arabidopsis thaliana] 
gi|5729705|gb|AAD48512.1|AC007927_2 (AC006072) pale cress 
protein [Arabidopsis thaliana] 



OJ00032 9_13.0419.C13 
+ 

4693 
AAT/NAP 
2147 
452 



Seq. No. 50772 Seq. ID 

Gene No. 10764 6 Strand 

Start 186 End 

Name OJ00032 9_13 . 04 19 . C13 . ol . gs Method 

Start 193 End 

GI none Score 
Exons 



OJ000329_13.0419.C13 
+ 

4693 
GENSCAN 
4693 
.42 



193. .279, 449. .490, 1056. .1106, 1917. .2146, 3268. .3292, 
3339. .3479, 3523. .4114, 4125. .4693 



i.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50772 Seq. ID 

107647 Strand 

3573 End 

OJ00032 9_13 . 0419. C13 . o2 . np Method 

3573 End 

6907106 Score 



OJ000329_13.0419.C13 

4757 
AAT/NAP 
4757 
414 



3573. .3758, 3832. .4025, 4302. .4757 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



^ Seq. No. 

W Gene No. 

fU Start 

= Name 
Start 

;1 gi 

. " 4 Exons 



50772 

107647 

3573 

OJ000329_13.0419.C13.ol.tm 

3668 

none 

3668. .3715, 3669. .3800, 3670. 
3739.. 3840, 3756.. 3809, 3805. 
3821.. 3964, 3963.. 3998, 3964. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000329 13.0419.C13 



4757 

TBLASTX: Maize 
4018 
169 

3801, 3670.. 3717, 3723.. 3800, 
3897, 3817.. 3876, 3817.. 3963, 
4014, 3965. .4018 



Seq. No. 50773 Seq. ID 

Gene No. 107 64 8 Strand 

Start 1344 End 

Name OJ000329_13 . 04 19 . C14 . ol . gs Method 

Start 1344 End 

GI none Score 

Exons 1344.. 1705, 2300.. 2411 



OJ000329_13.0419.C14 

2411 
GENSCAN 
2411 
.98 



Seq. No. 50774 Seq. ID 

Gene No. 10764 9 Strand 

Start 1 End 

Name OJ000329_13 . 04 19 . C17 . ol . np Method 

Start 1 End 

GI 7339707 Score 

Exons 1..254, 336.. 486 

GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



OJ000329_13.0419.C17 
+ 

486 

AAT/NAP 
486 
81 



52225 



Seq. No. 


50774 








Seq. ID 


OJ000329 


_13.0419.C17 


Gene No. 


107650 








Strand 






Start 


1016. 








End 


3069 




Name 


OJ000329 13. 


0419. 


C17.ol. 


.gp 


Method 


AAT/GAP 




Start 


1016 








End 


1452 




GI 


3767622 








Score 


815 




Exons 


1016. .1452 














Seq. No. 


50774 








Seq.. ID 


OJ000329 


_13.0419.C17 


Gene No. 


107650 








Strand 






Start 


1016 








End 


3069 




Name 


OJ000329 13. 


0419. 


C17.ol, 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1089 








End 


1911 




GI 


none 








Score 


46 




Exons 


1089. .1124, 


1090. 


.1152, 


1108. 


.1164, 11C 


18. .1164, 


1171. .1740, 




1174. .1500, 


1200. 


.1739, 


1202. 


.1753, 1224. .1757, 


1814. .1909, 




1814. .1906, 


1828. 


.1911, 


1828. 


.1911 









Seq. No. 


50774 




Seq. ID 


OJ000329_13.0419.C17 




Gene No. 


107650 




Strand 






Start 


1016 




End 


3069 




Name 


OJ000329 13 


.0419.C17.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1261 




End 


1692 




GI 


none 




Score 


84 




Exons 


1261. .1383, 


1265. .1360, 1441 


..1623, 1441.. 1611, 1594.. 1692 


c~ri 


Seq. No. 


50774 




Seq. ID 


OJ000329_13.0419.C17 




Gene No. 


107650 




Strand 




i. .jt 


Start 


1016 




End 


3069 




Name 


OJ000329 13 


.0419.C17.o2.np 


Method 


AAT/NAP 




Start 


1264 




End 


3069 


•- *"s 


GI 


6706413 




Score 


502 




Exons 


1264. .1737, 


1817. .1951, 3043 


. .3069 






GI Descrip. 


(AL133248) 


putative protein 


[Arabidopsis thaliana] 


•z. a 


Seq. No. 


50774 




Seq. ID 


OJ000329_13.0419.C17 


- i-3 


Gene No. 


107650 




Strand 




L JL 


Start 


1016 




End 


3069 


%J 


Name 


OJ000329 13 


.0419.C17.o2.gp 


Method 


AAT/GAP 




Start 


1729 


End 


1943 


f ^ 


GI 


60031 1.R1084 


Score 


402 




Exons 


1729. .1943 










GI Descrip. 


'2335100 5. 


0e-58 (AC002339) 


unknown protein [Arabidopsis 



thaliana] 1 



Seq. No. 50775 Seq. ID 

Gene No. 107651 Strand 

Start 1377 End 

Name OJ000329_13 . 0419.C18 . ol . gs Method 

Start 1377 End 

GI none Score 

Exons 1377.. 2203, 2365.. 2449 



OJ000329_13.0419.C18 

3117 
GENSCAN 
2449 
.79 



Seq. No. 50775 Seq. ID 

Gene No. 107651 Strand 

Start 1377 End 

Name OJ000329_13 . 04 19 . C18 . ol . np Method 



OJ000329_13.0419.C18 

3117 
AAT/NAP 



52226 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1380 End 3117 

6006375 Score 2349 

1380. .1919, 2204. .3117 

(AP000559) Similar to ORF3 protein - rice tungro bacilliform 
virus &RTUORFS_2 (C40785) [Oryza sativa] 



50776 
107652 
1 

OJ000329_13.0419.C19.ol.np 
1 

6671958 
1..373, 728. .770 

(AC013454) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000329_13.0419.C19 
Strand 

End 770 

Method AAT/NAP 

End 770 

Score 248 



50776 Seq. ID 

107652 Strand 

1 End 
OJ000329_13.0419.C19.ol.gs Method 

217 End 

none Score 
217. .373 



OJ000329_13.0419.C19 
770 

GENSCAN 

373 

.57 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50777 
107653 
20 

OJ000329_13 . 0419. C22 . ol . gs 
20 

none 

20. .89, 1231. .1358, 1635. .1946 

50778 
107654 
1 

OJ000329_13.0419.C24.ol.np 
1 

6056194 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000329_13. 0419.C22 
+ 

1946 
GENSCAN 
1946 
.45 



OJ000329 13.0419.C24 



2315 
AAT/NAP 
2315 
411 



1..37, 1403. .1750, 1790. .1994, 2180. .2315 
(AC009400) unknown protein [Arabidopsis thaliana] 



50778 Seq. ID 

107654 Strand 

1 End 

OJ000329_13 . 0419. C24 . o2 . gs Method 

1143 End 

none Score 



OJ000329_13.0419.C24 

2315 
GENSCAN 
2243 
.84 



1143. .1246, 1403. .1526, 1589. .2022, 2118. .2243 



50778 

107654 

1 

OJ000329_13.0419.C24.ol.tc 

1410 

none 

1410. .1544, 1553. .1696, 1554, 



Seq. ID OJ000329_13.0419.C24 
Strand 

End 2315 

Method TBLASTX: Cress 

End 1972 

Score 158 

.1697, 1796.. 1870, 1886.. 1972 



Seq. No. 



50778 



Seq. ID OJ000329_13.0419.C24 



52227 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No- 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107654 Strand 

1 End 

OJ000329_13.0419.C24 .ol.tm Method 

1410 End 

none Score 



2315 

TBLASTX: Maize 

1738 

69 



1410. .1544, 1553. .1696, 1568. .1657, 1608. .1697, 1706. .1738 



50778 

107654 

1 

OJ000329_13.0419.C24.ol.ts 

1410 

none 



Seq. ID OJ000329_13.0419.C24 
Strand 

End 2315 

Method TBLASTX : Soybean 

End 1697 

Score 55 



1410. .1544, 1423. .1476, 1553. .1696, 1554. .1697 



50778 
107654 
1 

OJ000329_13.0419.C24.ol.gp 
1705 

LIB3475-004-P1-K2-C10 
1705. .2022, 2118. .2144 

'2618699 6.0e-13 (AC002510) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000329_13.0419.C24 
Strand 

End 2315 

Method AAT/GAP 

End 2144 

Score 642 



50779 

107655 

440 

OJ000329_13.0419.C25.ol.gs 

440 

none 

440. .511 

50779 

107656 

2095 

OJ000329_13.0419.C25.o2.gs 

2095 

none 

2095. .2265, 3883. .4185 

50779 

107657 

1 

OJ000329_13.0419.C25.ol.gp 
1 

4878194 
1. .231 



Seq. ID OJ000329_13.0419.C25 

Strand + 

End 511 

Method GENSCAN 

End 511 

Score .78 



Seq. ID OJ000329_13.0419.C25 

Strand + 

End 4185 

Method GENSCAN 

End 4185 

Score .82 



Seq. ID OJ000329__13.0419.C25 
Strand 

End 231 

Method AAT/GAP 

End 231 

Score 432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50780 

107658 

11 

OJ000329_13.0419.C26.ol.gs 
11 

none 



Seq. ID OJ000329_13.0419.C26 

Strand + 

End 1423 

Method GENSCAN 

End 1423 

Score .59 



11. .26, 110. .196, 891. .950, 1353. .1423 



52228 



Seq. No. 


50780 






Seq. ID 


OJ000329_ 


13 


.0419. 


,C26 


Gene No. 


107659 






Strand 


+ 








Start 








End 


6292 








Name 


OJ000329 13 


.0419.C26.ol 


.np 


Method 


AAT/NAP 








Start 


2456 






End 


5327 








GI 


6907086 






Score 


1273 








Exons 


2456. .2726, 


3917. .4425, 


4486. 


.4732, 4964. .5327 








GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


50780 






Seq. ID 


OJ000329_ 


13 


.0419, 


.C26 


Gene No. 


107659 






Strand 


+ 








Start 


2456 






End 


6292 








Name 


OJ000329 13 


.0419.C26.o2 


.gs 


Method 


GEN SCAN 








Start 


3282 






End 


4400 








GI 


none 






Score 


.66 








Exons 


3282. .3383, 


3713. .3735, 


3770. 


.3884, 3909. .4400 








Seq. No. 


50780 






Seq. ID 


OJ000329 


13 


.0419, 


.C26 


Gene No. 


107659 






Strand 


+ 








Start 


2456 






End 


6292 








Name 


OJ000329 13 


.0419.C26.o3 


.gs 


Method 


GENSCAN 








Start 


5002 






End 


6292 








GI 


none 






Score 


.51 








Exons 


5002. .5104, 


5959. . 6023, 


6104 . 


.6292 










Seq. No. 


50781 






Seq. ID 


OJ000329_ 


13 


.0419, 


,C30 


Gene No. 


107660 






Strand 


+ 








Start 


282 






End 


416 








Name 


OJ000329 13 


.0419.C30.ol 


.gs 


Method 


GENSCAN 








Start 


282 






End 


416 








GI 


none 






Score 


.56 








Exons 


282. .416 
















Seq. No. 


50781 






Seq. ID 


OJ000329_ 


13 


.0419. 


.C30 


Gene No. 


107661 






Strand 










Start 


1 






End 


248 








Name 


OJ000329 13 


.0419.C30.ol 


• gp 


Method 


AAT/GAP 








Start 


1 






End 


248 








GI 


286587 






Score 


269 








Exons 


1..57, 132. 


.248 














GI Descrip. 


6006355/dbj | AP000559. 1 1 AP000559 3.0e-5-? 


' Oryza sativa genomic 



DNA, chromosome 6, clone : P0493C11 



Seq. No. 50781 

Gene No. 107662 

Start 168 

Name OJ000329_13 .0419. C30 . o2 . gp 

Start 168 

GI 21466_1.R1084 

Exons 168.. 711 

GI Descrip. ' 6006355/dbj | AP000559 . 1 | AP000559 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0493C11 1 



Seq. ID OJ000329_13.0419.C30 
Strand 

711 

AAT/GAP 
711 
968 



End 

Method 

End 

Score 



Seq. No. 50782 

Gene No. 107663 

Start 215 

Name OJ000329 13 . 04 19 . C32 . ol . gs 



Seq. ID OJ000329_13.0419.C32 

Strand + 

End 845 

Method GENSCAN 



52229 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



215 
none 

215. .286, 613. .820 

50782 

107663 

215 

OJ000329_13.0419.C32.ol.ts 

613 

none 

613. .741, 615. .734, 616. .741 

50782 

107663 

215 

OJ000329_13.0419.C32.ol.tc . 

619 

none 

619. .786, 619. .753/ 627. .758 



End 
Score 



820 
.82 



Seq. ID OJ000329_13.0419.C32 

Strand + 

End 845 

Method TBLASTX : Soybean 

End 741 

Score 18 6 



Seq. ID OJ000329_13.0419.C32 

Strand + 

End 845 

Method TBLASTX : Cress 

End 786 

Score 190 



50782 
107663 
215 

OJ000329_13.0419.C32.ol.np 
620 

2342683 
620. .845 

(AC000106) Contains similarity to Bos beta-mannosidase 
(gb|U46067). [Arabidopsis thaliana] 



Seq. ID OJ000329_13.0419 
Strand + 

845 

AAT/NAP 
845 
244 



.C32 



End 

Method 

End 

Score 



50782 
107663 
215 

OJ000329_13.0419.C32.ol.gp 
649 

uC-osroM202018allbl 
649. .845 

'2342683 7.0e-40 (AC000106) Contains similarity to Bos 
beta-mannosidase (gb_U4 6067) . [Arabidopsis thaliana] 1 



Seq. ID OJ000329_13.0419, 

Strand + 

End 845 

Method AAT/GAP 

End 84 5 

Score 338 



C32 



50783 

107664 

655 

OJ000329_13.0419.C34.ol.gs 

655 

none 

655. .787 



Seq. ID OJ000329_13.0419. 
Strand 

End 787 

Method GENSCAN 

End 787 

Score .43 



C34 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



50784 

107665 

662 

OJ000329_13.0419.C41.ol.gs 

662 

none 



Seq. ID OJ000329_13.0419, 

Strand + 

End 2425 

Method GENSCAN 

End 2425 

Score .57 



C41 



662. .861, 1092. .1129, 1295. .1363, 2211. .2425 

50784 Seq. ID OJ000329_13 . 04 19 . 



C41 



52230 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



107665 Strand + 

662 End 2425 

OJ000329_13 . 04 1 9 . C41 . ol . np Method AAT/NAP 

731 End 2416 

7329701 Score 327 

731. .903, 1095.. 1205, 1295.. 1383, 1639.. 1691, 1789.. 1819, 

1902. .1983, 2211. .2416 

(AL162295) putative protein [Arabidopsis thaliana] 



50784 
107666 
367 

OJ000329_13.0419.C41.ol.gp 
367 

LIB3477-003-P1-K1-E9 
367. .446 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000329_13.0419.C41 

Strand 

End 446 

Method AAT/GAP 

End 446 

Score 104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50784 

107667 

677 

OJ000329_13.0419.C41.ol.tc 
. 677 
none 

677. .724, 779. .874, 108 
1300. .1389 



Seq. ID OJ000329_13.0419.C41 
Strand 

End 2359 

Method TBLASTX : Cress 

End 1389 

Score 63 
1201, 1100. .1201, 1288. .1368, 



Seq. No. ' 50784 

Gene No. 107667 

Start 677 

Name OJ000329_13 . 04 1 9 . C41 . ol . ts 

Start 677 

GI none 
Exons 



Seq. ID OJ000329_13.0419.C41 
Strand 

End 2359 

Method TBLASTX : Soybean 

End 2359 

Score 65 



677. .724, 779. .874, 1088. .1201, 1300. .1371, 1639. .1698, 
1784. .1822, 2267. .2359 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50785 
107668 
1 

OJ000329_13.0419.C42.ol.gp 
1 

236JL.R1084 
1..67, 133. .241, 929. .1054 

'266410/spl P29620 |KC47_ORYSA 0.0e+00 CDC2+/CDC2 8 -RELATED PROTEIN 

KINASE R2 >gi_82507_pir S13934 protein kinase (EC 2.7.1.37) 

chain cdc2/cdc28 homolog - rice >gi_20194_emb_CAA41172_ (X58194) 
cdc2+/CDC28-related protein kinase [Oryza sativa] ' 



Seq. ID OJ000329_13.0419.C42 

Strand + 

End 1314 

Method AAT/GAP 

End 1054 

Score 547 



50785 

107668 

1 

OJ000329_13.0419.C42.ol.np 
1 

266410 



Seq. ID OJ000329_13.0419.C42 

Strand + 

End 1314 

Method AAT/NAP 

End 1314 

Score 448 



1..67, 133. .241, 929. .1055, 1279. .1314 
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GI Descrip. CDC2+/CDC2 8 -RELATED PROTEIN KINASE R2 gi | 82507 | pir | | S13934 

protein kinase (EC 2.7.1.37) chain cdc2/cdc28 homolog - rice 
gi I 20194 | emb | CAA41172.il (X58194) cdc2+/CDC28-relateci protein 
kinase [Oryza sativa] 



Seq. No. 


50785 


Seq. ID 


OJ000329JL3.0419. 


C42 


Gene No. 


107668 


Strand 


+ 




Start 


1 


End 


1314 




Name 


OJ000329 13.0419.C42.ol.tc 


Method 


TBLASTX: Cress 




Start 


3 


End 


244 






none 


Score 


104 




Exons 


3. .68, 5. .70, 5. .79, 130. .240, 


131. .241, 131. .244 




Seq. No. 


50786 


Seq. ID 


OJ000329_13.0419. 


C45 


Gene No. 


107669 


Strand 


+ 




Start 


1 


End 


637 




Name 


OJ000329 13.0419.C45.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


365 




GI 


6735317 


Score 


203 




Exons 


1. .365 








GI Descrip. 


(AL137080) putative protein [Arabidops 


is thaliana] 




Seq. No. 


50786 


Seq. ID 


OJ000329_13.0419. 


C45 


Gene No. 


107669 


Strand 


+ 




Start 


1 


End 


637 




Name 


OJ000329 13.0419.C45.ol.tc 


Method 


TBLASTX: Cress 




Start 


20 


End 


293 




GI 


none 


Score 


58 




Exons 


20. .70, 58. .171, 84. .170, 192. 


.293, 215. .286 




Seq. No. 


50786 


Seq. ID 


OJ000329_13.0419. 


C45 


Gene No. 


107669 


Strand 


+ 




Start 


1 


End 


637 




Name 


OJ000329 13.0419.C45.ol.gs 


Method 


GENSCAN 




Start 


47 


End 


370 




GI 


none 


Score 


.72 




Exons 


47. .185, 209. .370 . 








Seq. No. 


50786 


Seq. ID 


OJ000329_13.0419. 


C45 


Gene No. 


107669 


Strand 


+ 




Start 


1 


End 


637 




Name 


OJ000329 13.0419.C45.ol.tm 


Method 


TBLASTX: Maize 




Start 


195 


End 


637 






none 


Score 


206 




Exons 


195. .320, 197. .319, 268. .321, 


560. .580 


, 578. .637 




Seq. No. 


50787 


Seq. ID 


OJ000329_13.0419. 


C4 6 


Gene No. 


107670 


Strand 






Start 


251 


End 


839 




Name 


OJ000329 13.0419.C46.ol.np 


Method 


AAT/NAP 




Start 


251 


End 


839 




GI 


6671958 


Score 


193 




Exons 


251. .325, 414. .482, 547. .618, 


704. .839 






GI Descrip. 


(AC013454) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


50787 


Seq. ID 


OJ000329_13.0419. 


C46 


Gene No. 


107670 


Strand 







52232 



Start 
Name 
Start 
GI 

Exons 



251 End 839 

OJ000329_13 . 0419 . C4 6 . ol . gs Method GENSCAN 

254 End 839 

none Score .51 
254. .325, 547. .618, 704. .839 



Seq. No. 50788 Seq. ID 

Gene No. 107671 Strand 

Start 246 End 

Name OJ00032 9_13 . 04 1 9 . C4 7 . ol . gs Method 

Start 246 End 

GI none Score 

Exons 246.-459, 636.. 747 



OJ000329_13.0419.C47 
+ 

747 

GENSCAN 

747 

.54 



Seq. No. 50789 Seq. ID 

Gene No. 107672 Strand 

Start 1497 End 

Name OJ00032 9_13 . 04 19 . C4 8 . ol . gp Method 

Start 1497 End 

GI none Score 

Exons 1497.. 1777 



OJ000329_13.0419.C48 
+ 

1777 
AAT/GAP 
1777 
558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000329_13.0419.C48 
+ 

3772 
GENSCAN 
3613 
.86 



50789 Seq. ID 

107673 Strand 

1791 End 

OJ000329_13 . 04 19 . C48 . ol . gs Method 

1791 End 

none Score 
1791. .1945, 3505.. 3613 

50789 Seq. ID 

107673 Strand 

1791 End 

OJ00032 9_13 . 0 4 19 . C4 8 . ol . np Method 

1800 End 

6729039 Score 
1800. .1945, 3382.. 3613, 3704.. 3772 
(AC009177) unknown protein [Arabidopsis thaliana] 



OJ000329_13.0419.C48 
+ 

3772 
AAT/NAP 
3772 
493 



50789 

107673 

1791 

OJ000329_13.0419.C48.ol.tm 

1806 

none 



Seq. ID OJ000329_13.0419.C48 
Strand 
End 

Method 
End 
Score 



+ 

3772 

TBLASTX: Maize 

3772 

206 



1806. .1871, 1812. .1946, 1817. .1948, 3380. .3571, 3380. .3568, 
3529. .3570, 3686. .3772, 3701. .3772 



Seq. No. 50789 Seq. ID 

Gene No. 107673 Strand 

Start 1791 - End 

Name OJ000329_13 . 04 19 . C4 8 . ol . tw Method 

Start 1806 End 

GI none Score 
Exons 



OJ000329_13.0419.C48 
+ 

3772 

TBLASTX: Wheat 

3544 

204 



1806. .1871, 1812. .1946, 1817. .1948, 3379. .3486, 3380. .3544, 
3380. .3544 
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Seq. No. 50789 

Gene No. 107673 

Start 1791 

Name OJ000329_13 . 0419. C4 8 . ol . tc 

Start 1815 

GI none 

Exons 1815.. 1925, 3379.. 3480, 3379. 
3701. .3730 



Seq. ID OJ000329__13.0419.C48 

Strand + 

End 3772 

Method TBLASTX: Cress 

End 3732 

Score 150 

.3570, 3380.. 3571, 3700.. 3732, 



Seq. No. 50789 

Gene No. 107673 

Start 1791 

Name OJ000329_13 . 0419. C4 8 . ol . ts 

Start 1815 

GI none 
Exons 



Seq. ID OJ000329_13.0419.C48 

Strand + 

End 3772 

Method TBLASTX : Soybean 

End 3772 

Score 151 



1815. .1922, 3380. .3571, 3442. .3567, 3700. .3771, 3701. .3772 



Seq. No. 50789 Seq. ID 

Gene No. 107673 Strand 

Start 1791 End 

Name 0 JO 0 0 32 9_1 3.0419.C48.o2.gp Method 

Start 2538 End 

GI none Score 

Exons 2538.. 30.7 9 



OJ000329_13.0419.C4i 
+ 

3772 
AAT/GAP 
'3079 
1076 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000309 13. 0419. C2 



50790 
107674 
477 

OJ000309_JL3.0419.C2.ol.np 
477 

1174613 

477. .700, 813. .932, 1814, 
3257. .3379, 4430. .4644 

26S PROTEASE REGULATORY SUBUNIT 6A HOMOLOG (TAT-BINDING PROTEIN 
HOMOLOG 1) (TBP-1) gi I 556560 | dbj | BAA04 614 . 1 1 (D17788) rice 
homologue of Tat binding protein [Oryza sativa] 



4644 
AAT/NAP 
4644 
725 



,1901, 2396. .2517, 2830. .3093, 



50790 

107674 

477 

OJ000309_13.0419.C2.ol.tc 

558 

none 



OJ000309 13. 0419. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

558. .707, 560. .700, 813. .935, 817. .933, 1797. .1895, 1811. .1894, 
2387. .2524, 2398.-2523, 2400. .2525, 2818.. 3021, 2840.. 2977, 
2858. .3022, 2920. .3021, 3254. .3310, 3258. .3311, 3296.-3364, 
3303. .3380 



4644 

TBLASTX: Cress 

3380 

139 



Seq. No. 50790 Seq. ID 

Gene No. 107674 Strand 

Start 477 End 

Name OJ000309_13 . 0419. C2 . ol . ts Method 

Start 558 End 

GI none Score 
Exons 



OJ000309_13.0419.C2 
4644 

TBLASTX : Soybean 

3380 

154 



558. .734, 559. .675, 560. .700, 813. .935, 817. .933, 819. .935, 
1797. .1895, 1811. .1894, 2387. .2524, 2398. .2523, 2818. .3021, 
2840. .2980, 3254. .3310, 3258. .3311, 3296. .3364, 3303. .3380 
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Seq. No. 50790 

Gene No. 107674 

Start 477 

Name OJ000309JL3 . 0419 . C2 . ol . tm 

Start 558 

GI none 
Exons 



Seq. ID OJ000309_13.0419.C2 
Strand 

End 4644 

Method TBLASTX : Mai ze 

End 3380 

Score 170 



558. .707, 560. .700, 813. .935, 817. .933, 1797. .1895, 1811. .1894, 
2387. .2524, 2398. .2523, 2818. .3021, 2832. .2969, 2833. .3063, 
3254. .3310, 3258. .3317, 3296.-3364, 3303. .3380, 3303. .3380 



Seq. No. 50790 

Gene No. 107674 

Start 477 

Name OJ000309_13 . 0419 . C2 . ol . gs 

Start 560 

GI none 
Exons 



Seq. ID OJ000309_13.0419.C2 
Strand 

End 4644 

Method GEN SCAN 

End 4210 

Score .57 



560. .700, 828. .932, 1814. .1892, 2396. .2514, 2827. .3018, 
3257. .3376, 4154. .4210 



Seq. No. 

Gene No. 

Start 
= ~ Name 
L f Start 
*3 GI 
l\\ Exons 



50790 

107674 

477 

OJ000309_13.0419.C2.o2.tw 

1810 

none 



Seq. ID OJ000309_13.0419.C2 
Strand 

End 4 64 4 

Method TBLASTX : Wheat 

End 2524 

Score 61 



1810. .1893, 1811. .1894, 1811. .1894, 1812. .1895, 1813. .1905, 
2387. .2524, 2398. .2523 



Seq. No. 50790 

Gene No. 107674 

Start 477 

Name OJ000309JL3 . 04 19 . C2 . ol . tw 

Start 2833 

GI none 

Exons 2833.. 3021, 2843.. 2956 



Seq. ID OJ000309_13.0419.C2 
Strand 

End 4 644 

Method TBLASTX : Wheat 

End 3021 

Score 113 



Seq. No. 50791 

Gene No. 107675 

Start 88 

Name OJ000309_13 . 0419 .C5 . ol . gp 

Start 88 

GI LIB3433-026-P1-K1-C1 

Exons 88.. 260 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ000309_13.0419.C5 

Strand + 

End 260 

Method AAT/GAP 

End 260 

Score 239 



Seq. No. 50791 

Gene No. 107676 

Start 882 

Name OJ000309JL3 . 0419 . C5 . ol . np 

Start 882 

GI 6983861 

Exons 882.. 1670 

GI Descrip. (AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. ID OJ000309_13.0419.C5 

Strand + 

End 1673 

Method AAT/NAP 

End 1670 

Score 1337 
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Seq. No. 


50791 






Seq. ID 


OJ000309_13.0419 


.C5 


Gene No . 


1U / D / D 






Strand 


+ 




Start 


882 






End 


1673 




Name 


OJ000309 13 


.0419. 


C5.ol.gs 


Method 


GEN SCAN 




Start 


1068 






End 


1673 




GI 


none 






Score 


.92 




Exons 


1068. .1673 












Seq. No. 


50791 






Seq. ID 


OJ000309_13.0419 


.C5 


Gene No. 


i men 
1U / b / / 






btrana 


+ 




Start 


1942 






End 


3137 




Name 


OJ000309 13 


.0419. 


C5.o2.gs 


Method 


GENSCAN 




Start 


1942 






End 


3037 




GI 


none 






Score 


.95 




Exons 


1942. .3037 












Seq. No. 


50791 






Seq. ID 


OJ000309_13.0419 


.C5 


Gene No. 


107677 






Strand 


+ 




Start 


1942 






End 


3137 




Name 


UJUUUjUy 1 j 


.0419. 


C5.o2.np 


Method 


AAT/NAP 




Start 


1942 






End 


3137 




GI 


6983860 






Score 


1900 




Exons 


1942. .3137 












GI Descrip. 


(AP001168) 


Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) 


[Oryza sativa] 








Seq. No. 


50791 






Seq. ID 


OJ000309JL3.0419 


C5 


Gene No . 


10 / b / / 






Strand 


+ 




Start 


1942 






End 


3137 




Name 


OJ000309 13 


.0419. 


C5.o2.tw 


Method 


TBLASTX; Wheat 




Start 


2103 






End 


2815 




GI 


none 






Score 


211 




Exons 


2103. .2300, 


2104. 


.2301, 2771. 


.2815 






Seq. No. 


50791 






Seq. ID 


OJ000309_13.0419 


C5 


Gene No . 


1U / b / / 






Strand 


+ 




Start 


1942 






End 


3137 




Name 


OJ000309 13 


.0419. 


C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


2353 






End 


2658 




GI 


none 






Score 


240 




Exons 


2353. .2658 












Seq. No. 


50791 






Seq. ID 


OJ000309_13.0419. 


C5 


Gene No . 


10 / oil 






Strand 


+ 




Start 


1942 






End 


3137 




Name 


OJ000309 13 


.0419. 


C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2353 






End 


2703 




GI 


none 






Score 


306 




Exons 


2353. .2703 












Seq. No. 


50791 






Seq. ID 


OJ000309_13.0419. 


C5 


Gene No. 


107677 






Strand 


+ 




Start 


1942 






End 


3137 




Name 


OJ000309 13 


.0419. 


C5.o3. tw 


Method 


TBLASTX: Wheat 




Start 


2869 






End 


3120 




GI 


none 






Score 


78 




Exons 


2869. .2991, 


2883. 


.2924, 2977. 


.3120, 3036. .3119 
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Seq. No. 50792 

Gene No. 107678 

Start 1 

Name OJ000309_13 . 0419 . C6 . ol . np 

Start 1 

GI 4680179 

Exons 1..3100 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID OJ000309_13.0419.C6 

Strand + 

End 3103 

Method AAT/NAP 

End 3100 

Score 4549 

sativa subsp. indica] 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ000309_13 . 04 1 9 . C6 . ol . gs Method 

Start 35 End 

GI none Score 

Exons 35.. 3103 



OJ000309_13.0419.C6 
+ 

3103 
GEN SCAN 
3103 
1 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ000309_13 . 04 1 9 . C6 . 06 . tm Method 

Start 134 End 

GI none Score 

Exons 134.. 325, 172.. 327 



OJ000309_13.0419.C6 
+ 

3103 

TBLASTX: Maize 

327 

188 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ000309_13. 0419.C6.o4 . tw Method 

Start 262 End 

GI none Score 

Exons 262.. 702, 263.. 745, 266.. 742 



OJ000309_13.0419.C6 
+ 

3103 

TBLASTX: Wheat 

745 

531 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ000309_13 . 0419 . C6 . o4 . ts Method 

Start 299 End 

GI none Score 

Exons 299.. 613 



OJ000309_13.0419.C6 
+ 

3103 

TBLASTX: Soybean 

613 

198 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ000309_13 . 04 1 9 . C6 . o4 . tm Method 

Start 328 End 

GI none Score 

Exons 328.. 762, 332.. 775 



OJ000309_13.0419.C6. 
■f 

3103 

TBLASTX: Maize 

775 

369 



Seq. No. 50792 

Gene No. 107678 

Start 1 

Name OJ00030 9_13 .0419.C6.ol.ts 

Start 686 

GI none 

Exons 686. .718, 686. .718, 722. .775, 



Seq. ID OJ000309_13.0419.C6 

Strand + 

End 3103 

Method TBLASTX : Soybean 

End 1081 

Score 57 

724. .762, 830. .1081, 838. .1071 



52237 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ000309_13 . 04 19 . C6 . o5 . tm Method 

Start 830 End 

GI none Score 

Exons 830.. 1162, 883.. 1161 



OJ000309_13.0419.C6 
+ 

3103 

TBLASTX: Maize 

1162 

310 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ000309_13 . 0419. C6 ,o5 . tw Method 

Start 833 End 

GI none Score 

Exons 833.. 1096, 835.. 1095 



OJ000309_13.0419.C6 

+ 

3103 

TBLASTX: Wheat 

1096 

373 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ000309_13 . 04 19 . C6 . o3 . tw Method 

Start 1097 End 

GI none Score 

Exons 1097.. 1522, 1099.. 1515 



OJ000309_13.0419.C6 
+ 

3103 

TBLASTX: Wheat 

1522 

595 



!f Seq. No. 50792 Seq. ID 

S»l Gene No. 107678 Strand 

fy Start 1 End 

fj Name OJ000309_13 . 04 19 . C6 . o3 . ts Method 

^ Start 1103 End 

*'t GI none Score 

^ Exons 1103.. 1351 



OJ000309_13.0419.C6 
+ 

3103 

TBLASTX : Soybean 

1351 

202 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ000309_13 . 04 19 . C6 .o2 . tm Method 

Start 1169 End 

GI none Score 

Exons 1169.. 1522, 1169.. 1507, 1174.. 1515 



OJ000309_13.0419.C6 
+ 

3103 

TBLASTX: Maize 

1522 

459 



Seq. No. 50792 

Gene No. 107678 

Start 1 

Name OJ000309_13 . 0419.C6.o2 .tw 

Start 1550 

GI none 

Exons 1550.. 2089, 1732.. 1782, 1834. 



Seq. ID OJ000309_13. 0419.C6 

Strand + 

End 3103 

Method TBLASTX : Wheat 

End 2090 

Score 619 
.2085, 1836.. 2090 



Seq. No. 50792 Seq. ID 

Gene No. 107678 Strand 

Start 1 End 

Name OJ00030 9_13 . 04 1 9 . C6 . ol . tc Method 

Start 1787 End 

GI none Score 

Exons 1787.. 1969, 1970.. 2113, 1972.. 2112 



OJ000309_13.0419.C6 
+ 

3103 

TBLASTX: Cress 

2113 

90 



52238 




Seq. No. 


50792 








Seq. ID 


OJ000309JL3.0419 


.C6 


Gene No. 


107678 








Strand 


+ 




Start 


1 








End 


3103 




Name 


OJ000309 13 


.0419 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1877 








End 


2137 




GI 


none 








Score 


304 




Exons 


1877. .2137, 


1888 


. .2136 










Seq. No. 


50792 








Seq. ID 


OJ000309_13.0419 


.C6 


Gene No. 


107678 








Strand 


+ 




Start 


1 








End 


3103 




Name 


OJ000309 13 


.0419 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1936 








End 


2227 




GI 


none 








Score 


411 




Exons 


1936. .2223, 


1937 


. .2227 










Seq. No. 


50792 








Seq. ID 


OJ000309_13.0419 


.C6 


Gene No. 


107678 








Strand 


+ 




Start 


1 








End 


3103 




Name 


OJ000309 13 


.0419 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2096 








End 


2722 




GI 


none 








Score 


724 




Exons 


2096. .2722, 


2099 


.2443, 


2155. 


.2604, 2662.. 2721 




Seq. No. 


50792 








Seq. ID 


OJ000309JL3.0419 


.C6 


Gene No. 


107678 








Strand 


+ 




Start 


1 








End 


3103 




Name 


OJ000309 13 


.0419 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2275 








End 


2860 




GI 


none 








Score 


229 




Exons 


2275. .2430, 


2276 


.2437, 


2296. 


.2439, 2434. .2607, 2435.. 2860 




2552. .2839, 


2662 


.2859 










Seq. No. 


50792 








Seq. ID 


OJ000309_13.0419 


.C6 


Gene No. 


107678 








Strand 


+ 




Start 


1 








End 


3103 




Name 


OJ000309 13 


.0419 


C6.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


2722 








End 


3055 




GI 


none 








Score 


313 




Exons 


2722. .3003, 


2723 


.3055 










Seq. No. 


50793 








Seq. ID 


OJ000309_13.0419 


.C7 


Gene No. 


107679 








Strand 


+ 




Start 


5440 








End 


8772 




Name 


OJ000309 13 


.0419. 


C7.o3. 


qs 


Method 


GEN SCAN 




Start 


5440 








End 


6576 




GI 


none 








Score 


.65 




Exons 


5440. .5624, 


5829. 


. 6082, 


6344 . 


.6576 






Seq. No. 


50793 








Seq. ID 


OJ000309_13.0419 


.C7 


Gene No. 


107679 








Strand 


+ 




Start 


5440 








End 


8772 




Name 


OJ000309 13 


.0419. 


C7.ol. 


np 


Method 


AAT/NAP 




Start 


5596 








End 


8772 




GI 


4680203 








Score 


769 




Exons 


5596. .6578, 


8699. 


.8772 











GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



52239 




Seq. No. 


50793 








Seq. ID 


OJ000309_13. 0419. C7 


Gene No. 


107680 








Strand 




Start 


224_ 








End 


1815 


Name 


OJ000309 13. 


0419. 


C7.ol. 


gs 


Method 


GENSCAN 


Start 


224 








End 


1815 


GI 


none 








Score 


.55 


Exons 


224. .459, 637. .721, 1160. .1312, 1617.. 


1654, 1725. .1815 


Seq. No. 


50793 








Seq. ID 


OJ000309_13 . 04 19 . C7 


Gene No. 


107681 








Strand 




Start 


2384 








End 


3335 


Name 


OJ000309_13. 


0419. 


C7 .o2. 


gs 


Method 


GENSCAN 


Start 


2384 








End 


3335 


GI 


none 








Score 


.8 


Exons 


2384 . . 3023, 


3046 . 


. 3335 








Seq. No. 


50793 








Seq. ID 


OJ000309_13.0419.C7 


Gene No. 


107682 








Strand 




Start 


8109 








End 


8726 


Name 


OJ000309 13. 


0419. 


C7 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5593 








End 


6177 


GI 


none 








Score 


217 


Exons 


5593. . 5883, 


5649. 


. 5906, 


5799. 


.5888, 5932.. 6051, 5934.. 6038, 




5938 . . 6057, 


5957 . 


. 6058, 


6049. 


. 6177 




Seq. No. 


50793 








Seq. ID 


OJ000309_13.0419.C7 


Gene No. 


107682 








Strand 




Start 


8109 








End 


8726 


Name 


OJ000309 13. 


0419 . 


C7 .ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5605 








End 


5888 


GI 


none 








Score 


287 


Exons 


5605 . . 5883, 


5628 . 


. 5888 








Seq. No. 


50793 








Seq. ID 


OJ000309_13.0419.C7 


Gene No. 


107682 








Strand 




Start 


8109 








End 


8726 


Name 


OJ000309_13. 


0419. 


C7 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5920 








End 


6273 


GI 


none 








Score 


275 


Exons 


5920. . 6273, 


6007 . 


. 6177, 


6015. 


.6218 




Seq. No. 


50793 








Seq. ID 


OJ000309_13.0419.C7 


Gene No. 


107682 








Strand 




Start 


8109 








End 


8726 


Name 


OJ000309 13. 


0419. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5952 








End 


6192 


GI 


none 








Score 


197 


Exons 


5952. .6173, 


5953. 


.6192, 


5953. 


.6183 




Seq. No. 


50793 








Seq. ID 


OJ000309_13.0419.C7 


Gene No. 


107682 








Strand 




Start 


8109 








End 


8726 


Name 


OJ000309 13. 


0419. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6015 








End 


6252 


GI 


none 








Score 


252 


Exons 


6015. .6236, 


6046. 


.6252, 


6049. 


.6252 





52240 



Seq. No. 


50793 








Seq. ID 


Gene No . 


107682 








Strand 


Start 


8109 








End 


Name 


OJ000309 13 


.0419. 


C7.o2. 


tw 


Method 


Start 


6186 ~ 








End 


GI 


none 








Score 


Exons 


6186. . 6359, 


6190. 


. 6360 






Seq. No. 


50793 








. Seq. ID 


Gene No. 


107682 








Strand 


Start 


8109 








End 


Name 


OJ000309 13 


.0419. 


C7.o2. 


np 


Method 


Start 


8109 ~ 








End 


GI 


6815053 








Score 


Exons 


8109. .8345, 


8395. 


.8720 






GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


Seq. No. 


50793 








Seq. ID 


Gene No . 


107682 








Strand 


Start 


8109 








End 


Name 


OJ000309 13 


.0419. 


C7.o4. 


gs 


Method 


Start 


8349 ~~ 








End 


GI 


none 








Score 


Exons 


8349. . 8511, 


8623. 


.8726 






Seq. No. 


50794 








Seq. ID 


Gene No. 


107683 








Strand 


Start 


1 








End 


Name 


OJ000309 13 


.0419. 


C8.ol. 


np 


" Method 


Start 


1 








End 


GI 


6742729 








Score 


Exons 


1..237, 306 


. .1468 







GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 

Seq. No. 50794 Seq. ID 

Gene No. 107683 Strand 

Start 1 End 

Name OJ000309_13 . 0419 . C8 . ol . gs Method 

Start 4 5 End 

GI none Score 

Exons 45.. 800, 930.. 1970 

Seq. No. 50794 Seq. ID 

Gene No. 107683 Strand 

Start 1 End 

Name OJ000309_13 . 04 19 . C8 . ol . tm Method 

Start 606 End 

GI none Score 
Exons 



OJ000309_13.0419.C7 
8726 

TBLASTX: Wheat 

6360 

188 



OJ000309_13.0419.C7 

8726 
AAT/NAP 
8720 
530 



OJ000309_13.0419.C7 

8726 
GENSCAN 
8726 
.62 



OJ000309_13.0419.C8 
+ 

1970 
AAT/NAP 
1468 
796 



OJ000309_13.0419.C8 
+ 

1970 
GENSCAN 
1970 
.63 



OJ000309_13.0419.C8 
+ 

1970 

TBLASTX: Maize 

989 

59 



606. .674, 674. .985, 675. .989, 675. .986 



Seq. No. 50794 Seq. ID 

Gene No. 107683 Strand 

Start 1 End 

Name OJ000309_13 . 0419 . C8 . ol . tw Method 

Start 630 End 

GI none Score 



OJ000309_13.0419.C8 
+ 

1970 

TBLASTX: Wheat 

1838 

569 



52241 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



630. .1385, 875. .1159, 1364. .1537, 1398. .1553, 1542. .1646, 
1572.. 1628, 1659.. 1763, 1664. .1756, 1770.. 1838 



50794 

107683 

1 

OJ000309_13.0419.C8.ol.tc 

920 

none 

920. .1159, 921. .1343 



Seq. ID OJ000309_13.0419.C8 

Strand + 

End 197 0 

Method TBLASTX: Cress 

End 134 3 

Score 329 



l n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



fy Seq. No. 
f-- Gene No. 
?1 Start 

Name 
W Start 

ry gi 

Exons 



Seq. ID OJ000309_13.0419.C8 
Strand + 

1970 

TBLASTX: Maize 
1534 
151 



End 

Method 
End 
Score 
.1534 



50794 
107683 
1 

OJ000309_13.0419.C8.o2.tm 
1239 
none 

1239.. 1409, 1413.. 1532, 1421. 

50795 
107684 
248 

OJ000309_13.0419.C9.ol.gs 
248 
none 

248. .511, 1161. .1412, 1498. .2205, 2328. .2804 



Seq. ID OJ000309_13.0419.C9 
Strand + 

2804 
GEN SCAN 
2804 
.71 



End 

Method 

End 

Score 



50796 

107685 

673 

OJ000309_13.0419.C10.ol.gs 

673 

none 



Seq. ID OJ000309_13. 0419. C10 

Strand + 

End 3861 

Method GENSCAN 

End 2353 

Score .88 

673. .768, 904. .1339, 1454. .1538, 1826. .1898, 1993. .2091, 
2171. .2353 





Seq. No. 


50796 




Seq. ID 


OJ000309 




Gene No. 


107685 




• Strand 


+ 




Start 


- 673 




End 


3861 




Name 


OJ000309 13 


.0419. C10. ol.np 


Method • 


AAT/NAP 




Start 


693 




End 


3861 




GI 


4680203 




Score 


922 




Exons 


693. .1403, 


3840. .3861 








GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


50796 




Seq. ID 


OJ000309 




Gene No. 


107686 




Strand 


+ 




Start 


4465 




End 


5907 




Name 


OJ000309 13 


.0419. C10. o3.np 


Method 


AAT/NAP 




Start 


4465 




End 


5907 




GI 


7340860 




Score 


75 




Exons 


4465. .4496, 


5789. .5907 







GI Descrip. 



Seq. No. 
Gene No. 



(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



50796 
107687 



Seq. ID OJ000309_13. 0419. C10 
Strand 



52242 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

□ Seq. No. 
Q Gene No. 
m Start 
?ii Name 
Start 

■1 GI 
=^ Exons 



701 



End 

Method 
End 
Score 



1392 
AAT/GAP 
1392 
1182 



OJ000309_13.0419.C10.ol.gp 
701 

342_1.R1084 
701. .1392 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



End 

Method 

End 

Score 



50796 
107688 
2687 

OJ000309_13.0419.C10.ol.ts 
712 
none 

712. .1008, 744. .995 

50796 
107688 
2687 

OJ000309_13.0419.C10.ol.tc 
741 
none 

741. .815, 748. .1089, 843. .893, 942. .1070 



Seq. ID OJ000309JL3. 0419. C10 
Strand 

5455 

TBLASTX: Soybean 
1008 
245 



Seq. ID OJ000309_13. 0419. C10 
Strand 

5455 

TBLASTX: Cress 
1089 
294 



End 

Method 

End 

Score 



50796 

107688 

2687 

OJ000309_13. 0419. C10. ol.tw 

877 

none 



Seq. ID OJ000309_13. 0419. C10 
Strand 

End 5455 

Method TBLASTX : Wheat 

End 1346 

Score 64 



877. .933, 885. .929, 930. .1031, 931. .1035, 1039. .1137, 

1044. .1136, 1047. .1139, 1117. .1341, 1137. .1346, 1138. .1341, 

1140. .1346 



^ Seq. No. 

Gene No. 
y Start 

Name 
.:i Start 

n GI 

!r Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



50796 

107688 

2687 

OJ000309_13.0419.C10.ol.tm 

922 

none 



Seq. ID OJ000309JL3. 0419. C10 
Strand 

End 5455 

Method TBLASTX : Maize 

End 1380 

Score 245 



922. .1176, 934. .1176, 1186. .1380 



50796 
107688 
2687 

OJ000309_13. 0419. C10. o2.np 
2687 
7106528 
2687. .2826, 5416. .5455 

(AP001278) EST D40774 (S2920 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000309_13. 0419. C10 
Strand 

End 5455 

Method AAT/NAP 

End 5455 

Score 110 



50796 

107688 

2687 

OJ000309_13. 0419. C10. o2.gs 
4785 



Seq. ID OJ000309_13. 0419. C10 
Strand 

End 5455 

Method GENSCAN 

End 5343 



52243 



GI 


none 




Score 


.54 


Exons 


4785. .4939, 5007. .5343 








Seq. No. 


50797 




Seq. ID 


OJ000309 


Gene No. 


107689 




Strand 




Start 


1919 




End 


1962 


Name 


OJ000309 13.0419.C12.ol. 


gs 


Method 


GEN SCAN 


Start 


1919 




End 


1962 


GI 


none 




Score 


.4 


Exons 


1919. .1962 








Seq. No. 


50798 




Seq. ID 


OJ000309 


Gene No. 


107690 




Strand 




Start 


1 




End 


120 


Name 


OJ000309 13 . 04 19 . C13 . ol . 


gp 


Method 


AAT/GAP 


Start 


1 




End 


120 


GI 


78461 1.R1084 




Score 


232 


Exons 


1. .120 








GI Descrip. 


'5262755/emb|CAB45903.1 | 


2. 


0e-18 (AL080283) put 




[Arabidopsis thaliana] 1 








Seq. No. 


50798 




Seq. ID 


OJ000309 


Gene No. 


107691 




Strand 




Start 


99 




End 


1323 


Name 


OJ000309 13.0419.C13.ol. 


tm 


Method 


TBLASTX: 


Start 


6 




End 


532 


GI 


none 




Score 


43 


Exons 


6. .74, 38. .82, 95. .532, 


100 


. .531 





Seq. No. 50798 
Gene No. 107691 
Start 99 

Name OJ000309_13 . 0419 . C13 . ol .np 

Start 99 
GI 7486378 
Exons 99.. 1208 

GI Descrip. hypothetical protein F3L17.10 - Arabidopsis thaliana 

• gi|5262755|emb|CAB45903.1| (AL080283) putative protein 
[Arabidopsis thaliana] gi I 7270047 | emb I CAB79862 . 1 1 (AL161579) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000309_13.0419.C13 
Strand 

End 1323 

Method AAT/NAP 

End 1208 

Score 403 



Seq. No. 


50798 




Seq. ID 


OJ000309JL3.0419 


.C13 


Gene No. 


107691 




Strand 






Start 


99 




End 


1323 




Name 


OJ000309 


13.0419.C13 


. ol.gs Method 


GENSCAN 




Start 


291 




End 


1268 




GI 


none 




Score 


.69 




Exons 


291. .563, 


647. .1268 








Seq. No. 


50798 




Seq. ID 


OJ000309_13.0419 


.C13 


Gene No. 


107691 




Strand 






Start 


99 




End 


1323 




Name 


OJ000309 


13.0419.C13 


o2.tm Method 


TBLASTX: Maize 




Start 


877 




End 


1274 




GI 


none 




Score 


134 




Exons 


877. .912, 


906. .1274, 


935.. 1102, 946.. 


1272 





52244 




Seq. No. 


50798 






Seq. ID 


OJ000309_13.0419.C13 


Gene No. 


107691 






Strand 




Start 


99 






End 


1323 


Name 


OJ000309 13 


.0419.C13. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


951 






End 


1142 


GI 


none 






Score 


114 


Exons 


951. .1142, 


952. .1119, 


954. 


.1127 




Seq. No. 


50798 






Seq. ID 


OJ000309_13.0419.C13 


Gene No. 


107691 






Strand 


- 


Start 


99 






End 


1323 


Name 


OJ000309 13 


.0419. C13. 


o2.gp 


Method 


AAT/GAP 


Start 


957 






End 


1323 


GI 


5667523 






Score 


726 


Exons 


957. .1323 










GI Descrip. 


5262755/emb 


ICAB45903. 


11 2. 


0e-18 (AL0802 


:83) putative protein 



[Arabidopsis thaliana] 



Seq. No. 


50798 






Seq. ID 


OJ000309_13.0419.C13 


Gene No. 


107691 






Strand 




Start 


99 






End 


1323 


Name 


OJ000309 13 


•0419.C13.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


976 






End 


1193 


GI 


none 






Score 


206 


Exons 


976. .1170, 


978. .1193 








Seq. No. 


50799 






Seq. ID 


OJ000309_13.0419.C14 


Gene No. 


107692 






Strand 




Start 


924 






End 


1446 


Name 


OJ000309 13 


.0419.C14.ol. 


.np 


Method 


AAT/NAP 


Start 


924 






End 


1446 


GI 


6523547 






Score 


159 


Exons 


924. .1446 










GI Descrip. 


(AJ242540) 


hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. 


nagariensis] 








Seq. No. 


50799 






Seq. ID 


OJ000309_13.0419.C14 


Gene No. 


107693 






Strand 




Start 


1977 






End 


4899 


Name 


OJ000309 13 


.0419.C14.o2. 


,np 


Method 


AAT/NAP 


Start 


1977 






End 


4899 


GI 


6815052 






Score 


82 


Exons 


1977. .2002, 


3428. .3511, 


3663. 


.3823, 4066. .4207, 4869. .4899 


GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50799 






Seq. ID 


OJ000309_13.0419.C14 


Gene No. 


107693 






Strand 




Start 


1977 






End 


4899 


Name 


OJ000309 13 


.0419.C14.o2. 


gs 


Method 


GEN SCAN 


Start 


2918 






End 


4679 


GI 


none 






Score 


.63 


Exons 


2918. .2974, 


4263. .4409, 


4476. 


.4679 




Seq. No. 


50800 






Seq. ID 


OJ000309_13.0419.C15 


Gene No. 


107694 






Strand 


+ 


Start 


1 






End 


5958 


Name 


OJ000309 13 


.0419.C15.ol. 


np 


Method 


AAT/NAP 



52245 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 3885 

5734621 Score 86 

1..42, 1178. .1374, 3823.-3885 

(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



50800 

107694 

1 

OJ000309__13.0419.C15.ol.gs 

968 

none 



Seq. ID OJ000309_13.0419.C15 

Strand + 

End 5958 

Method GENSCAN 

End 5402 

Score .71 

968. .1125, 1858. .1898, 2341. .2647, 4577. .4784, 4935. .5185, 
5231.. 5255, 5340.. 5402 



50800 

107694 

1 

OJ000309_13.0419.C15.o6.np 

5036 

5922620 



Seq. ID OJ000309_13.0419.C15 
Strand + 
End 5958 
Method AAT/NAP 
End 5958 
Score 179 
5036. .5185, 5231. .5255, 5799. .5958 

(AP000492) EST D15357 {C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



50800 
107695 
1 

OJ000309_13.0419.C15.o3.np 
1 

6705984 
1..34, 1558. .2039 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ000309_13.0419.C15 
Strand 

End 2039 

Method AAT/NAP 

End 2039 

Score 153 



50800 
107695 
1 

OJ000309_13.0419.C15.o2.np 
1622 
4689454 
1622. .1992 

(AC006267) putative polyprotein [Arabidopsis thaliana] 



Seq. ID OJ000309_13.0419.C15 
Strand 

End 2039 

Method AAT/NAP 

End 1992 

Score 84 



50800 
107696 
4347 

OJ000309_13.0419.C15.o4.np 
4347 
6539570 
4347. .4418, 4599. .4802 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ000309_13.0419.C15 
Strand 

End 4 802 

Method AAT/NAP 

End 4802 

Score 151 



Seq. No. 



50800 



Seq. ID OJ000309 13.0419.C15 



52246 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107697 
4929 

O.J000309_13.0419.C15.o5.np 

4929 

6630699 

4929.. 5032, 5828.. 5958 
(AP000969) hypothetical 
gi I 6721536 | dbj IBAA8 9566.il 
[Oryza sativa] 



Strand 
End 

Method 

End 

Score 



5958 
AAT/NAP 
5958 
92 



protein [Oryza sativa] 

(AP001073) hypothetical protein 



50800 

107697 

4929 

OJ000309_13.0419.C15.o2.gs 

5584 

none 

5584. .5949 



Seq. ID OJ000309_13.0419.C15 
Strand 

End 5958 

Method GENSCAN 

End 594 9 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



50801 Seq. ID OJ000309_13 . 0419 . C16 

107698 Strand + 

1 End 1694 

OJ000309_13.0419.C16.ol.np Method AAT/NAP 

1 End 1694 

5922620 Score 261 

1..198, 1563. .1694 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



50801 Seq. ID 

107699 Strand 

33 End 

OJ000309_13.0419.C16.ol.gs Method 

33 End 

none Score 
33. .175, 286. .553, 1098. .1213, 1507 
3102.. 3223, 3521.. 4276 



OJ000309_13.0419.C16 

4276 
GENSCAN 
4276 
.62 

1641, 2958. .3011, 



OJ000309_13.0419.C16 



50801 Seq. ID 

107699 Strand 

33 End 4276 

OJ000309_13 . 04 19 . CI 6 . o2 . np Method AAT/NAP 

1833 End 1918 

6630699 Score 80 
1833. .1918 

(AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



50802 

107700 

1058 

OJ000309_13.0419.C17.ol.gs 

1058 

none 



Seq. ID OJ000309_13.0419.C17 

Strand + 

End 10970 

Method GENSCAN 

End 4338 

Score .83 



52247 



Exons 



1058. .1116, 1225. .1323, 1801. .1858, 2097. .2233, 3228. .3325, 
3529. .3728, 3941. .4338 



Seq. No. 50802 
Gene No. 107700 
Start 1058 

Name OJ000309_13 . 04 19 . C17 . ol . np 

Start 2320 
GI 7485778 
Exons 2320.. 2352, 7395.. 7520, 7776.. 7891, 8028.. 8175 

GI Descrip. hypothetical protein F19F24.11 - Arabidopsis thaliana 

gi I 3004565 | gb | AAC09038.il (AC003673) unknown protein 

[Arabidopsis thaliana] 



Seq. ID OJ000309_13.0419.C17 

Strand + 

End 10970 

Method AAT/NAP 

End 8175 

Score 161 



Seq. No. 


50802 








Seq. ID 


OJ000309_13.0419.C17 


Gene No . 


107700 








Strand 


+ 


Start 


1058 








End 


10970 


Name 


OJ000309 13. 


0419. 


C17.o2 


.gs 


Method 


GEN SCAN 


Start 


7405 








End 


10970 


GI 


none 








Score 


.64 


Exons 


7405. .7737, 


7801. 


.7891, 


8028. 


.8125, 10213. .10341, 10917. .10970 


Seq. No. 


50802 








Seq. ID 


OJ000309 13.0419.C17 


Gene No. 


107701 








Strand 


+ 


Start 


13966 








End 


15602 


Name 


OJ000309 13. 


0419. 


C17.o4 


.gs 


Method 


GENSCAN 


Start 


13966 








End 


15602 


GI 


none 








Score 


.6 


Exons 


13966. .14255 


, 14614. .15602 






Seq. No. 


50802 








Seq. ID 


OJ000309_13.0419.C17 


Gene No. 


107701 








Strand 


+ 


Start 


13966 








End 


15602 


Name 


OJ000309 13. 


0419. 


C17.ol 


gp 


Method 


AAT/GAP 


Start 


14350 








End 


14603 


GI 


569996 








Score 


484 


Exons 


14350. .14603 










Seq. No. 


50802 ' 








Seq. ID 


OJ000309_13.0419.C17 


Gene No. 


107702 








Strand 




Start 


11815 








End 


13444 


Name 


OJ000309 13. 


0419. 


C17.ol 


tm 


Method 


TBLASTX: Maize 


Start 


1042 








End 


3649 


GI 


none 








Score 


92 


Exons 


1042. .1116, 


1043. 


.1117, 


1053. 


.1118, 1057. .1119, 1207. .1263, 




1219. .1263, 


1223. 


.1264, 


1797. 


.1859, 1801. .1860, 2087. .2233, 




2089. .2232, 


2314. 


.2382, 


2315. 


.2371, 2316.. 2372, 3218.. 3331, 




3225. .3320, 


3225. 


.3335, 


3525. 


.3626, 3527.. 3613, 3528.. 3641, 




3530. .3649, 


3532. 


.3645 









Seq. No. 50802 Seq. ID 

Gene No. 107702 Strand 

Start 11815 End 

Name OJ000309_13 . 0419. C17 . ol . ts Method 

Start 2086 End 

GI none Score 

Exons 2086.. 2229, 2090.. 2233, 2092.. 2232, 2313.. 2372, 2314.. 2373, 



OJ000309_13.0419.C17 
13444 

TBLASTX : Soybean 

3872 

118 



52248 




3219. .3317, 3227. .3394, 3530.. 3727, 3825.. 3872 



Seq. No. 


50802 




Seq. ID 


OJ000309_13.0419 


.C17 


Gene No. 


107702 




Strand 






Start 


11815 




End 


13444 




Name 


OJ000309 13.0419.C17.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7815 




End 


8140 




GI 


none 




Score 


78 




Exons 


7815. .7886, 7816. .7890, 


8012. . 


8140, 8026. '.'8139 




Seq. No. 


50802 




Seq. ID 


OJ000309_13.0419 


.C17 


Gene No. 


107702 




Strand 






Start 


11815 




End 


13444 




Name 


OJ000309 13.0419.C17.o3. 


gs 


Method 


GENSCAN 




Start 


11815 




End 


13444 




GI 


none 




Score 


.81 




Exons 


11815. . 13176, 13199. . 134 


44 








Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419 


.C18 


Gene No. 


107703 




Strand 


+ 




Start 


1 




End 


3368 




Name 


OJ000309 13.0419.C18.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


3304 




GI 


6466937 




Score 


2128 




Exons 


1. .3304 










GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419 


.C18 


Gene No. 


107703 




Strand 


+ 




Start 


1 




End 


3368 




Name 


OJ000309 13.0419.C18.ol. 


gs 


Method 


GENSCAN 




Start 


85 




End 


3368 




GI 


none 




Score 


.41 




Exons 


85. .215, 258. .1424, 2515 


. . 3368 






Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419 


.C18 


Gene No . 


107704 




Strand 


+ 




Start 


3459 




End 


3762 




Name 


OJ000309 13.0419.C18.ol. 


gp 


Method 


AAT/GAP 




Start 


3459 




End 


3762 




GI 


569996 




Score 


188 




Exons 


3459.. 3571, 3735.. 3762 










Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419 


.C18 


Gene No. 


107705 




Strand 


+ 




Start 


4583 




End 


4830 




Name 


OJ000309 13.0419.C18.o2. 


np 


Method 


AAT/NAP 




Start 


4583 




End 


4830 




GI 


7242910 




Score 


84 




Exons 


4583. .4666, 4741. .4830 










GI Descrip. 


(AP001383) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419 


.C18 


Gene No. 


107706 




Strand 






Start 


3666 




End 


6245 




Name 


OJ000309 13.0419.C18.o2. 


tw 


Method 


TBLASTX: Wheat 





52249 




Start 


434 




End 


916 


GI 


none 




Score 


367 


Exons 


434. .916, 532. .912 








Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 




Strand 




Start 


3666 




End 


6245 


Name 


OJ000309 13.0419.C18.o4 


ts 


Method 


TBLASTX: Soybean 


Start 


470 




End 


784 


GI 


none 




Score 


189 


Exons 


470. .784 








Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 




Strand 




Start 


3666 




End 


6245 


Name 


OJ000309 13.0419.C18.o2 


tm 


Method 


TBLASTX: Maize 


Start 


4 97 




End 


970 


GI 


none 




Score 


617 


Exons 


497. .970, 497. .715, 730 


.960, 


767. .967 




Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 




Strand 




Start 


3666 




End 


6245 


Name 


OJ000309 13.0419.C18.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


893 




End 


1252 


GI 


none 




Score 


322 


Exons 


893. .1252 








Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 




Strand 




Start 


3666 




End 


6245 


Name 


OJ000309 13.0419.C18.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


965 




End 


1366 


GI 


none 




Score 


338 


Exons 


965. .1366, 989. .1306 








Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 




Strand 




Start 


3666 




End 


6245 


Name 


OJ000309 13.0419.C18.o3 


tm 


Method 


TBLASTX: Maize 


Start 


994 




End 


1516 


GI 


none 




Score 


607 


Exons 


994. .1104, 995. .1516, 1183. .1515 




Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 




Strand 




Start 


3666 




End 


6245 


Name 


OJ000309 13.0419.C18.o3 


ts 


Method 


TBLASTX: Soybean 


Start 


1276 




End 


1519 


GI 


none 




Score 


213 


Exons 


1276.. 1425, 1277.. 1519, 


1331. 


.1474 




Seq. No. 


50803 




Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 




Strand 




Start 


3666 




End 


6245 


Name 


OJ000309 13.0419.C18.o5, 


tm 


Method 


TBLASTX: Maize 


Start 


1517 




End 


1942 



52250 




GI 


none 








Score 


227 


Exons 


1517. .1693, 


1517. 


.1678, 


1712. 


.1942, 1736. .1942 


Seq. No. 


50803 








c PfT t n 

OCLj . J. L/ 




ucuc INO . 


1U / / U D 












Start 


3666 












Name 


OJ000309 13. 


0419. 


C18.ol 


tw 


1 V JC L.I10L1 




Start 


1712 










&. J. J. u 


GI 


none 








Score 


**7 ^ 


Exons 


1712. .2110, 


1939. 


.2109 








Seq. No. 


50803 








Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 








Strand 




Q+- a t-+- 

o tar c 


JDOO 








End 


6245 


Name 


OJ000309 13. 


0419. 


C18.ol 


tm 


Method 


TBLASTX: Maize 


Start 


1943 








End 


2581 • 


GI 


none 








Score 


318 


Exons 


1943. .2242, 


2029. 


.2241, 


2219. 


.2578, 2220. .2579, 2220. .2579, 




2279. .2581 












Seq. No. 


50803 








Seq. ID 


OJ000309_13.0419.C18 


bene ino . 










Strand 




Start 


3666 








End 


6245 


Name 


OJ000309 13. 


0419. 


C18.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1967 








End 


2351 


GI 


none 








Score 


212 


Exons 


1967. .2242, 


2038. 


.2220, 


2220. 


.2351, 2285. .2347 


Seq. No. 


50803 








Seq. ID 


OJ000309_13.0419.C18 




1U / / UO 








Strand 




Start 


3666 








End 


6245 


Name 


OJ000309 13. 


0419. 


C18.o5, 


tw 


Method 


TBLASTX: Wheat 


Start 


2220 








End 


2579 


GI 


none 








Score 


265 


Exons 


2220. .2579 












Seq. No. 


50803 








Seq. ID 


OJ000309_13.0419.C18 


C2. c± c^k NT /"\ 


J. U / / U O 








Strand 




Start 


3666 








End 


6245 


Name 


OJ000309 13. 


0419. 


C18.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2622 








End 


3255 


GI 


none 








Score 


531 


Exons 


2622. .3191, 


2622. 


.2948, 


2828. 


.3193, 3050.. 3193, 3109.. 3255 


Seq. No. 


50803 








Seq. ID 


OJ000309_13.0419.C18 


ucne lno . 


1 07706 








Strand 




Start 


3666 








End 


6245 


Name 


OJ000309 13. 


0419. 


C18.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2646 








End 


2987 


GI 


none 








Score 


325 


Exons 


2646. .2987, 


2652. 


.2852, 


2744. 


.2938 




Seq. No. 


50803 








Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 








Strand 




Start 


3666 








End 


6245 


Name 


OJ000309 13. 


0419. 


C18.o2. 


gs 


Method 


GENSCAN 


Start 


3666 








End 


5997 



52251 



GI 


none 


Score 


.51 


Exons 


3666. .4068, 4346. . 4491, 5842 . 


.5997 




Seq. No. 


50803 


Seq. ID 


OJ000309_13.0419.C18 


Gene No. 


107706 


Strand 




Start 


3666 


End 


6245 


Name 


OJ000309 13 . 0419 . C18 . o3 . np 


Method 


AAT/NAP 


Start 


5674 


End 


6245 


GI 


5295955 


Score 


226 


Exons 


5674.-5783, 5810.. 6245 






GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555 




[Oryza sativa] 






Seq. No. 


50804 


Seq. ID 


OJ000309_13.0419.C19 


Gene No. 


107707 


Strand 


+ 


Start 


153 


End 


770 


Name 


OJ000309 13.0419.C19.ol.gs 


Method 


GENSCAN 


Start 


153 


End 


770 


GI 


none 


Score 


.57 


Exons 


153. .264, 357. .770 






Seq. No. 


50804 


Seq. ID 


OJ000309_13.0419.C19 


Gene No. 


107708 


Strand 




Start 


1 


End 


5782 


Name 


OJ000309 13.0419.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5211 


GI 


5295955 


Score 


500 


Exons 


1..197, 236. .274, 354. .558, 590. .654, 


743. .877, 1557. .1671, 




2214.. 2306, 4965.. 5211 






GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555 




[Oryza sativa] 






Seq. No. 


50804 


Seq. ID 


OJ000309_13.0419.C19 


Gene No. 


107708 


Strand 




Start 


1 


End 


5782 


Name 


OJ0.00309 13.0419.C19.o2.np 


Method 


AAT/NAP 


Start 


4950 


End 


5782 


GI 


4337202 


Score 


263 


Exons 


4950. .5782 







GI Descrip. (AC006403) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 50804 

Gene No. 107709 

Start 9692 

Name OJ000309_13 . 0419.C19.ol . tm 

Start 5253 

GI none 
Exons 



Seq. ID OJ000309_13.0419.C19 
Strand 

End 9851 

Method TBLASTX : Maize 

End 5698 

Score 106 



52S3..5393, 5254. .5373, 5268. .5402, 5474. .5533, 5477.-5698, 
5603.. 5695 



Seq. No. 50804 

Gene No. 107709 

Start 9692 

Name OJ000309_13 . 04 19 . C19 . o3 . np 

Start 9692 

GI 5295955 

Exons 9692.. 9851 



Seq. ID OJ000309_13.0419.C19 
Strand 

End 9851 

Method AAT/NAP 

End 9851 

Score 112 



52252 




GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107710 








Strand 


+ 




Start 


1284 








End 


5861 




Name 


OJ000309 13 


.0419 


.C20.ol 


.np 


Method 


AAT/NAP 




Start 


1284 








End 


5861 




GI 


4680179 








Score 


6650 




Exons 


1284. .5861 














KjL uescrip . 


\£\e ill / uy / 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 


- 




Start 


6151 








End 


9625 




Name 


OJ000309 13 


. U4 1 y 


. LZU . O / 


.tw 


Method 


TBLASTX: Wheat 




Start 


1553 








End 


1916 




GI 


none 








Score 


298 




Exons 


IjOj . . 1 DO / , 


1557 


. .1916, 


lboz . 


1 Q1 C 

. i y lo 






Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 


- 




Start 


6151 








End 


9625 




Name 


OJ000309 13 


. U4 1 y 


. LZU . O / 


.tm 


Method 


TBLASTX: Maize 




Start 


1797 








End 


2093 




GI 


none 








Score 


207 




Exons 


i / y / . . zu y j , 


1814 


. .1984 










Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 


- 




Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419 


. CZO . o6 


.tm 


Method 


TBLASTX: Maize 




Start 


2442 








End 


2762 




GI 


none 








Score 


209 




Exons 


O A AO OH CO 
Z 4 4Z . . £. 1 OZ 














Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 


- 




Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419 


.C20 . 08 


.tw 


Method 


TBLASTX: Wheat 




Start 


2495 








End 


2849 




GI 


none 








Score 


268 




Exons 


z 4 yo . . £ DOO , 


2496 


. .2849, 


O CI Q 

c b / y . 


001 A 

. zolU 






Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 


- 




Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419 


.C20.O4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3020 








End 


3506 




GI 


none 








Score 


546 




Exons 


3020. .3463, 


3024 


. .3506, 


3024. 


.3464 






Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419, 


.C20 


Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419 


.C20.O4 


. tm 


Method 


TBLASTX: Maize 




Start 


3089 








End 


3560 





52253 





GI 


none 








Score 


385 




Exons 


3089. .3334, 


3093. 


.3560, 


3183. 


.3527 






Seq. No. 


50805 








Seq. ID 


OJ000309JL3.0419 




Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13. 


,0419. 


C20.O4 


.ts 


Method 


TBLASTX: Soybean 




Start 


3093 








End 


3374 




GI 


none 








Score 


183 




Exons 


3093.. 3374 














Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 




Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13. 


,0419. 


C20.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3447 








End 


3843 




GI 


none 








Score 


57 




Exons 


3447. .3479, 


3447. 


.3479, 


3483. 


.3842, 3486. .3560, 3490. .3) 






3490. .3624, 


3599. 


.3841 










Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 




Gene No. 


107/11 








Strand 


- 




Start 


6151 








End 


9625 


_ 


Name 


OJ000309 13. 


0419. 


C20.O5 


.tw 


Method 


TBLASTX: Wheat 




Start 


3555 








End 


3857 


3 


GI 


none 








Score 


397 


Hi 


Exons 


3555. .3857, 


3593. 


.3856 










Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 




Gene No . 


107711 








Strand 


- 




Start 


6151 








End 


9625 


•j 


Name 


OJ000309 13. 


0419. 


C20.O5 


.tm 


Method 


TBLASTX: Maize 




Start 


3576 








End 


3929 




GI 


none 








Score 


325 




Exons 


3576. .3929, 


3587. 


.3847 










Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 




Gene No . 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13. 


0419. 


C20.O2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3858 








End 


4367 




GI 


none 








Score 


643 




Exons 


3858. .4367, 


3890. 


.4276 










Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 




Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13. 


0419. 


C20.O3 


.ts 


Method 


TBLASTX : Soybean 




Start 


3867 








End 


4109 




GI 


none 








Score 


197 




Exons 


3867. .4109 














Seq. No. 


50805 








Seq. ID 


OJ000309JL3.0419 




Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13. 


0419. 


C20.O2 


.tm 


Method 


TBLASTX: Maize 




Start 


3930 








End 


4283 



52254 




GI 


none 








Score 


483 




Exons 


3930. .4283, 


3932 


. .4198, 


3972. 


.4268 






Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419 


.C20.o3. 


tw 


Method 


TBLASTX : Wheat 




Start 


4371 








End 


4850 




GI 


none 








Score 


590 




Exons 


4371. .4850, 


4389 


. . 4844, 


4466. 


. 4849 






Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419 


.C20.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4548 








End 


4874 




GI 


none 








Score 


90 




Exons 


4548. .4730, 


4731 


. . 4874, 


4796. 


.4873 






Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 






Start 


6151 








End . 


9625 




Name 


OJ000309 13 


.0419 


C20.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4638 








End 


4898 




GI 


none 








Score 


299 




Exons 


4638. .4898, 


4643 


.4744, 


4830. 


.4898 






Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419 


C20.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4696 








End 


4988 




GI 


none 








Score 


390 




Exons 


4696. .4887, 


4698 


.4988, 


4767. 


.4979, 4799.-4984 




Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419 


C20.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4857 








End 


5483 




GI 


none 








Score 


669 




Exons 


4857. .5483, 


4913 


.5482 










Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419, 


C20.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5037 








End 


5624 




GI 


none 








Score 


226 




Exons 


5037. .5198, 


5043. 


.5189, 


5045. 


.5191, 5196. .5294, 5196. .5264, 




5198. .5293, 


5355. 


.5624, 


5363. 


.5623 






Seq. No. 


50805 








Seq. ID 


OJ000309_13.0419 


.C20 


Gene No. 


107711 








Strand 






Start 


6151 








End 


9625 




Name 


OJ000309 13 


.0419. 


C20.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


5483 








End 


5816 





52255 




GI 


none 


Score 


363 




Exons 


5483. .5620, 5484. .5816 








Seq. No. 


50805 


Seq. ID 


OJ000309 


_13.0419.C20 


Gene No. 


107711 


Strand 






Start 


6151 


End 


9625 




Name 


OJ000309 13.0419.C20.o8.tm 


Method 


TBLASTX: 


Maize 


Start 


5625 


End 


5837 




GI 


none 


Score 


201 




Exons 


5625. .5837 








Seq. No. 


50805 


Seq. ID 


OJ000309 


13. 0419.C20 


Gene No . 


107711 


Strand 






Start 


6151 


End 


9625 




Name 


OJ000309_13.0419.C20.o2.np 


Method 


AAT/NAP 




Start 


6151 


End 


9625 




GI 


5295955 


Score 


111 




Exons 


6151.. 6722, 6762.. 6995, 7129. 


.7386, 8067. .8181, 


8724. .8816, 




9367. .9625 








GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) 


genome . ( V0 1 5 5 5 




[Oryza sativa] 








Seq. No. 


50805 


Seq. ID 


OJ000309 


_13.0419.C20 


Gene No. 


107711 


Strand 






Start 


6151 


End 


9625 




Name 


OJ000309 13.0419.C20.o2.gs 


Method 


GENSCAN 




Start 


7562 


End 


8793 




GI 


none 


Score 


.79 




Exons 


7562. .7643, 8067. .8245, 8656. 


.8793 






Seq. No. 


50806 


Seq. ID 


OJ000309 


13.0419.C21 


Gene No. 


107712 


Strand 


+ 




Start 


133 


End 


3802 




Name 


OJ000309 13.0419.C21.ol.np 


Method 


AAT/NAP 




Start 


133 


End 


3802 




GI 


5042447 


Score 


849 




Exons 


133. .764, 3574. .3802 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


50806 


Seq. ID 


OJ000309 


_13.0419.C21 


Gene No. 


107713 


Strand 


+ 




Start 


12502 


End 


14474 




Name 


OJ000309 13.0419.C21.o4.gs 


Method 


GENSCAN 




Start 


12502 


End 


14474 




GI 


none 


Score 


.88 




Exons 


12502. .12875, 14297. .14474 








Seq. No. 


50806 


Seq. ID 


OJ000309 


_13.0419.C21 


Gene No. 


107714 


Strand 






Start 


5822 


End 


9599 




Name 


OJ000309 13.0419.C21.o3.gs 


Method 


GENSCAN 




Start 


5822 


End 


9599 




GI 


none 


Score 


.59 




Exons 


5822.. 5954, 6208.. 6290, 8858. 


.8904, 8945. .8976, 


9325. . 9599 


Seq. No. 


50806 


Seq. ID 


OJ000309 


_13.0419.C21 


Gene No. 


107715 


Strand 







52256 




Start 


15235 




End 


15503 




Name 


OJ000309 13.0419.C21 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


401 




End 


763 




GI 


none 




Score 


237 




Exons 


401. .763, 433. .759 










Seq. No. 


50806 




Seq. ID 


OJ000309_13.0419. 


C21 


Gene No. 


107715 




Strand 






Start 


15235 




End 


15503 




Name 


OJ000309 13.0419.C21 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14795 




End 


15181 




GI 


none 




Score 


71 




Exons 


14795. .15124, 15038. 


.15130, 


15122. .15181 




Seq. No. 


50806 




Seq. ID 


OJ000309_13 . 0419 . 


C21 


Gene No. 


107715 




Strand 






Start 


15235 




End 


15503 




Name 


OJ000309 13.0419.C21 


.o5 .gs 


Method 


GEN SCAN 




Start 


15235 




End 


15503 




GI 


none 




Score 


. 51 




Exons 


15235. .15404, 15429. 


.15503 








Seq. No. 


50807 


_ 


Seq. ID 


OJ000309_13. 0419. 


C22 


Gene No. 


107716 




Strand 






Start 


106 




End 


2237 




Name 


OJ000309 13.0419.C22 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


6 




End 


864 




GI 


none 




Score 


90 




Exons 


6. .71, 124. .396, 442 


. .864, 


443. . 631, I 


502 . . 636 




Seq. No. 


50807 




Seq. ID 


OJ000309_13. 0419. 


C22 


Gene No. 


107716 




Strand 






Start 


106 




End 


2237 




Name 


OJ000309 13.0419.C22 


.ol.gs 


Method 


GENSCAN 




Start 


106 




End 


2237 




GI 


none 




Score 


.69 




Exons 


106. .849, 981. .2237 










Seq. No. 


50807 




Seq. ID 


OJ000309_13.0419. 


C22 


Gene No. 


107716 




Strand 






Start 


106 




End 


2237 




Name 


OJ000309 13.0419.C22 


.o2 .tw 


Method 


TBLASTX: Wheat 




Start 


421 




End 


747 




GI 


none 




Score 


173 




Exons 


421. .747 










Seq. No. 


50807 




Seq. ID 


OJ000309_13.0419. 


C22 


Gene No. 


107716 




Strand 






Start 


106 




End 


2237 




Name 


OJ000309 13.0419.C22 


. ol .np 


Method 


AAT/NAP 




Start 


496 




End 


900 




GI 


7489553 




Score 


596 




Exons 


496. .900 











GI Descrip. probable reverse transcriptase - rice (fragment) 

gi I 2462640 | emb | CAA73800.il (Y13370) reverse transcriptase [Oryza 
sativa] 



52257 



Seq. No. 


50807 






f^anfl KT /->, 
OCIlC ViO . 


1 0771 £ 






Start 


106 






Name 


OJ000309 13. 


0419. 


C22.ol. tw 


Start 


1557 






GI 


none 






Exons 


1557. .1613, 


1650. 


.1874, 1650. 


Seq. No. 


50808 






bene ino . 


1 0771 7 






Start 


5015 






Name 


OJ000229 15. 


0419. 


Cl.ol.gp 


Start 


5015 






GI 


none 






Exons 


5015. .5417 






Seq. No. 


50808 






oene lno . 


1 07 7 1 Q 






Start 


7470 






Name 


OJ000229 15. 


0419. 


Cl.o2.gp 


Start 


7470 






GI 


3760584 






Exons 


7470. .7760 






Seq. No. 


50808 






Gene No. 


107719 






O U d -L L. 


1 






Name 


OJ000229 15. 


0419. 


Cl.o2.np 


Start 


1 






GI 


6539588 






Exons 


1..37, 2698. 


.2974 




GI Descrip. 


(AP000837) hypothetical prote 


Seq. No. 


50808 






Gene No. 


107719 






OLal L 


1 






Name 


OJ000229 15. 


0419. 


Cl.ol.gs 


Start 


97 






GI 


none 






Exons 


97. .164, 374 


. .724 


, 1267.. 2580 




6114. . 6308, 


6407. 


.6595, 7060. 


Seq. No. 


50808 






CZ. ana KT /~\ 
OcIlC LNO . 


107720 






Start 


8659 






Name 


OJ000229 15. 


0419. 


Cl.o2.gs 


Start 


8659 






GI 


none 






Exons 


8659. .9463, 


9579. 


.9712, 9858. 


Seq. No. 


50808 






Gene No. 


107720 






Start 


8659 






Name 


OJ000229 15. 


0419. 


Cl.o3.np 


Start 


8662 






GI 


2347198 






Exons 


8662. .8768, 


8906. 


.9375, 9623. 



Seq. ID OJ000309_13.0419.C22 
Strand 

End 2237 

Method TBLASTX : Wheat 

End 1976 

Score 92 



Seq. ID OJ000229_15.0419.C1 

Strand + 

End 5417 

Method AAT/GAP 

End 5417 

Score 773 



Seq. ID OJ000229_15.0419.C1 

Strand + 

End 7760 

Method AAT/GAP 

End 7760 

Score 535 



Seq. ID OJ000229_15.0419.C1 
Strand 

End 7689 

Method AAT/NAP 

End 2974 

Score 155 



Seq. ID OJ000229_15.0419.C1 
Strand 

End 7 689 

Method GENSCAN 

End 7689 

Score . 64 



Seq. ID OJ000229_15.0419.C1 
Strand 

10065 
GENSCAN 
9996 
.97 



End 

Method 
End 
Score 
9996 



Seq. ID OJ000229_15.0419.C1 
Strand 

End 10065 

Method AAT/NAP 

End 10065 

Score 302 



52258 




GI Descrip. 


(AC002338) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


50808 


Seq. ID 


OJ000229_15.0419. 


■ CI 


Gene No . 


107720 


Strand 






Start 


8659 


End 


10065 




Name 


OJ000229 15.0419-Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


9689 


End 


9995 




GI 


none 


Score 


161 




Exons 


9689.-9727, 9858. .9995, 9862. .9993 






Seq. No. 


50808 


Seq. ID 


OJ000229_15.0419. 


.CI 


Gene No. 


107720 


Strand 






Start 


8659 


End 


10065 




Name 


OJ000229 15.0419.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9870 


End 


9996 




GI 


none 


Score 


140 




Exons 


9870. .9995, 9871. .9996 








Seq. No. 


50809 


Seq. ID 


OJ000229_15.0419. 


,C2 


Gene No. 


107721 


Strand 


+ 




Start 


1 


End 


709 




Name 


OJ000229 15.0419.C2.ol-.np 


Method 


AAT/NAP 




Start 


1 


End 


709 




GI 


6721512 


Score 


108 




Exons 


1..26, 360. .474, 502. .635, 


678. .709 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sat i va] 




Seq. No. 


50809 


Seq. ID 


OJ000229_15.0419. 


C2 


Gene No. 


107722 


Strand 






Start 


484 


End 


702 




Name 


OJ000229 15.0419.C2.ol.gs 


Method 


GENSCAN 




Start 


484 


End 


702 




GI 


none 


Score 


. 94 




Exons 


484. .702 








Seq. No. 


50810 


Seq. ID 


OJ000229JL5.0419. 


C5 


Gene No . 


107723 


Strand 


+ 




Start 


256 


End 


1333 




Name 


OJ000229 15.0419.C5.ol.gs 


Method 


GENSCAN 




Start 


256 


End 


1333 




GI 


none 


Score 


. 55 




Exons 


256. .328, 980. .1110, 1274. 


.1333 






Seq. No. 


50811 


Seq. ID 


OJ000229_15.0419. 


C7 


Gene No . 


107724 


Strand 


+ 




Start 


611 


End 


660 




Name 


OJ000229 15:0419. C7.ol.gs 


Method 


GENSCAN 

\J 1—1 Li k*J villi 




Start 


611 


End 


660 




GI 


none 


Score 


.79 




Exons 


611. .660 








Seq. No. 


50811 


Seq. ID 


OJ000229_15.0419. 


C7 


Gene No. 


107725 


Strand 


+ 




Start 


685 


End 


774 




Name 


OJ000229 15.0419.C7.ol.gp 


Method 


AAT/GAP 




Start 


685 


End 


774 




GI 


5867 1.R1084 


Score 


144 





52259 



Exons 685.. 774 

GI Descrip. 1 464986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin--protein ligase {EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


50811 


Seq. ID 


OJ000229_15.0419.C7 


Gene No. 


107726 


Strand 


+ 


Start 


690 


End 


7913 


KI 2 m o 


OJ000229 15-0419. C7.ol.np 


Method 


AAT/NAP 


Start 


690 


End 


7913 


GI 


4493965 


Score 


81 


Exons 


690. .802, 7879. .7913 






GI Descrip. 


(AL034559) predicted using 


hexExon; MAL3P7.4 (PFC0875w), 




Hypothetical protein, len: 


3004 aa [Plasmodium falciparum] 


Seq. No. 


50811 


Seq. ID 


OJ000229_15.0419.C7 


Gene No. 


107727 


Strand 






6162 


End 


20611 


Name 


OJ000229 15.0419.C7.o2.np 


Method 


AAT/NAP 


Start 


6162 


End 


18150 


GI 


7340904 


Score 


131 


Exons 


6162. .6294, 8281. .8350, 8380. .8488, 8767. .8884, 18127. .18150 


GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


50811 


Seq. ID 


OJ000229_15.0419.C7 


Gene No. 


107727 


Strand 




O Lai L 


6162 


End 


20611 


Name 


OJ000229 15.0419.C7.o3.gs 


Method 


GENSCAN 


Start 


10291 


End 


20611 


GI 


none 


Score 


.51 


Exons 


10291. .10515, 14798. .14842, 


16772. .1694 9, 184 43. .18 627, 




19251. .19427, 20013.. 20611 






Seq. No. 


50811 


Seq. ID 


OJ000229_15.0419.C7 


v^ene wo . 


107727 


Strand 




Start 


6162 


End 


20611 


Name 


OJ000229 15.0419.C7.o4.np 


Method 


AAT/NAP 


Start 


14841 


End . 


18404 


GI 


7510076 


Score 


111 


Exons 


14841. .15056, 15090. .15211, 


18359. .18404 


GI Descrip. 


hypothetical protein Y50E8A 


-i - Caenorhabditis elegans 


Seq. No. 


50811 


Seq. ID 


OJ000229_15.0419.C7 


Gene No. 


107727 


Strand 




Start 


6162 


End 


20611 


Name 


OJ000229 15.0419.C7.o2.gp 


Method 


AAT/GAP 


Start 


18350 


End 


19422 


GI 


none 


Score 


813 


Exons 


18350. .18627, 19251.. 19422 






Seq. No. 


50812 


Seq. ID 


OJ000229_15.0419.C8 


Gene No. 


107728 


Strand 


+ 


Start 


94 


End 


330 



52260 



Name 


OJ000229 15.0419. 


C8 .ol.gs 


Method 


GENSCAN 








Start 


94 


End 


330 








GI 


none 




Score 


.8 








Exons 


94. .330 














Seq. No. 


50812 




Seq. ID 


OJ000229_ 


15, 


.0419. 


C8 


Gene No . 


107729 




Strand 










Start 


2037 




End 


2174 








Name 


OJ000229 15.0419. 


C8.o2.gs 


Method 


GENSCAN 








Start 


2037 




End 


2174 








GI 


none 




Score 


.57 








Exons 


2037. .2174 














Seq. No. 


50813 




Seq. ID 


OJ000229_ 


15, 


.0419. 


C9 


Gene No. 


107730 




Strand 


+ 








Start 


9378 




End 


11446 








Name 


OJ000229 15.0419. 


C9.o2.np 


Method 


AAT/NAP 








Start 


9378 




End 


10844 








GI 


1362009 




Score 


60 








Exons 


9378..9399, 10649 


i. .10844 












GI Descrip. 


polyubiquitin 2 - 


■ Arabidopsis 


thaliana 










Seq. No. 


50813 




Seq. ID 


OJ000229_ 


15. 


.0419. 


C9 


Gene No . 


107730 




Strand 


+ 








Start 


9378 




End 


11446 








Name 


OJ000229- 15.0419. 


C9.o3.gs 


Method 


GENSCAN 








Start 


10594 




End 


11446 








GI 


none 




Score 


.8 








Exons 


10594. .10695, 10747 11298, 11314. .11446 








Seq. No. 


50813 




Seq. ID 


OJ000229_ 


15. 


,0419. 


C9 


Gene No. 


107731 




Strand 










Start 


4740 




End 


6896 








Name 


OJ000229 15.0419. 


C9.ol.np 


Method 


AAT/NAP 








Start 


4740 




End 


6896 








GI 


539029 




Score 


67 








Exons 


4740. .4898, 5236. 


.5390, 6592.. 


6649, 6696.. 6763, 


6870. .6896 



£ GI Descrip. cysteine-rich extensin-like protein 1 precursor - common tobacco 



gi 1 310923 (L13439) cysteine-rich extensin-like protein-1 
[Nicotiana tabacum] 



Seq. No. 


50813 


Seq. ID 


OJ000229_15, 


.0419. 


C9 


Gene No. 


107732 


Strand 








Start 


7951 


End 


9294 






Name 


OJ000229 15.0419.C9.o2.gs 


Method 


GENSCAN 






Start 


7951 


End 


9294 






GI 


none 


Score 


.72 






Exons 


7951.. 8104, 9257.. 9294 










Seq. No. 


50814 


Seq. ID 


OJ000229_15, 


,0419. 


C10 


Gene No. 


107733 


Strand 


+ 






Start 


67 


End 


4637 






Name 


OJ000229 15. 0419. C10. ol.gs 


Method 


GENSCAN 






Start 


67 


End 


4503 






GI 


none 


Score 


.84 






Exons 


67. .123, 1299. .1329, 2577.. 


3249, 3528. 


.3571, 3754.. 


,3822, 





4361. .4503 



52261 




Seq. No. 


50814 


Seq. ID 


OJ000229_15 


.0419. C10 


Gpne No 


107733 


Strand 


+ 




Start 


67 


End 


4637 




Name 


OJ000229 15.0419.C10.o2.np 


Method 


AAT/NAP 




Start 


2747 


End 


4610 




GI 


7340868 


Score 


209 




Exons 


2747. .2840, 4430. .4610 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50814 


Seq. ID 


OJ000229_15 


.0419. C10 


Gene No. 


107733 


Strand 


+ 




O LCll L. 


67 


End 


4637 




Name 


OJ000229 15.0419.C10.ol.gp 


Method 


AAT/GAP 




Start 


4312 


End 


4637 




GI 


LIB3432-058-P1-K1-E12 


Score 


356 




Exons 


4312. .4637 








GI Descrip. 


"5257255/dbj | AP000364 . 1 | AP000364 8.0e- 


31 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


50814 


Seq. ID 


OJ000229_15 


.0419. C10 


Hpnp No 


107734 


Strand 






Start 


1286 


End 


1504 




Name 


OJ000229 15.0419.C10.ol.np 


Method 


AAT/NAP 




Start 


1286 


End 


1504 




GI 


7340905 


Score 


78 




Exons 


1286. .1504 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






50814 


Seq. ID 


OJ000229_15 


.0419. C10 


Gene No. 


107735 


Strand 






Start 


6654 


End 


7004 




Name 


OJ000229 15.0419.C10.o2.gs 


Method 


GENSCAN 




Start 


6654 


End 


6878 




GI 


none 


Score 


.76 




Exons 


6654. .6878 








Seq. No. 


50814 


Seq. ID 


OJ000229_15 


.0419. C10 


Gene No - 


107735 


Strand 






Start 


6654 


End 


7004 




Name 


OJ000229 15.0419.C10.o3.np 


Method 


AAT/NAP 




Start 


6657 


End 


7004 




GI 


3786016 


Score 


462 




Exons 


6657. .7004 








GI Descrip. 


(AC005499) putative elongation factor 


[Arabidopsis 


thaliana] 




50814 


Seq. ID 


OJ000229_15 


.0419. C10 


Gene No. 


107736 


Strand 






Start 


6925 


End 


7004 




Name 


OJ000229 15.0419.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


6639 


End 


7001 




GI 


none 


Score 


215 




Exons 


6639.. 7001, 6657.. 7001 








Seq. No. 


50814 


Seq. ID 


OJ000229JL5 


.0419. C10 


Gene No. 


107736 


Strand 






Start 


6925 


End 


7004 





52262 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000229_15. 0419. CIO. o2.gp Method AAT/GAP 
6925 End 7004 

286929 Score 160 

6925.. 7004 

3786016 2.0e-ll (AC005499) putative elongation factor 
[Arabidopsis thaliana] 



50815 

107737 

11101 

OJ000229_15.0419.Cll.o3.gp 

11101 

none 



Seq. ID OJ000229 15.0419.C11 



Strand 
End 

Method 

End 

Score 



+ 

11614 
AAT/GAP 
11614 
541 



11101. .11276, 11377. .11417, 11526. .11614 



50815 Seq. ID 

107738 Strand 

1613 End 

OJ000229_15 . 04 19 . Cll . ol . gs Method 

1613 End 

none Score 



OJ000229_15. 0419. Cll 

6210 
GEN SCAN 
6210 
.68 



1613. .1654, 1851. .2150, 4059. .4208, 4537. .4673, 5400. .5421, 
5511. .5616, 5747. .6210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50815 Seq. ID 

107738 Strand 

1613 End 
OJ000229_15.0419.Cll.ol.gp Method 

3070 End 

3768331 Score 
3070. .3445, 4059. .4125 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_15. 0419. Cll 

6210 
AAT/GAP 
4125 
729 



OJ000229 15. 0419. Cll 



50815 
107738 
1613 

OJ000229_15. 0419. Cll. ol.np 
3988 
4895223 

3988. .4208, 4294. .4443, 4534, 
5511. .5640, 5747. .5992 

(AC007660) glycerol-3-phosphate dehydrogenase [Arabidopsis 
thaliana] 



6210 
AAT/NAP 
5992 
1181 



4673, 4929. .4991, 5220. .5421, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



50815 Seq. ID 

107739 Strand 

7297 End 

OJ000229_15 . 04 1 9 . Cll . ol . tm Method 

4176 End 

none Score 



OJ000229_15. 0419. Cll 
12304 

TBLASTX: Maize 

4690 

55 



4176. .4208, 4177. .4209, 4177. .4209, 4291. .4449, 4291. .4446, 
4292. .4447, 4530. .4685, 4534. .4686, 4538. .4681, 4538. .4690 



50815 Seq. ID 

107739 Strand 

7297 End 

OJ000229_15 . 04 19 . Cll . o2 . gp Method 

7081 End 



OJ000229_15. 0419. Cll 

12304 

AAT/GAP 

9127 



52263 



GI 1211_1.R1084 Score 1361 

Exons 7081. .7356, 7449. .7514, 7776. .8061, 8906. .8964, 9057. .9127 

GI Descrip. ' 5106775/gb I AAD39838 . 1 | AF067732_1 3.0e-64 (AF067732) ribosomal 
protein S12 [Hordeum vulgare] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50815 
107739 
7297 

OJ000229 15.0419.Cll.ol.ts 



7149 
none 

7149. .7247, 
7296. .7397, 
7773. .8006, 



7160. .7243, 
7443. .7514, 
7774. .8007 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 15.0419.C11 



12304 

TBLASTX: Soybean 
8007 
59 

7164. .7265, 7291. .7383, 7292. .7384, 
7482. .7514, 7486. .7515, 7764. .8006, 



Seq. No. 50815 
Gene No. 107739 
Start 7297 

Name OJ000229_15 . 04 19 . Cll . o2 . tm 

Start 7152 
GI none 

Exons 7152.. 7178, 7153.. 7179, 7292. 

7443. .7514, 7482. .7514, 7486. 
7780. .8037, 7781. .8038 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000229 15. 0419. Cll 



12304 

TBLASTX: Maize 
8038 
46 

,7384, 7294. .7383, 7296. 
.7515, 7764. .8033, 7773. 



,7397, 
,8024, 



Seq. No. 50815 

Gene No. 107739 

Start 7297 

Name OJ000229_15 . 04 19. Cll .ol . tc 

Start 7294 

GI none 

Exons 7294..7383, 
7780. .8019 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229JL5. 0419. Cll 
12304 

TBLASTX: Cress 

8019 

121 



7482. .7514, 7764. .8018, 7773. .8018, 7777. .8019, 



Seq. No. 50815 Seq. ID 

Gene No. 107739 Strand 

Start 7297 End 

Name OJ000229_15 . 04 19 . Cll . o2 . gs Method 

Start 7297 End 

GI none Score 
Exons 



OJ000229_15. 0419. Cll 

12304 
GENSCAN 
12304 
.73 



7297. .7356, 7449. .7514, 7776. .8017, 8906. .8964, 9647. .10185, 
10261. .10312, 10518. .10574, 12282.. 12304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



50815 Seq. ID 

107739 Strand 

7297 End 

OJ000229_15 . 04 19 . Cll . o2 . np Method 

7300 End 

5106775 Score 



OJ000229_15. 0419. Cll 

12304 
AAT/NAP 
8084 
573 



7300. .7356, 7449. .7514, 7776. .8084 

(AF067732) ribosomal protein S12 [Hordeum vulgare] 



50815 Seq. ID 

107739 Strand 

7297 End 

OJ00022 9_15 . 04 1 9 . Cll . ol . tw Method 

7773 End 



OJ000229_15. 0419. Cll 
12304 

TBLASTX: Wheat 
8035 



52264 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 297 

7773. .8024, 7774. .8025, 7780. .8031, 7967. .8035 



50816 
107740 
1 

OJ000229_15.0419.C12.ol.np 
1 

4680207 
1..430, 470. .1190 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. ID OJ000229_15.0419.C12 
Strand 

End 1325 

Method AAT/NAP 

End 1190 

Score 570 



Seq. No. 50816 

Gene No. 107740 

Start 1 

Name OJ000229_15 . 0419 . C12 . ol .gs 

Start 43 

GI none 

Exons 43.. 861, 982.. 1215 



Seq. ID OJ000229_15.0419.C12 
Strand 

End 1325 

Method GENS CAN 

End 1215 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50816 

107740 

1 

OJ000229_15.0419.C12.ol.tm 

598 

none 



Seq. ID OJ000229_15.0419.C12 
Strand 

End 1325 

Method TBLASTX: Maize 

End 1090 

Score 35 



598.-684, 674. .778, 700. .768, 819. .938, 847. .942, 952. .996, 
1009. .1089, 1010. .1090 



2 Seq. No. 
i: Gene No. 
* Start 

Name 

3 Start 
J GI 

a Exons 

3 

Z Seq. No. 
f Gene No. 
3 Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50816 

107740 

1 

OJ000229_15.0419.C12.ol.ts 

598 

none 



Seq. ID OJ000229_15.0419.C12 
Strand 

End 1325 

Method TBLASTX : Soybean 

End 1325 

Score 4 6 



598. .681, 793. .813, 819. .944, 970. .1284, 1293. .1325 



50816 

107740 

1 

OJ000229_15.0419.C12.ol.tw 

817 

none 



Seq. ID OJ000229_15.0419.C12 
Strand 

End 1325 

Method TBLASTX : Wheat 

End 1092 

Score 107 



817. .936, 819. .935, 1009. .1092, 1010. .1090 



50817 
107741 
1 

OJ000229_15.0419.C13.ol.np 
1 

4680207 
1..39, 2214. .2459 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. ID OJ000229_15.0419.C13 
Strand 

End 2459 

Method AAT/NAP 

End 2459 

Score 85 



Seq. No. 



50818 



Seq. ID OJ000229_15.0419.C14 



52265 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



107742 
1 

OJ00022 9_15.0419.C14.ol.np 
1 

7328528 
1. .106 

(AB040028) RPM1 like protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



106 

AAT/NAP 
106 
107 



Seq. No. 50818 Seq. ID 

Gene No. 107743 Strand 

Start 366 End 

Name OJ00022 9_15 . 04 19 . C14 . ol . gs Method 

Start 366 End 

GI none Score 

Exons 366.. 433, 577.. 756, 1087.. 1144 



OJ000229_15.0419.C14 

1180 
GENSCAN 
1144 
.83 



Seq. No. 


50818 




Seq. ID 


OJ000229_15.0419.C14 


Gene No. 


107743 




Strand 




Start 


366 




End 


1180 


Name 


OJ000229 15.0419.C14.o2 


.np 


Method 


AAT/NAP 


Start 


457 




End 


1180 


GI 


7523502 




Score 


200 


Exons 


457. .774, 1087. .1180 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50819 




Seq. ID 


OJ000229_15.0419.C15 


Gene No. 


107744 




Strand 




Start 


1136 




End 


1632 


Name 


OJ000229 15.0419.C15.ol 


,ts 


Method 


TBLASTX: Soybean 


Start 


1127 




End 


1611 


GI 


none 




Score 


53 


Exons 


1127. .1387, 1203. .1373, 


1409. 


.1486, 1490. .1606, 1495. .1611 



Seq. No. 50819 Seq. ID 

Gene No. 107744 Strand 

Start 1136 End 

Name OJ000229_15 . 04 19 . C15 . ol . np Method 

Start 1136 End 

GI 4416302 Score 

Exons 1136.. 1632 

GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



OJ000229_15.0419.C15 

1632 
AAT/NAP 
1632 
505 



Seq. No. 50819 

Gene No. 107744 

Start 1136 

Name OJ000229_15 . 0419.C15 .ol . tm 

Start 1151 

GI none 
Exons 



Seq. ID OJ000229_15.0419.C15 
Strand 
End 

Method 
End 
Score 



1632 

TBLASTX: Maize 

1624 

173 



1151. .1483, 1167. .1484, 1492. .1623, 1499. .1624 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50819 

107744 

1136 

OJ00022 9_15.0419.C15.ol.tw 

1202 

none 



Seq. ID OJ000229_15.0419.C15 



Strand 
End 

Method 

End 

Score 



1632 

TBLASTX: Wheat 

1617 

62 



1202. .1315, 1202. .1378, 1397. .1483, 1495. .1617 



52266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50820 Seq. ID OJ000229_15 . 04 19 . C16 

107745 Strand 

1 End 717 

OJ000229_15 . 0419 . C16 . ol . np Method AAT/NAP 

1 End 717 

5295971 Score 118 

1..88, 152. .363, 462. .717 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



50820 Seq. ID 

107745 Strand 

1 End 
OJ000229_15 . 0419 . C16 . ol . gs Method 

82 End 

none Score 
82. .263, 345. .615 



OJ000229_15.0419.C16 
717 

GENS CAN 

615 

.51 



Seq. No. 50821 

Gene No. 107746 

Start 1799 

Name OJ000229_15 . 0419 . C17 . ol . gs 

Start 1799 

GI none 

Exons 1799.. 1853, 3129.. 3333, 3389. 

4205. .4280, 4372. .4427, 5375. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3563, 3639 
.5407 



OJ000229_15.0419.C17 
+ 

13772 
GENS CAN 
5407 
.7 

3809, 4124. .4177, 



Seq. No. 50821 Seq. ID OJ000229_15 . 04 19 . C17 

Gene No. 107746 Strand + 

Start 1799 End 13772 

Name OJ000229_15 . 0419. C17 . ol .np Method AAT/NAP 

Start 2822 End 13772 

GI 7486419 Score 122 

Exons 2822. .3127, 3403. .3495, 6607. .6758, 9997. .10163, 10199. .1033 

13693. .13772 

GI Descrip. hypothetical protein F4D11.90 - Arabidopsis thaliana 

gi|3063699|emb|CAA18590.1| (AL022537) putative protein 
[Arabidopsis thaliana] gi | 7270175 | emb | CAB79988 . 1 | (AL161581) 
putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


50821 




Seq. ID 


OJ000229_15 


0419. C17 


Gene No. 


107746 




Strand 


+ 




Start 


1799 




End 


13772 




Name 


OJ000229 15.0419.C17. 


ol .gp 


Method 


AAT/GAP 




Start 


4801 




End 


5358 




GI 


none 




Score 


1083 




Exons 


4801. .5358 










Seq. No. 


50822 




Seq. ID 


OJ000229_15. 


0419. C18 


Gene No. 


107747 




Strand 


+ 




Start 


577 




End 


4167 




Name 


OJ000229 15.0419.C18. 


ol .gs 


Method 


GENSCAN 




Start 


577 




End 


4111 




GI 


none 




Score 


.43 




Exons 


577. .589, 1359. .1570, 


1648. 


.1774, 2139 


..2389, 3519. 


.3632, 



52267 



4058. .4111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50822 Seq. ID 

107747 Strand 

577 End 

OJ000229_15.0419.C18.ol.gp Method 

2351 End 

25175_1.R1084 Score 
2351. .2389, 2525. .2660 

f 6015437/dbj. | AB008112.il AB008112 2.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



OJ000229_15.0419.C18 
+ 

4167 
AAT/GAP 
2660 
290 



50822 

107747 

577 

OJ000229_15.0419.C18.ol.tm 

2581 

none 

2581. .2676, 2582. .2659, 3067. 
3069. .3212, 3507. .3632, 3516. 
4021. .4107, 4022. .4162, 4023. 

50822 

107747 

577 

OJ000229_15.0419.C18.ol.ts 

3067 

none 

3067.. 3207, 3068.. 3208, 3069. 
3521. .3637, 3546. .3641, 3986. 
4021. .4104, 4023. .4163 

50822 

107747 

577 

OJ000229_15.0419.C18.ol.tw 

3067 

none 

3067. .3207, 3068. .3211, 3069. 
3517.. 3663, 3518.. 3637, 4021. 
4023. .4163 



Seq. ID OJ000229_15.0419.C18 

Strand + 

End 4167 

Method TBLASTX: Maize 

End 4167 

Score 103 

.3138, 3067. .3210, 3068. .3211, 
.3641, 3517. .3732, 4021. .4167, 
.4166 

Seq. ID OJ000229_15.0419.C18 

Strand + 

End 4167 

Method TBLASTX : Soybean 

End 4167 

Score 165 

.3212, 3507. .3632, 3520. .3669, 
.4141, 4017. .4166, 4021. .4167, 



Seq. ID OJ000229_15.0419.C18 

Strand + 

End 4167 

Method TBLASTX : Wheat 

End 4167 

Score 228 

.3212, 3507. .3632, 3516. .3632, 
.4167, 4021. .4104, 4022. .4162, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



50822 Seq. ID 

107747 Strand 

577 End 

OJ00022 9_15 . 04 1 9 . C18 . o2 . gp Method 

3068 End 

25175_1.R1084 Score 
3068. .3212 

1 6015437/dbj | AB008112.il AB008112 2.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



OJ000229_15.0419.C18 
+ 

4167 
AAT/GAP 
3212 
230 



50822 Seq. ID 

107747 Strand 

577 End 

OJ000229_15.0419.C18.ol.tc Method 

3081 End 



OJ000229_15.0419.C1E 
+ 

4167 

TBLASTX: Cress 
4167 



52268 



GI 

Exons 



none Score 169 

3081.. 3221, 3081. .3203, 3082. .3204, 3083.. 3217, 3524.. 3607, 

3538. .3582, 3590. .3628, 3594. .3632, 3986. .4165, 4021. .4167, 

4021. .4107, 4023. .4166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50823 
107748 
1 

OJ000229_15.0419.C19.ol.np 
1 

3024894 

1..91, 1031. .1293, 1408. .1505, 1692. .1877, 2546 
HYPOTHETICAL 54.8 KD PROTEIN RV0647C 



Seq. ID OJ000229_15.0419.C19 

Strand + 

End 2878 

Method AAT/NAP 

End 2784 

Score 180 

.2784 



50823 

107748 

1 

OJ000229_15.0419.C19.ol.tm 
1 

none 



Seq. ID OJ000229_15.0419.C19 
Strand + 
End 2878 
Method TBLASTX : Mai ze 
End 1485 
Score 137 

1..93, 2. .94, 2. .94, 3. .104, 1018. .1293, 1020. .1217, 1021. .1296, 
1028. .1309, 1028. .1294, 1404. .1481, 1407. .1481, 1408. .1485, 
1409. .1483 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



?^ Seq. No. 

Gene No. 

Start • 
H Name 
^3 Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50823 

107748 

1 

OJ000229_15.0419.C19.ol.ts 
1 

none 



Seq. ID OJ000229_15.0419.C19 
Strand + 
End 2878 
Method TBLASTX : Soybean 
End 187 6 

Score 126 

1..93, 2. .94, 1015. .1290, 1028. .1297, 1031. .1300, 1407. .1499, 
1407. .1508, 1408. .1509, 1409. .1537, 1707. .1745, 1708. .1746, 
1762. .1869, 1763. .1873, 1766. .1876 



50823 

107748 

1 

OJ000229_15.0419.C19.ol.gs 

1028 

none 



Seq. ID OJ000229_15.0419.C19 

Strand + 

End 2878 

Method GENSCAN 

End 2769 

Score .66 



1028. .1293, 1408. .1505, 2591. .2769 



50823 

107748 

1 

OJ000229_15.0419.C19.ol.tc 

1040 

none 



Seq. ID OJ000229_15.0419.C19 

Strand + 

End 2878 

Method TBLASTX : Cress 

End 1510 

Score 62 



1040. .1084, 1114. .1290, 1115. .1297, 1407. .1505, 1407. .1505, 
1408. .1509, 1408. .1509, 1409. .1510 



Seq. No. 50823 

Gene No. 107748 

Start 1 

Name OJ000229_15 . 0419 .CI 9. o2 . tm 

Start 1708 

GI none 



Seq. ID OJ000229_15.0419.C19 

Strand + 

End 2878 

Method TBLASTX: Maize 

End 2878 

Score 54 



52269 



Exons 



m 



1708. .1737, 1732. .1875, 1763. .1873, 2295. .2339, 2296. .2373, 
2369. .2413, 2373. .2411, 2571. .2753, 2594. .2725, 2599. .2787, 
2S99..2769, 2830. .2868, 2831. .2878, 2832. .2870 



Seq. No. 50823 

Gene No. 107748 

Start 1 

Name OJ000229_15 . 0419 .C19 .o2 . ts 

Start 2299 

GI none 
Exons 



Seq. ID OJ000229_15.0419.C19 

Strand + 

End 2878 

Method TBLASTX : Soybean 

End 2748 

Score 50 



2299. .2373, 2373. .2411, 2574. .2732, 2595.-2726, 2597. .2734, 
2599.-2748, 2608.. 2733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50823 

107748 

1 

OJ000229_15.0419.C19.o2.tc 

2373 

none 



Seq. ID OJ000229_15.0419.C19 

Strand + 

End 2878 

Method TBLASTX : Cress 

End 2816 

Score 64 



2373. .2411, 2577. .2711, 2599.-2742, 2608. .2739, 2757. .2816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50824 

107749 

1 

OJ000229_15.0419.C21.ol.np 
1 

7452413 



Seq. ID OJ000229_15.0419.C21 
Strand 

End 6483 

Method AAT/NAP 

End 1955 

Score 1304 



1..222, 363. .606, 694.-929, 985. .1497, 1542. .1667, 1875. .1955 
hypothetical protein dl3025c - Arabidopsis thaliana 
gi|2244753 | emb | CAB10176 . 1 | (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi | 7268101 | emb | CAB78439 . 1 | (AL161537) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 50824 

Gene No. 107749 

Start 1 

Name OJ000229_15 . 0419 .C21 . o2 . tm 

Start 1 

GI none 

Exons 1..207, 3.. 197 



Seq. ID OJ000229_15.0419.C21 
Strand 

End 64 83 

Method TBLASTX: Maize 

End 207 

Score 201 



Seq. No. 50824 Seq. ID 

Gene No. 107749 Strand 

Start 1 End 

Name OJ000229_15 . 0419 . C21 . o2 . ts Method 

Start 1 End 

GI none Score 

Exons 1..177, 1..177 



OJ000229_15.0419.C21 
6483 

TBLASTX : Soybean 

177 

99 



Seq. No. 50824 

Gene No. 107749 

Start 1 

Name OJ000229_15 . 0419 . C21 . ol . gs 

Start 27 

GI none 
Exons 



Seq. ID OJ000229_15.0419.C21 
Strand 

6483 
GEN SCAN 
6483 
.42 



End 

Method 
End 
Score 

27. .221, 404. .606, 694. .893, 985. .1636, 1880. .1992, 2010. .2150, 
2972. .3123, 3307. .3483, 3538. .3763, 6343. .6483 
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Seq. No. 50824 

Gene No. 107749 

Start 1 

Name OJ000229_15 . 0419 . C21 . ol . 

Start 351 

GI none 

Exons 351.. 614, 376.. 609, 693. 

Seq. No. 50824 

Gene No. 107749 

Start 1 

Name OJ000229_15 .0419. C21 . ol . 

Start 558 

GI none 

Exons 558.. 608, 559.. 609, 693. 
986. .1102 



Seq. ID OJ000229_15.0419.C21 
Strand 

End 6483 

ts Method TBLASTX : Soybean 

End 903 

Score 102 
.899, 709.. 903 

Seq. ID OJ000229_15.0419.C21 
Strand 

End 64 83 

tm Method TBLASTX : Maize 

End 1102 

Score 72 
.899, 694. .894, 930. .1100, 985. .1101, 



Seq. No. 50824 Seq. ID 

Gene No. 107749 Strand 

Start 1 End 

Name OJ00022 9_15 . 0419 . C21 . o2 . tc Method 

Start 1390 End 

GI none Score 

Exons. 1390.. 1599, 1391.. 1600 



OJ000229_15.0419.C21 
6483 

TBLASTX: Cress 

1600 

113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50824 Seq. ID 

107749 Strand 

1 End 

OJ000229_15.0419.C21.ol.tc Method 

1600 End 

none Score 



OJ000229_15.0419.C21 
6483 

TBLASTX: Cress 

2153 

65 



1600. .1635, 1877. .1921, 1879. .1968, 1947. .2153, 1951. .2151 



50825 
107750 
7187 

OJ000209_16.0418.Cl.o2.np 
7187 
5922614 
7187.. 7351, 8006.. 8061 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6016847 | dbj IBAA85190.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000209_16.0418.C1 

Strand + 

End 8061 

Method AAT/NAP 

End 8061 

Score 233 



Seq. No. 50825 

Gene No. 107751 

Start ■ 3163 

Name OJ000209_16 . 0418 . CI . ol . np 

Start 3163 

GI 5922615 

Exons 3163. .3347, 5332 
GI Descrip. 



OJ000209 16. 0418. CI 



Seq. ID _ 
Strand 

End 6268 
Method AAT/NAP 
End 6268 
Score 574 
,, .,^..5464, 6206. .6268 
(AP000492) EST AU056052 (S20251 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016848 | dbj IBAA85191.il (AP000570) EST AU056052 ( S20251 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 
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Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50826 
107752 
689 

OJ000209_16.0418.C2.ol.np 
689 

5922614 
689. .772, 1075. .1349 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016847 | dbj IBAA85190.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000209_16.0418.C2 

Strand + 

End 134 9 

Method AAT/NAP 

End 1349 

Score 278 



50826 

107753 

6464 

OJ000209_16.0418.C2.o3.gs 

6464 

none 

6464. .6543, 7621. .7800, 7933, 
9317. .9440 



Seq. ID OJ000209 16. 0418. C2 



Strand 
End 

Method 

End 

Score 



+ 

9859 
GENSCAN 
9440 
.86 



,8046, 8788. .8946, 9058. .9232, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50826 Seq. ID OJ000209_16 . 04 18 . C2 

107753 Strand + 

6464 End 9859 

OJ000209__16.0418 .C2.o3.np Method AAT/NAP 

6464 End 9859 

5922612 Score 1221 

6464. .6543, 7621. .7800, 7933. .8046, 8788. .8946, 9058. .9232, 
9351.. 9459, 9824.. 9859 

(AP000492) EST AU078118 (E3904 ) corresponds to a region of the 
predicted gene.; similar to Arabidopsis thaliana BAC IG002P16; 
No definition line found. (AF007270) [Oryza sativa] 



50826 Seq. ID 

107753 Strand 
64 64 End 
OJ000209_16 . 04 18 . C2 . ol . gp Method 
8791 End 
6025068 Score 
8791.. 8946, 9058.. 9156 

5 922 612 /dbj | BAA84 613 . 1 1 3.0e-37 (AP000492) EST AU078118 (E3904 ) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC IG002P16; No definition line found. 
(AF007270) [Oryza sativa] 



OJ000209_16.0418.C2 
+ 

9859 
AAT/GAP 
9156 
398 



50826 Seq. ID 

107754 Strand 

1606 End 

OJ000209_16.0418 .C2.o2.gs Method 

1606 End 

none Score 
1606. .1701, 1805. .2134 



OJ000209_16.0418.C2 

2134 
GENSCAN 
2134 
.88 



Seq. No. 50826 Seq. ID 

Gene No. 107754 Strand 

Start 1606 End 

Name OJ000209_16 . 0418 . C2 . o2 . np Method 



OJ000209_16.0418.C2 

2134 
AAT/NAP 



52272 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



fl Seq. No. 

y Gene No. 

'i Start 

~ Name 

y Start 

3 GI 

[j Exons 

^ Seq. No. 

~ Gene No. 

J Start 

* Name 

i Start 

^ GI 

Z Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



1609 End 2134 

5922613 Score 705 

1609.. 1701, 1805.. 2134 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016846 | dbj IBAA85189.il (AP000570) hypothetical protein 

[Oryza sativa] 



50826 
107755 
64 63 r 

OJ000209_16.0418.C2.ol.tc 

6463 

none 

6463. .6537, 
7928. .8041, 



6464. .6544, 7618. 
7930. .8043, 8773. 



50826 

107755 

6463 

OJ000209_16.0418.C2.ol.ts 

6463 

none 

6463. .6543, 6464. .6544, 7618. 
7930. .8055, 8773. .8940, 8786. 
9056.. 9160, 9056.. 9160, 9179. 

50826 

107755 

6463 

OJ000209 
8816 
none 



16.0418.C2.ol.tm 



Seq. ID OJ000209_16.0418.C2 
Strand 

End 9361 

Method TBLASTX: Cress 

End 8910 

Score 131 
.7800, 7619. .7807, 7649. .7807, 
.8910, 8786. .8908 

Seq. ID OJ000209_16.0418.C2 
Strand 

End 9361 

Method TBLASTX ; Soybean 

End 9361 

Score 131 

.7800, 7619. .7807, 7928. .8041, 
.8944, 8786. .8944, 9055. .9159, 
.9214, 9326. .9361 

Seq. ID OJ000209_16.0418.C2 
Strand 
End 

Method 
End 
Score 



9361 

TBLASTX: Maize 

9160 

178 



8816. .8944, 8816. .8944, 9043. .9159, 9056. .9160 



50827 

107756 

1 

OJ000209_16.0418.C3.ol.np 
1 

5922612 
1..25, 1008 
2203. .2370, 
3335. .3463, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1100, 1397. .1489, 1679. 
2452.. 2547, 2661.. 2816, 
3788. .3970, 4079. .4254, 
(AP000492) EST AU078118 (E3904 ) corresponds to a region of the 
predicted gene.; similar to Arabidopsis thaliana BAG IGO02P16; 
No definition line found. (AF007270) [Oryza sativa] 



OJ000209_ 
+ 

5245 
AAT/NAP 
5069 
3051 
,1806, 1888. 
2872. .3003, 
4856. .5069 



16. 0418. C3 



.2128, 
3082. .3261, 



50827 

107756 

1 

OJ000209_16.0418.C3.ol.gs 

227 

none 



Seq. ID OJ000209_16.0418.C3 

Strand + 

End 5245 

Method GEN SCAN 

End 5072 

Score .85 

1317, 1397. .1489, 



227. .316, 881. .947, 1027. .1100, 1222. 
1679. .1806, 1888. .2128, 2203. .2403, 2452. .2547, 2661. .2816, 
2938. .3003, 3082. .3261, 3335. .3463, 3788. .3970, 4079. .4254, 
4856. .5072 



52273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50827 Seq. ID 

107756 Strand 

1 End 

0 J000209_16 . 04 18 . C3 . ol . gp Method 

749 End 

3106724 Score 



OJ000209_16.0418.C3 
+ 

5245 
AAT/GAP 
1263 
337 
1263 



749. .790, 881. .947, 1027. .1100, 1222. 
5732035/gb|AAD48936.1|AF160760_4 4.0e-18 (AF160760) contains 
similarity to Pfam family PF0040 - WD domain, G-beta repeat; 
score=10.8, E=3.2, N-2 [Arabidopsis thaliana] 



50827 

107756 

1 

OJ000209_16.0418.C3.o3.gp 

2448 

3107191 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2448. .2547, 2661. .2816, 2896. .2962 

5922612/dbj IBAA84613.il 8.0e-34 (AP000492) EST AU078118 (E3904 ) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC IG002P16; No definition line found. 
(AF007270) [Oryza sativa] 



OJ000209_16.0418.C3 
+ 

5245 
AAT/GAP 
2962 
381 



50827 Seq. ID 

107756 Strand 
1 End 
OJ000209_16 . 0418 . C3 . o4 . gp Method 
3933 End 
16651_1.R1084 Score 
3933. .3970, 4079. .4254, 4856.-5245 

'5922612/dbj IBAA84613.il 7.0e-68 (AP000492) EST AU078118 {E3904 ) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC IG002P16; No definition line found. 
(AF007270) [Oryza sativa] ' 



OJ000209_16.0418.C3 
+ 

5245 , 
AAT/GAP 
5245 
980 



50827 Seq. ID 

107757 Strand 
7552 End 
OJ000209_16 . 0418 . C3 . o5 . gp Method 
7552 End 
1874_1.R1084 Score 
7552. .7842, 7923. .8059, 8804. .8835 

'5922612/dbj IBAA84613.il 3.0e-37 (AP000492) EST AU078118 (E3904 ) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC IG002P16; No definition line found. 
(AF007270) [Oryza sativa] ? 



OJ000209_16.0418.C3 
+ 

8835 
AAT/GAP 
8835 
764 



50827 Seq. ID 

107757 Strand 
7552 End 
0 J00020 9_16 . 04 18 . C3 . o2 . np Method 
7714 End 
5922611 Score 
7714. .7842, 7923. .8065 

(AP000492) ESTs AU078117 (E1380) ,C72293 (E1380) correspond to 
region of the predicted gene.; similar to SARl/GTP-binding 



OJ000209_16.0418.C3 
+ 

8835 
AAT/NAP 
8065 
403 
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• 



secretory factor. (AF001308) [Oryza sativa] 



Seq. No. 


50827 






Seq. ID 


OJ000209_16.0418.C3 


Gene No. 


107758 






Strand 


- 


Start 


6367 






End 


10144 


Name 


OJ000209 16. 


.0418.C3.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


209 






End 


438 


GI 


none 






Score 


148 


Exons 


209. .316, 214. .327, 214 


. .321, 


394 . .438 


, 396.. 437 


Seq. No. 


50827 






Seq. ID 


OJ000209_16.0418.C3 


Gene No. 


107758 






Strand 




Start 


6367 






End 


10144 


Name 


OJ000209 16. 


0418.C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


438 






End 


2346 


GI 


none 






Score 


100 


Exons 


438. .518, 439. .531, 674 


. .790, 


875. .949 


, 1219.. 1332, 1219.. 1305, 




1221. .1328, 


1412. .1498, 


1416. , 


.1487, 1430. .1498, 1670. .1807, 




1678. .1806, 


1885. .2001, 


1886. , 


.2002, 1893.. 2003, 1988.. 2128, 




1994. .2086, 


2002. .2133, 


2209. , 


.2346 




Seq. No. 


50827 






Seq. ID 


OJ000209_16.0418.C3 


Gene No. 


107758 






Strand 




Start 


6367 






End 


10144 


Name 


OJ000209 16. 


0418.C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


439 






End 


5011 


GI 


none 






Score 


92 


Exons 


439. .531, 674. .790, 679 


. .762, 


875. .949 


, 1219. .1332, 1219. .1320, 




1221. .1328, 


1402. .1497, 


1412. , 


.1498, 1670.. 1807, 1678.. 1806, 




1884. .1973, 


1885. .2001, 


1886. , 


,2002, 1988.. 2125, 2002.. 2133, 




2209. .2235, 


3358. .3420, 


3359. , 


.3421, 4947. .5003, 4949. .5011 


Sea No 


50827 






Seq. ID 


OJ000209_16.0418.C3 


Gene No. 


107758 






Strand 




Start 


6367 






End 


10144 


Name 


OJ000209 16. 


0418.C3.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


725 






End 


1732 


GI 


none 






Score 


65 


Exons 


725. .790, 875. .949, 1041. .1103, 1219.. 


1335, 1219. .1305, 




1221. .1331, 


1412. .1498, 


1412. . 


,1489, 1670. .1732 


o c ^ • ii u • 


50827 






Seq. ID 


OJ000209_16.0418.C3 


Gene No. 


107758 






Strand 




Start 


6367 






End 


10144 


Name 


OJ000209 16. 


0418.C3.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1735 






End 


2286 


GI 


none 






Score 


120 


Exons 


1735. .1806, 


1736. .1807, 


1885. . 


,2001, 1886.. 2002, 2000.. 2125, 




2002. .2133, 


2200. .2286, 


2200. . 


,2274 




Seq. No. 


50827 






Seq. ID 


OJ000209_16.0418.C3 


Gene No. 


107758 






Strand 




Start 


6367 






End 


10144 


Name 


OJ000209 16. 


0418.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2236 






End 


3357 


GI 


none 






Score 


141 


Exons 


2236. .2328, 


2244. .2327, 


2325. . 


,2372, 2326.-2373, 2445.-2543, 
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2446. .2547, 2451. .2543, 2660. 
2661. .2831, 2662. .2844, 2907. 
3058. .3279, 3067. .3135, 3081, 

Seq. No. 50827 
Gene No. 107758 
Start 6367 

Name OJ000209_16 . 0418 . C3 . ol . ts 

Start 2687 
GI none 

Exons 2687.. 2818, 2697.. 2843, 2913. 

3081. .3263, 3332.. 3466, 3334. 
3546. .3632, 3603.. 3650, 3788. 
4078. .4245, 4095. .4250, 4851. 
4869. .5072 



.2818, 2660.. 2818, 2661. .2843, 
.2957, 2911.. 2997, 2913. .2993, 
.3263, 3334.. 3357 

Seq. ID OJ000209_16.0418.C3 
Strand 

End 10144 

Method TBLASTX : Soybean 

End 5072 

Score 119 

.2993, 3067.. 3279, 3067.. 3135, 
.3480, 3334. .3465, 3544. .3630, 
.3970, 3790. .3957, 4076. .4252, 
.5072, 4858. .4995, 4865. .5014, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50827 Seq. ID 

107758 Strand 

6367 End 

OJ000209JL6 . 0418 . C3 . ol . tc Method 

2967 End 

none , Score 



OJ000209_16.0418.C3 
10144 

TBLASTX: Cress 

5015 

46 



2967. .2993, 3095. .3214, 3099. .3269, 3100. .3279, 3332. .3466, 

3337. .3465, 3377. .3445, 3544. .3639, 3563. .3661, 3564. .3659, 

3764. .3847, 3785. .3865, 3815. .3979, 3853. .3942, 4099. .4284, 

4103. .4252, 4836. .5015, 4853. .5014 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50827 

107758 

6367 

OJ000209_16.0418.C3.o2.tm 

3423 

none 

3423..3467, 3424. .3465, 3424, 
3585.. 3650, 3587.. 3661, 3784, 
4055. .4252, 4074. .4220, 4075, 
4854. .4946, 4854. .4946 

50827 

107758 

6367 

OJ000209_16.0418.C3.o2.tw 

3538 

none 

3538. .3597, 3545.. 3604, 3546. 
3572. .3661, 3606.. 3659, 3771. 
3790. .3960 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 16. 0418. C3 



10144 

TBLASTX: Maize 
4946 
75 

3486, 3544.. 3630, 3546, 
3966, 3785.. 3970, 3970, 
4221, 4832..4936, 4853. 



,3599, 
,4005, 
,4945, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 16. 0418. C3 



10144 

TBLASTX: Wheat 
3960 
61 

3608, 3546.. 3605, 3547. 
3944, 3784.. 3960, 3785. 



3630, 
,3958, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



50827 

107758 

6367 

OJ000209_16.0418.C3.o2.gs 

6367 

none 



Seq. ID OJ000209_16.0418.C3 
Strand 

End 10144 

Method GENS CAN 

End 10144 

Score .47 



6367. .6383, 7581. .7758, 7818. .8160, 8524. .8569, 9958. .10144 
50827 Seq. ID OJ000209_16 . 0418 . C3 



52276 



• 





bene r*o . 


1 077 
1U / f DO 








Strand 






Start 


6367 








End 


10144 




Name 


OJ000209 16. 


0418. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7707 








End 


8048 




GI 


none 








Score 


234 




Exons 


7707. .7841, 


7708. 


.7842, 


7920. 


.8048, 7925.. 8047 




Seq. No. 


50827 








Seq. ID 


OJ000209_16.0418.C3 




L?ene wo . 


1 077 ^fl 








Strand 






Start 


6367 








End 


10144 




Name 


OJ000209 16. 


0418. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


7710 








End 


8057 




GI 


none 








Score 


223 




Exons 


7710. .7841, 


7714. 


.7842, 


7920. 


.8057, 7925.. 8056 




Seq. No. 


50827 








Seq. ID 


OJ000209_16.0418.C3 




bene wo . 


1 077 Rfi 








Strand 






Start 


6367 








End 


10144 




Name 


OJ000209 16. 


0418. 


C3.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7710 








End 


8051 




GI 


none 








Score 


222 




Exons 


7710. .7844, 


7714. 


.7845, 


7881. 


.8051, 7919.. 8050 




Seq. No. 


50827 








Seq. ID 


OJ000209_16.0418'.C3 


s? 


Gene No . 


1 077 
1U / /Do 








Strand 






' Start 


6367 








End 


10144 




Name 


OJ000209 16. 


0418. 


C3.o4. 


tm 


Method 


TBLASTX: Maize 


cj. 


Start 


7711 








End 


8060 




GI 


none 








Score 


227 


ST 


Exons 


7711. .7842, 


7713. 


.7841, 


7920. 


.8057, 7922.. 8056, 7998.. 8060 


y 


Seq. No. 


50828 








Seq. ID 


OJ000209_16.0418.C5 




Gene No. 


107759 








Strand 


+ 




Start 


1 








End 


1039 




Name 


OJ000209 16. 


0418. 


CS.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1039 


lis 


GI 


7106522 








Score 


616 




Exons 


1..481, 990. 


.1039 









GI Descrip. (AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
F14M4 genomic sequence/ unknown protein. (AC004411) [Oryza 
sativa] 



Seq. No. 50828 

Gene No. 107759 

Start 1 

Name OJ000209_16 . 0418 .C5.ol.tm 

Start 173 

GI none 

Exons 173. .313, 180. .314, 186. .314 



Seq. ID OJ000209_16.0418.C5 

Strand + 

End 1039 

Method TBLASTX : Mai ze 

End 314 

Score 188 



Seq. No. 50829 

Gene No. 107760 

Start 1 

Name OJ000209JL6 . 0418 . C6 . ol . np 

Start 1 

GI 7106522 

Exons 1. .1011 



Seq. ID OJ000209_16.0418-C6 

Strand + 

End 1014 

Method AAT/NAP 

End 1011 

Score 1709 



52277 



GI Descrip. (AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
F14M4 genomic sequence, unknown protein. (AC004411) [Oryza 
sa.tiva] 





Seq. No. 


50829 






Seq. ID 


OJ000209 




Gene No. 


107760 






Strand 


+ 




Start 


1 






End 


1014 




Name 


OJ000209 16 


.0418.C6.ol. 


gs 


Method 


GENSCAN 




Start 


125 






End 


1014 




GI 


none 






Score 


. 4 




Exons 


125. .1014 












Seq. No. 


50829 






Seq. ID 


OJ000209 




Gene No. 


107761 






Strand 


+ 




Start 


2329 






End 


2789 




Name 


OJ000209 16 


.0418.C6.o2. 


gs 


Method 


GENSCAN 




Start 


2329 






End 


2789 




GI 


none 






Score 


.68 




Exons 


2329 2449, 


2461 . .2789 










Seq. No. 


50829 






Seq. ID 


OJ000209 




Gene No. 


107762 






:>;Strand 


+ 




Start 


6841 






End 


7461 




Name 


OJ000209 16 


.0418.C6.o4 . 


np 


Method 


AAT/NAP 




Start 


6841 






End 


7461 




GI 


7106525 






Score 


1103 




Exons 


6841. .7461 












GI Descrip. 


(AP001278) 


hypothetical 


protein [Oryza 


sat iva ] 


; 5 


Seq. No. 


50829 






Seq. ID 


OJ000209 




Gene No. 


107763 






Strand 


+ 




Start 


9368 






End 


9728 


y 


Name 


OJ000209 16 


.0418.C6.o5. 


np 


Method 


AAT/NAP 




Start 


9368 






End 


9728 




GI 


552739 






Score 


123 




Exons 


9368. .9589, 


9677. .9728 










GI Descrip. 


(M31206) rpoB protein [ 


Zea 


mays] 






Seq. No. 


50829 






Seq. ID 


OJ000209_ 




Gene No. 


107764 






Strand 






Start 


1568 






End 


4319 




Name 


OJ000209 16 


.0418.C6.o2. 


np 


Method 


AAT/NAP 




Start 


1568 






End 


4319 




GI 


7106523 






Score 


1421 




Exons 


1568. .1678, 


2028. .2062, 


2347.. 2505, 2599.. 2847, 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4276. .4319 

(AP001278) hypothetical protein [Oryza sativa] 



50829 

107765 

5115 

OJ000209_16.0418.C6.ol.gp 

4751 

none 

4751. .5551 



Seq. ID OJ000209_16.0418.C6 
Strand 

End 6957 

Method AAT/GAP 

End 5551 

Score 1576 



Seq. No. 



50829 



Seq. ID OJ000209_16.0418.C6 



52278 




Gene No . 


107765 


Strand 




Start 


5115 


End 


6957 


Name 


OJ000209 16.0418.C6.o3.gs 


Method 


GENSCAN 


Start 


5115 


End 


6957 


GI 


none 


Score 


.45 


Exons 


5115.. 5653, 6750.. 6957 






Seq. No. 


50829 


Seq. ID 


OJ000209_16.0418.C6 


Gene No. 


107765 


Strand 




Start 


5115 


End 


6957 


Name 


OJ000209 16.0418.C6.o3.np 


Method 


AAT/NAP 


Start 


5118 


End 


5480 


GI 


7106524 


Score 


616 


Exons 


5118. .5480 






GI Descrip. 


(AP001278) ESTs AU082511 (E20629) ,AU082510 (E20629) correspond 




a region of the predicted gene.; hypothetical protein [Oryza 




sativa] 






Seq. No. 


50829 


Seq. ID 


OJ000209_16.0418.C6 


Gene No . 


107766 


kJ L. J- Cli lV.il 




Start 


10515 


End 


11947 


Name 


OJ000209 16.0418-C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


44 


End 


350 


GI 


none 


Score 


169 


Exons 


44. .307, 44. .349, 45. .350, 46. 


.348' 




Seq. No. 


50829 


Seq. ID 


OJ000209_16.0418.C6 


Gene No . 


1 077 fifi 


9t* ranH 

OLi OllU. 




Start 


10515 


End 


11947 


Name 


OJ000209 16.0418.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


430 


End 


739 


GI 


none 


Score 


251 


Exons 


430. .723, 432. .653, 454. .723, 


530. .739 




Seq. No. 


50829 


Seq. ID 


OJ000209_16.0418.C6 


Gene No . 


107766 


Strand 




Start 


10515 


End 


11947 


Name 


OJ000209 16.0418.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


435 


End 


777 


GI 


none 


Score 


362 


Exons 


435. .653, 436. .735, 457. .777 






Seq. No. 


50829 


Seq. ID 


OJ000209_16.0418.C6 


Gene No . 


107766 


Strand 




Start 


10515 


End 


11947 


Name 


OJ000209 16.0418.C6.o4.gs 


Method 


GENSCAN 


Start 


10515 


End 


11947 


GI 


none 


Score 


.46 


Exons 


10515. .10655, 11880. .11947 






Seq. No. 


50830 


Seq. ID 


OJ000209_16.0418.C7 


Gene No. 


107767 


Strand 


+ 


Start 


323 


End 


2574 


Name 


OJ000209 16.0418.C7.ol.gs 


Method 


GENSCAN 


Start 


323 


End 


2574 


GI 


none 


Score 


.43 


Exons 


323. .377, 665. .720, 1306. .1356, 2047.. 


2574 



52279 



Seq. No. 


50830 


Seq. ID 


OJ000209_ 


_16. 


0418 


.C7 




107767 


Strand 


+ 








Start 


323 


End 


2574 








Name 


OJ000209 16 


.0418.C7.ol.np Method 


AAT/NAP 








Start 


2241 


End 


2525 








GI 


7106526 


Score 


531 








Exons 


2241. .2525 












GI Descrip. 


(AP001278) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


50830 


Seq. ID 


OJ000209_ 


16. 


0418 


.C7 




107768 


Strand 










Start 


3989 


End 


5225 








Name 


OJ000209 16 


. 04 18 . C7 . o2 . np Method 


AAT/NAP 








Start 


3989 


End 


5225 








GI 


7106527 


Score 


475 








Exons 


3989. .4180, 


5026. .5225 










GI Descrip. 


(AP001278) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


50831 


Seq. ID 


OJ000209_ 


16. 


0418 


.C8 


Gene No. 


107769 


Strand 










Start 


1854 


End 


2027 








Name 


OJ000209 16 


. 04 18 . C8 . ol . np Method 


AAT/NAP 








Start 


1854 


End 


2027 








GI 


7106527 


Score 


81 








Exons 


1854. .2027 












GI Descrip. 


(AP001278) 


hypothetical protein [Oryza 


sativa] 









3 Seq. No. 50832 Seq. ID 

j Gene No. 107770 Strand 

I Start 3839 End 

f s Name OJ000209_16 . 0418 .C9. o2 . gs Method 

^ Start 3839 End 

GI none Score 

3 Exons 3839. .3954, 4038. .4182, 5400. .5474, 5566. .5658, 5782. 

"l 6040.. 6312, 6606.. 6662, 6746.. 6886, 6993.. 7043, 7132. 

: 7508. .7610, 7788. .7864, 8245. .8397, 8806. .9064, 9148. 

I 9337. .9415, 10460 10555, 11979 .. 12275, 12433 12516, 

^ 13539. .13840 



OJ000209_16.0418.C9 
+ 

13840 
GENSCAN 
13840 
.71 



.5841, 
.7281, 
.9236, 



3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5841, 



OJ000209_16.0418.C9 
+ 



50832 
107770 
3839 

OJ000209_16.0418.C9.o2 .np 
5364 
7106529 

5364. .5474, 5566. .5658, 5782. 
6606.. 6662, 6746.. 6886, 6993. 
7508. .7610, 7788. .7867 

(AP001278) ESTs C22403 (C50132 ) , C224 04 (C50132 ) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
shaggy related protein kinase ASK-gamma. (P43289) [Oryza sativa] 



13840 
AAT/NAP 
7867 
1832 
6040. .6312, 



.7043, 7132. .7227, 



6444. .6518, 
7311. .7394, 



50832 Seq. ID 

107770 Strand 

3839 End 

OJ000209_16.0418.C9.ol.gp Method 



OJ000209_16.0418.C9 
+ 

13840 
AAT/GAP 



52280 



' 8385 
2346 

6993. .7043, 7132. .7227, 



Start 6358 End 

GI 8887JL.R1084 Score 

Exons 6358.. 6518, 6606.. 6662, 6746.. 6886, 

7311. .7394, 7508. .7610, 7788. .8385 
GI Descrip. ' 1709128/sp | P51138 | MSK2_MEDSA 1.0e-110 GLYCOGEN SYNTHASE 

KINASE-3 HOMOLOG MSK-2 >gi_481019_pir S37643 protein kinase 

MSK-2 (EC 2.7.1.-) - alfalfa >gi_31314 6_emb_CAA4 8473_ (X68410) 

protein kinase [Medicago sativa] 1 



Qcjpi Mrs 


50832 






Seq. ID 


OJ000209 16 


.0418 


. C9 


Gene No. 


107770 






Strand 


+ _ 






Start 


3839 






End 


13840 






Name 


OJ000209 16 


0418 


.C9.o2.gp 


Method 


AAT/GAP 






Start 


8851 






End 


9237 






GI 


2275956 






Score 


527 






Exons 


8851. .9064, 


9148 


. .9237 










Seq. No. 


50832 






Seq. ID 


OJ000209_16 


.0418 


.C9 


Gene No. 


107770 






Strand 


+ 






Start 


3839 






End 


13840 






Name 


OJ000209 16 


0418 


.C9.o3.gp 


Method 


AAT/GAP 






Start 


8883 






End 


9270 






GI 


2275956 






Score 


462 






Exons 


8883. .9064, 


9148 


. .9270 










Seq. No. 


50832 






Seq. ID 


OJ000209_16 


.0418 


-C9 


Gene No. 


107770 






Strand 


+ 






Start 


3839 






End 


13840 






Name 


OJ000209 16. 


0418 


. C9 . o3 . np 


Method 


AAT/NAP 






Start 


8935 






End 


9064 






GI 


6094656 






Score 


93 






Exons 


8935. .9064 














GI Descrip. 


(AC004882) match 


to human 


[H55637 (NID:gll08503) ] , 


mouse 



[AA119256 (NID:gl676961) ] , and rat [AI230061 (NID: g3813948 ) ] 
ESTs [Homo sapiens] gi | 7242597 | emb | CAB77284 . 1 | (AL160311) 
hypothetical protein [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50832 Seq. ID 

107770 Strand 

3839 End 

OJ000209_16.0418.C9.o4.gp Method 

9134 End 

LIB3433-04 9-P1-K1-C6 Score 



OJ000209_16.0418.C9 
+ 

13840 
AAT/GAP 
11856 
640 

11662. .11856 



9134. .9168, 9351. .9415, 104 60 .. 10555, 
, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. No. 50832 

Gene No. 107771 

Start 18817 

Name OJ000209_16. 0418 .C9. o4 .gs 

Start 18817 

GI none 

Exons 18817. ,19128, 19204 .. 19433, 
19925. .20079 



Seq. ID OJ000209_16.0418.C9 

Strand + 

End 20079 

Method GENSCAN 

End 20079 

Score . 93 
19473. .19661, 197 95 .. 198 92, 



Seq. No. 



50832 



Seq. ID OJ000209 16. 0418. C9 



52281 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



107771 Strand + 

18817 End 20079 

OJ000209_16 . 0418 . C9 . 06 . np Method AAT/NAP 

18817 End 20029 

6498459 Score 1283 

18817. .19128, 19235. .19374, 19473 19661, 19795 .. 1984 6, 

19925. .20029 

(AP000816) hypothetical protein [Oryza sativa] 



n 



ffl 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50832 Seq. ID OJ000209_16 . 04 18 . C9 

107772 Strand 

257 End 5218 

OJ000209_16. 0418 ,C9 .ol .np Method AAT/NAP 

257 End 5218 

7106528 Score 2714 

257. .365, 780. .857, 909. .1019, 1969. .2516, 3328. .3360, 

3810. .4393, 4512. .4651, 5166. .5218 

(AP001278) EST D40774 (S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



50832 

107773 

12556 

OJ000209_16.0418.C9.o4 .np 

1255.6 
6498457 

12556. .12648, 13425. 



OJ000209 16. 0418. C9 



Seq. ID 
Strand 

End 13780 

Method AAT/NAP 

End 13601 

Score 4 61 

.13601 

(AP000816) EST AU032536 (S10696) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 16. 0418. C9 



50832 
107773 
12556 

OJ000209_16.0418.C9.o5.gp 
13395 

64664_1.R1084 
13395.. 13780 

*5922612/dbj |BAA84613.1| 8.0e-34 (AP000492) EST AU078118 (E3904 ) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC IG002P16; No definition line found. 
(AF007270) [Oryza sativa] 1 



13780 
AAT/GAP 
13780 
726 



Seq. No. 


50832 








Seq. ID OJ000209 


16. 0418. C9 


Gene No. 


107774 








Strand 






Start 


14711 








End 18066 






Name 


OJ000209 16 


.0418. 


C9.ol. 


tm 


Method TBLASTX: 


Maize 




Start 


5275 








End 7873 






GI 


none 








Score 37 






Exons 


5275. .5340, 


5276. 


.5341, 


5286. 


.5360, 5296. .5361, 


5344. 


.5442, 




5354. .5461, 


5360. 


.5476, 


5361. 


.5474, 5563. .5667, 


5565. 


.5657, 




5603. .5713, 


5778. 


.5864, 


5779. 


.5850, 6034.. 6315, 


6034 . 


.6315, 




6441. .6521, 


6449. 


.6520, 


6605. 


.6667, 6606. .6668, 


6745. 


.6885, 




6746. .6886, 


6962. 


.7045, 


6990. 


.7046, 6990.. 7046, 


7129. 


.7227, 




7131. .7229, 


7131. 


.7229, 


7310. 


.7396, 7311.. 7397, 


7507. 


.7554, 




7508. .7609, 


7508. 


.7609, 


7786. 


.7869, 7787.. 7873 






Seq. No. 


50832 








Seq. ID OJ000209 


_16.0418.C9 



52282 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107774 
14711 

OJ000209_16. 

5388 

none 

5388. .5474, 
5779. .5850, 
6441. .6533, 
6746. .6886, 
7135. .7227, 
7510. .7557, 



0418.C9.ol.tc 



5423. 
6023. 
6605. 
6911. 
7135. 
7517. 



.5479, 5563. 

.6121, 6034. 

.6667, 6606. 

.7039, 6990. 

.7230, 7311. 

.7609, 7786. 



50832 

107774 

14711 

OJ000209_16.0418.C9.ol.ts 

5388 

none 

5388. .5474, 5426.-5479, 5563. 
5779.. 5850, 6033.. 6212, 6034. 
6602.. 6652, 6605.. 6667, 6606. 
6745.-6882, 6746. .6886, 6990, 
7131. .7226, 7147. .7227, 7311, 
7510. .7551, 7787..7855 

50832 

107774 

14711 

OJ000209_16.0418.C9.ol.tw 

5565 

none 

5565.. 5663, 5572.. 5667, 5777. 
5781.. 5864, 6033.. 6074, 6034. 



Strand 

End 18066 
Method TBLASTX : Cress 
End 7878 
Score 67 

.5667, 5565. .5663, 5778. .5864, 
.6315, 6036. .6299, 6441. .6521, 
.6668, 6742. .6864, 6745. .6885, 
.7058, 7125. .7223, 7134. .7226, 
.7397, 7316. .7393, 7508. .7609, 
.7878, 7787. .7870 

Seq. ID OJ000209_16.0418.C9 
Strand 

End 18066 

Method . TBLASTX : Soybean 

End 7855 

Score 7 6 

.5667, 5565.-5663, 5778. .5864, 
.6315, 6034.. 6315, 6441.. 6521, 
.6668, 6731. .6877, 6742. .6873, 
.7046, 6992. .7045, 7129. .7227, 
.7397, 7319. .7393, 7508. .7603, 



Seq. ID OJ000209_16.0418.C9 
Strand 

End 18066 
Method TBLASTX : Wheat 
End 6315 
Score 85 

.5845, 5779. .5850, 5781. .5861, 
.6315, 6123.. 6308 



Seq. No. 


50832 




Seq. ID 


OJ000209_16.0418.C9 


Gene No. 


107774 




Strand 




Start 


14711 




End 


18066 


Name 


OJ000209 16. 


0418.C9.o2. tw 


Method 


TBLASTX: Wheat 


Start 


7129 




End 


7867 


GI 


none 




Score 


181 


Exons 


7129. .7227, 


7130.. 7228, 7131 


..7229, 7131. .7229, 7310. .7393 




7311. .7397, 


7508.. 7603, 7514 


..7603, 7772. .7867 


Seq. No. 


50832 




Seq. ID 


OJ000209_16.0418.C9 


Gene No. 


107774 




Strand 




Start 


14711 




End 


18066 


Name 


OJ000209 16. 


0418.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


12295 




End 


12576 


GI 


none 




Score 


83 


Exons 


12295. .12576 


, 12301. .12495, 


12302. .12574 


Seq. No. 


50832 




Seq. ID 


OJ000209_16.0418.C9 


Gene No. 


107774 




Strand 




Start 


14711 




End 


18066 


Name 


OJ000209 16. 


0418.C9.o3.tw 


Method 


TBLASTX: Wheat 


Start 


12304 




End 


12652 


GI 


none 




Score 


181 



52283 



Exons 



12304. .12483, 12308 .. 12493, 12608.. 12652 





Sea No 


50832 


Seq. ID 


OJ000209_16.0418.C9 




Gene No. 


107774 


Strand 






Start 


14711 


End 


18066 




Name 


OJ000209 16.0418.C9.o3.gs 


Method 


GENSCAN 




Start 


14711 


End 


18066 




GI 


none 


Score 


.65 




Exons 


14711. .15024, 15038. .15204, 


15294. .15539, 15974. .16061, 






17638. .17875, 17881. .18066 








Seq. No. 


50832 


Seq. ID 


OJ000209_16.0418.C9 




Gene No. 


107774 


Strand 






Start 


14711 


End 


18066 




Name 


OJ000209 16.0418.C9.o5.np 


Method 


AAT/NAP 




Start 


14714 


End 


18066 




GI 


6498458 


Score 


1639 




Exons 


14714. .14880, 15038. .15204, 


15294. .15539, 15974 16061 , 






17638. .17852, 17894. .18066 








GI Descrip. 


(AP000816) hypothetical protein [Oryza 


sativa] 




Sea No 


50832 


Seq. ID 


OJ000209_16.0418.C9 




Gene No. 


107775 


Strand 






Start 


19005 


End 


19370 




Name 


OJ000209 16.0418.C9.o3.tm 


Method 


TBLASTX: Maize 


\ -| 


Start 


19005 


End 


19370 


f Tz 


GI 


none 


Score 


110 




Exons 


19005. .19130, 19048. .19131, 


19048. .19137, 19235. .19294, 


- =r 




19244. .19300, 19246. . 19299, 


19338. .19370 


: . E 


Seq. No. 


50833 


Seq. ID 


OJ000209 16. 0418. C10 




Gene No. 


107776 


Strand 


+ 


i Ll 


Start 


1294 


End 


1652 




Name 


OJ000209 16.0418. C10. ol.np 


Method 


AAT/NAP 


s 

.= K. 


Start 


1294 


End 


1652 


IJ 


GI 


6498460 


Score 


591 


=1 S 


Exons 


1294. .1652 






ll 


GI Descrip. 


(AP000816) Similar to Arabidopsis thaliana chromosome II BAC 


i. ; 

"5 ST 




F16M14 genomic sequence; unknown protein. (AC003028) [Oryza 


[1 




sativa] gi | 7106533 | dbj | BAA92218 . 1 1 (AP001278) Similar to 






Arabidopsis thaliana chromosome II BAC 


F16M14 genomic sequence; 


~ a? 




unknown protein. (AC003028) 


[Oryza sativa] 




Seq. No. 


50833 


Seq. ID 


OJ000209_16. 0418. C10 




Gene No. 


107776 


Strand 


+ 




Start 


1294 


End 


1652 




Name 


OJ000209 16.0418.C10.o2.gs 


Method 


GENSCAN 




Start 


1294 


End 


1577 




GI 


none 


Score 


.83 




Exons 


1294. .1577 








Seq. No. 


50834 


Seq. ID 


OJ000209_16. 0418. Cll 




Gene No. 


107777 


Strand 


+ 




Start 


1 


End 


2465 




Name 


OJ000209 16. 0418. Cll. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2462 




GI 


6498460 


Score 


2071 



52284 




Exons 1. .328,- 1551. .2462 

GI Descrip. (AP000816) Similar to Arabidopsis thaliana chromosome II BAC 
F16M14 genomic sequence; unknown protein.. (AC003028) [Oryza 
sativa] gi | 7106533 | dbj | BAA92218 . 1 | (AP001278) Similar to 
Arabidopsis thaliana chromosome II BAC F16M14 genomic sequencer- 
unknown protein. (AC003028) [Oryza sativa] 





Seq. No. 


50834 




Seq. ID 


OJ000209_16.0418 


.Cll 




Gene No. 


107777 




Strand 


+ 






Start 


1 




End 


2465 






Name 


OJ000209 16.0418.Cll.ol 


. gs 


Method 


GENSCAN 






Start 


71 




End 


2465 






GI 


none 




Score 


.85 






Exons 


71. .328, 1551. .2465 












Seq. No. 


50834 




Seq. ID 


OJ000209_16.0418 


.Cll 




Gene No. 


107778 




Strand 


+ 






Start 


6094 




End 


6925 






Name 


OJ000209 16.0418.Cll.o2 


. gs 


Method 


GENSCAN 






Start 


6094 




End 


6925 






GI 


none 




Score 


.95 






Exons 


6094. .6174, 6512. .6925 












Seq. No. 


50834 




Seq. ID 


OJ000209_16.0418 


.Cll 


^ =? 


Gene No. 


107778 




Strand 


+ ' 




% Ji 


Start 


6094 




End 


6925 




ffi 


Name 


OJ000209 16.0418.Cll.o2 


.np 


Method 


AAT/NAP 






Start 


6094 


End 


6922 




\ i£ 
? **: 


GI 


6498461 




Score 


950 




J" 


Exons 


6094. .6174, 6399.-6485, 


6512. 


.6922 








GI Descrip. 


(AP000816) hypothetical 


protein [Oryza 


sativa] 




T =f 

T : ~ 


Seq. No. 


50834 




Seq. ID 


OJ000209_16.0418 


.Cll 




Gene No. 


107779 




Strand 








Start 


8966 




End 


10522 






Name 


OJ000209 16.0418.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




""J 


Start 


62 




End 


2420 






GI 


none 




Score 


68 






Exons 


62. .136, 1623. .1757, 1857. .2183, 1862. 


.2179, 2181. .2420 








2351. .2419 












Seq. No. 


50834 




Seq. ID 


OJ000209_16.0418 


.Cll 




Gene No. 


107779 




Strand 








Start 


8966 




End 


10522 






Name 


OJ000209 16.0418.Cll.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


1623 




End 


2104 






GI 


none 




Score 


107 






Exons 


1623. .1757, 1857. .2102, 


1862. 


.2104 








Seq. No. 


50834 




Seq. ID 


OJ000209_16.0418 


.Cll 




Gene No. 


107779 




Strand 








Start 


8966 




End 


10522 






Name 


OJ000209 16.0418.Cll.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


2004 




End 


2420 






GI 


none 




Score 


227 






Exons 


2004. .2189, 2051. .2179, 


2181. 


.2420, 2195. .2239, 2303. .2419 



52285 



Seq. No. 50834 

Gene No. 107779 

Start 8966 

Name OJ000209_16 . 0418 . Cll . o3 . tm 

Start 2108 

GI none 
Exons 



Seq. ID OJ000209_16. 0418. Cll 
Strand 

.End 10522 

Method TBLASTX: Maize 

End 2420 

Score 65 



2108. .2179, 2109. .2183, 2181. .2420, 2199. .2261, 2312. .2419 



Seq. No. 50834 

Gene No. 107779 

Start 8966 

Name OJ000209_16. 0418 .Cll .o3 .gs 

Start 8966 

GI none 

Exons 8966.. 9283, 10205.. 10421 



Seq. ID OJ000209_16. 0418. Cll 
Strand 

End 10522 

Method GENSCAN 

End 10421 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50834 
107779 
8966 

OJ000209_16.0418.Cll.o3.np 
8969 
6498462 
8969.. 9283, 10205. .10522 

(AP000816) hypothetical protein [Oryza sativa] 
-gi I 7106535 | dbj IBAA92220.il (AP001278) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000209_16. 0418. Cll 
Strand 

10522 
AAT/NAP 
10522 
1078 



End 

Method 

End 

Score 



50834 

107779 

8966 

OJ000209_16. 0418. Cll. ol.gp 

8974 

none 

8974. .9283, 10205. .10381 



Seq. ID OJ000209_16. 0418. Cll 
Strand 

End 10522 

Method AAT/GAP 

End 10381 

Score 923 



^ Seq. No. 

"J Gene No. 

"h& Start 

i i Name 

1Z Start 

^ Exons 



50834 

107779 

8966 

OJ000209_16.0418.Cll.o2.tm 

9224 

none 



Seq. ID OJ000209_16. 0418. Cll 
Strand 

.End 10522 

Method TBLASTX: Maize 

End 10507 

Score 66 



9224. .9280, 10205 .. 10240, 10247 .. 10507 , 10253 10384 , 
10273.. 10506 



Seq. No. 50835 
Gene No. 107780 
Start 839 

Name OJ000209_16 . 0418 . C12 . ol . gp 

Start 839 
GI 533_1.R1084 
Exons 839.. 881, 904.. 1001 

GI Descrip. ' 113172/sp I P15543 | ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



Seq. ID OJ000209_16.0418.C12 

Strand + 

End 1001 

Method AAT/GAP 

End 1001 

Score 175 



Seq. No. 



50835 



Seq. ID OJ000209_16.0418.C12 



52286 





107781 




Strand 


+ 


Start 


20934 




End 


21853 


Name 


OJ000209 16.0418.C12.o3 


.gp 


Method 


AAT/GAP 


Start 


20869 




End 


21338 


GI 


none 




Score 


896 


Exons 


20869. .21338 








Seq. No. 


50835 




Seq. ID 


OJ00020 


Gene No . 


107781 




Strand 


+ 


Start 


20934 




End 


21853- 


Name 


OJ000209 16.0418.C12.o4 


.gs 


Method 


GENSCAN 


Start 


20934 




End 


21467 


GI 


none 




Score 


1 


Exons 


20934. .21467 








Seq. No. 


50835 




Seq. ID 


OJ00020 


Gene No. 


107781 




Strand 


+ 


Start 


20934 




End 


21853 


Name 


OJ000209 16.0418.C12.o4 


.np 


Method 


AAT/NAP 


Start 


20934 




End 


21464 


GI 


6498465 




Score 


890 


Exons 


20934. .21464 








GI Descrip. 


(AP000816) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 50835 Seq. ID 

Gene No. 107781 Strand 

Start 20934 End 

Name OJ000209_16 . 04 18 . C12 . o4 . gp Method 

Start 21338 End 

GI uC-osflM202089hllbl Score 

Exons 21338. .21853 

GI Descrip. 1 3273244/dbj | AB004814 | AB004814 1.0e-125 Oryza sativa DNA for NLS 
receptor, complete cds 1 



OJ000209_16.0418.C12 
+ 

21853 
AAT/GAP 
21853 
1004 



V I 



Seq. No. 50835 

Gene No. 107782 

Start 22811 

Name OJ000209_16 . 04 18 . C12 . o5 . gs 

Start 22811 

GI none 
Exons 



Seq. ID OJ000209_16.0418.C12 



Strand 
End 

Method 

End 

Score 



+ 

28113 
GENSCAN 
27592 
.79 



22811. .22921, 23084 .. 23371, 24234 .. 24 330, 24427. 
24610. .24741, 25125 .. 25288, 26403 .. 26493, 26983, 
27229. .27592 



.24518, 
.27110, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



50835 

107782 

22811 

OJ000209_16.0418.C12.o5.gp 
23028 

21_1.R1084 
23028 
24856 



OJ000209_16.0418.C12 
+ 

28113 
AAT/GAP 
28113 
4000 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23371, 24234. .24330, 24427 .. 24518 , 24 610 . . 2474 1 , 
25041, 25125. .25288, 25395 .. 25473, 26365 .. 264 93, 
26983. .27110, 27229 .. 27598 , 27723. .28113 

•3273243/dbj |BAA31165| 0.0e+00 (AB004660) NLS receptor [Oryza 
sativa] >gi_3273245_dbj_BAA31166_ (AB004814) NLS receptor [Oryza 
sativa] ' 



52287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



50835 Seq. ID OJ000209_16 . 0418 . C12 

107782 Strand + 

22811 . End 28113 

OJ000209_16.0418.C12.o5.np Method AAT/NAP 

23162 End 27589 

3273243 Score 2416 

23162. .23371, 24234 .. 24 330 , 24427 24518 , 24 610 .. 24741 , 

24856. .25041, 25125 .. 25288 , 25395 25473, 26365.-264 93, 

26983. .27110, 27229. .27589 

(AB004660) NLS receptor [Oryza sativa] 

gi I 3273245 | dbj IBAA31166.il (AB004814) NLS receptor [Oryza 
sativa] gi | 64 98466 | dbj | BAA87855 . 1 1 (AP000816) ESTs 
AU067986(C11414) ,C74825 (E60076) correspond to a region of the 
predicted gene.; Similar to NLS receptor. (AB004 660) [Oryza 
sativa] 





Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418. 


C12 




Gene No. 


107783 




Strand 


+ 






Start 


28505 




End 


28966 






Name 


OJ000209 16.0418.C12.o6 


• gp 


Method 


AAT/GAP 






Start 


28505 




End 


28966 






GI 


uOosroM202029dllal 




Score 


924 






Exons 


28505. .28966 












GI Descrip. 


1 5922604 /dbj IBAA84605.1 


1 1. 


0e-14 (AP000492) hypothetical 


pr 






[Oryza sativa] ' 












Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418. 


C12 


r LI 


Gene No. 


107784 




Strand 


+ 






Start 


35399 




End 


36862 






Name 


OJ000209 16.0418.C12.o7 


. gs 


Method 


GENSCAN 






Start 


35399 




End 


36862 






GI 


none 




Score 


.5 




3 Li 


Exons 


35399. .35822, 35878 .. 36025, 


36045. .36351, 36803. .36862 




3 

r H 


Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418. 


C12 




Gene No. 


107784 




Strand 


+ 






Start 


35399 




End 


36862 






Name 


OJ000209 16.0418.C12.o7 


. np 


Method 


AAT/NAP 






Start 


35399 




End 


36352 




5. —2 


GI 


5922605 




Score 


1545 






Exons 


35399. .36352 










S S 


GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 





gi| 6498468|dbj IBAA87857.il (AP000816) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



50835 Seq. ID 

107785 Strand 

40108 End 

OJ000209_16.0418.C12.o9.np Method 

40108 End 

5922607 Score 
40108. .40285, 40339. .40660 

(AP0004 92) hypothetical protein [Oryza sativa] 



OJ000209_16.0418.C12 
+ 

40660 
AAT/NAP 
40660 
875 



50835 

107785 

40108 



Seq. ID OJ000209_16.0418.C12 
Strand + 
End 40660 



52288 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start: 

GI 

Exons 

GI ..Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000209_16.0418 .C12.ol0.np Method AAT/NAP 
40255 End 40660 

5922607 Score 605 

40255. .40285, 40339.. 40660 

(AP000492) hypothetical protein [Oryza sativa] 



50835 

107786 

45462 

OJ000209JL6 . 0418 . C12 .oil . gs 

45462 

none 



Seq. ID OJ000209_16.0418.C12 

Strand + 

End 48978 

Method- GEN SCAN 

End 48978 

Score .87 



45462. .46178, 4 6715 .. 47224 , 47599 .. 48015, 48454. .48978 



50835 

107786 

45462 

OJ000209_16.0418.C12.ol2.np 

45462 

5922609 



Seq. ID OJ000209_16.0418.C12 

Strand + 

End 48978 

Method AAT/NAP 

End 4 8 975 

Score 2222 



45462. .46073, 4 6715 .. 4 68 97 , 48454. .48975 
(AP000492) hypothetical protein [Oryza sativa] 



50835 
107787 
.1 

OJ000209_16.0418.C12.ol.np 
1 

6498462 

1..21, 149. .610, 1611. .1924 

(AP000816) hypothetical protein [Oryza sativa] 

gi I 7106535 | dbj IBAA92220.il (AP001278) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000209_16.0418.C12 
Strand 

End 1924 

Method AAT/NAP 

End 1924 

Score 1275 



Seq. No. 


50835 








Seq. ID 


OJ000209 


Gene No. 


107787 








Strand 




Start 


1 








End 


1924 


Name 


OJ000209 16 


.0418 


.C12.ol 


. gs 


Method 


GENSCAN 


Start 


9 








End 


469 


GI 


none 








Score 


.82 


Exons 


9. .14, 166. 


.469 










Seq. No. 


50835 








Seq. ID 


OJ000209 


Gene No. 


107787 








Strand 




Start 


1 








End 


1924 


Name 


OJ000209 16 


.0418 


.C12.o2 


. gs 


Method 


GENSCAN 


Start 


1649 






End 


1924 


GI 


none 








Score 


.83 


Exons 


1649. .1924 












Seq. No. 


50835 








Seq. ID 


OJ000209 


Gene No. 


107788 








Strand 




Start 


2137 








End 


15969 


Name 


OJ000209 16 


.0418 


.C12.o3 


• gs t 


Method ' 


GENSCAN 


Start 


2137 






End 


15969 


GI 


none 








Score 


.64 


Exons 


2137. .2246, 


2854 


. .3028, 


4191. 


.4224, 5164.. 7340, 



52289 



8366.-8768, 9438.. 9569, 10176 .. 10292 , 10524 10736, 
13667. .13810, 13841. .14131, 15037 .. 1518 6, 15514 .. 15636, 
15936. .15969 



Seq. No. 


50835 


Seq. ID 


OJ000209_16.0418. 


C12 


Gene No. 


107788 


Strand 


— 




Start 


2137 


End 


15969 




Name 


OJ000209 16.0418.C12.o2.np 


Method 


AAT/NAP 




Start 


5163 


End 


7998 




GI 


6498463 


Score • 


4669 




Exons 


5163. .7799, 7943. .7998 








GI Descrip. 


(AP000816) Similar to putative Ser/Thr 


protein kinase. 






(AC004218) [Oryza sativa] 








Seq. No. 


50835 


Seq. ID 


OJ000209_16.0418. 


C12 


Gene No. 


107788 


Strand 






Start 


2137 


End 


15969 




Name 


OJ000209 16.0418.C12.o2.gp 


Method 


AAT/GAP 




Start . 


8142 


End 


10051 




GI 


49017 1.R1084 


Score 


2081 




Exons 


8142.. 8730, 9289..9437, 9517 


..9760, 9923. .10051 




GI Descrip. 


'3912917/gb|AAC78693.1| l.Oe 


-117 (AF001308) putative NAK-like 




ser/thr protein kinase [Arabidopsis thaliana] f 




Seq. No. 


50835 


Seq. ID 


OJ000209JL6.0418. 


C12 


Gene No. 


107788 


Strand 






Start 


2137 


End 


15969 




Name 


OJ000209 16.0418.C12.o3.np 


Method 


AAT/NAP 




Start 


8365 


End 


15969 




GI 


6498464 


Score 


3886 




Exons 


8365.. 8730, 9290.. 9437, 9517 


..9760, 9923.. 10292, 10524.. 


10736, 




11495. .11868, 13667. .13810, 


13841. .14131, 15037. .15186, 






15514. .15636, 15936.. 15969 








GI Descrip. 


(AP000816) EST AU030604 (E51294 ) corresponds to a region 


of the 




predicted gene.; Similar to 


putative NAK-like Ser/Thr protein 




kinase. (AF001308) [Oryza sativa] 






Seq. No. 


50835 


Seq. ID 


OJ000209_16.0418. 


C12 


Gene No. 


107789 


Strand 






Start 


28694 


End 


29677 




Name 


OJ000209 16.0418.C12.o6.gs 


Method 


GENS CAN 




Start 


28694 


End 


29660 




GI 


none 


Score 


.84 




Exons 


28694. .29117, 29203.. 29660 








Seq. No. 


50835 


Seq. ID 


OJ000209_16.0418. 


C12 


Gene No. 


107789 


Strand 






Start 


28694 


End 


29677 




Name 


OJ000209 16.0418.C12.o6.np 


Method 


AAT/NAP 




Start 


28697 


End 


29660 




GI 


5922604 


Score 


1515 ■ 




Exons 


28697. .29117, 29203. .29660 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 





gil 64 984 67 | dbj I BAA87856.il 
[Oryza sativa] 



(AP000816) hypothetical protein 



Seq. No. 



50835 



Seq. ID OJ000209_16.0418.C12 



52290 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



107789 Strand 

28694 End 29677 

OJ00020 9_1 6 . 04 18 . C12 . o7 . gp Method AAT/GAP 
29074 End 29677 

uC-osroM202029dllbl Score 1010 

29074. .29117, 29203.. 29677 

, 5922604/dbj IBAA84605.il 5.0e-71 (AP000492) hypothetical protein 
[Oryza sativa] 1 

50835 Seq. ID OJ000209_16 . 04 18 . C12 

107790 Strand 

37728 End 38914 

OJ000209_16.0418.C12.o8 .gp Method AAT/GAP 
37365 End 38914 

22163JL.R1084 Score 1284 

37365.-37792, 38653.. 38914 

'5922606/dbj IBAA84607.il 6.0e-46 (AP000492) EST AU031699 (R0618 ) 
corresponds to a region of the predicted gene.; similar to 
pollen specific like protein. (AL021710) [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 
2 Name 
* s Start 
S GI 
!! Exons 



50835 Seq. ID 

107790 Strand 

37728 End 
OJ00020 9_16 . 04 18 . C12 . 08 . gs Method 

37728 End 

none Score 

37728. .37792, 38653.. 38908 



OJ000209_16.0418.C12 

38914 
GENSCAN 
38908 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50835 Seq. ID OJ000209_16 . 04 18 . C12 

107790 Strand 

37728 End 38914 

OJ000209_16 . 04 18 . C12 . 08 . np Method AAT/NAP 

37731 End 38908 

5922606 Score 519 

37731. .37792, 38653.. 38908 

(AP000492) EST AU031699 (R0618 ) corresponds to a region of the 
predicted gene.; similar to pollen specific like protein. 
(AL021710) [Oryza sativa] 



50835 Seq. ID 

107791 Strand 

42426 End 

OJ000209_16 . 04 18 . C12 . olO . gs Method 

42426 End 

none Score 



OJ000209_16.0418.C12 

44574 
GENSCAN 
44574 
.48 



42426. .42770, 42930 43018 , 43809 .. 43878 , 44356. .44574 



50835 

107791 

42426 

OJ000209_16.0418.C12.oll.np 

42429 

5922608 



Seq. ID OJ000209_16.0418.C12 
Strand 

End 44574 

Method AAT/NAP 

End 44574 

Score 1187 



42429. .42770, 42930 .. 43018 , 43809 .. 43878 , 44356. 
(AP000492) hypothetical protein [Oryza sativa] 



,44574 



Seq. No. 



50835 



Seq. ID OJ000209_16.0418.C12 



52291 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



107792 Strand 

49306 End 52570 

OJ000209_1 6.0418. C12 . ol3 . np Method AAT/NAP 

49306 End 52570 

5922610 Score 1255 

49306. .49398, 49498 .. 4 9694 , 50555 .. 50674 , 517 90 52054 , 

52136. .52208, 52512. .52570 

(AP000492) hypothetical protein [Oryza sativa] 



Seq. No. 


50835 




Seq. ID . 


OJ000209_16.0418.C12 


Gene No . 


107793 




Strand 




Start 


53071 




End 


53811 


Name 


OJ000209 16.0418.C12.o7 


.ts 


Method 


TBLASTX: Soybean 


Start 


272 




End 


532 


GI 


none 




Score 


126 


Exons 


272. .364, 356. .532, 381 


. .500 






Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418.C12 


V3CJ1C LHyj ■ 


107793 




Strand 




Start 


53071 




End 


53811 


Name 


OJ000209 16.0418.C12.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


333 




End 


1953 


GI 


none 




Score 


361 


Exons 


333. .611, 335. .613, 338 


. .613, 


535. .648, 


1609. .1653, 1611. .1 




1611. .1685, 1688. .1927, 


1719. 


.1952, l-7;24 . .1927, 1837.. 1953 


Sea No 


50835 




Seq. ID 


OJ000209_16.0418.C12 


Gene No. 


107793 




Strand 




Start 


53071 




End 


53811 


Name 


OJ000209 16.0418.C12.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


356 




End 


602 


GI 


none 




Score 


77 


Exons 


356.. 601, 371. .586, 381 


. .602 






Sea No 


50835 




Seq. ID 


OJ000209_16.0418.C12 


Gene No. 


107793 




Strand 




Start 


53071 




End 


53811 


Name 


OJ000209 16.0418.C12.o5 


.tc 


Method 


TBLASTX: Cress 


Start 


1611 




End • 


1894 


GI 


none 




Score'. 


169 


Exons 


1611. .1685, 1688. .1894 








Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418.C12 


Gene No. 


107793 




Strand 




Start 


53071 




End 


53811 


Name 


OJ000209 16.0418.C12.o6 


.ts 


Method 


TBLASTX : Soybean 


Start 


1614 




End 


1939 


GI 


none 




Score 


52 


Exons 


1614. .1685, 1688. .1780, 


1889. 


.1939 




Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418.C12 


Gene No. 


107793 




Strand 




Start 


53071 




End 


53811 


Name 


OJ000209 16.0418.C12.o8 


.tc 


Method 


TBLASTX: Cress 


Start 


5286 




End 


8694 


GI 


none 




Score 


42 


Exons 


5286..5S34, 8362.. 8391, 


8363. 


.8392, 8390.. 8515, 8464.. 8514, 



52292 



8537.. 8671, 8S48..8694 



Seq. No. 


50835 








Seq. ID 


OJ000209 


_16.0418.C12 


Gene No. 


107793 








Strand 






Start 


53071 








End 


53811 




Name 


OJ000209 16. 


0418. 


C12.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5368 








End 


10230 




GI 


none 








Score 


225 




Exons 


5368. .5745, 


5376. 


.5762, 


5754. 


.5948, 5755. .5946, 


5943. .6128, 




5965. .6126, 


6201. 


.6275, 


6205. 


.6264, 6327. .6395, 


8560. .8709, 




9290. .9445, 


9351. 


.9443, 


9514. 


.9654, 9516. .9740, 


10001. .1005 




10054. .10119, 10117.. 10230 








Seq. No. 


50835 








Seq. ID 


OJ000209 


_16.0418.C12 


Gene No. 


107793 








Strand 






Start 


53071 








End 


53811 




Name 


OJ000209 16. 


0418. 


C12.ol 


tm 


Method 


TBLASTX: 


Mai. ze 


Start 


5376 








End 


10230 




GI 


none 








Score 


238 




Exons 


5376. .5762, 


5395. 


.5754, 


5758. 


.5925, 5763. .5948, 


5943. .6128, 




5965. .5985, 


6031. 


.6129, 


6201. 


.6275, 6208.. 6267, 


8560. .8709, 




9290. .9445, 


9354. 


.9443, 


9514. 


.9654, 9516. .9740, 


10001. .1005 




10005. .10061 


, 10054. .10119, 10055. .10135, 10117 


. .10230, 




10118. .10216 












Seq. No. 


50835 








Seq. ID 


OJ000209 


16. 0418 .C12 


Gene No. 


107793 








Strand 






Start 


53071 








End 


53811 




Name 


OJ000209 16. 


0418. 


C12.o2. 


tc 


Method 


TBLASTX : 


Cress 


Start 


5562 








End 


9737 




GI 


none 








Score 


102 




Exons 


5562. .5759, 


5629. 


.5748, 


5766. 


.6029, 5767.. 5985, 


9285. .9443, 




9290. .9445, 


9514. 


.9627, 


9516. 


.9737 






Seq. No. 


50835 








Seq. ID 


OJ000209 


_16.0418.C12 


Gene No. 


107793 








Strand 






Start 


53071 








End 


53811 




Name 


OJ000209 16. 


0418. 


C12.o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5565 








End 


9581 




GI 


none 








Score 


90 




Exons 


5565. .5756, 


9264. 


.9431, 


9284. 


.9442, 9484. .9579, 


9516. .9581 


Seq. No. 


50835 








Seq. ID 


OJ000209 


16 0418 C12 


Gene No. 


107793 








Strand 






Start 


53071 








End 


53811 




Name 


OJ000209 16. 


0418. 


C12.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5782 








End 


10119 




GI 


none 








Score 


163 




Exons 


5782. .5925, 


5784. 


.5939, 


5943. 


.6128, 5965.. 6129, 


9582. . 9740, 




9989. .10051, 


10054. .10119 








Seq. No. 


50835 








Seq. ID 


OJ000209 


_16.0418.C12 


Gene No. 


107793 








Strand 






Start 


53071 








End 


53811 




Name 


OJ000209 16. 


0418. 


C12.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6546 








End 


7022 




GI 


none 








Score 


68 





52293 



Exons 



6546. .6812, 6547. .6672, 6724. .6813, 6828. .7022 



Seq. No. 50835 

Gene No. 107793 

Start 53071 

Name OJ000209_16 . 0418 . C12 .o5 . ts 

Start 6546 

GI none 
Exons 



Seq. ID OJ000209__16.0418.C12 
Strand 

End 53811 

Method TBLASTX : Soybean 

End 6872 

Score 91 



6546. .6749, 6547. .6672, 6735. .6812, 6828.-6872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50835 

107793 

53071 

OJ000209_16.0418.C12.o4 .tm 

6820 

none 



Seq. ID OJ000209__16.0418.C12 
Strand 

End 53811 

Method TBLASTX : Mai ze 

End 7194 

Score 95 



6820. .6933, 6822. .7193, 6828. .6947, 6994. .7194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50835 

107793 

53071 

OJ000209__16.0418.C12.o4 .ts 

6987 

none 



Seq. ID OJ000209_16.0418.C12 
Strand 

End 53811 

Method TBLASTX : Soybean 

End 7400 

Score 109 



6987. .7184, 7051. .7185, 7197. .7400, 7204. .7329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50835 

107793 

53071 

OJ000209_16. 0418. C12. oil. tm 

8165 

none 



Seq. ID OJ000209__16.0418.C12 
Strand 

End 53811 

Method TBLASTX : Mai ze 

End 8529 

Score 41 



8165. .8206, 8165. .8206, 8221. .8256, 8226. .8267, 8274. .8306, 
8275. .8307, 8368. .8391, 8381. .8527, 8392. .8529, 8416. .8529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50835 

107793 

53071 

OJ000209_16.0418.C12.o6.tc 

10007 

none 



Seq. ID OJ000209__16.0418.C12 
Strand 

End 53811 

Method TBLASTX: Cress 

End 10297 

Score 192 



10007. .10045, 10069. .10296, 10070.. 10297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50835 

107793 

53071 

OJ000209_16 . 0418 . C12 . o3 . tw 

10120 

none 



Seq. ID OJ000209__16.0418.C12 
Strand 

End 53811 

Method TBLASTX : Wheat 

End 10594 

Score 236 



10120. .10338, 10120. .10290, 10121 .. 10294 , 10525 .. 10593, 
10526. .10594 



Seq. No. 50835 

Gene No. 107793 

Start 53071 

Name OJ000209_16 . 0418 .C12 . 08 . tm 

Start 10677 



Seq. ID OJ000209_16.0418.C12 
Strand 

End 53811 

Method TBLASTX: Maize 

End 11753 



52294 



GI 


none 








Score 87 




Exons 


10677. 


.10739, 


10678. 


.10737, 


11487. .11753, 11497. 


.11751, 




11505. 


.11753 










Seq. No. 


50835 








Seq. ID OJ000209_ 


16.0418 


Gpnp No 


107793 








Strand 




Start 


53071 








End 53811 




Name 


OJ000209 16.0418.C12 


. o7 . tm 


Method TBLASTX : Mai ze 


Start 


21101 








End 21479 




GI 


none 








Score 367 




Exons 


21101. 


.21472, 


21114. 


.21473, 


21288. .21479 




Seq. No. 


50835 








Seq. ID OJ000209_ 


16.0418 


Gene No. 


107793 








Strand 




Start 


53071 








End 53811 




Name 


OJ000209 16.0418.C12 


. o2 . tm 


Wet hod TBLASTX: Maize 


Start 


23150 








End 27570 




GI 


none 








Score 69 




Exons 


23150. 


.23218, 


23154. 


.23195, 


23159. .23347, 23314. 


.23346, 




24230. 


.24328, 


24231. 


.24329, 


24234 . .24329, 24239. 


.24340, 




24419. 


.24514, 


24423. 


.24518, 


24425. .24526, 24604. 


.24741, 




24605. 


.24697, 


24608. 


.24742, 


24610. .24741, 24853. 


.25041, 




24855. 


.25037, 


25124 . 


25291. 


25125. .25271, 25155. 


.25262, 




25395. 


.25472, 


25395. 


.25472, 


25396. .25479, 26359. 


.26502, 




26361. 


.26495, 


26362. 


.26502, 


26364. .26492, 26407. 


.26487, 




26982. 


.27113, 


26982. 


.27113, 


26983. .27123, 27226. 


.27363, 




27227. 


.27364, 


27230. 


.27364, 


27349. .27471, 27359. 


.27538, 




27362. 


.27556, 


27544. 


.27570 






Seq. No. 


50835 








Seq. ID OJ000209_ 


16.0418 


Gene No. 


107793 








Strand 




Start 


53071 








End 53811 




Name 


OJ000209 16.0 


418. C12 


.ol . tc 


Method TBLASTX : Cress 


Start 


23162 








End 27514 




GI 


none 








Score 168 




Exons 


23162. 


.23326, 


24230. 


.24328, 


24234. .24329, 24423. 


.24518, 




24425. 


.24538, 


24608. 


.24697, 


24609. .24716, 24610. 


.24741, 




24853. 


.25044, 


24853. 


.25044, 


24855. .25046, 25128. 


.25271, 




25130. 


.25285, 


25146. 


25262 


25159. .25287, 25160. 


.25303, 




25396. 


.25473, 


25401. 


.25469, 


26359. .26505, 26361. 


.26483, 




26362. 


.26493, 


26386. 


.26475, 


26982. .27113, 26982. 


.27113, 




26983. 


.27117, 


27201. 


.27329, 


27207. .27335, 27226. 


.27348, 




27227. 


.27352, 


27352. 


.27471, 


27364. .27477, 27365. 


.27514, 




27368. 


.27505 










Seq. No. 


50835 








Seq. ID OJ000209_ 


16.0418 


Gene No. 


107793 








Strand 




Start 


53071 








End 53811 




Name 


OJ000209 16.0418.C12 


.o2. ts 


Method TBLASTX : Soybean 


Start 


24225 








End 27514 




GI 


none 








Score 134 




Exons 


24225. 


.24329, 


24228. 


.24326, 


24233. .24328, 24423. 


.24518, 




24425. 


.24526, 


24609. 


.24722, 


24610. .24741, 24621. 


.24743, 




24665. 


.24745, 


24853. 


.25044, 


24855. .25043, 25127. 


.25282, 




25128. 


.25271, 


25155. 


.25262, 


25396. .25479, 25398. 


.25475, 




26333. 


.26476, 


26361. 


.26495, 


26361. .26480, 26362. 


.26505, 




26407. 


.26487, 


26982. 


.27110, 


26983. .27123, 27005. 


.27112, 



52295 




27226. .27351, 27227 . .27358 , 27364 274 68 , 27365 .. 27514 , 
27365. .27514 



Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418 


.C12 


Gene No. 


107793 




Strand 






Start 


53071 




End 


53811 




Name 


OJ000209 16.0418.C12 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


25125 




End 


27570 




GI 


none 




Score 


94 




Exons 


25125. .25262, 26398. 


.26502, 


26400. .26492, 26405 .. 264 94 , 






26407. .26475, 26982. 


.27113, 


26982. .27113, 26983 .. 27123, 






27010. .27090, 27207. 


.27362, 


27222. .27359, 27226 .. 27363, 






27227. .27364, 27358. 


.27471, 


27359. .27532, 27372 .. 274 91, 






27374. .27514, 27535. 


.27570 








Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418 


.C12 


Gene No. 


107793 




Strand 






Start 


53071 




End 


53811 




Name 


OJ000209 16.0418.C12 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


29409 




End 


29679 




GI 


none 




Score 


220 




Exons 


29409. .29435, 29472. 


.29678, 


29473. .29679 




Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418 


-C12 


Gene No. 


107793 




Strand 






Start 


53071 




End 


53811 




Name 


OJ000209 16.0418.C12 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


38650 




End 


38921 




GI 


none 




Score 


245 




Exons 


38650. .38910, 38654 . 


.38911, 


38654. .38911, 38655.. 38921 




Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418 


.C12 


Gene No. 


107793 




Strand 






Start 


53071 




End 


53811 




Name 


OJ000209 16.0418.C12 


.o9. tc 


Method 


TBLASTX: Cress 




Start 


38654 




End 


38909 




GI 


none 




Score 


127 




Exons 


38654. .38908, 38655. 


. 38909 








Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418 


-C12 


Gene No. 


107793 




Strand 






Start 


53071 




End 


53811 




Name 


OJ000209 16.0418.C12 


.08 . ts 


Method 


TBLASTX : Soybean 




Start 


38690 




End 


38912 




GI 


none 




Score 


70 




Exons 


38690. .38908, 38699. 


.38908, 


38706. .38912 




Seq. No. 


50835 




Seq. ID 


OJ000209_16.0418 


.C12 


Gene No. 


107793 




Strand 






Start 


53071 




End 


53811 




Name 


OJ000209 16.0418.C12 


. o5. tm. 


Method 


TBLASTX: Maize 




Start 


46889 




End 


47347 




GI 


none 




Score 


107 




Exons 


46889. .46960, 46889. 


.46945, 


46900. .46965, 46900 .. 4 6962 , 






46957. .47004, 46958. 


.47005, 


46961. .47005, 46962. .47006, 






47012. .47224, 47023. 


.47223, 


47028. .47225, 47309. .47347, 





47311. .47346 



52296 



Seq. No. 


50835 




Seq. ID 


OJ000209 


__16.0418. 


C12 


Gene No. 






Strand 








Start 


53071 




End 


53811 






Name 


OJ000209 16.0418.C12 


. o7 . tc 


Method 


TBLASTX: 


Cress 




Start 


46922 




End 


47658 






GI 


none 




Score 


54 






Exons 


46922. .47005, 46930. 


.46983, 


47053. .47214, 47057 


. .47224, 






47309. .47371, 47311. 


.47373, 


47596. .47658, 47604 


. .47651 




Seq. No. 


50835 




Seq. ID 


OJ000209 


_16.0418. 


C12 


Gene No. 


1 n n n n *3 

iu / / yo 




Strand 








Start 


53071 




End 


53811 






Name 


OJ000209 16.0418.C12 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


47309 




End 


48507 






GI 


none 




Score 


102 






Exons 


47309. .47371, 47593. 


.47730, 


47596. .48 


015, 47598 


. .48008, 






47821. .48015, 48442. 


.48507, 


48450. .48500 






Seq. No. 


50835 




Seq. ID 


OJ000209 


_16.0418. 


C12 


Gene No . 


10 / / y j 




Strand 








Start 


53071 




End 


53811 






Name 


OJ000209 16.0418.C12 


. 06. tm 


Method 


TBLASTX: 


Maize 




Start 


47610 




End 


48012 






GI 


none 




Score 


279 






Exons 


47610. .47945, 47610. 


.47945, 


47611. .47964, 47821 


. .47982, 






47965. .48012 












Seq. No. 


50835 




Seq. ID 


OJ000209 


_16.0418. 


C12 


Gene No . 


iu / / yj 




Strand 








Start 


53071 




End 


53811 






Name 


OJ000209 16.0418.C12 


. ol4 .np 


Method 


AAT/NAP 






Start 


53071 




End 


53811 






GI 


5852084 




Score 


91 






Exons 


53071. .53163, 53788. 


.53811 










GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 








Seq. No. 


a n o o c 




Seq. ID 


OJ000209 


1 D . U 4 1 O . 




Gene No. 


107794 




Strand 








Start 


229 




End 


635 






Name 


OJ000209 16.0418.C13 


. ol .gs 


Method 


GENSCAN 






Start 


229 




End 


635 






GI 


none 




Score 


.56 






Exons 


229. .408, 496. .635 












Seq. No. 


50837 




Seq. ID 


OJ000209^ 


_17.0419. 


CI 


Gene No . 


107795 




Strand 


+ 






Start 


80 




End 


5762 






Name 


OJ000209 17.0419.Cl.ol.gs 


Method 


■ GENSCAN 






Start 


80 




End 


5527 






GI 


none 




Score 


.87 






Exons 


80. .252, 1165. .1245, 


2414. .2514, 2680 


..2901, 2992. .3385, 






4163. .5527 












Seq. No. 


50837 




Seq. ID 


OJ000209_ 


JL7.0419. 


CI 


Gene No. 


107795 




Strand 


+ 






Start 


80 




End 


5762 







52297 



Name 

Start 

GI 

Exons 



OJ000209_17 . 04 19 . CI . ol . gp Method AAT/GAP 

167 End 2464 

none Score 878 

167.. 252, 1022. .1060, 1165.. 1245, 1499. . 1636, 1846. .1962, 

2414. .2464 



Seq. No. 50837 Seq. ID 

Gene No. 107795 Strand 

Start 80 End 

Name OJ000209_17 . 0419 . CI . ol . tm Method 

Start 3136 End 

GI none Score 

Exons 3136.. 3375, 3139.. 3375 



OJ000209_17.0419.C1 
+ 

5762 

TBLASTX: Maize 

3375 

223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50837 

107795 

80 

OJ000209_17. 

4161 

none 

4161. .4193, 
4274. .4411, 



0419.Cl.o2.tm 



4163. 
4303. 



.4195, 
,4410, 



4176. 
4395. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4247, 4200. .4244, 
,4484, 4396. .4485, 



OJ000209_17.0419.C1 
+ 

5762 

TBLASTX: Maize 
4486 
52 

4247. .4336, 
4397. .4486 



Seq. No. 50837 Seq. ID 

Gene No. 107795 Strand 

Start 80 End 

Name OJ000209_17 . 0419 . CI . o4 . tm Method 

Start 4713 End 

GI none Score 

Exons 4713. .4763, 4717. .4764, 4723. .4764, 4730 

4794. .5003, 4824. .5024, 4837. .5040, 4849 

4970. .5044, 5086. .5154 



OJ000209_17.0419.C1 
+ 

5762 

TBLASTX: Maize 
5154 
48 

4768, 4766. .4921, 
5040, 4904. .5047, 



Seq. No. 50837 Seq. ID 

Gene No. 107795 Strand 

Start 80 End 

. Name OJ000209_17 . 04 19 . CI . o2 . gp Method 

Start 5204 End 

GI none Score 

Exons 5204.. 5596, 5721.. 5762 



50837 Seq. ID 

107795 Strand 
80 End 
OJ000209_17 . 0419 . CI . o3 . tm Method 
5210 End 
none Score 
5210.. 5419, 5219.. 5272, 5224. 
5416. .5472, 5470. .5502 

50838 Seq. ID 

107796 Strand 
336 End 
OJ000209_17 . 04 19 . C3 ..ol . gp Method 
336 End 
415_1.R1084 . Score 
336. .656, 1387. .1472 



OJ000209_17.0419.C1 
+ 

5762 
AAT/GAP 
5762 
776 



OJ000209_17.0419.C1 
+ 

5762 

TBLASTX: Maize 

5502 

194 



,5418, 5324. .5419, 5416. .5496, 



OJ000209_17.0419.C3 
+ 

2678 
AAT/GAP 
1472 
642 



52298 



GI Descrip. ' 3021357/emb | CAA06339. 1 | 1.0e-25 (AJ005082) UDP-galactose 
4-epimerase [Cyamopsis tetragonoloba] 1 



Seq. No. 


50838 




Seq. ID 


OJ000209_17.0419 


.C3 


Gene No. 


107796 




Strand 


+ 




Start 


336 




End 


2678 




Name 


OJ000209 


17.0419.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


461 




End 


1442 




GI 


none 




Score 


251 




Exons 


461. .658, 


462. .659, 1386.. 


1442 






Seq. No. 


50838 




Seq. ID 


OJ000209 17.0419 


-C3 


Gene No. 


107796 




Strand 


+ 




Start 


336 




End 


2678 




Name 


OJ000209 


17.0419.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


461 




End 


2128 




GI 


none 




Score 


224 




Exons 


461. .658, 


480. .659, 1384.. 


1431, 1386.. 


1442, 1952. .2119, 






1988.. 2128, 1990.. 2127 








Seq. No. 


50838 




Seq. ID 


OJ000209_17.0419 


.C3 


Gene No. 


107796 




Strand 


+ 




Start 


336 




End 


2678 




Name 


OJ000209 


17.0419.C3.ol.gs 


Method 


GEN SCAN 




Start 


462 




End 


2670 




GI 


none 




Score 


.92 




Exons 


462. .656, 


1387.. 1436, 1990 


..2125, 2626 


. .2670 




Seq. No. 


50838 




Seq. ID 


OJ000209_17.0419 


.C3 


Gene No. 


107796 




Strand 


+ 




Start 


336 




End 


2678 




Name 


OJ000209 


17.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


471 




End 


2678 




GI 


7437270 




Score 


436 




Exons 


471. .656, 


1387.. 1436, 1990 


..2125, 2626 


. .2678 





GI Descrip. UDPglucose 4-epimerase (EC 5.1.3.2) (clone GEPI48) - guar 

gi I 3021357 | emb | CAA06339.il (AJ005082) UDP-galactose 4-epimerase 
[Cyamopsis tetragonoloba] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50838 

107796 

336 

OJ000209_17.0419.C3.ol.tc 

474 

none 



Seq. ID OJ000209_17.0419.C3 

Strand + 

End 2678 

Method TBLASTX : Cress 

End 2121 

Score 192 



474. .659, 488. .649, 1988. .2119, 1990. .2121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



50838 

107796 

336 

OJ000209_17.0419.C3.o2.tm 

1966 

none 



Seq. ID OJ000209_17.0419.C3 

Strand + 

End 2678 

Method TBLASTX : Mai ze 

End 2678 

Score 67 



1966. .2091, 1966. .2121, 1988. .2128, 2622. .2678, 2623. .2676 



50839 
107797 



Seq. ID OJ000209_17.0419.C4 
Strand + 



52299 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 3453 

OJ000209_17 . 04 19 . C4 . ol . gp Method AAT/GAP 

1 End 1237 

12752_1.R1084 Score 1412 

1.-147, 227. .311, 415. .497, 621. .712, 815. .1237 

1 3021357 /emb I CAA06339 . 1 1 2.0e-88 (AJ005082) UDP-galactose 

4-epimerase . [Cyamopsis tetragonoloba] ' 



50839 

107797 

1 

OJ000209_17 . 04 1 9 . C4 . ol . np 
1 

7437224 

1..147, 227. .294, 404. 
UDPglucose 4-epimerase 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,497, 621. .712, 
(EC 5.1.3.2) F8M12.10 - Arabidopsis 
thaliana gi | 3513739 | gb | AAC33955 . 1 | (AF080118) Similar to uridine 
diphosphate glucose epimerase; F8M12.10 [Arabidopsis thaliana] 



OJ000209_17.0419.C4 
+ 

3453 
AAT/NAP 
911 
604 
815. .911 



Seq. No. 


50839 








Seq. ID 


OJ000209_17 


.0419 


.C4 


Gene No. 


107797 








Strand 


+ 






Start 


1 








End 


3453 






Name 


OJ000209 


17. 0419. C4 


.ol 


.gs 


Method 


GENSCAN 






Start 


61 








End 


3453 






GI 


none 








Score 


.89 






Exons 


61. .147, 


227. .311, 


415 


. .497, 


621. .712, 


1334. .1467, 


2825 


. .3453 


Seq. No. 


50839 








Seq. ID 


OJ000209_17 


.0419 


.C4 


Gene No. 


107798 








Strand 








Start 


2803 








End 


3519 






Name . 


OJ000209 


17. 0419. C4 


.o2 


np 


Method 


AAT/NAP 






Start 


2803 






End 


3519 






GI 


7442186 








Score 


349 







Exons 2803.. 3201, 3361.. 3519 

GI Descrip. pathogenesis-related protein homolog F3L17.40 - Arabidopsis 
thaliana gi I 5262758 I emb I CAB45906 . 1 1 (AL080283) 
pathogenesis-related protein homolog [Arabidopsis thaliana] 
gi I 7270050 | emb | CAB79865.il (AL161579) pathogenesis-related 
protein homolog [Arabidopsis thaliana] 



Seq. No. 


50839 


Seq. ID 


OJ000209_17.0419 


.C4 


Gene No. 


107799 


Strand 






Start 


3930 


End 


5264 




Name 


OJ000209 17.0419.C4.o2. 


gs Method 


GENSCAN 




Start 


3930 


End 


5264 




GI 


none 


Score 


.77 




Exons 


3930. .3944, 4664. .4878, 


5189. .5264 






Seq. No. 


50839 


Seq. ID 


OJ000209JL7.0419 


.C4 


Gene No. 


107800 


Strand 






Start 


9715 


End 


9792 




Name 


OJ000209 17.0419.C4.ol. 


tc Method 


TBLASTX: Cress 




Start 


1 


End 


884 




GI 


none 


Score 


195 




Exons 


1..150, 3. .101, 4. .153, 


24. .161, 83. .190, 226. .297, 227 


. .2 




413. .493, 414. .497, 618 


..713, 813. .884, 


815. .880 





52300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50839 

107800 

97.15 

OJ000209_17.0419.C4.ol.tm 
1 

none 



Seq. ID OJ000209_17.0419.C4 
Strand 

End 9792 

Method TBLASTX : Mai ze 

End 904 

Score 233 



1.-150, 3. .161, 3. .104, 226. .300, 227. .301, 413. .496, 414. .497, 
418. .498, 618. .713, 620. .667, 804. .887, 804. .896, 812. .889, 
815. .904 





50839 






Seq. ID 


OJ000209_17.0419.C4 


Gene No. 


107800 






Strand 




Start 


9715 






End 


9792 


Name 


OJ000209 17 


.0419, 


.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1 






End 


884 


GI 


none 






Score 


174 


Exons 


1..150, 1.. 


90, 3. 


..92, 187. .288, 227. .292, 234. .290, 413. .493, 




414. .497, 618. .713, 813. .884, 


815. .880 






50839 






Seq. ID 


OJ000209_17.0419.C4 


Gene No. 


107800 






Strand 




Start 


9715 






End 


9792 


Name 


ojooo?oq 1 7 


04 1 9 


r 4 ol t w 


Method 


TBLASTX: Wheat 


Start 


2804 — 






End 


3204 


GI 


none 






Score 


66 


Exons 


9A04 9Plfi^ 




. . Q UZ. , O I . 


.3063, 28 


82.. 3109, 3073.. 3204 


ij C \^ • IN \J • 


50839 






Seq. ID 


OJ000209_17.0419.C4 


Gene No. 


107800 






Strand 




Start 


971 S 






End 


9792 


Name 


o.tooo^oq i 7 






Method 


TBLASTX: Cress 


Start 








End 


3214 


GI 


none 






Score 


60 


Exons 


2806. .2862, 


2807. 


.2863, 2863. 


.3009, 2864.. 2941, 3022.. 3063, 




3023. .3064, 


3073. 


.3213, 3074. 


.3214 




O C vJ . IN W • 


50839 






Seq. ID 


OJ000209_17.0419.C4 


Gene No. 


107800 






Strand 




Start 


9715 






End 


9792 


Name 


OJ000209 17 


.0419. 


C4 ,o2. tm 


Method 


TBLASTX: Maize 


Start 


2806 






End 


3210 


GI 


none 






Score 


150 


Exons 


2806. .3039, 


2807. 


.3040, 3037. 


.3057, 3073.. 3210 


Seq. No. 


50839 






Seq. ID 


OJ000209_17.0419.C4 


Gene No. 


107800 






Strand 




Start 


9715 






End 


9792 


Name. 


OJ000209 17 


.0419. 


C4 .o2 . ts 


Method 


TBLASTX : Soybean 


Start 


2806 






End 


3204 


GI 


none 






Score 


60 


Exons 


2806. .2862, 


2807. 


.2863, 2870. 


.3034, 2872.. 3033, 3034.. 3063, 




3073. .3204 










Seq. No. 


50839 






Seq. ID 


OJ000209_17.0419.C4 


Gene No. 


107800 






Strand 




Start 


9715 






End 


9792 


Name 


OJ000209 17 


.0419. 


C4 . o4 .np 


Method 


AAT/NAP 



52301 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9715 End 9792 

6630699 Score 82 

9715. .9792 

(AP000969) hypothetical protein [Oryza sativa] 



gi I 6721536 | dbj | BAA89566 . 1 1 
[Oryza sativa] 



(AP001073) hypothetical protein 



50840 Seq. ID 

107801 Strand 
1 End 
OJ000209_17 . 04 19 . C7 . ol . gp Method 
1 End 
LIB3477-003-P1-K1-E9 Score 
1. .116 

' 24 9858 6/sp|Q4 0638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000209_17.0419.C7 
+ 

116 

AAT/GAP 

116 

173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50840 Seq. ID 

107802 Strand 

3620 End 

OJ000209_17 . 04 19 . C7 . o2 . gp Method 

3505 End 

22975_1.R1084 Score 
3505. .3739, 5244. .5590 . 

, 4455349/emb|CAB36759.1| 5.0e-16 (AL035524) putative protein 
[Arabidopsis thaliana] f 



OJ000209_17.0419.C7 
+ 

6793 
AAT/GAP 
5590 
1140 



50840 

107802 

3620 

OJ000209_17.0419.C7.o2.gs 

3620 

none 



Seq. ID OJ000209_17.0419.C7 



Strand 
End 

Method 

End 

Score 



6793 
GENS CAN 
6793 
.73 



3620. .3739, 5244. .5777, 6260. .6378, 6613. .6793 



50840 Seq. ID 

107802 Strand 
3620 End 
OJ000209_17 . 0419 . C7 . ol . np Method 
5142 End 
7486949 Score 
5142. .5354, 5394. .5552, 5580. .5777, 
hypothetical protein T13J8.10 - Arabidopsis thaliana 
gi|4455349|emb|CAB36759.1| (AL035524) putative protein 
[Arabidopsis thaliana] gi | 7269644 | emb | CAB79592 . 1 | (AL161572) 
putative protein [Arabidopsis thaliana] 



OJ000209_17.0419.C7 
+ 

6793 
AAT/NAP 
6690 
336 

6284 . . 6424, 6613. . 6690 



50840 Seq. ID 

107803 Strand 

6646 End 

OJ000209_17 . 0419 . C7 . ol . tm Method 

5237 End 

none Score 



OJ000209_17.0419.C7 
7162 

TBLASTX: Maize 

5678 

86 



5237. .5326, 5242. .5388, 5243. .5404, 5244. .5387, 5244. .5348, 
5248. .5388, 5250. .5348, 5358. .5579, 5397. .5564, 5467. .5565, 
5582. .5629, 5583. .5627, 5628. .5678, 5629. .5676, 5630. .5677 



52302 



Seq. No. 


50840 


Seq. ID 


OJ000209_17.0419 


.C7 


Gene No 


107803 


Strand 






Start 


6646 


End 


7162 




Name 


OJ000209 17 0419 C7 ol tc 








Start 


5238 ~~ 


End 


5531 




GI 


none 


Score 


165 




UAvll O 


5238 5453. 5274 5393. 5448 


. 5531 






Seq. No. 


50840 


Seq. ID 


OJ000209_17.0419 


.C7 


Gene No. 


107803 


Strand 






Start 


6646 


End 


7162 




Name 


OJ000209 17 0419 C7 ol f<5 


Method 


TBLASTX: Soybean 




Qf arf 
O UC1X U 


5247 _ 


End 


6695 




GI 


none 


Score 


315 




P. von 


5247 5561 5271 5561. 5634 


.5693, 5639.. 5695, 5694.. 5777, 




6320 6424 6607 6690 6610 


.6687, 6612.. 6695 




Seq. No. 


50840 


Seq. ID 


OJ000209_17.0419 


. C7 


Cpnp No 


107803 


Strand 






Start 


6646 


End 


7162 




Name 


O.T000209 1 7 041 9 CI r»3 rrr> 


Method 


AAT/GAP 




Start 


-6646 ~ 


End 


7162 




GI 


none 


Score 


986 




Hi AVJilO 


fifi4 71 62 








Sea No 


50841 


Seq. ID 


OJ000209_17.0419 


n o 


Gene No. 


107804 


Strand 


+ 




Start 


145 


End 


1588 




Name 


OJ000209 17 0419 C10 ol an 


Method 


AAT/GAP 




Start 


1 4 S ~~ 
x *± -j 


End 


1203 




GI 


LIB34 32-05 9-P1-K1-P6 


Score 


64 6 




i_J -<Y w 1 1J 


145 420 1113 1203 








GT Dp^pt") n 

VJ X J-/ O O -L. J_ . 


1 2062705/ab 1 U90S52 1 H^U90552 2 


. Oe-09 Human butyrophilin 


( RTFS \ 












Seq. No. 


50841 


Seq. ID 


OJ000209_17.0419 


.C10 


Gpnp No 


107804 


Strand 


+ 




Start 


145 


End 


1588 




Name 


D.T000209 17 041 9 fl 0 nl rr<5 


Method 


GENSCAN 




Start 


243 ~ 


End 


1411 




GI 


none 


Score 


.87 




R von 


24 3 420 1113 1411 

T -J • ■ 1 ^. V , X X X .J • . X 4 X X 








Seq. No. 


50841 


Seq. ID 


OJ000209_17.0419 


.C10 


Gene No. 


107804 


Strand 


+ 




Start 


145 


End 


1588 




Name 


OJ000209 17.0419.C10.ol.np 


Method 


AAT/NAP 




Start 


1247 


End 


1588 




GI 


4191783 


Score 


120 




Exons 


1247. .1408, 1532. .1588 








GI Descrip. 


(AC005917) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


50841 


Seq. ID 


OJ000209 17.0419 


.C10 


Gene No. 


107805 


Strand 


+ 




Start 


2726 


End 


5847 




Name 


OJ000209 17.0419.C10.o2.tm 


Method 


TBLASTX: Maize 





52303 



Start 
GI 

Exons 



362 End 1422 

none Score 74 

362. .415, 369. .416, 1112. .1171, 1112. .1144, 1201. .1308, 

1214. .1309, 1226. .1375, 1301. .1411, 1301. .1408, 1306. .1413, 

1365. .1421, 1366. .1422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50841 

107805 

2726 

OJ000209_17.0419.C10.o2.gp 

2638 

none 



Seq. ID OJ000209_17.0419.C10 

Strand + 

End 5847 

Method AAT/GAP 

End 3347 

Score 764 



2638.-2848, 2934. .3002, 3091. .3218, 3323. .3347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50841 

107805 

2726 

OJ000209_17.0419.C10.ol.tm 

2718 

none 

2718. .2795, 2719. .2853, 2720 
3088. .3219, 3090. .3224, 3320 
3870. .3941, 3872.. 3943, 3876 
4078. .4224, 4078. .4224, 4079 
4583. .4696, 4584. .4703, 4584 
4878. .5009 



Seq. ID OJ000209_17. 0419. C10 

Strand + . 

End 5847 

Method TBLASTX: Maize 

End 5009 

Score 65 

.2857, 2931. .3002, 2936. .3001, 
.3424, 3323. .3424, 3327. .3425, 
.3938, 3877. .3948, 4077. .4223, 
.4225, 4582. .4680, 4583. .4696, 
.4700, 4876. .5007, 4878. .5009, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50841 Seq. ID 

107805 Strand 

2726 End 

OJ00Q209_17.0419.C10.ol.tc Method 

2726 End 

none Score 



OJ000209_17. 0419. C10 
+ 

5847 

TBLASTX: Cress 

4194 

59 



2726. .2779, 2777. .2857, 2931. .2963, 2933. .3001, 3084. .3224, 



3088. .3219, 3320. .3424, 3327, 
4077. .4190, 4078. .4194 

50841 

107805 

2726 

OJ000209_17.0419.C10.o2.np 

2726 

6688428 

2726. .2848, 2934. .3002, 3091. 
4080. .4221, 4584. .4700, 4881. 



.3425, 3872.. 3943, 3927.. 3992, 



Seq. ID OJ000209_17. 0419. C10 

Strand + 

End 5847 

Method AAT/NAP 

End 5847 

Score 998 

.3218, 3323.. 3422, 3878.. 3945, 
.5017, 5799.. 5847 



GI Descrip. (AJ242873) vacuolar H+-ATPase subunit C [Hordeum vulgare] 



Seq. No. 50841 
Gene No. 107805 
Start 2726 

Name OJ000209_17 . 04 19. C10 .ol . ts 

Start 2726 
GI none 

Exons 2726.. 2779, 2774.. 2857, 2789. 

3115.. 3219, 3117.. 3224, 3320. 
3872.. 3943, 4046.. 4201, 4077. 
4583.. 4699, 4593.. 4700, 4878. 



Seq. ID OJ000209_17. 0419. C10 

Strand + 

End 5847 

Method TBLASTX : Soybean 

End 5009 

Score 59 

.2845, 29*31.. 2963, 2933.. 3001, 
.3424, 3327. .3425, 3836. .3943, 
.4235, 4078. .4224, 4563. .4703, 
.5009 



52304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50841 

107805 

2726 

OJ000209_17.0419.C10.o2.gs 

2726 

none 

2726..2848, 2934. .3002, 3091. 
4080. .4221, 4584. .4700, 4881. 

50841 

107805 

2726 

OJ000209_17.0419.C10.ol.tw 

3088 

none 



Seq. ID OJ000209_17. 0419. C10 

Strand + 

End 5847 

Method GENSCAN 

End 5566 

Score .86 

.3218, 3323. .3422, 3878.-3945, 
.5001, 5228. .5253, 5498. .5566 

Seq. ID OJ000209 17. 0419. C10 



Strand 
End 

Method 

End 

Score 



+ 

5847 

TBLASTX: Wheat 

3427 

184 



3088.. 3216, 3090.. 3224, 3320.. 3427, 3323.. 3424, 3327.. 3425 



Seq. No. 50841 Seq. ID OJ000209 17. 0419. C10 

Gene No. 107805 

Start 2726 

Name OJ000209_17 . 04 19 . C10 . o3 . gp 

Start 3887 

GI 35337_1.R1084 

Exons 3887.. 3945, 4080.. 4221, 4584 

GI Descrip. '1213460 3.0e-44 (U03374) C subunit of V-ATPase [Amblyomma 
americanum] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209_ 
+ 

5847 
AAT/GAP 
5012 
811 



.4700, 4881. .5012 



Seq. No. 50841 

Gene No. 107805 

Start 2726 

Name OJ000209_17 . 0419.C10.o2, 

Start 4563 

GI none 

Exons 4563.. 4703, 4571.. 4702, 

Seq. No. 50842 

Gene No. 107806 

Start 1 

Name OJ000209_17 . 0419 . Cll . ol . 

Start 1 

GI 6636332 

Exons 1..72, 160.. 253 
GI Descrip. (AF208261) vacuolar ATP 
thaliana] 



np 



Seq. ID OJ000209_17. 0419. C10 
Strand + 

5847 

TBLASTX: Cress 
5009 
183 



End 

tc Method 
End 
Score 

4878. .5009 



Seq. ID OJ000209_17. 0419. Cll 

Strand + 

End 253 

Method AAT/NAP 

End ' 253 

Score 138 



synthase subunit C [Arabidopsis 



Seq. No. 50842 

Gene No. 107807 

Start 186 

Name OJ000209_17 . 04 19. Cll. o2 , 

Start 1 

GI none 

Exons 1..72, 2.. 70, 158.. 286, 

Seq. No. 50842 

Gene No. 107807 

Start 186 



Seq. ID OJ000209_17. 0419. Cll 
Strand + 

2318 

TBLASTX: Maize 
446 
102 
446 



End 

tm Method 
End 
Score 

158.. 292, 423 



Seq. ID OJ000209_17. 0419. Cll 
Strand + 
End 2318 



52305 



Name 


OJ000209 17.0419.C11 


.ol.gp 


Method 


AAT/GAP 


Start 


186 




End 


663 


GI 


none 




Score 


861 


Exons 


186. .663 








Seq. No. 


50842 




Seq. ID 


OJ000209_17.0419 


Gene No. 


107807 




Strand 


+ 


Start 


186 




End 


2318 


Name 


OJ000209 17.0419.C11 


. o2 . np 


Method 


AAT/NAP 


Start 


316 




End 


2318 


GI 


7452044 




Score 


561 


Exons 


316. .349, 839. .876, 


1773. .2318 




GI Descrip. 


hypothetical protein 


F27B13. 


20 - Arabidopsis thaliana 



gi|4914402|emb|CAB43653.1| (AL050352) hypothetical protein 





[Arabidopsis thaliana] 


gil 7269877 | emb | CAB7 9736. 1 | (AL1 61575 




hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


50842 




Seq. ID 


OJ000209_17.0419 


.Cll 


Gene No. 


107807 




Strand 


+ 




Start 


186 




End 


2318 




Name 


OJ000209 17 0419 PIT nl 

WO \J\J\J t*\J J X / • UtJ.-7.\»^XX.WX 




Method 


GENSCAN 




Start 


831 ~~ 




End 


2257 




GI 


none 




Score 


. 95 




Exons 


831 914. 1577 2257 










Seq. No. 


50842 




Seq. ID 


OJ000209_17.0419 


.Cll 


Gene No. 


107807 




Strand 


+ 




Start 


186 




End 


2318 




Name 


OJ000209 17 0419 Cll ol 

\J\J \J \J \J £*\J Zt X / . VJIX^.WXX.V^X 




Method 


TBLASTX : Soybean 




Start 


1801 ~~ 




End 


2317 




GI 


none 




Score 


681 




Exons 


1801 1914 1802 2317 


2023 . 


.2316 






Seq. No. 


50842 




Seq. ID 


OJ000209_17.0419 


.Cll 


Gene No. 


107807 




Strand 


+ 




Start 


186 




End 


2318 




Name 


OJ000209 17. 0419. Cll. ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1804 




End 


2317 




GI 


none 




Score 


471 




Exons 


1804. .2169, 1805. .2170, 


2162. 


.2317, 2185. .2316 




Seq. No. 


50842 




Seq. ID 


OJ000209_17.0419 


.Cll 


Gene No. 


107807 




Strand 


+ 




Start 


186 




End 


2318 




Name 


OJ000209 17. 0419. Cll. ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1853 




End 


2113 




GI 


none 




Score 


299 




Exons 


1853. .2113, 2023. .2112 










Seq. No. 


50842 




Seq. ID 


OJ000209JL7.0419 


.Cll 


Gene No. 


107807 




Strand 


+ 




Start 


186 




End 


2318 




Name 


OJ000209 17. 0419. Cll. ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1922 




End 


2317 




GI 


none 




Score 


558 




Exons 


1922. .2317, 1978. .2316 











52306 



Seq. No. 


50842 






Seq. ID 


OJ000209_17.0419.C11 


\J die V_y • 


107807 






^t rsnd 


+ 


Start 


186 






End 


2318 


Name 


OJ000209 17. 


0419.Cll.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2174 






End 


2317 


GI 


none 






Score 


190 


Exons 


2174. .2317, 


2203. .2295 








Seq. No. 


50843 






Seq. ID 


OJ000209_17.0419.C12 


Gene No. 


107808 






Strand 


+ 


Start 


1 






End 


549 


Name 


OJ000209 17. 


0419.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


549 


GI 


53027 1.R1084 




Score 


1074 


Exons 


1. .549 










GI Descrip. 


'4914402/emb 


ICAB43653.1 


1 2. 


Oe-51 (AL050352) hypothetical pr 




[Arabidopsis 


thaliana] 1 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



=;j Seq. No. 
Q Gene No. 
fjj Start 

Name 
J~ Start 

Exons 



50843 Seq. ID 

107808 Strand 
1 End 
OJ000209_17.0419.C12.ol.np Method 
1 End 
7452044 Score 
1..384 

hypothetical protein F27B13.20 - Arabidopsis thaliana 
gi|4914402 | emb | CAB43653 . 1 | (AL050352) hypothetical protein 
[Arabidopsis thaliana] gi | 7269877 | emb | CAB79736 . 1 | (AL161575) 
hypothetical protein [Arabidopsis thaliana] 



OJ000209_17.0419.C12 
+ 

549 

AAT/NAP 

384 

416 



50843 Seq. ID 

107808 Strand 

1 End 
OJ000209_17.0419.C12.ol.gs Method 

22 End 

none Score 
22. .387 



OJ000209_17.0419.C12 
+ 

549 

GEN SCAN 

387 

.99 



i3 Seq. No. 
H Gene No. 
li Start 
'•^ Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50843 

107809 

1003 

OJ000209_17 . 0419 . C12 . o2 . gs 

1003 

none 

1003.. 1076, 3635..3866, 3906. 
5165. .5270, 5482. .5582, 5889. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3973, 4130 
.5973, 6459 



OJ000209_17.0419.C12 
+ 



6808 
GENSCAN 
6805 
.84 

4640, 
6805 



4741. .5067, 



50843 

107809 

1003 

OJ000209_17.0419.C12.o3.np 

4411 

3914239 

4411. .4640, 4741. .5067, 5165. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5270, 6459.. 6808 
PROTEIN PHOSPHATASE 2C ABI2 (PP2C) gi | 1945140 | emb | CAA70163 | 
(Y08966) ABI2 protein phosphatase 2C [Arabidopsis thaliana] 
gi 1 1945142 | emb | CAA70162 | (Y08965) ABI2 protein phosphatase 2C 



OJ000209_17.0419.C12 
+ 

6808 
AAT/NAP 
6808 
855 



52307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] gi | 2564213 | emb | CAA72538 | (Y11840) ABI2 
[Arabidopsis thaliana] 



50843 

107809 

1003 

OJ000209_17.0419.C12.o2.gp 
4745 

LIB34 32-025-P1-K1-F10 

4745.. 5067, 5165.. 5270, 6460. 



Seq. ID OJ000209_17.0419.C12 

Strand + 

End 6808 

Method AAT/GAP 

End 64 98 

Score 818 
.6498 



• 3242077 /emb | CAA05875 | 2.0e-34 (AJ003119) protein phosphatase 2C 
[Arabidopsis thaliana] 1 



50843 

107810 

1747 

OJ000209_17.0419.C12.ol.ts 
1 

none 

1..126, 4. .390, 6. .230, 315. 



Seq. ID OJ000209_17 .0419.C12 
Strand 

End 6826 

Method TBLASTX : Soybean 

End 390 

Score 416 
,383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50843 
107810 
1747 

OJ000209_17.0419.C12.ol.'tw 
1 

none 



Seq. ID OJ000209_17.0419.C12 
Strand 

6826 

TBLASTX: Wheat 
4537 
369 



End 

Method 
End 
Score 

1..294, 1..126, 3. .227, 274. .390, 300. .395, 300. .389, 328. .423, 
4475. .4537 



Seq. No. 50843 

Gene No. 107810 

Start 1747 

Name OJ000209JL7 .0419. C12 . o2 . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000209_17.0419.C12 
Strand 

End 6826 

Method TBLASTX: Maize 

End 4 05 

Score 398 



1..279, 1..231, 3. .233, 274. .405, 300. .404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50843 

107810 

1747 

OJ000209_17.0419.C12.o2.tc 
4 

none 



Seq. ID OJ000209_17.0419.C12 
Strand 

End 6826 

Method TBLASTX: Cress 

End 399 

Score 357 



4. .276, 6. .230, 301. .399, 306. .374 



Seq. No. 50843 
Gene No. 107810 
Start 1747 

Name OJ000209_17 . 0419 . C12 . o2 . np 

Start 1747 
GI 7496721 
Exons 1747.. 2002 

GI Descrip. hypothetical protein C30E1.1 - Caenorhabditis elegans 

gi|2435542|gb|AAB71254.1| (AF026204) C30E1.1 gene product 
[Caenorhabditis elegans] 



Seq. ID OJ000209_17.0419.C12 
Strand 

End 6826 

Method AAT/NAP 

End 2002 

Score 75 



52308 



Seq. No. 50843 

Gene No. 107810 

Start 1747 

Name OJ000209_17 . 04 19 . C12 . ol . tc 

Start 4421 

GI none 

Exons 4421.. 4534, 4425.. 4556, 4566. 

4882.. 5067, 4893.. 5066, 4939. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4643, 4738 
.5070, 5162 



OJ000209 17.0419.C12 



6826 

TBLASTX: Cress 
6805 
137 

4815, 4852. .4905, 
5272, 5164.. 5271, 



5165. .5272, 6427. .6630, 6436. .6630, 6458. .6631, 6664. .6798, 
6707. .6805 



Seq. No. 50843 Seq. ID 

Gene No. 107810 Strand 

Start 1747 End 

Name OJ000209_17 .0419. C12 . o3 . ts Method 

Start 4422 End 

GI none Score 

Exons 4422.. 4634, 4425.. 4643 



Seq. No. 50843 
Gene No. 107810 
Start 1747 

Name OJ000209_17 . 04 19 . C12 . ol . tm 

Start 4485 
GI none 

Exons 4485.. 4643, 4485.. 4631, 4737, 

4927. .5067, 5162. .5206, 5164. 
5204.. 5272, 6436.. 6630, 6458. 
6678.. 6800, 6710.. 6805 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209_17.0419.C12 
6826 

TBLASTX: Soybean 

4643 

210 



OJ000209 17.0419.C12 



6826 

TBLASTX: Maize 
6826 
211 

4970, 4738.. 4920, 4926.. 5081, 
5205, 5192.. 5272, 5203.. 5271, 
6631, 6667.. 6798, 6668.. 6826, 



Seq. No. 50843 

Gene No. 107810 

Start 1747 

Name OJ000209_17 . 0419 . C12 . o4 . ts 

Start 4852 

GI none 

Exons 4852.. 4899, 4938.. 5087, 4940. 

Seq. No. 50843 

Gene No. 107810 

Start 1747 

Name OJ000209_17 . 04 1 9 . C12 . o2 . ts 

Start 6482 

GI none 

Exons 6482.. 6631, 6484.. 6630, 6525. 

Seq. No. 50844 

Gene No. 107811 

Start 284 

Name OJ000209_17 . 04 19 . C13 . ol . gp 

Start 284 

GI none 

Exons 284.. 775 



Seq. ID OJ000209_17.0419.C12 
Strand 

End 6826 

Method TBLASTX : Soybean 

End 5272 

Score 4 9 

.5005, 4999.. 5067, 5162.. 5272 

Seq. ID OJ000209_17.0419.C12 
Strand 

End 682 6 

Method TBLASTX : Soybean 

End 6757 

Score 209 

.6632, 6670.. 6756, 6707.. 6757 

Seq. ID OJ000209_17.0419.C13 

Strand + 

End 2231 

Method AAT/GAP 

End 775 

Score 984 



Seq. No, 
Gene No. 
Start 



50844 

107811 

284 



Seq. ID OJ000209_17.0419.C13 
Strand + 
End 2231 



52309 



Name OJ000209_17 . 0419.C13.ol .np Method AAT/NAP 

Start 387 End 2231 

GI 6143896 Score 648 

Exons 387.. 803, 864.. 1256, 1326.. 2231 

GI Descrip. (AC010718) putative translation initiation factor IF-2 
[Arabidopsis thaliana] 



Seq. No. 50844 

Gene No. 107811 

Start 284 

Name OJ000209_17 . 04 19 . C13 . ol . gs 

Start 465 

GI none 

Exons 465.. 1929 



Seq. ID OJ000209_17.0419.C13 

Strand + 

End 2231 

Method GEN SCAN 

End 1929 

Score .85 



Seq. No. 50844 

Gene No. 107811 

Start 284 

Name OJ000209_17 . 0419.C13. o3.gp 

Start 1838 

GI 3760378 

Exons 1838.. 2076 



Seq. ID OJ000209_17.0419.C13 

Strand + 

End 2231 

Method AAT/GAP 

End 2076 

Score 448 



Seq. No. 50844 

Gene No. 107812 

Start 852 

Name OJ000209_17 . 04 19 . C13 . o2 . gp 

Start 852 

GI none 

Exons 852.. 1611 



Seq. ID OJ000209_17.0419.C13 
Strand 

End 1611 

Method AAT/GAP 

End 1611 

Score 1472 



Seq. No. 


50844 






Seq. ID 


OJ000209_17.04 


Gene No. 


107813 






Strand 




Start 


1928 






End 


2076 


Name 


OJ000209 17 


.0419.C13.ol, 


, tm 


Method 


TBLASTX: Maize 


Start 


1928 






End 


2076 


GI 


none 






Score 


222 


Exons 


1928. .2074, 


1929. .2075, 


1987. 


.2076 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000209_17.0419.C14 



50845 

107814 Strand + 

1 End 1342 

OJ000209_17.0419.C14 .ol.np Method AAT/NAP 

1 End 1342 

6143896 Score 981 
1..1097, 1193. .1342 

(AC010718) putative translation initiation factor IF-2 
[Arabidopsis thaliana] 



50845 

107814 

1 

OJ000209_17.0419.C14 .ol.gp 
2 

3760378 
2. .371 



Seq. ID OJ000209_17.0419.C14 

Strand + 

End 1342 

Method AAT/GAP 

End 371 

Score 681 



52310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50845 

107814 

1 

OJ000209_17.0419.C14.o2.tm 

101 

none 



Seq. ID OJ000209_17.0419.C14 

Strand + 

End 1342 

Method TBLASTX : Mai ze 

End 478 

Score 343 



101. .286, 120. .377, 151. .378, 313. .372, 443. .478 



Seq. No. 50845 

Gene No. 107814 

Start 1 

Name OJ000209_17 . 0419 . C14 . ol . gs 

Start 144 

GI none 

Exons 144.. 1097, 1193.. 1300 

Seq. No. 50845 

Gene No. 107814 

Start 1 

Name OJ000209_17 . 0419 . C14 . ol . tm 

Start 579 

GI none 

Exons 579.. 929, 595.. 657, 672.. 929 



Seq. ID OJ000209_17.0419.C14 

Strand + 

End 1342 

Method GENSCAN 

End 1300 

Score . 95 



Seq. ID OJ000209_17.0419.C14 

Strand + 

End 1342 

Method TBLASTX: Maize 

End 929 

Score 432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50845 

107814 

1 

OJ000209_17.0419.C14.ol.tc 

717 

none 



Seq. ID OJ000209_17.0419.C14 

Strand + 

End 1342 

Method TBLASTX : Cress 

End 1100 

Score 129 



717. .842, 719. .841, 906. .1100, 929. .1042 



Seq. No. 50845 

Gene No. 107814 

Start 1 

Name OJ000209_17 . 0419 . C14 .ol . ts 

Start 939 

GI none 
Exons 



Seq. ID OJ000209_17.0419.C14 

Strand + 

End 1342 

Method TBLASTX : Soybean 

End 1300 

Score 95 



939. .998, 944. .1000, 990. .1100, 998. .1099, 1183. .1296, 
1190.. 1297, 1190. .1300 



Seq. No. 50845 

Gene No. 107814 

Start 1 

Name OJ000209_17 . 0419.C14 .o3 . tm 

Start 1007 

GI none 
Exons 



Seq. ID OJ000209_17.0419.C14 

Strand + 

End 1342' 

Method TBLASTX : Mai ze 

End 1303 

Score 151 



1007. .1108, 1008. .1100, 1023. .1109, 1183. .1299, 1190. .1303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50845 

107814 

1 

OJ000209_17.0419.C14.ol.tw 

1016 

none 



Seq. ID OJ000209_17.0419.C14 

Strand + 

End 1342 

Method TBLASTX : Wheat 

End 1303 

Score 134 



1016. .1108, 1017. .1100, 1026. .1109, 1042. .1104, 1183. .1299, 
1190.. 1303, 1190.. 1303 



52311 



Seq. No. 50846 Seq. ID 

Gene No, 107815 .Strand 

Start 1 End 

Name OJ000209_17 . 0419.C15 .ol . gp Method 

Start 1 End 

GI 41287_1.R1084 Score 

Exons 1..24, 132.. 618 

GI Descrip. 1 4 322304 /gb I AAD16006. 1 | 4.0e-24 (AF078035) translation 
initiation factor IF2 [Homo sapiens] ' 



OJ000209_17.0419.C15 
+ 

618 

AAT/GAP 
618 
976 



Seq. No. 50847 Seq. ID 

Gene No. 107816 Strand 

Start 4 6 End 

Name OJ000209_17 . 04 19 . C19 . ol . gs Method 

Start 4 6 End 

GI none Score 

Exons 46.. 771 



OJ000209_17.0419.C19 
771 

GENSCAN 

771 

.43 



Seq. No. 50848 

Gene No. 107817 

Start 806 

Name OJ000209_17 . 0419 . C20 . ol . gs 

^ Start 806 

i GI none 

J Exons 806.. 903 



Seq. ID OJ000209_17.0419.C20 
Strand 

End 903 

Method GENSCAN 

End 903 

Score .47 



Seq. No. 50849 Seq. ID 

Gene No. 107818 Strand 

Start 957 End 

Name OJ000209_17 . 0419 . C21 . ol . gp Method 

Start 957 End 

GI none 1 Score 

Exons 957.. 1409 



OJ000209_17.0419.C21 

1409 
AAT/GAP 
1409 
845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50849 

107819 

1375 

OJ000209_17. 
1274 
none 
1274. 
1450. 
1805. 
2537. 
2952. 
3331. 
3640. 
3873. 
4109. 
4900. 



1297, 
1590, 
1930, 
2638, 
3041, 
3396, 
3738, 
4022, 
4180, 
4986, 



0419.C21.ol.tm 



1334. 
1454. 
1813. 
2731. 
2953. 
3337. 
3641. 
3874 . 
4111. 
4904 . 



1444, 
1669, 
1929, 
2880, 
3051, 
3402, 
3739, 
4020, 
4179, 
4987, 



1336. 
1463. 
2373. 
2733. 
2954. 
3489. 
3642. 
3910. 
4284. 
4907. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.1494, 
.1669, 
.2438, 
.2882, 
.3055, 
.3560, 
.3740, 
.4032, 
.4319, 
.4987, 



D OJ000209 17.0419.C21 



5672 

TBLASTX: Maize 

4988 

84 

1445, 



1350 

1789. .1926, 
2375. .2437, 



2750. 
3123. 
3490. 
3869, 
4107. 



.2881, 
.3194, 
.3564, 
.4018, 
.4178, 



4753. .4797, 
4908. .4988 



1351. 
1794. 
2536. 
2951. 
3128. 
3493. 
3873. 
4108. 
4755. 



.1455, 
.1925, 
.2652, 
.3040, 
.3190, 
.3561, 
.4019, 
.4179, 
.4814, 



Seq. No. 50849 

Gene No. 107819 

Start 1375 

Name OJ000209_17 . 0419 . C21 . o2 . tw 

Start 1365 



Seq. ID OJ000209_17.0419.C21 
Strand 

End 5672 

Method TBLASTX : Wheat 

End 1582 



52312 




GI none 

Exons 1365.. 1472, 1367.. 1501, 

Seq. No. 50849 
Gene No. 107819 
Start 1375 

Name OJ000209_17 . 0419 . C21 . o2 

Start 1375 
GI none 

Exons 1375.. 1668, 1789.. 1931, 

2953.. 3051, 3236.. 3255, 
3872. .4020, 4109. .4178, 




Score 103 
1375. .1500, 1480. .1581, 1532. .1582 

Seq. ID OJ000209_17.0419.C21 
Strand 

End 5672 
gs Method GEN SCAN 

End 5658 

Score .79 
2377. .2437, 2536. .2618, 2754. .2880, 
3336. .3397, 3490. .3560, 3643. .3738, 
4755. .4795, 4905. .5012, 5534. .5658 



Seq. No. 50849 

Gene No. 107819 

Start 1375 

Name 0 JO 00209_17.0419.C21.ol.np 

Start 1402 

GI 6648157 
Exons 



Seq. ID OJ000209_17.0419.C21 
Strand 

End 5672 

Method AAT/NAP 

End 4980 

Score 1316 



1402. .1668, 1789. .1931, 2377. .2437, 2536. .2618, 2754. .2880, 

2953. .3037, 3127. .3190, 3336. .3397, 3490. .3560, 3643. .3738, 

3872. .4020, 4109. .4178, 4755. .4795, 4905. .4980 

GI Descrip. (AC010926) putative casein kinase I [Arabidopsis thaliana] 



Seq. No. 50849 

Gene No. 107819 

Start 1375 

Name OJ000209_17 . 0419 . C21 . ol . tc 

Start 2542 

GI none 
Exons 



Seq. ID OJ000209_17.0419.C21 
Strand 

End 5672 

Method TBLASTX : Cress 

End 3560 

Score 97 



2S42..2652, 2543.-2623, 2560. .2667, 2731.. 2898, 2750. .2881, 
2951. .3034, 2953. .3051, 2954. .3055, 3123.. 3194, 3127. .3201, 
3127. .3195, 3337. .3402, 3338. .3382, 3489.. 3515, 3513. .3560 



J Seq. No. 

J Gene No. 

I Start 

~ Name 

z Start 

f GI 

3 Exons 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50849 

107819 

1375 

OJ000209_17.0419.C21.ol.tw 

2776 

none 

2776. .2898, 2798. .2881, 2953, 
3127.. 3201, 3331.. 3372 

50849 

107819 

1375 

OJ000209_17.0419.C21.ol.ts 

2833 

none 

2833.. 2898, 2953.. 3051, 2954. 
3127.. 3216, 3337.. 3402, 3338. 
3640. .3738, 3641.. 3733, 3643. 
3910. .4023, 4106. .4177, 4107. 
4750. .4797, 4900. .4983, 4904. 



OJ000209_17.0419.C21 
5672 

TBLASTX: Wheat 

3372 

107 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3051, 2954.. 3055, 3123. .3194, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3055, 3123 
.3382, 3489 
.3735, 3869 
.4178, 4111 
.4981 



OJ000209 17.0419.C21 



5672 

TBLASTX: Soybean 
4983 
123 

3194, 3127.. 3201, 
3560, 3496.. 3561, 
4018, 3870. .4019, 
4179, 4749. .4814, 



Seq. No. 
Gene No. 



50849 
107819 



Seq. ID OJ000209_17.0419.C21 
Strand 



52313 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1375 

OJ000209_17.0419.C21.o2.gp 
2953 

21836 1.R1084 



End 5672 

Method AAT/GAP 

End 3397 

_ Score 376 

2953. .3037, 3127. .3190, 3336. .3397 

M538939/emb | CAB39675.il 5.0e-66 (AL049483) Col-0 casein kinase 
I-like protein [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 17.0419.C21 



50849 
107819 
1375 

OJ000209_17 .0419.C21.o3.gp 
2954 

21836_1.R1084 
2954.. 3037, 3127. .3190, 3336. .3397, 3490. .3560 

, 4538939/emb|CAB39675.1| 5.0e-66 (AL049483) Col-0 casein kinase 
I-like protein [Arabidopsis thaliana] ' 



5672 
AAT/GAP 
3560 
443 



50849 

107819 

1375 

OJ000209_17.0419.C21.o2.tc 

3638 

none 

3638.-3739, 3640.. 3738, 3869. 
3874. .4020, 4107. .4178, 4108. 
4900. .4980, 4904. .4981 



50849 

107819 

1375 

OJ000209_17.0419.C21.o4 .gp 
3881 

uC-osrocyp016b02bl 
3881. .4020, 4109. .4178, 



Seq. ID OJ000209_17.0419.C21 
Strand 

End 5672 

Method TBLASTX : Cres s 

End 4981 

Score 98 

.4018, 3873 : f.4019, 3873.. 4022, 
.4179, 4753. .4797, 4755. .4814, 



OJ000209 17.0419.C21 



Seq. ID _ 
Strand 

End 5672 
Method AAT/GAP 
End 5672 
Score 907 

4755. .4795, 4905. .5033, 5534. .5672 

'4538939/emb | CAB39675.il 2.0e-50 (AL049483) Col-0 casein kinase 
I-like protein [Arabidopsis thaliana] 1 



Seq. No. 


50850 






Seq. ID 


OJ000209_17. 


Gene No. 


107820 






Strand 




Start 


1314 






End 


2485 


Name 


OJ000209 17 


.0419.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1314 






End 


2485 


GI 


5926740 






Score 


649 


Exons 


1314. .1350, 


1706. .2485 








GI Descrip. 


(AB025310) 


asparaginyl 


endopeptidase 


[Oryza sativa] 


Seq. No. 


50850 






Seq. ID 


OJ000209_17. 


Gene No. 


107820 






Strand 




Start 


1314 






End 


2485 


Name 


OJ000209 17 


.0419.C22.o2 


.gs 


Method 


GENSCAN 


Start 


1693 






End 


2433 


GI 


none 






Score 


.72 


Exons 


1693. .2433 










Seq. No. 


50850 






Seq. ID 


OJ000209_17 . 


Gene No. 


107820 






Strand 





.C22 



52314 



Start 


1314 








Name 


OJ000209 17. 


0419 


.C22.ol 


.tc 


Start 


1721 








GI 


none 








Exons 


1721. . 1870, 


1744 


. .1881, 


1882. 




2174. .2233, 


2245 


. .2298, 


2317. 




2386. .2484 








Seq. No. 


50850 








Gene No. 


107820 








Start 


1314 








Name 


OJ000209 17. 


0419 


.C22.ol 


. tm 


Start 


1721 








GI 


none 








Exons 


1721. . 1924, 


1738 


. .1881, 


1882. 




2210. .2308, 


2317 


. .2391, 


2324. 


Seq. No. 


50850 








Gene No . 


107820 








Start 


1314 








Name 


OJ000209 17. 


0419 


.C22 .ol 


.ts 


Start 


1736 








GI 


none 








Exons 


1736. . 1870, 


1738 


. .1881, 


1801. 




2173. .2247, 


2177 


. .2248, 


2257. 




2381. .2485, 


2386 


. .2484 




Seq. No. 


50850 








Gene No. 


107820 








Start 


1314 








Name 


OJ000209 17. 


0419 


.C22.ol 


. tw 


Start 


2173 








GI 


none 








Exons 


2173. .2298, 


2210 


. .2308, 


2317. 




2402. .2482 








Seq. No. 


50851 








Gene No. 


107821 








Start 


12900 








Name 


OJ000209 17. 


0419 


.C24 .o4 


. as 


Start 


12900 








GI 


none 








Exons 


12900. .13127 








Seq. No. 


50851 








Gene No. 


107822 








Start 


13963 








Name 


OJ000209 17. 


0419 


.C24 .o2 




Start 


13963 








GI 


none 








Exons 


13963. .14376 






Seq. No. 


50851 








Gene "No . 


107823 








Start 


22240 








Name 


OJ000209 17. 


0419 


.C24.o3 


. np 


Start 


22240 









End 2485 

Method TBLASTX : Cress 

End 2484 

Score 92 

.2085, 2006. .2077, 2173. .2241, 
.2400, 2318. .2389, 2381. .2482, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2103, 1925 
.2389, 2381 



OJ000209 17.0419.C22 



2485 

TBLASTX: Maize 
2485 
147 

2089, 2173.. 2298, 
2485, 2386.. 2484 



Seq. ID OJ000209_17.0419.C22 
Strand 

End 2485 

Method TBLASTX : Soybean 

End 2485 

Score 88 

.1902, 1882.. 2091, 2006.. 2089, 
.2298, 2317. .2400, 2318. .2401, 



OJ000209_17.0419.C22 
2485 

TBLASTX: Wheat 

2484 

71 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2400, 2318. .2401, 2383. .2484, 



Seq. ID OJ000209_17.0419.C24 

Strand + 

End 13127 

Method GENS CAN 

End 13127 

Score . 6 



Seq. ID OJ000209_17.0419.C24 

Strand + 

End 14376 

Method AAT/GAP 

End 14376 

Score 751 



Seq. ID OJ000209_17.0419.C24 

Strand + 

End 22343 

Method AAT/NAP 

End 22343 



52315 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5777617 Score 73 

22240. .22343 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



50851 

107824 

2166 

OJ000209_17.0419.C24.o2.gs 

2166 

none 

2166. .2245, 2445. .2628 



Seq. ID OJ000209_17.0419.C24 
Strand 

2628 
GENSCAN 
2628 
.82 



End 

Method 

End 

Score 



50851 

107825 

3413 

OJ000209_17.0419.C24.o3.gs 

3413 

none 



OJ000209 17.0419.C24 



Seq. ID 
Strand 

End 19284 
Method GENSCAN 
End 11640 
Score .47 

3413. .4338, 5224. .5310, 7673. .7766, 7893. .8009, 8572. .8688, 
8832. .8972, 9064. .9482, 9568. .9596, 9949. .10016, 11380. .11640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



50851 Seq. ID OJ000209_17 . 04 19 . C24 

107825 Strand 

3413 End 19284 

OJ000209_17.0419.C24.ol.gp Method AAT/GAP 

3490 End 4381 

11978_1.R1084 Score 1768 

3490. .4381 

, 584825/sp|P37707 |B2_DAUCA 2.0e-55 B2 PROTEIN 
>gi_322726_pir S32124 B2 protein - carrot 

>gi_29788 9_emb CAA51078 (X72385) B2 protein [Daucus carota] ' 



OJ000209_17.0419.C24 

19284 
AAT/NAP 
19284 
1789 



50851 Seq. ID 

107825 Strand 
3413 End 
OJ000209_17.0419.C24 .o2.np Method 
7240 End 
7452052 Score 
7240. .7289, 14 069 15510, 1564 9 1584 9, 15934 16103, 
16550. .16692, 17025 17140, 17238 .. 1747 6, 17571 .. 17772 , 
17874. .18051, 18271. .18328, 19032.. 19284 
hypothetical protein T24C20.80 - Arabidopsis thaliana 
gi I 5541726 | emb | CAB51067.il (AL096856) putative protein 
[Arabidopsis thaliana] 



50851 
107825 
3413 

OJ000209_17.0419.C24.o5.gs 
13839 
none 

13839. .13938, 14090 .. 15828, 15934 .. 1604 6, 16550 
17025. .17140, 17238. .17476, 17571 .. 17772, 17874 
18213. .18386, 19066.. 19278 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000209 17.0419.C24 



19284 
GENSCAN 
19278 
.49 



16692, 
18092, 



50851 
107826 



Seq. ID 
Strand 



OJ000209 17.0419.C24 



52316 




Start 


20894 








End 


26028 


Name 


OJ000209 17 


.0419. 


C24.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3414 








End 


3860 


GI 


none 








Score 


190 


Exons 


3414. .3641, 


3417. 


.3467, 


3425. 


.3592, 3555.. 3611, 3591.. 3668, 




3592. .3813, 


3593. 


.3859, 


3594. 


.3860 




Seq. No. 


50851 








Seq. ID 


OJ000209_17.0419.C24 


Gene No. 


107826 








Strand 




Start 


20894 








End 


26028 


Name 


OJ000209 17 


.0419. 


C24 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3414 








End 


3860 


GI 


none 








Score 


179 


Exons 


3414. .3641, 


3425. 


.3610, 


3591. 


.3668, 3592.. 3813, 3593.-3859, 




3594. .3860 












Seq. No. 


50851 








Seq. ID 


OJ000209_17.0419.C24 


Gene No. 


107826 








Strand 




Start 


20894 








End 


26028 


Name 


OJ000209 17 


. 0419. 


C24 .ol 


ts 


Method 


TBLASTX : Soybean 


Start 


3423 ~ 








End 


3860 


GI 


none 








Score 


158 


Exons 


3423. .3611, 


3425. 


.3592, 


3593. 


.3859, 3594. .3860 


Seq. No. 


50851 








Seq. ID 


OJ000209_17.0419.C24 


Gene No. 


107826 








Strand 




Start 


20894 








End 


26028 


Name 


OJ000209 17 


.0419. 


C24 .ol 


tc 


Method 


TBLASTX: Cress 


Start 


3425 








End 


3859 


GI 


none 








Score 


130 


Exons 


3425. .3592, 


3426. 


.3641, 


3593. 


.3859, 3594.. 3857 


Seq. No. 


50851 








Seq. ID 


OJ000209_17.0419.C24 


Gene No . 


107826 








Strand 




Start 


20894 








End 


26028 


Name 


OJ000209 17 


.0419. 


C24.o2 


tm 


Method 


TBLASTX: Maize 


Start 


7683 








End 


11508 


GI 


none 








Score 


79 


Exons 


7683. .7790, 


7687. 


.7767, 


7881. 


.8009, 7891. .8010, 7891. .8010, 




8401. .8466, 


8410. 


.8466, 


8570. 


.8683, 8572. .8694, 8576.-8683, 




8832. .8936, 


9046. 


.9321, 


9047. 


.9109, 9061. .9483, 9194. .9484, 




9362. .9481, 


9388. 


.9483, 


9569. 


.9607, 994 


8. .10019, 9949. .1001 



11356. .11508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50851 Seq. ID 

107826 Strand 

20894 End 

OJ000209_17.0419.C24 .o4 .ts Method 

7686 End 

none Score 



OJ000209_17.0419.C24 
26028 

TBLASTX: Soybean 

11571 

120 



7686. .7778, 7881 .. 8009, 7897 8010, 7990. .8058, 8410. .8466, 
8411. .8467, 8570. .8689, 8572. .8694, 8576. .8689, 9948. .10013, 
11380.. 11571 



Seq. No. 
Gene No. 
Start 



50851 

107826 

20894 



Seq. ID 

Strand 

End 



OJ000209 17.0419.C24 



26028 



52317 



Name 

Start 

GI 

Exons 



OJ000209_17 . 04 19 . C2 4 . o2 . tc Method TBLASTX : Cress 
7692 End 11571 

none Score 72 

7692. .7727, 7728. .7790, 7881. .8009, 7900. .8010, 8303. .8326, 

8410. .8466, 8417. .8467, 8572. .8703, 8575. .8673, 8576.-8689, 

9064. .9321, 9067. .9165, 9173. .9481, 9358. .9486, 9391. .9483, 

9569. .9607, 9937. .10008, 9948. .10019, 11380. .11571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50851 . 

107826 

20894 

OJ000209_17.0419.C24.o2.ts 

8830 

none 



Seq. ID OJ000209_17.0419.C24 
Strand 

End 26028 

Method TBLASTX : Soybean 

End 9617 

Score 71 



8830. .8916, 9058. .9201, 9199. .9321, 9200. .9484, 9391. .9483, 
9569.. 9598, 9570.. 9617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50851 

107826 

20894 

OJ000209_17.0419.C24.o3.tc 

14491 

none 



Seq. ID OJ000209_17.0419.C24 
Strand 

End 26028 

Method TBLASTX: Cress 

End 14889 

Score 36 



14491. .14529, 14 617 .. 1474 5, 14632 .. 14667 , 14792 .. 14884 , 
14803. .14889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50851 

107826 

20894 

OJ000209_17.0419.C24.o3.tm 

14677 

none 



Seq. ID OJ000209_17.0419.C24 
Strand 

End 26028 

Method TBLASTX : Maize 

End 15081 

Score 233 



14677. .14925, 14 684 .. 14 926, 14 974 . . 1508 1 , 14974 . .15081 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50851 

107826 

20894 

OJ000209_17.0419.C24.o4 . tm 

15250 

none 



Seq. ID OJ000209_17.0419.C24 
Strand 

End 26028 

Method TBLASTX : Maize 

End 15597 

Score 96 



15250. .15345, 15251 .. 1534 6, 15427 .. 1557 6, 15428 .. 15580, 
15434... 15580, 15439.. 15597 



Seq. No. 50851 

Gene No. 107826 

Start 20894 

Name OJ000209_17 . 0419. C24 . o3 . ts 

Start 17590 

GI none 
Exons 



Seq. ID OJ000209_17.0419.C24 
Strand 

End 26028 

Method TBLASTX : Soybean 

End 18009 

Score 83 



17590. .17772, 1788 6 .. 18008 , 17890.. 18009 



Seq. No. 50851 

Gene No. 107826 

Start 20894 

Name OJ000209_17 . 04 19 . C2 4 . o4 . np 

Start 20894 

GI 5031285 



Seq. ID OJ000209_17.0419.C24 
Strand 

End 26028 

Method AAT/NAP 

End 24116 

Score 84 



52318 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



20894. .20922, 22515. .22688, 24063.. 24116 
(AF139501) beta-amylase [Prunus armeniaca] 



50851 

107826 

20894 

OJ000209_17.0419.C24.o6.gs 

22443 

none 



Seq. ID OJ000209_17.0419.C24 



Strand 
End 

Method 

End 

Score 



26028 
GENSCAN 
23606 
.77 



22443. .22762, 22848 23128, 23258 .. 23333, 23433.. 23606 



Seq. No. 


50851 


Seq. ID 


OJ000209_17. 


.0419 


.C24 


Gene No. 


107826 


Strand 








Start 


20894 


End 


26028 






Name 


OJ000209 17.0419.C24.o6.np 


Method 


AAT/NAP 






Start 


22790 


End 


26028 






GI 


5852093 


Score 


54 






Exons 


22790. .22810, 24 537 .. 24 653, 


26000. .26028 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


50851 


Seq. ID 


OJ000209_17. 


,0419 


.C24 


Gene No. 


107826 


Strand 








Start 


20894 


End 


26028 






Name 


OJ000209 17.0419.C24.o5.np 


Method 


AAT/NAP 






Start 


23410 


End 


25098 






GI 


7487161 


Score 


59 






Exons 


23410. .23565, 25079.. 25098 










GI Descrip. 


hypothetical protein T19C21 


.19 - Arabidopsis thaliana 





gi|3395440|gb|AAC28772.1| (AC004683) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 50852 Seq. ID 

Gene No. 107827 Strand 

Start 7 66 End 

Name OJ000209_17 . 0419 . C25 . o2 . gp Method 

Start 7 66 End 

GI 43867_1.R1084 Score 

Exons 766.. 1100, 1439.. 1567 

GI Descrip. '2781347 4.0e-40 (AC003113) F2401.3 [Arabidopsis thaliana] 1 



OJ000209_17.0419.C25 
+ 

2700 
AAT/GAP 
1567 
842 



Seq. No. 50852 Seq. ID 

Gene No. 107827 Strand 

Start 7 66 End 

Name OJ00020 9_17 . 04 19 . C25 . ol . gs Method 

Start 787 End 

GI none Score 

Exons 787.. 1100, 1439.. 1585, 2127.. 2268 



OJ000209_17.0419.C25 
+ 

2700 
GENSCAN 
2268 
.92 



Seq. No. 50852 Seq. ID OJ000209_17 . 04 19 . C25 

Gene No. 107827 Strand + 

Start 766 End 2700 

Name OJ000209_17 . 0419.C25 .ol .np Method AAT/NAP 

Start 787 End 2700 

GI 3157932 Score 753 

Exons 787. .1100, 1439. .1585, 2112. .2290, 2569.. 2700 

GI Descrip. (AC002131) Similar to hypothetical protein HYP1 gb|Z97338 from 
A. thaliana. [Arabidopsis thaliana] 



52319 



Seq. No. 50852 Seq. ID OJ000209_17 . 04 19 . C25 

Gene No. 107828 Strand 

Start 71 End 137 

Name OJ000209_17 . 0419 . C25 . ol . gp Method AAT/GAP 

Start 71 End 137 

GI LIB3431-004-P1-K1-G12 Score 75 

Exons 71.. 137 

GI Descrip. ' 4680203/gb | AAD27566 . 1 | AF114171J7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghuin bicolor] 1 

Seq. No. 50852 Seq. ID OJ000209_17 . 04 19 . C25 

Gene No. 107829 Strand 

Start 738 End 2690 

Name OJ000209_17 . 0419 . C25 . ol . tm Method TBLASTX: Maize 

Start 738 End 2618 

GI none Score 91 

Exons 738. .1100, 762. .935, 772. .1101, 1440. .1586, 1442. .1585, 

1445. .1588, 1446. .1595, 2125. .2265, 2125. .2259, 2138. .2260, 

2559. .2618, 2571. .2618 

Seq. No. 50852 Seq. ID OJ000209_17 . 04 19 . C25 

Gene No. 107829 Strand 

[3 Start 738 End 2690 

Name OJ000209_17 . 0419 . C25 . ol . tc Method TBLASTX : Cress 

l~ Start 786 End 1529 

GI none Score 367 

fU Exons 786. .1100, 787. .1101, 823. .1104, 848. .1105, 1440. .1529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50852 

107829 

738 



Seq. ID OJ000209_17.0419.C25 
Strand 

End 2690 



OJ000209_17 . 04 19 . C25 . ol . t s Method TBLASTX : Soybean 



786 
none 

786. .1088, 787. .1095 



End 
Score 



1095 
349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50852 

107829 

738 



Seq. ID OJ000209_17.0419.C25 
Strand 

End 2690 



OJ000209 17.0419.C25.o2.tc Method TBLASTX :Cress 



1536 
none 



End 
Score 



2265 
67 



1536. .1586, 2122. .2259, 2124. .2264, 2125.. 2265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50852 

107829 

738 



Seq. ID OJ000209_17.0419.C25 
Strand 

End 2690 



OJ000209_17 .0419. C25 . o2 . ts Method TBLASTX : Soybean 



2124 
none 



End 
Score 



2690 
187 



2124.. 2264, 2125.. 2265, 2165.. 2281, 2559.. 2690, 2564.. 2671, 
2565. .2678 



Seq. No. 
Gene No. 
Start 



50853 

107830 

1 



Seq. ID OJ000209_17.0419.C26 
Strand + 
End 4 632 



52320 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000209_17.0419.C26.ol.np Method AAT/NAP 

1 End 4 34 8 

4982479 Score 1677 

1..42, 458. .577, 690. .774, 1239. .1575, 1726. .1971, 2852. .3176, 
3780. .4013, 4094. .4348 

(AF069441) predicted protein of unknown function [Arabidopsis 
thaliana] 



50853 

107830 

1 

OJ000209_17.0419.C26.ol.gs 

458 

none 



Seq. ID OJ000209_17.0419.C26 

Strand + 

End 4632 

Method GENSCAN 

End 4348 

Score .87 



458. .577, 690. .770, 1235. .1575, 1726. .1971, 2852. .3176, 
3780.. 4013, 4094. .4348 



Seq. No. 
Gene No. 
Start 
Name 
Start 

C3 gi 

Exons 
?s GI Descrip. 

r LJ 

O Seq. No. 

Ly Gene No. 

-A Start 

sfs Name 

= y Start 

El Exons 

'--■d GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000209_17.0419.C26 

Strand + 

End 4 632 

Method AAT/GAP 

End 1916 

Score 1046 



50853 
107830 
1 

OJ000209_17.0419.C26.o2.gp 
1232 

uC-osrocyp015d03bl 
1232.. 1575, 1726.. 1916 

'3924615 6.0e-71 (AF069442) hypothetical protein [Arabidopsis 
thaliana] 1 



50853 
107830 
1 

OJ000209_17.0419.C26.o3.gp 
3866 

50839_1.R1084 
3866. .4013, 4094. .4632 

, 4982479/gb|AAD36947.1|AF069441_7 2.0e-21 (AF069441) predicted 
protein of unknown function [Arabidopsis thaliana] 1 



Seq. ID OJ000209_17.0419.C26 

Strand + 

End 4 632 

Method AAT/GAP 

End 4 632 

Score 1275 



50853 

107831 

6527 

OJ000209_17.0419.C26.ol.tm 

497 

none 



Seq. ID OJ000209_17.0419.C26 
Strand 

End 84 92 

Method T BLAST X : Mai ze 

End 4345 

Score 118 



497. .577, 538. .576, 669. .755, 687. .770, 689. .772, 1232. .1573, 
1234. .1566, 1334. .1573, 1715. .1972, 1728. .1970, 1732. .1971, 
2851. .3180, 2852. .3181, 2853. .3179, 3777. .4013, 3777. .4007, 
4081. .4341, 4088. .4345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50853 

107831 

6527 

OJ000209_17.0419.C26.o2.tc 

693 

none 



Seq. ID OJ000209_17.0419.C26 
Strand 

End 84 92 

Method TBLASTX : Cress 

End 1606 

Score 71 



693. .791, 1235. .1606, 1276. .1560 



Seq. No. 



50853 



Seq. ID OJ000209_17.0419.C26 



52321 




uCilC Vi\J • 


107831 












Start 


6527 








End 


8492 


Name 


. OJ000209 17 


.0419 


.C26.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


699 








End 


1768 


GI 


none 








Score 


71 


Exons 


699.. 776, 1237.. 


1566, 1244.. 


1570, 1733 


. .1768 


Seq. No. 


50853 

\j \j *J 








Seq. ID 


OJ000209_17.0419.C26 




107831 








1_ X CL1 1U 




Start 


6527 








End 


8492 


Name 


OJ000209 17 


.0419 


.C26.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1261 








End 


1531 


GI 


none 








Score 


205 


Exons 


1261 1422 


1268 


1531 








Seq. No. 


50853 








Seq. ID 


OJ000209_17.0419.C26 


VjCHC lnu • 


107831 








Strand 




Start 


6527 








End 


8492 


Name 


OJ000209 17 


0419 


. C26 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


1762 








End 


2914 


GI 


none 








Score 


282 


Exons 


1762 1968 


1763 


1972, 


1763 


..1978, 2850. .2912, 2852. .2914 


Seq. No. 


50853 








Seq. ID 


OJ000209_17.0419.C26 


Gene No. 


107831 








Strand 




Start 


6527 








End 


8492 




OJ000209 17 


.0419 


C26 ol 


ts 


Method 


TBLASTX : Soybean 


Start 


1769 








End 


4329 


GI 


none 








Score 


248 


Exons 


1769 1972 


1771 


. .1971, 


2816 


..2968, 2851. .3168, 2853. .3179, 




2877 3176 


3777 


3857 , 


^77Q 


..4015, 37( 


38. .3904, 3957. .4013, 




4088 4276 


4090 


4 1 8 S 


*± X U J 


..4219, 4238. .4309, 4255. .4329 


Seq. No. 


50853 
\j \j «j -j 








Seq. ID 


OJ000209_17.0419.C26 




107831 








Strand 




Start 










End 


8492 


Name 


OJ000209 17 


.0419 


.C26.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2861 








End 


3857 


GI 


none 








Score 


422 


Exons 


2861 2971 


2862 


• • j x / y , 




..3176, 3777. .3857 


Seq. No. 


50853 








Seq. ID 


OJ000209_17.0419.C26 


Gene No. 


107831 








Strand 




Cfarf 


6527 








End 


8492 


Name 


OJ000209 17 


.0419 


.C26.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3858 








End 


4341 


GI 


none 








Score 


76 


Exons 


3858. .4016, 


3957 


. .4013, 


4088 


..4192, 4091. .4192, 4238. .4327, 




4252. .4341 












Seq. No. 


50853 








Seq. ID 


OJ000209_17.0419.C26 


Gene No. 


107831 








Strand 




Start 


6527 








End 


8492 


Name 


OJ000209 17 


.0419 


.C26.o4. 


gp 


Method 


AAT/GAP 


Start 


6527 






End 


8139 


GI 


66306 1.R1084 






Score 


1529 


Exons 


6527. .7002, 


7414 


. .7468, 


7561 


..7638, 7720. .7811, 7894. .7917, 



52322 



8009. .8139 

GI Descrip. '2739383 2.0e-25 (AC002505) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000209 17.0419.C26 



Seq. No. 50853 
Gene No. 107831 
Start 6527 

Name OJ000209_17 . 0419 . C26 . o2 . tm 

Start 6865 
GI none 

Exons 686S..6948, 6874.. 6915, 6878 

6957. .7025, 7410. .7469, 7411 
7559. .7639, 7719. .7796, 7719. .7811, 7721. .7819, 7870 
7893.-7922, 7893. .7919, 8006. .8056, 8007. .8108, 8008 



8492 

TBLASTX: Maize 
8108 
61 

6949, 6882.. 6950, 6944, 
7464, 7415. .7468, 7558. 



.7000, 
,7638, 
,7920, 
,8106 



Seq. No. 50853 

Gene No. 107831 

Start 6527 

Name OJ000209_17 . 0419.C26.o3.gs 

Start 6878 

GI none 

Exons 6878.. 7002, 7100.. 7190, 7561, 
8009. .8127 



Seq. ID OJ000209_17.0419.C26 
Strand 

End 8492 

Method GENSCAN 

End 8127 

Score . 63 

.7638, 7720. .7832, 7894. .7917, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7561. .7638, 



OJ000209 17.0419.C26 



Seq. No. 50853 
Gene No. 107831 
Start 6527 

Name OJ000209_17 . 0419 . C26 . o2 . np 

Start 6923 
GI 7487887 

Exons 6923.. 7002, 7414.. 7468, 7561.. 7638, 7720.. 7817, 8009.. 8125, 

8444. .8492 

GI Descrip. hypothetical protein T9J22.26 - Arabidopsis thaliana 
gi|2739383|gb|AAC14506.1| (AC002505) unknown protein 
[Arabidopsis thaliana] 



8492 
AAT/NAP 
8492 
276 
7720. .7817, 



50853 
107831 
6527 

OJ000209 17.0419.C26.o4.tc 



6944 
none 

6944. .7000., 
7559. .7639, 
8067. .8129 



6957. 
7732, 



,7001, 
,7797, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7410. .7469, 
7733. .7813, 



OJ000209 17.0419.C26 



8492 

TBLASTX: Cress 
8129 
61 

7415. .7468, 7558. .7641, 
8025. .8081, 8032. .8082, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



50854 

107832 

1 

OJ000209_17.0419.C27.o2.np 
1 

6686407 



Seq. ID OJ000209_17.0419.C27 



Strand 
End 

Method 

End 

Score 



+ 

4557 
AAT/NAP 
4483 
265 



1..37, 2996. .3063, 3157. .3231, 4206. .4258, 4396. .4483 
(AC007234) F1E22.8 [Arabidopsis thaliana] 



50854 
107832 



Seq. ID OJ000209_17.0419.C27 
Strand + 



52323 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000209_17.0419.C27.o2.gp 
2787 

19693_1.R1084 
2787.. 2917, 3023.. 3063, 
' 4309884/gb | AAD15542 | 3 



End 

Method 

End 

Score 



4557 
AAT/GAP 
4557 
826 



3157. .3231, 4206. .4258, 4396. .4557 
Oe-30 (AC006389) similar to 
Schizosaccharomyces pombe splicing factor; similar to 
PID: 3395591 [Homo sapiens] >gi_5919157_gb_AAD56232 . 1_AF1822 94_ 
(AF182294) U6 snRNA-associated Sm-like protein LSm8 [Homo 
sapiens] 1 



50854 

107833 

1 

OJ000209_17.0419.C27.ol.gp 
1 

30898 1.R1084 



Seq. ID OJ000209_17.0419.C27 
Strand 

End 2592 

Method AAT/GAP 

End 2592 

Score 826 



1..62, 156. .230, 324. .362, 550. .609, 746. .838, 1622. .1678, 
2506. .2592 

'2739383 2.0e-47 (AC002505) unknown protein [Arabidopsis 
thaliana] ' 



50854 

107833 

1 

OJ000209_17.0419.C27.ol.np 
1 

7487887 



Seq. ID OJ000209_17.0419.C27 
Strand 

End - 2592 
Method AAT/NAP 
End 871 
Score 302 



1..62, 156. .230, 324. .362, 550. .609, 746. .871 
hypothetical protein T9J22.26 - Arabidopsis thaliana 
gi|2739383|gb|AAC14506.1| (AC002505) unknown protein 
[Arabidopsis thaliana] 



50854 

107834 

4839 

OJ000209_17 . 04 19 . C27 . o2 . tm 
2 

none 



Seq. ID OJ000209_17.0419.C27 
Strand 
End 

Method 
End 
Score 



5460 

TBLASTX: Maize 

842 

73 



2. .67, 3. .80, 3. .74, 154. .231, 156. .239, 156. .233, 321. .362, 
322. .363, 553. .609, 559. .609, 746. .841, 747. .839, 759. .842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



50854 Seq. ID OJ000209_17 . 04 19 . C27 

107834 Strand 

4839 End 5460 

OJ000209_17 .0419. C27 . o3 . np Method AAT/NAP 

4839 End 5349 

2129798 Score 182 

4839. .5349 

pathogenesis-related protein la homolog precursor - rape 
gi 1722274 | gb | AAB01666 . 1 1 (U21849) PR-la [Brassica napus] 
gi|1575758|gb|AAB09587.1| (U70666) pathogenesis-related protein 
PR1 [Brassica napus] 



50854 

107834 

4839 



Seq. ID 

Strand 

End 



OJ000209 17.0419.C27 



5460 



52324 



Name 

Start 

GI 

Exons 



OJ000209_17 .0419. C27 . ol . tm Method TBLASTX : Maize 
4872 End 5311 

none Score .214 

4872. .5120, 4876. .5076, 5121. .5300, 5125. .5298, 5159. .5311, 
5160. .5300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50854 

107834 

4839 

OJ000209_17.0419.C27.ol.ts 

4875 

none 



50854 

107834 

4839 

OJ000209_17.0419.C27.ol.tw 

4875 

none 



Seq. ID OJ000209_17.0419.C27 
Strand 

End 54 60 

Method TBLASTX : Soybean 

End 5258 

Score 112 



4875. .4976, 4977. .5060, 5115. .5258 



Seq. ID OJ000209_17.0419.C27 
Strand 

End 5460 

Method TBLASTX : Wheat 

End 52 62 

Score 63 



4875. .4904, 4908. .4973, 4989. .5081, 5067. .5258, 5137. .5262 



Seq. ID OJ000209_17.0419.C27 
Strand 

End 54 60 

Method AAT/GAP 

End 54 60 

Score 846 



50854 
107834 
4839 

OJ000209_17.0419.C27.o3.gp 
5028 

29509_1.R1084 
5028. .5460 

, 3702665/emb|CAA07474| 3.0e-10 (AJ007349) pathogenisis-related 
protein 1.2 [Triticum aestivum] 1 





Seq. No. 


50855 




Seq. ID 


OJ000209_17.0419.C28 




Gene No. 


107835 




Strand 


+ 




Start 


340 




End 


1513 




Name 


OJ000209 17.0419.C28.ol 


.gs 


Method 


GEN SCAN 




Start 


340 




End 


1513 




GI 


none 




Score 


.73 




Exons 


340. .430, 1425. .1513 








? I= - 


Seq. No. 


50856 




Seq. ID 


OJ000209_17.0419.C31 




Gene No. 


107836 




Strand 






Start . 


1 




End 


224 




Name 


OJ000209 17.0419.C31.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


224 




GI 


2799258 




Score 


420 




Exons 


1. .224 










Seq. No. 


50856 




Seq. ID 


OJ000209_17.0419.C31 




Gene No. 


107837 




Strand 






Start 


232 




End 


781 




Name 


OJ000209 17.0419.C31.o2 


.gp 


Method 


AAT/GAP 




Start 


232 




End 


781 




GI 


15824 1.R1084 




Score 


1060 




Exons 


232. .781 










GI Descrip. 


'4432841/gb|AAD20690| 7 


.0e-17 


(AC0062E 


13) hypothetical protein 






[Arabidopsis thaliana] ' 









52325 




Seq. No. 


50856 






Seq. ID 


OJ000209_17. 


0419. C31 


Gene No. 


107837 






Strand 






Start 


232 






End 


781 




Name 


OJ000209 


17.0419.C31.ol 


. as 


Method 


GENSCAN 




Start 


237 






End 


721 




GI 


none 






Score 


.97 




Exons 


237. .721 












Seq. No. 


50857 






Seq. ID 


OJ000209_17. 


0419. C32 


Gene No. 


107838 






Strand 






Start 


227 






End 


1470 




Name 


OJ000209 


17.0419.C32.ol 


. gs 


Method 


GENSCAN 




Start 


227 






End 


1470 




GI 


none 






Score 


.84 




Exons 


227. .253, 


418. .529, 647 


. .729, 


851. .973, 


1074. .1239, 


1315. .1470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50857 Seq. ID 

107838 Strand 

227 End 

OJ000209_17 . 0419 . C32 . ol . np Method 

412 End 

6634768 Score 



OJ000209_17.0419.C32 

1470 
AAT/NAP 
1420 
632 



412. .559, 647. .729, 851. .982, 1074. .1239, 1315. .1420 
(AC009917) Contains similarity to gb|D21822 ORF from Lilium 
longiflorum. ESTs gb|T03978, gb|R89954, gb|AI995107, gb|T20998, 
gb|R65384 come from this gene. [Arabidopsis thaliana] 



Seq. No. 50857 

Gene No. 107838 

Start 227 

Name OJ000209_17 .0419. C32 . o2 . ts 

Start 415 

GI none 

Exons 415. .462, 417. .455, 459.-542, 
647. .736, 852. .974, 866... 976 



Seq. ID OJ000209_17.0419.C32 
Strand 
End 

Method 
End 
Score 
465. .542, 



1470 

TBLASTX : Soybean 

976 

48 

541. .564, 646. .735, 



Seq. No. 50857 

Gene No. 107838 

Start 227 

Name OJ000209_17 . 0419 . C32 . ol . tc 

Start 421 

GI none 

Exons 421. .564, 422. .463, 426. .542, 



Seq. ID OJ000209_17.0419.C32 
Strand 
End 

Method 
End 
Score 

661. .735, 662. .736, 849. .974, 



1470 

TBLASTX: Cress 

1422 

59 

662. .736, 849. 



849. . 
1314. 



947, 875. 
.1421 



,979, 1089. .1238, 1099. .1251, 1312. .1422, 



Seq. No. 50857 

Gene No. 107838 

Start 227 

Name OJ000209_17 . 0419 . C32 . ol 

Start 456 

GI uC-osflcyp089c01bl 

Exons 456.. 559, 647.. 729, 851 



GI Descrip. 1 443284 1/gb | AAD20690 | 5 
[Arabidopsis thaliana] ' 



Seq. ID OJ000209_17.0419.C32 
Strand 

End 1470 
.gp Method AAT/GAP 

End 1213 

Score 825 
..973, 1074. .1213 

.Oe-37 (AC006283) hypothetical protein 



52326 



Seq. No. 50857 

Gene No. 107838 

Start 227 

Name OJ000209_17 . 0419 . C32 . ol . tm 

Start 508 

GI none 
Exons 



Seq. ID OJ000209__17.0419.C32 
Strand 

End 1470 

Method TBLASTX : Mai ze 

End 1407 

Score 54 



508. .579, 541. .564, 645.-734, 646. .735, 647. .736, 849. .974, 
866. .973, 1017. .1232, 1077. .1238, 1078. .1257, 1087. .1248, 
1139. .1273, 1311. .1403, 1312. .1407, 1314. .1406 



Seq. No. 50857 

Gene No. 107838 

Start 227 

Name OJ000209_17 . 0419.C32 . ol . ts 

Start 1122 

GI none 
Exons 



Seq. ID OJ000209_17.0419.C32 
Strand 

End 1470 

Method TBLASTX: Soybean 

End 1421 

Score 75 



1122. .1142, 1144. .1239, 1146. .1238, 1314. .1421 



Seq. No. 50858 

Gene No. 107839 

Start 1 

Name OJ000229_10 . 04 19. CI . ol . gp 

Start 1 

GI none 

Exons 1..170, 387.. 407 



Seq. ID OJ000229_10. 0419. CI 

Strand + 

End 4 07 

Method AAT/GAP 

End 407 

Score 299 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50859 

107840 

366 

OJ000229_10.0419.C3.o3.tw 

182 

none 

182. .217, 314. .526, 340. .543 



Seq. ID OJ000229__10.0419.C3 
Strand 

End 1619 

Method TBLASTX : Wheat 

End 54 3 

Score 104 



50859 
107840 
366 

OJ000229__10.0419.C3.ol.np 
366 

7444417 
366. .1619 

hypothetical protein M4I22.20 - Arabidopsis thaliana 
gi|3269282|emb|CAA19715.1| (AL030978) putative protein 
[Arabidopsis thaliana] gi | 7269574 | emb | CAB79576. 1 | (AL161566) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000229__10.0419.C3 
Strand 

End 1619 

Method AAT/NAP 

End 1619 

Score 999 



50859 

107840 

366 

OJ000229_10.0419.C3.o2.tm 

406 

none 

406. .711, 407. .643, 415. .702 

50859 

107840 

366 



Seq. ID OJ000229__10. 0419.C3 
Strand 

End 1619 

Method TBLASTX : Maize 

End 711 

Score 88 



Seq. ID OJ000229_10.0419.C3 
Strand 

End 1619 



52327 




Name 


OJ000229 10.0419.C3.ol. ts 


Method 


T BLAST X : Soybean 




Start 


409 


End 


1003 




GI 


none 


Score 


179 




Exons 


409. .822, 410. .811, 935. .1003 








Seq. No. 


50859 


Seq. ID 


OJ000229_10.0419. 


C3 


Gene No. 


107840 


Strand 






Start 


366 


End 


1619 




Name 


OJ000229 10.0419.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


712 


End 


1169 




GI 


none 


Score 


155 




Exons 


712. .939, 713. .940, 929. .1168 


, 933. .1169 




Seq. No. 


50859 


Seq. ID 


OJ000229_10.0419. 


C3 


Gene No. 


107840 


Strand 






Start 


366 


End 


1619 




Name 


OJ000229 10.0419.C3.ol.tw 


Method 


TBLASTX : Wheat 




Start 


769 


End 


1198 




GI 


none 


Score 


91 




Exons 


769. .939, 770. .928, 929. .1027 


, 948.. 1025, 1037.. 1198, 1038 


Seq. No. 


50859 


Seq. ID 


OJ00022 9_10 .0419. 


C3 


Gene No. 


107840 


Strand 






Start 


366 


End 


1619 




Name 


OJ000229 10.0419.C3.o2.ts 


Method 


TBLASTX : Soybean 




Start 


850 


End 


1222 




GI 


none 


Score 


83 




Exons 


850. .933, 1004. .1222, 1005. .1220 






Seq. No. 


50859 


Seq. ID 


OJ000229_10 . 0419. 


C3 


Gene No. 


107840 


Strand 






Start 


366 


End 


1619 




Name 


OJ000229 10.0419.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


1028 


End 


1321 




GI 


none 


Score 


201 




Exons 


1028. .1321 








Seq. No. 


50859 


Seq. ID 


OJ000229_10.0419. 


C3 


Gene No. 


107840 


Strand 






Start 


366 


End 


1619 




Name 


OJ000229 10.0419.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


1175 


End 


1354 




GI 


none 


Score 


63 




Exons 


1175. .1354, 1179. .1277 








Seq. No. 


50859 


Seq. ID 


OJ000229_10.0419. 


C3 


Gene No. 


107840 


Strand 






Start 


366 


End 


1619 




Name 


OJ000229 10.0419.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1199 


End 


1605 




GI 


none 


Score 


109 




Exons 


1199. .1381, 1391. .1558, 1399. 


.1605 






Seq. No. 


50859 


Seq. ID 


OJ000229_10.0419. 


C3 


Gene No. 


107840 


Strand 






Start 


366 


End 


1619 




Name 


OJ000229 10.0419.C3.o3.ts 


Method 


TBLASTX: Soybean 





52328 




Start 


1277 


End 


1602 




GI 


none 


Score 


91 




Exons 


1277.. 1399, 1408.. 1455, 1489. .1602 






Seq. No. 


DUO D _? 




OJ000229_10.0419. 


C3 


Gene No . 


1U / O *i U 


jli ana 






Start 


ODD 




1619 




Name 




Mai* V*i /-\ /H 


TBLASTX: Maize 




Start 






1602 




GI 


none 


Score 


153 




Exons 


1369.. 1602, 1370.. 1585 








Seq. • No. 


50860 


Seq. ID 


OJ000229_10.0419. 


C4 


Gene No. 


107841 


Strand 


+ 




Otdlt 


3453 


End 


11712 




Name 


OJ000229 10.0419.C4.o2.gs 


Method 


GENSCAN 




Start 


3453 


End 


11712 




GI 


none 


Score 


.46 




Exons 


3453. .3713, 4617. .4666, 4877. .4954, 6906. .7005, 7784. .7939, 




9797. .10105, 11185. .11712 








Seq. No. 


50860 


Seq. ID 


OJ000229_10.0419. 


C4 


Gene No. 


107841 


Strand 


+ 




o tart. 


3453 


End 


11712 




Name 


OJ000229 10.0419.C4.o3.np 


Method 


AAT/NAP 




Start 


3486 


End 


5160 




GI 


5902368 


Score 


115 




Exons 


3486. .3713, 4749. .5160 








GI Descrip. 


(AC009322) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


50860 


Seq. ID 


OJ000229_10.0419. 


C4 


Gene No. 


107841 


Strand 


+ 






3453 


End 


11712 




Name 


OJ000229 10.0419.C4.o5.np 


Method 


AAT/NAP 




Start 


9145 


End 


11601 




GI 


3786008 


Score 


140 




Exons 


9145. .9207, 9917. .10105, 11185 .. 11336, 


11394. .11601 




GI Descrip. 


(AC0054 99) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


50860 


Seq. ID 


OJ000229_10.0419. 


C4 


Gene No. 


107842 


Strand 






Start 


1 


End 


3229 




Name 


OJ000229 10.0419.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2544 




GI 


3779021 


Score - 


827 




Exons 


1.-1446, 1539. .1798, 1861.. 


2544 






GI Descrip. 


(AC005171) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


50860 


Seq. ID 


OJ000229_10.0419. 


C4 


Gene No. 


107842 


Strand 






Start 


1 


End 


3229 




Name 


OJ000229 10.0419.C4.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2325 




GI 


3779021 


Score 


827 




Exons 


1..1446, 1539. .1798, 1861.. 


2325 







GI Descrip. (AC005171) putative retroelement pol polyprotein [Arabidopsis 

52329 



thaliana] 



Seq. No. 


50860 




Seq. ID 


Gene No. 


107842 




Strand 


Start 


1 




End 


Name 


OJ000229 10. 0419. C4 


. ol . gs 


Method 


Start 


26 




End 


GI 


none 




Score 


Exons 


26. .544, 907. .1041, 


1109. .1588, 1607.. 




2483. .2646, 3199. .3229 




Seq. No. 


50860 




Seq. ID 


Gene No. 


107843 




Strand 


Start 


5882 




End 


Name 


OJ000229 10. 0419. C4 


. o 1 . gp 


Method 


Start 


5882 




End 


GI 


none 




Score 


Exons 


5882. .6336 






Seq. No. 


50860 




Seq. ID 


Gene No. 


107844 




Strand 


Start 


7669 




End 


Name 


OJ000229 10. 0419. C4 


.ol. tc 


Method 


Start 


152 




End 


GI 


none 




Score 


Exons 


152. ,589, 15 6.. 2 93 






Seq. No. 


50860 




Seq. ID 


Gene No. 


107844 




Strand 


Start 


7669 




End 


Name 


OJ000229 10. 0419. C4 


. ol . tw 


Method 


Start 


152 




End 


GI 


none 




Score 


Exons 


152. .502, 153. .461 






Seq. No. 


50860 




Seq. ID 


Gene No. 


107844 




Strand 


Start 


7669 




End 


Name 


OJ000229 10. 0419. C4 


. ol . ts 


Method 


Start 


167 




End 


GI 


none 




Score 


Exons 


167. .628 






Seq. No. 


50860 




Seq. ID 


Gene No. 


107844 




Strand 


Start 


7669 




End 


Name 


OJ000229 10. 0419. C4 


. ol . tm 


Method 


Start 


177 




End 


GI 


none 




Score 


Exons 


177. .575, 179. .556, 


399. .557, 


533. .634 


Seq. No. 


50860 




Seq. ID 


Gene No. 


107844 




Strand 


Start 


7669 




End 


Name 


OJ000229 10. 0419. C4 


. o5.tm 


Method 


Start 


636 




End 


GI 


none 




Score 



OJ000229_10.0419.C4 

3229 
GEN SCAN 
3229 
.54 

1852, 1912.. 2292, 



OJ000229_10.0419.C4 

6336 
AAT/GAP 
6336 
884 



OJ000229_10.0419.C4 
11273 

TBLASTX: Cress 

589 

68 



OJ000229_10.0419.C4 
11273 

TBLASTX: Wheat 

502 

153 



OJ000229_10.0419.C4 
•11273 

TBLASTX: Soybean 

628 

260 



OJ000229_10.0419.C4 
11273 

TBLASTX: Maize 

634 

173 



OJ000229_10.0419.C4 
11273 

TBLASTX: Maize 

919 

38 



52330 



Exons 636.. 677, 752.. 919, 759.. 914 



Seq. No. 50860 Seq. ID 

Gene No. 107844 Strand 

Start 7669 End 

Name OJ000229_10 . 04 19 . C4 . o2 . tc Method 

Start 731 End 

GI none Score 

Exons 731.. 814, 818.. 1027 



OJ000229_10.0419.C4 
11273 

TBLASTX: Cress 

1027 

203 



'sJ 



Seq. No. 


50860 




Seq. ID 


OJ000229_JL0.0419 


.C4 


Gene No. 


107844 




Strand 






Start 


7669 




End 


11273 




Name 


OJ000229 10 


.0419.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


824 




End 


1273 




GI 


none 




Score 


78 




Exons 


824. .937, 834. .917, 986. .1081 


, 1088. .1228, 1088. .1273 




Seq. No. 


50860 




Seq. ID 


OJ000229JL0.0419 


.C4 


Gene No. 


107844 




Strand 






Start 


7669 




End 


11273 




Name 


OJ000229 10 


.0419.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


920 




End 


1249 




GI 


none 




Score 


54 




Exons 


920. .1030, 


966. .1010, 1067. .1246, 1067 


. .1249 




Seq. No. 


50860 




Seq. ID 


OJ000229_10.0419 


.C4 


Gene No . 


107844 




Strand 






Start 


7669 




End 


11273 




Name 


OJ000229 10 


.0419.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


1927 




End 


2430 




GI 


none 




Score 


95 




Exons 


1927. .2238, 


2015. .2227, 2347. 


.2430 






Seq. No. 


50860 




Seq. ID 


OJ000229_10.0419 


.C4 


Gene No. 


107844 




Strand 






Start 


7669 




End 


11273 




Name 


OJ000229 10 


.0419.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


3530 




End 


11273 




GI 


none 




Score 


275 




Exons 


3530. .3715, 


3531.. 3716, 4723. 


.4761, 4755. .4784, 9906. .9950 




9907. .9966, 


9914.. 10108, 9916 


. .10107, 


10039. .10161, 






10041. .10115, 11167. .11244, 11172. .11273 




Seq. No. 


50860 




Seq. ID 


OJ000229_10.0419 


.C4 


Gene No. 


107844 




Strand 






Start 


7669 




End 


11273 




Name 


OJ000229 10 


.0419.C4.o4.np 


Method 


AAT/NAP 




Start 


7669 


End 


9141 




GI 


4503719 




Score 


222 




Exons 


7669. .7777, 


7865. .7951, 8182. 


.8328, 9040. .9141 





GI Descrip. fragile histidine triad gene gi | 17067 94 | sp | P4 978 9 | FHIT_HUMAN 
BIS ( 5 ' -ADENOSYL) -TRIPHOSPHATASE ( DIADENOSINE 
5', 5' 1 f -Pl,P3-TRIPHOSPHATE HYDROLASE) 

(DINUCLEOSIDETRIPHOSPHATASE) (AP3A HYDROLASE) (AP3AASE) {FRAGILE 
HISTIDINE TRIAD PROTEIN) gi | 3114520 | pdb | 4FIT | Fhit-Apo 
gi|3114524|pdb| 6FITI Fhit-Transition State Analog 



52331 



gi 13318895 Ipdbl 1FHI I Substrate Analog (Ib2) Complex W 



til 
Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5086.0 Seq. ID OJ000229_10 . 04 19 . C4 

107844 Strand 

7669 End 11273 

OJ00022 9_10 . 04 1 9 . C4 . o2 . gp Method AAT/GAP 

8610 End 9207 

uC-osflM202097dl0bl Score 918 

8610.. 8922, 9042.. 9207 

' 4062935/dbj | AB003495.il AB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds' 

50861 Seq. ID OJ000229_10 . 04 19 . C5 

107845 Strand 

1336 End 3625 

OJ00022 9_10 . 04 1 9 . C5 . ol . gp Method AAT/GAP 

1199 End 2063 

75776JL.R1084 Score 877 

1199. .1452, 1544. .1642, 1928. .2063 

•4503719/ref I NP_002003 . 1 | pFHIT | 1.0e-23 fragile histidine triad 

gene >gi_17067 94_sp_P4 9789_FHIT_HUMAN 

BIS (5' ' -ADENOSYL) -TRIPHOSPHATASE (DIADENOSINE 

511,511m »_ P1/ P3-TRIPHOSPHATE HYDROLASE) 

( DINUCLEOS I DETRI PHOSPHATASE ) (AP3A HYDROLASE) (AP3AASE) (FRAGILE 
HISTIDINE TRIAD PROTEIN) >gi_3114520_pdb_4FIT_ Fhit-Apo 
>gi_3114524_pdb_.6FIT_ Fhit-Transition State Analog 
>gi_3318895j?db_lFHI_ Subst ' 



50861 

107845 

1336 

OJ000229_10.0419.C5.ol.gs 

1336 

none 



Seq. ID OJ000229_10.0419.C5 



Strand 
End 

Method 

End 

Score 



3625 
GENSCAN 
3625 
.76 



1336. .1452, 1544. .1651, 1928. .2053, 2488. .2653, 3292. .3625 



50861 
107845 
1336 

OJ000229_10.0419.C5.ol.tm 
1336 
none 

1336. .1452, 1336. .1452, 1344 
1541. .1648, 1545. .1643, 1926 
3272.. 3379, 3312.. 3383, 3314 

50861 

107845 

1336 

OJ000229_10.0419.C5.ol.ts 

1338 

none 

1338. .1463, 1351. .1443, 1545. 
1928.. 2074, 1932.. 2072 



Seq. ID OJ000229_10.0419.C5 
Strand 
' End 3625 
Method TBLASTX : Maize 
End 3402 
Score 117 
..1454, 1347. .1454, 1537. .1644, 
..2072, 1928. .2074, 1932. .2072, 
..3397, 3315. .3401, 3316. .3402 



OJ000229_10.0419.C5 
3625 

TBLASTX: Soybean 

2074 

49 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1643, 1547. .1648, 1919. .2056, 



Seq. No. 
Gene No. 



50861 
107845 



Seq. ID 
Strand 



OJ000229 10. 0419. C5 



52332 



Start 
Name 
Start. 
GI 

Exons 

GI Descrip. 



1336 End 

OJ000229JL0 . 0419 . C5 . ol . np Method 

1339 End 

4503719 Score 



3625 
AAT/NAP 
2169 
233 



1339. .1435, 1548. .1642, 1928. .2169 

fragile histidine triad gene gi | 1706794 | sp | P4 9789 | FHIT_HUMAN 
BIS (5 1 -ADENOSYL) -TRIPHOSPHATASE (DIADENOSINE 
5' ,5' 1 '-Pl,P3-TRIPHOSPHATE HYDROLASE) 

(DINUCLEOSIDETRIPHOSPHATASE) (AP3A HYDROLASE) (AP3AASE) (FRAGILE 
HISTIDINE TRIAD PROTEIN) gi | 3114520 I pdb I 4 FIT | Fhit-Apo 
gi I 3114524 | pdb I 6FITI Fhit-Transition State Analog 
gi|3318895|pdb|lFHI| Substrate Analog (Ib2) Complex W 





Seq. No. 


50861 




Seq. ID 


OJ000229_10.0419.C5 




Gene No. 


107845 




Strand 






Start 


' 1336 




End 


3625 




Name 


OJ000229 10 


.0419.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


1342 




End 


3391 




GI 


none 




Score 


59 




Exons 


1342. .1440, 


1342. .1452, 1541. 


.1648, 1545. .1643, 1919. .2047, 






1928. .2074, 


1932.. 2072, 1932. 


.2078, 3266.. 3379, 3314.. 3391, 






3315. .3380 










Seq. No. 


50862 




Seq. ID 


OJ000229_10.0419.C6 




Gene No. 


107846 




Strand 


+ 


i s 


Start 


3850 




End 


5729 


Us 


Name 


OJ000229 10 


.0419.C6.ol.np 


Method 


AAT/NAP 


f y 


Start 


3850 




End 


5729 


~ ~~ 


GI 


7523502 




Score 


178 


L J 


Exons 


3850. .3943, 


4235.. 4365, 5694. 


.5729 




i 


(~1 T Hd C f T* 1 T\ 

ol LfcoLIip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 


r 1 1 


Seq. No. 


50862 




Seq. ID 


OJ000229_10.0419.C6 


= 


Gene No. 


107847 




Strand 


+ 


f ^ 


Start 


8394 




End 


10455 




Name 


OJ000229 10 


.0419.C6.ol.gp 


Method 


AAT/GAP 




Start 


8312 


End 


8823 




GI 


uC-osflcyp08 9c04bl 


Score 


965 




Exons 


8312. .8823 








f 1 


GI Descrip. 


'3786008 9. 


Oe-19 (AC005499) unknown protein [Arabidopsis 






thaliana] ' 










Seq. No. 


50862 




Seq. ID 


OJ000229_10.0419.C6 




Gene No. 


107847 




Strand 


+ 




Start 


8394 




End 


10455 




Name 


OJ000229 10 


.0419.C6.o2.gs 


Method 


GENSCAN 




Start 


8394 


End 


10455 




GI 


none 




Score 


.84 




Exons 


8394. .9058, 


9519.. 9598, 10310 


. .10455 






Seq. No. 


50862 




Seq. ID 


OJ000229_10.0419.C6 




Gene No. 


107847 




Strand 


+ 




Start 


8394 




End 


10455 




Name 


OJ000229 10 


.0419.C6.o2.np 


Method 


AAT/NAP 




Start 


8424 


End 


9026 




GI 


3786008 




Score 


282 




Exons 


8424. .8795, 


8835. .9026 







52333 



GI Descrip. (AC0054 99) unknown protein [Arabidopsis thaliana] 



Seq. No. 50862 

Gene No. 107848 

Start 12437 

Name OJ000229_10 . 04 19 . C6 . o3 . gs 

Start 12437 

GI none 
Exons 



Seq. ID OJ000229_10.0419.C6 

Strand + 

End 16468 

Method GENS CAN 

End 16468 

Score .75 



12437. .12546, 13665 .. 14 600, 14685 .. 14889, 15268 15486, 
15574. .15665, 15751.. 16468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50862 

107848 

12437 

OJ000229_10. 0419.C6.o3.np 

13792 

7487861 



Seq. ID OJ000229_10.0419.C6 
Strand + 
End 16468 
Method AAT/NAP 
End 16453 
Score 994 

13792. .14889, 15268 .. 15486, 15574 .. 15665, 15751 16024 , 
16094. .16453 

hypothetical protein T9E8.110 - Arabidopsis thaliana 
gi|4584542|emb|CAB40772.1| (AL049608) putative protein 
[Arabidopsis thaliana] gi | 7268040 | emb | CAB78379. 1 | (AL161536) 
putative protein [Arabidopsis thaliana] 



50862 
107849 
18460 - 

OJ000229_10.0419.C6.o5.np 
18460 
6822066 
18460. . 19172 

(AL132957) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000229_10.0419.C6 

Strand + 

End 19172 

Method AAT/NAP 

End 19172 

Score 270 



50862 

107850 

17368 

OJ00022 9_10.0419.C6.o4 .gs 

17368 

none 



Seq. ID OJ000229_10.0419.C6 
Strand 

End 19235 

Method GENS CAN 

End 19235 

Score .84 



17368. .17520, 18120 .. 18194 , 18450. .19235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50862 

107851 

20300 

OJ000229_10.0419.C6.o3.tm 

8400 

none 



Seq. ID OJ000229_10.0419.C6 
Strand 

End 23548 

Method TBLASTX : Maize 

End 8729 

Score 41 



8400. .8435, 8462. .8590, 8496. .8609, 8604. .8666, 8606. .8668, 
8658. .8729 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50862 

107851 

20300 

OJ000229_10.0419.C6.ol.tw 

15245 

none 



Seq. ID OJ000229_10.0419.C6 
Strand 

End 23548 

Method TBLASTX : Wheat 

End 15499 

Score 72 



15245. . 15322, 15262 .. 15330, 15262 .. 15318 , 15308 .. 15322 , 



52334 



15313. .15489, 15338 .. 154 99, 15342 15488, 15388. .15498 



23548 

TBLASTX: Maize 

18965 

375 



Seq. No. 


50862 


Seq. ID 


Gene No. 


107851 


Strand 


Start 


20300 


End 


Name 


OJ000229 10.0419.C6.ol.tm 


Method 


Start 


18702 


End 


GI 


none 


Score 


Exons 


18702. .18965, 18761. .18955 




Seq. No. 


50862 


Seq. ID 


Gene No. 


107851 


Strand 


Start 


20300 


End 


Name 


OJ000229 10.0419.C6.o2.gp 


Method 


Start 


19663 


End 


GI 


10494 1.R1084 


Score 


Exons 


19663. .19803 




GI Descrip. 


* 573004 6/ref | NM_006632 . 1 1 SLC17A3 | 1 . Oe 



23548 
AAT/GAP 
19803 
210 



carrier family 17 (sodium phosphate), member 3 (SLC17A3) mRNA 
>gi_2062691_gb_U9054 5_HSU90545 Human sodium phosphate 
transporter (NPT4) mRNA, complete cds 1 



Seq. No. 


50862 






Seq. ID 


OJ000229 


_10.0419 


.C6 


Gene No. 


107851 






Strand 








Start 


20300 






End 


23548 






Name 


OJ000229_10. 


0419. C6. 


o3.gp 


Method 


AAT/GAP 






Start 


19941 






End 


20109 






GI 


2796959 






Score 


303 






Exons 


19941. .20109 














Seq. No. 


50862 






Seq. ID 


OJ000229 


_10.0419 


.C6 


Gene No. 


107851 






Strand 








Start 


20300 






End 


23548 






Name 


OJ000229 10. 


0419. C6. 


o5.gs 


Method 


GENS CAN 






Start 


20300 






End 


23548 






GI 


none 






Score 


.73 






Exons 


20300. .21074 


, 21109. 


.21184, 


22887. .22973, 23449 


. .23548 




Seq. No. 


50862 






Seq. ID 


OJ000229 


_10.0419 


-C6 


Gene No. 


107851 






Strand 








Start 


20300 






End 


23548 






Name 


OJ000229 10. 


0419. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20342 






End 


20516 






GI 


none 






Score 


148 






Exons 


20342. .20506 


, 20342. 


.20506, 


20344. .20511, 20355 


. .20516 




Seq. No. 


50862 






Seq. ID 


OJ000229_ 


JL0.0419 


.C6 


Gene No. 


107851 






Strand 








Start 


20300 






End 


23548 






Name 


OJ000229 10. 


0419. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


20568 






End 


21022 






GI 


none 






Score 


75 






Exons 


20568. .20630 


, 20569. 


.20808, 


20570. .20656, 20572 


. .20778, 






20603. .20824 


, 20604. 


.21014, 


20777. .20899, 20888 


. .21022 




Seq. No. 


50862 






Seq. ID 


OJ000229_ 


JL0.0419 


.C6 


Gene No. 


107851 






Strand 









52335 





Start 


20300 


End 


23548 






Name 


OJ000229 10.0419.C6.o4.gp 


Method 


AAT/GAP 






Start 


20589 


End 


23073 






GI 


none 


Score 


1243 






Exons 


20589. .21074, 22887. .23073 










Seq. No. 


50863 


Seq. ID 


OJ000229_10 


.0419.C7 




Gene No . 


107852 


Strand 








Start 


119 


End 


3513 






Name 


OJ000229 10.0419.C7.ol.gs 


Method 


GENSCAN 






Start 


119 


End 


3475 






GI 


none 


Score 


.6 






Exons 


119. .594, 1347. .1467, 1582 


..1816, 3312 


. .3475 






Seq. No. 


50863 


Seq. ID 


OJ000229_10 


.0419.C7 




Gene No. 


107852 


Strand 








Start 


119 


End 


3513 






Name 


OJ000229 10.0419.C7.ol.np 


Method 


AAT/NAP 






Start 


3309 


End 


3513 






GI 


7484957 


Score 


27 






Exons 


3309. .3513 










GI Descrip. 


extensin homolog F28A21.80 


- Arabidopsis thaliana 








gi I 4539386 lemb ICAB37452.il 


(AL035526) 


extensin-like protein 


'•=. J 




[Arabidopsis thaliana] gi | 


7268661 lemb ICAB78869. 1 | 


(AL161549) 


\j 




extensin-like protein [Arabidopsis thaliana] 




% • *■ 

r • * 

! br 
f ^ 


Seq. No. 


50864 


Seq. ID 


OJ000229_10 


.0419. C8 


Gene No . 


107853 


Strand 


+ 






Start 


6805 


End 


7353 






Name 


OJ000229 10.0419.C8.o3.gp 


Method 


AAT/GAP 




W 


Start 


6805 


End 


7353 






GI 


none 


Score 


770 




- 


Exons 


6805.. 7118, 7265.. 7353 








r i 


Seq. No. 


50864 


Seq. ID 


OJ000229JL0 


.0419. C8 




Gene No . 


107854 


Strand 


+ 




r ~ 


Start 


7415 


End 


9317 




. ^ 


Name 


OJ000229 10.0419.C8.o2.gs 


Method 


GENSCAN 




f i 


.Start 


7415 


End 


9317 






GI 


none 


Score 


. 65 




~~ 


Exons 


7415. .7750, 7858. .8238, 9222. .9317 








Seq. No. 


50864 


Seq. ID 


OJ000229_10 


.0419. C8 




Gene No. 


107854 


Strand 


+ 






Start 


7415 


End 


9317 






Name 


OJ000229 10.0419.C8.o4.gp 


Method 


AAT/GAP 






Start 


7458 


End 


7987 






GI 


uC-osflM202091bl0bl 


Score 


724 






Exons 


7458. .7750, 7858. .7987 










GI Descrip. 


M760544/dbj I ABO 194 92 . 1 1 ABO 194 92 5.0e- 


23 Homo sapiens 






IDN4-GGTR14 mRNA, partial 


cds ' 








Seq. No. 


50864 


Seq. ID 


OJ000229_10 


.0419. C8 




Gene No. 


107855 


Strand 








Start 


1 


End 


3171 






Name 


OJ000229 10.0419.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2490 





52336 



• 



GI 6539553 Score 483 

Exons 1..163, 2180.. 2490 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50864 Seq. ID 

107855 Strand 
1 End 
OJ00022 9_10 . 04 19 . C8 . o2 . np Method 
999 End 
6630546 Score 

999. .1026, 2912. .3171 

(AC011708) putative alpha/beta hydrolase [Arabidopsis thaliana] 



OJ000229_10.0419.C8 

3171 
AAT/NAP 
3171 
162 



50864 Seq. ID 

107855 Strand 

1 End 

OJ00022 9_10 . 04 19 . C8 . o2 . gp Method 

1369 End 

2796959 Score 
1369. .1538 



OJ000229_10.0419.C8 

3171 
AAT/GAP 
1538 
272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50864 

107856 

4429 

OJ000229_10. 
4429 
121628 
4429. .4845, 



OJ000229 10. 0419. C8 



0419.C8.o3.np 



Seq. ID _ 
Strand 

End 9104 
Method AAT/NAP 
End 9104 
Score 93 
6697. .6958, 9004. .9104 
GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN 1.0 PRECURSOR (GRP 
1.0) gi | 81867 | pir | | S01821 glycine-rich protein 1.0 precursor 
kidney bean gi | 21001 1 emb | CAA31 931 1 (X13595) GRP 1.0 protein - 
1 - 252) [Phaseolus vulgaris] 



AA 



Seq. No. 50864 

Gene No. 107857 

Start 9808 

Name OJ000229_10 . 0419.C8 .ol . tm 

Start 1982 

GI none 

Exons 1982.. 2188, 1986.. 2189, 2017. 

Seq. No. 50864 

Gene No. 107857 

Start 9808 

Name OJ000229_10. 0419.C8 .ol . tw 

Start 2200 

GI none 

Exons 2200.. 2355, 2206.. 2331, 2315. 
2503. .2559 



OJ000229_10.0419.C8 
10225 

TBLASTX: Maize 

2229 

153 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2229 

Seq. ID 
Strand 
End 

Method 
End 
Score 

.2500, 2317. .2499, 2496. .2543, 



OJ000229_10.0419.C8 
10225 

TBLASTX: Wheat 

2559 

148 



Seq. No. 50864 Seq. ID 

Gene No. 107857 Strand 

Start 9808 End 

Name OJ000229_10 . 04 19 . C8 . o3 . gs Method 



OJ000229_10.0419.C8 

10225 
GENS CAN 



52337 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

f% Seq. No. 

~z Gene No. 

^ Start 

V-i Name 

fij Start 

□ GI 

{T| Exons 

I* Seq. No. 

iy Gene No. 

s Start 

fi Name 

17* Start 

il GI 

f Z Exons 

\J GI Descrip. 

fed 

fl Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



9808 End 10225 

none Score .46 

9808. .9827, 10195. .10225 



50865 
107858 
1 

OJ000229_10.0419.C9.ol.gp 
1 

18282_1.R1084 
1. .188 

'3805765 1.0e-123 (AC005693) putative protein kinase 
[Arabidopsis thaliana] 1 



Seq. ID OJ000229_10.0419.C9 
Strand 

End 188 

Method AAT/GAP 

End 188 

Score 349 



50866 

107859 

701 

OJ000229_10.0419.C10.ol.gp 

701 

none 

701. .1377 

50866 

107859 

701 

OJ000229_10. 0419. C10. ol.gs 

708 

none 

708. .801, 896. .1188 



Seq. ID OJ000229_10. 0419. C10 

Strand + 

End 1377 

Method AAT/GAP 

End 1377 

Score 1076 



Seq. ID OJ000229_10. 0419. C10 

Strand + 

End 1377 

Method GENS CAN 

End 1188 

Score . 95 



50867 
107860 
1 

OJ000229_10.0419.Cll.ol.np 
1 

6630459 

1..147, 337. .536, 1400. .1476 

(AC007190) F23N19.12 [Arabidopsis thaliana] 



Seq. ID OJ000229_10.0419.C11 
Strand 

End 1476 

Method AAT/NAP 

End 1476 

Score 105 



50867 

107860 

1 

OJ000229_10 . 0419.Cll.ol.tm 
3 

none 



Seq. ID OJ000229_10.0419.C11 
Strand 

End 1476 

Method TBLASTX: Maize 

End 544 

Score 113 



3. .161, 83. .160, 152. .307, 215. .286, 287. .382, 287. .376, 
425. .481, 425. .544 



Seq. No. 50867 

Gene No. 107860 

Start 1 

Name OJ000229_10 . 04 19 . Cll . ol . gs 

Start 14 

GI none 

Exons 14.. 520 



Seq. ID OJ000229_10. 0419. Cll 
Strand 

End 1476 

Method GEN SCAN 

End 520 

Score .53 



Seq. No. 



50868 



Seq. ID OJ000229_10.0419.C12 



52338 





Gene No . 


1U to ol 




Strand 


+ 




Start 


993 




End 


1160 




Name 


OJ000229 10.0419.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


908 




End 


1160 




GI 


none 




Score 


228 




Exons 


908. .1159, 933.. 1160 










Seq. No. 


50868 




Seq. ID 


OJ000229_10.0419. 




Gene No . 


1U /obl 




Strand 


+ 




Start 


993 




End 


1160 




Name 


OJ000229 10.0419.C12.ol. 


gs 


Method 


GENSCAN 




Start 


993 




End 


1160 




GI 


none 




Score 


.7 




Exons 


993. .1160 










Seq. No. 


50869 




Seq. ID 


OJ000229_10.0419. 




Gene No. 


107862 




Strand 


+ 




Start 


1 




End 


1031 




Name 


OJ000229 10.0419.C13.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1031 




GI 


4204278 




Score 


356 




Exons 


1..535, 605. .1031 










GI Descrip. 


(AC004146) putative Cytochrome P450 protein [Arabidopsis 






thaliana] 










Seq. No. 


50869 




Seq. ID 


OJ000229_10.0419. 




Gene No. 


107862 




Strand 


+ 




Start 


1 




End 


1031 


H 


Name 


OJ000229 10.0419.C13.ol. 


gs 


Method 


GENSCAN 


: : ; 


Start 


171 




End 


1031 




GI 


none 




Score 


. 66 


w 
§ y 


Exons 


171. .507, 603. .1031 








j~ 


Seq. No. 


50869 




Seq. ID 


OJ000229_10.0419. 




Gene No. 


107863 




Strand 


+ 




Start 


2208 




End 


5080 




Name 


OJ000229 10.0419.C13.ol. 


tw 


Method 


TBLASTX: Wheat 


M 


Start 


274 




End 


4732 




GI 


none 




Score 


209 


i. -J 


Exons 


274. .462, 279. .461, 380. 


.508, 


441. .506, 


442. .510, 4.44. .5 






603.. 683, 605.. 682, 4355 


..4549, 4356. .4514, 4652. .4732, 






4652. .4729, 4654. .4731 










Seq. No. 


50869 




Seq. ID 


OJ000229_10.0419. 




Gene No. 


107863 




Strand 


+ 




Start 


2208 




End 


5080 




Name 


OJ000229 10.0419.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


330 




End 


5067 




GI 


none 




Score 


162 




Exons 


330. .443, 331. .444, 591. 


.803, 


593. .763, 


827. .898, 831. .9 






855. .1025, 4361. .4549, 4362.. 


4565, 4652 


..4852, 4654. .480 






4880. .4939, 4978.. 5067, 


4997. 


.5059 






Seq. No. 


50869 




Seq. ID 


OJ000229_10.0419.< 




Gene No. 


107863 




Strand 


+ 




Start 


2208 




End 


5080 




Name 


OJ000229 10.0419.C13.ol. 


ts 


Method 


TBLASTX: Soybean 



C13 



52339 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

f 3 Gene No. 

~g Start 

5 J Name 

*!! Start 

fy gi 

il Exons 

[J GI Descrip. 



= Seq. No. 
Il Gene No. 

Start 
ix Name 
r I Start 

'li GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



603 End 5062 

none Score 367 

603. .1025, 674.. 1030, 2295. .2426, 3085.. 3120, 3175.. 3339, 

3484. .3618, 4371. .4565, 4651. .4782, 4652. .5062, 4891. .5040 



50869 

107863 

2208 

OJ00022 9_10.0419.C13.ol.tc 

609 

none 



Seq. ID OJ000229_10.0419.C13 

Strand + 

End 5080 

Method TBLASTX : Cress 

End 5053 

Score 317 



609. .1004, 620. .1003, 4658. .5053, 4669. .4776 



50869 

107863 

2208 

OJ000229_10.0419.C13.o2.tw 

684 

none 



Seq. ID OJ000229_10.0419.C13 

Strand + 

End 5080 

Method TBLASTX : Wheat 

End 4 939 

Score 121 

684. .824, 686..832, 837. .902, 842. .898, 4733. .4879, 4808. .4882, 
4874. .4939, 4888.-4938 



50869 

107863 

2208 

OJ000229_10.0419.C13.o2.np 

2208 

7430708 



Seq. ID OJ000229_10.0419.C13 
Strand + 
End 5080 
Method AAT/NAP 
End 5080 
Score 660 

2208. .2511, 3041. .3267, 3403. .3650, 4187. .4550, 4652. .5080 
cytochrome P450 homolog F14M4.22 - Arabidopsis thaliana 
gi I 3522946 | gb | AAC34228.il (AC004411) putative cytochrome P450 
[Arabidopsis thaliana] 



50869 

107863 

2208 

OJ000229_10.0419.C13.o3.gs 

3100 

none 



Seq. ID OJ000229_10.0419.C13 

Strand + 

End 5080 

Method GENSCAN 

End 5077 

Score .83 



3100. .3267, 3403. .3650, 4187. .4550, 4652. .5077 



50869 

107863 

2208 

OJ000229_10. 0419.C13.o2.tm 

3193 

none 



Seq. ID OJ000229_10.0419.C13 

Strand + 

End 5080 

Method TBLASTX: Maize 

End 3668 

Score 85 



3193.. 3264, 3400.. 3639, 3402.. 3668 



50870 

107864 

17 

OJ000229_10.0419.C14.ol.gs 
17 

none 

17. .188, 245. .352 



Seq. ID OJ000229_10.0419.C14 

Strand + 

End 352 

Method GENSCAN 

End 352 

Score .89 



52340 




Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 




10786S 








oil di iLi 


-i- 


Start 


2343 








End 


2661 


Name 


OJ000229 10 


.0419 


.C16.ol 


.gp 


Method 


AAT/GAP 


Start 


2343 






End 


2661 


GI 


427627 








Score 


547 


Exons 


2343. .2661 












Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 




107866 








J Li CtHU 




Start 


2200 








End 


6288 


Name 


OJ000229 10 


.0419 


.C16.o2 


.gs 


Method 


GENSCAN 


Start 


2200 








End 


6288 


GI 


none 








Score 


. 98 


Exons 


2200. .2847, 


3080 


. .4211, 


6197. 


.6288 




Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


Gene No. 


107866 








Strand 




Start 


2200 








End 


6288 


Name 


OJ000229 10 


.0419 


.C16.o2 


.np 


Method 


AAT/NAP 


Start 


2266 








End 


5330 


GI 


6714358 








Score 


1394 


Exons 


2266. .2562, 


2602 


. .2847, 


3080. 


.4228, 4948. .5014, 5262. .5330 


GI Descrip. 


(AC012562) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 




i 07867 








Strand 




Start 


6976 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1634 








End 


1823 


GI 


none 








Score 


258 


Exons 


1634. .1819, 


1634 


. .1810, 


1635. 


.1823 




Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


flfanci Ma 


107867 








Strand 




Start 


6976 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


1638 








End 


1808 


GI 


none 








Score 


102 


Exons 


1638. .1754, 


1639 


. .1695, 


1698. 


.1808, 1701. .1805, 1702. .1806 


Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


Gene No. 


107867 








Strand 






6Q7 6 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2335 








End 


3154 


GI 


none 








Score 


67 


Exons 


2335. .2406, 


2467 


. .2580, 


2677. 


.2733, 2678.. 2920, 2689. .2850, 




3080. .3154 












Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


Gene No. 


107867 








Strand 




Start 


6976 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2470 








End 


2851 


GI 


none 








Score 


107 


Exons 


2470. .2574, 


2689 


. .2850, 


2693. 


.2851 





52341 




Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


Gene No. 


107867 . 








Strand 




Start 


6976 - 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.o3. 


, tm 


Method 


TBLASTX: Maize 


Start 


2701 








End 


3592 


GI 


none 








Score 


78 


Exons 


2701. .2844, 


3078 


. .3230, 


3080. 


.3256, 3320.. 3592, 3344.. 3592 


Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


Gene No. 


107867 








Strand 




Start 


6976 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.o3. 


,tc 


Method 


TBLASTX : Cress 


Start 


3080 








End 


3230 


GI 


none 








Score 


119 


Exons 


3080. .3229, 


3081 


. .3230 








Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


Gene No. 


107867 








Strand 




Start 


6976 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3158 








End 


3509 


GI 


none 








Score 


68 


Exons 


3158. .3256, 


3159 


. .3269, 


3305. 


.3409, 3306.. 3389, 3389.. 3508, 




3393. .3509 












Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


Gene No. 


107867 








Strand 




Start 


6976 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3623 








End 


4234 


GI 


none 








Score 


72 


Exons 


3623. .3769, 


3824 


. .4234, 


3906. 


.4139 




Seq. No. 


50871 








Seq. ID 


OJ00022 9_10.0419.C16 


Gene No. 


107867 








Strand 




Start 


6976 








End 


10342 


Name 


OJ000229 10 


.0419 


.CI6.0I. 


tc 


Method 


TBLASTX: Cress 


Start 


. 3819 








End 


4156 


GI 


none 








Score 


149 


Exons 


3819. .4142, 


3821 


. .4156 








Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


Gene No. 


107867 








Strand 




Start 


6976 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3839 








End 


4231 


GI 


none 








Score 


91 


Exons 


3839. .4231, 


4059 


. .4184 








Seq. No. 


50871 








Seq. ID 


OJ000229_10.0419.C16 


Gene No. 


107867 








Strand 




Start 


6976 








End 


10342 


Name 


OJ000229 10 


.0419 


.C16.o3. 


gs 


Method 


GENSCAN 


Start 


6976 








End 


10342 


GI 


none 








Score 


. 63 


Exons 


6976. .7031, 


8701 


. .8850, 


8882. 


.9004, 9342.. 9535, 10057.. 10342 



52342 



Seq. No. 50871 

Gene No. . 107867 

Start 6976 

Name OJ000229_10 . 0419 . C16 . o3 . 

Start 8675 

GI 5922621 

Exons 8675.. 8810, 9403.. 9618 

GI Descrip. (AP0004 92) hypothetical 

gi|6016854|dbj IBAA85197. 

[Oryza sativa] 

Seq. No. 50872 

Gene No. 107868 

Start 2974 

Name OJ000229_10. 0419.C17 .o3. 

Start 2697 

GI none 

Exons 2697.. 2717, 2826.. 3113, 



np 



Seq. ID OJ000229_10.0419.C16 
Strand 

End 10342 

Method AAT/NAP 

End 9618 

Score 141 



protein [Oryza sativa] 

1| (AP000570) hypothetical -protein 



Seq. ID OJ000229_10.0419.C17 
Strand 

End 3909 

tm Method TBLASTX : Maize 

End 3121 

Score 37 
2971. .3120, 2972. .3121 



Seq. No. 50872 

Gene No. 107868 

Start 2974 

Name OJ000229_10 . 0419.C17 .ol , 

Start 2974 

GI 6714361 

Exons 2974.. 3909 

GI Descrip. (AC012562) hypothetical 

Seq. No. 50872 

Gene No. 107868 

Start 2974 

Name OJ000229_10 . 0419.C17 .ol , 

Start 3185 

GI none 

Exons 3185.. 3331, 3187.. 3339, 
3342. .3434, 3433. .3534, 

Seq. No. 50872 

Gene No. 107868 

Start 2974 

Name OJ000229_10 . 04 19 . C17 . ol . 

Start 3397 

GI none 

Exons 3397.. 3747 



np 



Seq. ID OJ000229_10.0419.C17 
Strand 

End 3909 

Method AAT/NAP 

End 3909 

Score 681 



protein [Arabidopsis thaliana] 

Seq. ID OJ000229_10.0419.C17 
Strand 

End 3909 
tm Method TBLASTX : Maize 

End 3577 

Score 155 
3264. .3335, 3340. .3429, 3341. .3427, 
3433. .3576, 3434. .3577 

Seq. ID OJ000229_10. 0419.C17 
Strand 

End 3909 

tc Method TBLASTX : Cress 

End 3747 

Score 355 



Seq. No. 50872 

Gene No. 107868 

Start 2974 

Name OJ000229_10 . 0419 .C17 . ol , 

Start 3436 

GI none 

Exons 3436.. 3672, 3439.. 3531, 



Seq. ID OJ000229_10.0419.C17 
Strand 

3909 

TBLASTX: Wheat 
3673 
95 



End 

tw Method 
End 
Score 

3443. .3673 



Seq. No, 
Gene No. 
Start 



50872 

107868 

2974 



Seq. ID OJ000229_10.0419.C17 
Strand 

End 3909 



52343 



Name 


OJ000229_10 .0419. 


C17 ,ol . ts 


Method 


TBLASTX : Soybean 


Start 


3511 




End 


3813 


GI 


none 




Score 


63 


Exons 


3511.. 3576, 3562. 


.3744, 3745 


. . 3813 




Seq. No. 


50872 




Seq. ID 


OJ00022 9_10 . 04 19. CI 7 


Gene No. 


107868 




Strand 




Start 


2974 




End 


3909 


Name 


OJ000229_10 . 0419. 


C17 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


3578 




End 


3753 


GI 


none 




Score 


62 


Exons 


3578 . .3679, 3580. 


.3702, 3580 


..3693, 36£ 


8 . . 3753, 3697 . . 3753 


Seq. No. 


50873 




Seq. ID 


OJ00022 9_10.0419.C18 


Gene No. 


107869 




Strand 


+ 


Start 


3975 




End 


9792 


Name 


OJ000229 10.0419. 


C18.o3.np 


Method 


AAT/NAP 


Start 


3975 




End 


8632 


GI 


7445894 




Score 


240 


Exons 


3975.. 4007, 5720. 


.6241, 8605 


. .8632 




GI Descrip. 


potassium channel 


protein - 


maize gi | 2104 908 | emb | CAA68912 . 1 




(Y07632) potassium channel [ 


Zea mays] 




Seq. No. 


50873 




Seq. ID 


OJ000229_10.0419.C18 


Gene No. 


107869 




Strand 


+ 


Start 


3975 




End 


9792 


Name 


OJ000229 10.0419. 


C18 ,o4 .gp 


Method 


AAT/GAP 


Start 


7153 




End 


7447 


GI 


20886 2.R1084 




Score 


355 


Exons 


7153.. 7286, 7307. 


.7447 







GI Descrip. ■ 5257255/dbj | AP000364 . 1 | AP000364 8.0e-24 Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


50873 


Seq. ID 


OJ000229_10.0419.C18 


Gene No. 


107869 


Strand 


+ 


Start 


3975 


End 


9792 


Name 


OJ000229 10.0419.C18.o5.gp 


Method 


AAT/GAP 


Start 


8351 


End 


9792 


GI 


none 


Score 


922 


Exons 


8351. .8584, 9544. .9792 






Seq. No. 


50873 


Seq. ID 


OJ000229_10.0419.C18 


Gene No. 


107870 


Strand 


+ 


Start 


10085 


End 


12013 


Name 


OJ000229 10.0419.C18.o5.np 


Method 


AAT/NAP 


Start 


10085 


End 


11871 


GI 


6630546 


Score 


863 


Exons 


10085. .10497, 10587. .10701, 


10747. .10929, 1114 6 .. 11244 , 




11321. .11441, 11645. .11871 






GI Descrip. 


(AC011708) putative alpha/beta hydrolase [Arabidopsis thaliana] 


Seq. No. 


50873 


Seq. ID 


OJ000229_10.0419.C18 


Gene No. 


107870 


Strand 


+ 


Start 


10085 


End 


12013 


Name 


OJ000229 10.0419.C18 .06. gp 


Method 


AAT/GAP 


Start 


10472 


End 


12013 


GI 


71515 1.R1084 


Score 


1708 



52344 




Exons 10472. .10497, 10587 .. 10929, 11146. . 11244, 11321 .. 1144 1, 

11645. .12013 

GI Descrip. ' 5103847/gb | AAD39677 . 1 | AC007591_42 6.0e-12 (AC007591) Contains 
PF_00561 alpha/beta hydrolase fold. [Arabidopsis thaliana] 1 



Seq. No. 


50873 








Seq. ID 


OJ000229_ 


_10. 


0419 


.C18 


Gene No. 


107871 








Strand 










Start 


1047 








End 


4782 








Name 


OJ000229_10 


.0419. 


C18.ol 


.gs 


Method 


GENSCAN 








Start 


1 A A "7 








End 


4368 








GI 


none 








Score 


.56 








Exons 


1047. .1547, 


2477. 


.2644, 


2898 


..3092, 3513.. 3695, 


4246. .4368 


Seq. No. 


50873 








Seq. ID 


OJ000229_ 


i n 


0419 


.C18 


Gene No. 


107871 








Strand 










Start 


1047 








End 


4782 








Name 


OJ000229 10 


.0419. 


C18.ol 


.gp 


Method 


AAT/GAP 








Start 


1515 








End 


1794 








GI 


none 








Score 


530 








Exons 


1515. .1794 


















Seq. No. 


50873 








Seq. ID 


OJ000229_ 


_10. 


0419 


.C18 


Gene No. 


107871 








Strand 










Start 


1047 








End 


4782 








Name 


OJ000229 10 


.0419. 


C18.o2 


.np 


Method 


AAT/NAP 








Start 


1844 








End 


4782 








GI 


1946366 








Score 


269 








Exons 


1844. .1894, 


2477. 


.2644, 


2898 


..2924, 2973. .3092, 


328 


1. .3360, 




3482. .3689, 


4514. 


.4782 














GI Descrip. 


(U93215) unknown 


protein [Arabidopsis 


thaliana] 








Seq. No. 


50873 








Seq. ID 


OJ000229_ 


_10. 


0419 


.C18 


Gene No. 


107871 








Strand 










Start 


1047 








End 


4782 








Name 


OJ000229 10 


.0419. 


C18.ol 


.np 


Method 


AAT/NAP 








Start 


2477 








End 


4368 








GI 


7340671 








Score 


246 








Exons 


2477. .2644, 


2898. 


.3092, 


3281 


..3406, 3555.-3694, 


4269. .4368 


GI Descrip. 


(AL162508) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


50873 








Seq. ID 


OJ000229_ 


_10. 


0419 


.C18 


Gene No. 


107871 








Strand 










Start 


1047 








End 


4782 








Name 


OJ000229 10 


.0419. 


C18.o2 


.gp 


Method 


AAT/GAP 








Start 


2777 








End 


3460 








GI 


LIB3479-006 


-Q6-K1 


-H9 




Score 


774 








Exons 


2777. .3092, 


3281. 


.3460 














GI Descrip. 


'1946366 4. 


Oe-16 


(U93215) unknown protein [Arabidopsis 






thaliana] ' 


















Seq. No. 


50873 








Seq. ID 


OJ000229_ 


10. 


0419 


.C18 


Gene No. 


107871 








Strand 










Start 


1047 








End 


4782 








Name 


OJ000229 10 


.0419. 


C18.o3 


.gp 


Method 


AAT/GAP 








Start 


3023 








End 


3703 








GI 


LIB3479-006 


-Q6-K1 


-H9 




Score 


662 








Exons 


3023. .3092, 


3281. 


.3406, 


3513 


. .3703 











52345 



GI Descrip. '1946366 4.0e-16 (U93215) unknown protein [Arabidopsis 
thaliana] ' 





Seq. No. 


50873 








Seq. ID 


OJ000229_10.0419.C18 




Gene No. 


107872 








Strand 






Start 


7537 








End 


10189 




Name 


OJ000229 10 


0419 


.C18.o2 


. tin 


Method 


TBLASTX : Maize 




Start 


2473 








End 


3092 




GI 


none 








Score 


128 




Exons 


2473. .2607, 


2474 


. .2644, 


2475. 


.2645, 2585. .2647, 2851. .2976, 






2895. .2975, 


2973 


. .3092, 


2974. 


.3090 






Seq. No, 


50873 








Seq. ID 


OJ000229_10.0419.C18 




Gene No. 


107872 








Strand 






Start 


7537 








End 


10189 




Name 


OJ000229 10. 


0419 


.C18.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3277 








End 


3711 




GI 


none 








Score 


69 




Exons 


3277. .3396, 


3279 


. .3398, 


3284. 


.3397, 3512. .3709, 3549.-3656, 








jDUl 


. . 00:70 










Seq. No. 


50873 








Seq. ID 


OJ000229_10.0419.C18 




Gene No. 


107872 








Strand 






Start 


7537 








End 


10189 




Name 


OJ000229 10. 


0419 


.C18.01 


. tc 


Method 


TBLASTX: Cress 


Q 


Start 


5723 








End 


6237 


in 


GI 


none 








Score 


244 


\ y 


Exons 


j j . .3 U , 


D / Zo 


CQ1 Q 


dIjU. 


.6234, 6156.. 6236, 6157.. 6237 




Seq. No. 


50873 








Seq. ID 


OJ000229_10.0419.C18 




Gene No. 


107872 








Strand 






Start 


7537 








End 


10189 


fll 


Name 


OJ000229 10. 


0419 


.CI8.0I 


.ts 


Method 


TBLASTX : Soybean 




Start 


5723 








End 


5875 


□ 


GI 


none 








Score 


201 


"J 


Exons 


CTOO CQ1C 

D 1 £0 . .JO / 3 , 


£ "7 *3 A 


. . Do / 1 








M 


Seq. No. 


50873 








Seq. ID 


OJ000229_10.0419.C18 


s3 


Gene No. 


107872 








Strand 




£3 


Start 


7537 








End 


10189 




Name 


OJ000229 10. 


0419 


.C18.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


5752 








End 


5920 




GI 


none 








Score 


193 




Exons 


5752. .5919, 


5753 


. .5920 










0 0( -r KT/-x 
Oc^i IN U . 


50873 








Seq. ID 


OJ000229_10.0419.C18 




Gene No. 


107872 








Strand 






Start 


7537 








End 


10189 




Name 


OJ000229 10. 


0419 


.C18.o4 


. np 


Method 


AAT/NAP 




Start 


7537 








End 


10189 




GI 


6907106 








Score 


180 




Exons 


7537. .7714, 


7933 


. .8004, 


8325. 


8423, 10037.. 10189 




GI Descrip. 


(APa01129) EST AU068291 (C12960) corresponds to a region of the 






predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


50873 








Seq. ID 


OJ000229_10.0419.C18 




Gene No. 


107873 








Strand 





52346 



Start 


10133 




End 


10438 


Name 


OJ000229 10.0419.C18 


.o2. tc 


Method 


TBLASTX: Cress 


Start 


10133 




End 


10438 


GI 


none 




Score 


225 


Exons 


10133. .10381, 10240. 


.10383, 


10397. .10438 


Seq. No. 


50873 




Seq. ID 


OJ000229_10.0419 


Gene No. 


107874 




Strand 




Start 


10837 




End 


11865 


Name 


OJ000229 10.0419.C18 


.ol. tm 


Method 


TBLASTX: Maize 


Start 


10837 




End 


11865 


GI 


none 




Score 


65 


Exons 


10837. .10908, 11115. 


.11240, 


11137. .11244, 1114 5. .1124 0, 




11146. .11244, 11312. 


.11440, 


11320. .11448, 11320. . 11439, 




11330. .11440, 11642. 


.11782, 


11643. .11828, 11644. .11838, 



11833. .11865 



Seq. No. 50874 Seq. ID 

Gene No. 107875 Strand 

Start 213 End. 

Name OJ000229_10 . 0419 .C19 . ol . gs Method 

Start 213 End 

GI none Score 
Exons 



OJ000229_10.0419.C19 
+ 

2070 
GEN SCAN 
2070 
.71 



213. .266, 776. .805, 1230. .1349, 1678. .1708, 1886. .2070 



Seq. No. 50875 

Gene No. 107876 

Start 358 

Name 0 JO 002 2 9_1 0 . 0 4 1 9 . C2 0 . ol . gs 

Start 358 

GI none 
Exons 



Seq. ID OJ000229_10.0419.C20 

Strand + 

End 1295 

Method GENSCAN 

End 12 95 

Score . 68 



358. .467, 560. .856, 861. .944, 1264. .1295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50875 
107877 
1853 

OJ000229_10.0419.C20.o3.np 
1853 
6721561 
1853. .1959, 
(AP001073) 



Seq. ID OJ000229_10.0419.C20 

Strand + 

End 3014 

Method AAT/NAP 

End 3014 

Score 92 

2981. .3014 

EST AU082058 (C12976) corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



50875 

107878 

1 

OJ000229_10.0419.C20.ol.np 
1 

6721559 
1. .417 

(AP001073) hypothetical 
gi | 6815084 | db j IBAA90370 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000229_10.0419.C20 
417 

AAT/NAP 

417 

212 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 
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Seq. No. 50875 

Gene No. 107879 

Start 1983 

Name OJ000229_10 . 0419. C20 . o2 . np 

Start 1731 

GI 4680183 

Exons 1731.. 1820, 2989.. 3014 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000229_10.0419.C20 
Strand 

End 3014 

Method AAT/NAP 

End 3014 

Score 120 



Seq. No. 50875 

Gene No. 107879 

Start 1983 

Name OJ000229_10 . 0419. C20 . o2 . gs 

Start 1983 

GI none 

Exons 1983.. 2219 



Seq. ID OJ000229_10.0419.C20 
Strand 

End 3014 

Method GENSCAN 

End 2219 

Score .42 



Seq. No. 50875 

Gene No. 107879 

Start 1983 

Name OJ000229_10 . 0419 . C20 . o3 . gs 

Start 2696 

GI none 

Exons 2696.. 2896 



Seq. ID OJ000229_10.0419.C20 
Strand 

End 3014 

Method GENSCAN 

End 2896 

Score .99 



Seq. No. 50876 

Gene No. 107880 

Start 447 

Name OJ000229_10. 0419.C21 .o3 . tm 

Start 434 

GI none 

Exons 434. .598, 444. .671, 444. .662 



Seq. ID OJ000229_10.0419.C21 

Strand " + 

End 1975 

Method TBLASTX : Maize 

End 671 

Score 117 



Seq. No. 50876 

Gene No. 107880 

Start 447 

Name OJ000229_10 . 0419 . C21 . ol . gs 

Start 447 

GI none 

Exons 447.. 1808 



Seq. ID OJ000229_10.0419.C21 

Strand + 

End 1975 

Method GENSCAN 

End 1808 

Score .41 



Seq. No. 50876 

Gene No. 107880 

Start 447 

Name OJ000229_10 . 0419 . C21 . ol . np 

Start 453 

GI 7340672 

Exons 453.. 1643, 1692.. 1926 

GI Descrip. (AL162508) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000229_10.0419.C21 
Strand + 

1975 
AAT/NAP 
1926 
478 



End 

Method 

End 

Score 



Seq. No. 50876 

Gene No. 107880 

Start 447 

Name OJ000229_10 . 0419 . C21 . ol . tm 

Start 761 

GI none 
Exons 



Seq. ID OJ000229_10.0419.C21 

Strand + 

End 1975 

Method TBLASTX: Maize 

End • 1306 

Score 79 



761. .925, 771. .968, 797. .910, 825. .968, 948. .1100, 960. .1085, 
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1047. .1304, 


1084. .1305, 


1085 


. . 1306 






Seq. No. 


50876 






Seq. ID 


OJ00022.9_10.0419 


.C21 


Gene No. 


107880 






Strand 


+ 




Start 


447 






End 


1975 




Name 


OJ000229 10 


.0419.C21.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1272 






End 


1613 




GI 


none 






Score 


90 




Exons 


1272. .1379, 


1274 . . 1375,. 


1341 


..1448, 1352. .1411, 1436. .1567, 




1440. .1613 












Seq. No. 


50876 






Seq. ID 


OJ000229JL0.0419 


.C21 


Gene No. 


107880 






Strand 


+ 




Start 


447 






End 


1975 




Name 


OJ000229_10 


.0419.C21.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1334 






End 


1656 




GI 


none 






Score 


411 




Exons 


1334 . .1627, 


1338. .1652, 


1341 


..1649, 1489. .1656 




Seq. No. 


50876 






Seq. ID 


OJ000229_10.0419 


.C21 


Gene No. 


107880 






Strand 


+ 




Start 


447 






End 


1975 




Name 


OJ000229 10 


.0419.C21.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1350 






End 


1586 




GI 


none 






Score 


246 




Exons 


1350. . 1586, 


1358. .1573 ' 










Seq. No. 


50876 






Seq. ID 


OJ000229 10.0419 


.C21 


Gene No. 


107880 






Strand 


+ 




Start 


447 






End 


1975 




Name 


OJ000229 10 


0419.C21.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1758 






End 


1975 




GI 


none 






Score 


210 




Exons 


1758. .1946, 


1781. .1975, 


1781 


. .1945 






Seq. No. 


50877 






Seq. ID 


OJ000229_10.0419 


.C23 


Gene No. 


107881 






Strand 






Start 


338 






End 


983 




Name 


OJ000229 10 


0419.C23.ol. 


np 


Method 


AAT/NAP 




Start 


338 






End 


983 




GI 


7340671 






Score 


145 




Exons 


338. .478, 551. .713, 960. 


.983 








GI Descrip. 


(AL162508) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


50877 






Seq. ID 


OJ000229_10.0419 


.C23 


Gene No . 


107881 






Strand 






Start 


338 






End 


983 




Name 


OJ000229 10. 


0419.C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


558 






End 


720 




GI 


none 






Score 


116 




Exons 


558. .713, 586. .720 










Seq. No. 


50878 






Seq. ID 


OJ000229 10.0419 


.C26 


Gene No. 


107882 






Strand 


+ 




Start 


338 






End 


3809 




Name 


OJ000229 10. 


0419.C26.ol. 


gp 


Method 


AAT/GAP 




Start 


338 




End 


3809 
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GI 18282_1.R1084 Score 1683 

Exons 338.. 608, 1768.. 2102, 2756.. 2891, 3674.. 3809 

GI Descrip. '3805765 1.0e-123 (AC005693) putative protein kinase 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50878 

107882 

338 

OJ000229_10.0419.C26.ol.gs 

554 

none 



Seq. ID OJ000229_10.0419.C26 

Strand + 

End 3809 

Method GENSCAN 

End 2965 

Score .77 



554. .608, 1768. .2102, 2756. .2965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
fS% Gene No. 
^ Start 
^ Name 
p Start 
fy GI 

Exons 



50878 

107882 

338 

OJ000229_10.0419.C26.ol.np 

1748 

3805765 

1748. .2102, 2756. .2891, 3674, 



Seq. ID OJ000229_10.0419.C26 
Strand + 

3809 
AAT/NAP 
3809 
482 



End 

Method 
End 
Score 
.3809 



(AC005693) putative protein kinase [Arabidopsis thaliana] 



50878 

107883 

3627 

OJ000229_10.0419.C2 6.ol.ts 

533 

none 



Seq. ID OJ000229_10.0419.C26 
Strand 

End 3817 

Method TBLASTX : Soybean 

End 3794 

Score 65 



533..59S, 1836. .2120, 1878. .2117, 2755. .2889, 2756. .2890, 
2774. .2890, 2776. .2892, 3663. .3794, 3685.-3792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50878 

107883 

3627 

OJ000229_10 . 0419 .C26 . ol . tm 

539 

none 



Seq. ID OJ000229_10.0419.C26 
Strand 

End 3817 

Method TBLASTX : Maize 

End 3817 

Score 96 



539. .607, 552. .608, 1759. .2100, 1767. .2102, 1767. .2102, 
1783. .2103, 2755.. 2895, 2756. .2890, 2761.. 2892, 3663.. 3791, 
3672. .3791, 3674. .3817, 3676.-3792 



Seq. No. 


50878 




Seq. ID 


OJ000229_10.0419.C26 


Gene No. 


107883 




Strand 




Start 


3627 




End 


3817 


Name 


OJ000229 10.0419.C26. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


554 




End 


2803 


GI 


none 




Score 


62 


Exons 


554. .607, 1815. .2030, 


1820. 


.1966, 2031 


..2120, 2756.. 2803 


Seq. No. 


50878 




Seq. ID 


OJ000229_10.0419.C26 


Gene No. 


107883 




Strand 




Start 


3627 




End 


3817 


Name 


OJ000229 10.0419.C26. 


o2 .gs 


Method 


GENSCAN 


Start 


3627 




End 


3754 


GI 


none 




Score 


.73 


Exons 


3627..3754 
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Seq. No. 50879 

Gene No. 107884 

Start 558 

Name OJ000229_11 . 04 19 . C2 . ol . gs 

Start 558 

GI none 

Exons 558.. 766 



Seq. ID OJ000229_11.0419.C2 

Strand + 

End 7 66 

Method GENSCAN 

End 7 66 

Score . 9 



Seq. No. 50879 

Gene No. 107885 

Start 1472 

Name OJ000229_11 . 0419 .C2 .o2 .gs 

Start 1472 

GI none 

Exons 1472.. 1579, 2450.. 2860, 3192, 



Seq. ID OJ000229_11.0419.C2 
Strand 

End 4942 

Method GENSCAN 

End 4942 

Score .57 

.3516, 3568. .3827, 4795. .4942 



Seq. No. 50880 

Gene No. 107886 

Start 187 

Name OJ00022 9_11 . 04 1 9 . C3 . ol . gs 

Start 187 

GI none 

Exons 187.. 336, 474.. 791 



Seq. ID OJ000229_11.0419.C3 

Strand + 

End 7 91 

Method GENSCAN 

End 7 91 

Score . 9 



Seq. No. 50880 

Gene No. 107887 

Start 1511 

Name OJ00022 9_11 . 04 1 9 . C3 . ol . tm 

Start 1478 

GI none 

Exons 1478.. 1717, 1504.. 1632, 1530. 



Seq. ID OJ000229_11.0419.C3 
Strand 

End 2078 

Method TBLASTX : Mai ze 

End 1717 

Score 77 
.1715, 1574. .1717 



r U Seq. No. 50880 

I" Gene No. 107887 

Start 1511 

H Name OJ000229JL1 . 04 19. C3 . o2 . gs 

y' Start 1511 

H GI none 

U Exons 1511.. 2011 



Seq. ID OJ000229_11.0419.C3 
Strand 

End 2078 

Method GENSCAN 

End 2011 

Score .87 



Seq. No. 50880 

Gene No. 107887 

Start 1511 

Name OJ00022 9_11 . 0419.C3.ol .np 

Start 1517 

GI 6453878 

Exons 1517.. 2078 

GI Descrip. (AC011717) putative aspartyl 

Seq. No. 50880 

Gene No. 107887 

Start 1511 

Name OJ000229_11 . 0419.C3.ol . tc 

Start 1520 

GI none 

Exons 1520.. 1723, 1521.. 1772, 1523. 



Seq. ID OJ000229_11. 0419.C3 
Strand 

End 2078 

Method AAT/NAP 

End 2078 

Score 47 6 

protease [Arabidopsis thaliana]. 

Seq. ID OJ000229_11. 0419.C3 
Strand 

End 2078 

Method TBLASTX: Cress 

End 1901 

Score 64 

.1813, 1826.. 1900, 1830.. 1901 
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Seq. No. 50880 

Gene No. 107887 

Start 1511 

Name OJ000229JL1 . 0419 . C3 . ol . ts 

Start 1521 

GI none 

Exons 1521.-1655, 1523.. 1654, 1668. 
1869. .1901 



Seq. ID OJ000229_11.0419.C3 
Strand 

End 2078 

Method TBLASTX : Soybean 

End 1901 

Score 75 

.1778, 1670. .1825, 1838. .1900, 



Seq. No. 


50881 




Seq. ID 


OJ000229__11 


.0419. C4 


Gene No. 


107888 




Strand 






Start 


1 




End 


2268 




Name 


OJ000229 ll.0419.C4.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


588 




GI 


6453878 




Score 


250 




Exons 


1. .588 










GI Descrip. 


(AC011717) putative aspartyl 


protease 


[Arabidopsis 


thalian 


Seq. No. 


50881 




Seq. ID 


OJ000229_11 


.0419. C4 


Gene No. 


107888 




Strand 






Start 


1 




End 


2268 




Name 


OJ000229 11.0419.C4.ol. 


OS 


Method 


GENS CAN 




Start 


28 ~~ 




End 


2268 




GI 


none 




Score 


r 




Exons 


28. .592, 2082. .2268 










Seq. No. 


50881 




Seq. ID 


OJ000229_11 


.0419. C4 


Gene No. 


107888 




Strand 






Start 


1 




End 


2268 




Name 


OJ000229 ll.0419.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


91 ~~ 




End 


254 




GI 


none 




Score 


136 




Exons 


91. .243, 111. .254 










Seq. No. 


50882 




Seq. ID 


OJ000229_11 


.0419. C5 


Gene No. 


107889 




Strand 


+ 




Start 


87 




End 


734 




Name 


OJ000229 ll.0419.C5.ol. 


gs 


Method 


GENSCAN 




Start 


87 




End 


734 




GI 


none 




Score 


. 92 




Exons 


87. .330, 536. .734 










Seq. No. 


50883 




Seq. ID 


OJ000229_11 


.0419. C8 


Gene No. 


107890 




Strand 


+ 




Start 


72 




End 


1186 




Name 


OJ000229 11.0419.C8.ol. 


gs 


Method 


GENSCAN 




Start 


72 


End 


1186 




GI 


none 




Score 


.82 




Exons 


72. .220, 407. .568, 907. 


.1004, 


1047. .1186 




Seq. No. 


50883 




Seq. ID 


OJ000229_11 


.0419. C8 


Gene No. 


107891 




Strand 






Start 


2305 




End 


2915 




Name 


OJ000229 ll.0419.C8.o2. 


gs 


Method 


GENSCAN 




Start 


2305 




End 


2915 




GI 


none 




Score 


.77 




Exons 


2305.. 2344, 2611.. 2915 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50884 Seq. ID 

107892 Strand 
678 End 
OJ000229_11.0419.C10.ol.np Method 
678 End 
544262 Score 
678. .829 

PISTIL-SPECIFIC EXTENS IN-LIKE PROTEIN PRECURSOR (PELP) 
gi I 322761 1 pir | | JQ1696 pistil extensin-like protein precursor 
(clone pMG15) - common tobacco gi | 19929 | emb \ CAA78397 | (Z14019) 
pistil extensin like protein [Nicotiana tabacum] 



OJ000229_11. 0419. CIO 
+ 

829 

AAT/NAP 

829 

53 



50884 Seq. ID 

107893 Strand 

820 End 
OJ000229_11 . 0419 . C10 . ol . gs Method 

820 End 

none Score 
820. . 993 



OJ000229JL1. 0419. C10 
+ 

1019 
GENS CAN 
993 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50884 Seq. ID 

107893 Strand 

820 End 
OJ000229_11 . 0419 . C10 . o2 .np Method 

870 End 

6996291 Score 
870. .1019 

(AL138659) putative protein [Arabidopsis thaliana] 



OJ000229_11. 0419. C10 
+ 

1019 
AAT/NAP 
1019 
111 



50885 Seq. ID OJ000229_11 . 0419 . Cll 

107894 Strand 

1 End 701 

OJ00022 9_11 . 041 9 . Cll . ol . np Method AAT/NAP 

1 End 701 

7248394 Score 371 

1..36, 69. .701 

(AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38985 (R01 65 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 50885 Seq. ID 

Gene No. 107894 Strand 

Start 1 End 

Name OJ00022 9_11 . 0419 . Cll . ol . gs Method 

Start 168 End 

GI none Score 

Exons 168. .242, 413. .486, 586.-655 

Seq. No. 50886 Seq. ID 

Gene No. 107895 Strand 

Start 1086 End 

Name OJ000229_11 .0419. C13 . ol . tw Method 

Start 32 End 

GI none Score 



OJ000229_11. 0419. Cll 
701 

GENSCAN 

655 

.67 



OJ000229_11.0419.C13 
1299 

TBLASTX: Wheat 

319 

208 
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Exons 


32. .319 












Seq. No. 


50886 




Seq. ID 


OJ000229_11 


.0419. 


C13 




iu / o y d 












Start 


1086 




End 


1299 






Name 


OJ000229 ll.0419.C13.ol, 


.gs 


Method 


GENSCAN 






Start 


1086 




End 


1299 






GI 


none 




Score 


.5 






Exons 


.1086. .1299 












Seq. No. 


50887 




Seq. ID 


OJ000229_11, 


.0419. 


C14 


^ene no . 


iu / o y o 




Q+- t-o r»H 








Start 


347 




End 


1019 






Name 


OJ000229 ll.0419.C14.ol, 


.gs 


Method 


GENSCAN 






Start 


347 




End 


1019 






GI 


none 




Score 


.42 






Exons 


347. .445, 993. .1019 












Seq. No. 


50887 




Seq. ID 


OJ000229_11, 


.0419. 


C14 


Gene No. 


107897 




Strand 










3317 




End 


4443 






Name 


OJ000229 ll.0419.C14.ol, 


.np 


Method 


AAT/NAP 






Start 


3315 




End 


4443 






GI 


6996291 




Score 


95 






Exons 


3315.. 3415, 3515.. 3669, 


4423 


. . 4443 








GI Descrip. 


(AL138659) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


' 50887 




Seq. ID 


OJ000229_11, 


.0419. 


C14 


bene ino . 


107897 




Strand 








Start 


3317 




End 


4443 






Name 


OJ000229 ll.0419.C14.o2. 


,gs 


Method 


GENSCAN 






Start 


3317 




End 


4415 






GI 


none 




Score 


.85 






Exons 


3317. .3415, 3589.-3647, 


3774 


..4160, 4178. .4415 






Seq. No. 


50888 




Seq. ID 


OJ000229_11. 


.0419. 


C16 


Gene No. 


107898 




Strand 


+ 






Start 


3434 




End 


5414 






Name 


OJ000229 ll.0419.C16.ol. 


np 


Method 


AAT/NAP 






OUdl L 


3425 


End 


5414 






GI 


2980782 




Score 


281 






Exons 


3425. .4044, 5317. .5414 












GI Descrip. 


(AL022198) hypothetical 


protein [Arabidopsis thaliana] 






gi 17269985 | emb | CAB79802 . 


11 (AL161577) 


hypothetical 


protein 




[Arabidopsis thaliana] 












Seq. No. 


50888 




Seq. ID 


OJ000229_11. 


,0419. 


C16 


bene no . 


107898 




Strand 


+ 






Start 


3434 




End 


5414 






Name 


OJ000229 ll.0419.C16.o2. 


gs 


Method 


GENSCAN 






Start 


3434 


End 


5386 






GI 


none 




Score 


.97 






Exons 


3434. .4044, 5317. .5386 












Seq. No. 


50888 




Seq. ID 


OJ000229_11. 


0419. 


C16 


Gene No. 


107899 




Strand 








Start 


609 




End 


1085 







52354 



# • 





Name 


OJ000229 11.0419.C16.ol.gs 


Method 


GENSCAN 










Start 


609 


End 


1085 










GI 


none 


Score 


.68 










Exons 


609. .748, 1027. .1085 














Seq. No. 


50889 


Seq. ID 


OJ000229_ 


_11. 


0419 


.CI 




Gene No. 


107900 


Strand 


+ 










o tart 


1 


End 


z y o 










Name 


OJ000229 11.0419.C17.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


293 










GI 


6815099 


Score 


89 










Exons 


1..101, 165. .293 














GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 










Seq. No. 


50889 


Seq. ID 


OJ000229_ 


_11. 


0419 


.CI' 




Gene No . 


107901 


Strand 












Start 


600 


End 


693 










Name 


OJ000229 11.0419.C17.ol.gs 


Method 


GENSCAN 










Start 


600 


End 


693 










GI 


none 


Score 


.58 










Exons 


600. .693 














Seq. No. 


50890 


Seq. ID 


OJ000309_ 


11. 


0424 


.CI 




Gene No. 


107902 


Strand 












otart 


437 


End 


ooZ 








%3 


Name 


OJ000309 11.0424.Cl.ol.np 


Method 


AAT/NAP 








[;1 


Start 


435 


End 


862 








ry 


GI 


4512231 


Score 


562 










Exons 


435. .862 












iT§ 

'~ '■?£ 


GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 










as. 
^ ST 

f ii 


Seq. No. 


50890 


Seq. ID 


OJ000309_ 


11. 


0424 


.CI 




Gene No . 


107902 


Strand 












Start 


437 


End 


862 








f 1 


Name 


OJ000309 11.0424.Cl.ol.gs 


Method 


GENSCAN 








^ S 


Start 


437 


End 


758 








i. j. 


GI 


none 


Score 


.65 








w 


Exons 


437. .758 












=: J 


Seq. No. 


50891 


Seq. ID 


OJ000309_ 


11. 


0424 


.C3 




Gene No . 


107903 


Strand 


+ 










Start 


13 


End 


473 










Name 


OJ000309 11.0424.C3.ol.gs 


Method 


GENSCAN 










Start 


13 


End 


473 










GI 


none 


Score 


.79 










Exons 


13. .128, 386. .473 














Seq. No. 


50892 


Seq. ID 


OJ000309_ 


11. 


0424 


.C4 




Gene No . 


107904 


Strand 












Start 


659 


End 


1315 










Name 


OJ000309 11.0424.C4.ol.gs 


Method 


GENSCAN 










Start 


659 


End 


1315 










GI 


none 


Score 


.45 










Exons 


659. .753, 1261. .1315 














Seq. No. 


50893 


Seq. ID 


OJ000309_ 


11. 


0424 


.C5 




Gene No. 


107905 


Strand 


+ 









52355 



Start 375 

Name OJ000309_11 . 0424 . C5 . ol . gs 

Start 375 

GI none 

Exons 375.. 434, 658.. 1498, 1540. 

Seq. No. 50893 

Gene No. 107906 

Start 2899 

Name OJ000309_11 . 0424 . C5 . o2 . gs 

Start 2899 

GI none 

Exons 2899.. 3124, 3783.-3892 

Seq. No. 50894 

Gene No. 107907 

Start 22 

Name OJ000309_11 . 0424 . C6 . ol . gs 

Start 22 

GI none 

Exons 22.. 862 



End 

Method 
End 
Score 
.1958 



1958 
GENS CAN 
1958 
.53 



Seq. ID OJ000309_11.0424.C5 

Strand + 

End 3892 

Method GENSCAN 

End 3892 

Score . 6 



Seq. ID OJ000309_11.0424.C6 

Strand + 

End 862 

Method GENSCAN 

End 862 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50894 Seq. ID 

107907 Strand 

22 End 

OJ000309_11.0424 .C6.ol.tm Method 

302 End 

none Score 

302. .469, 312. .431, 313. .504, 313. .504 



50895 

107908 

85 

OJ000309_11.0424 .C7.ol.gs 
85 

none 

85. .261, 335. .916 

50895 

107909 

3199 

OJ000309_ll-0424.C7.o2.gs 

3199 
none 

3199. .3591 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000309_11.0424.C6 
+ 

862 

TBLASTX: Maize 

504 

96 



OJ000309_11.0424.C7 
+ 

916 

GENSCAN 

916 

.93 



OJ000309_11.0424.C7 
+ 

3591 
GENSCAN 
3591 
.99 



Seq. No. 50895 Seq. ID 

Gene No. 107910 Strand 

Start 5630 End 

Name 0 JO 0030 9_1 1.0424.C7.o3.gs Method 

Start 5630 End 

GI none Score 

Exons 5630.. 7189 



OJ000309_11.0424.C7 

7189 
GENSCAN 
7189 
1 



Seq. No. 
Gene No. 
Start 



50896 

107911 

201 



Seq. ID OJ000309_11.0424.C8 
Strand + 
End 3824 



52356 



Name 


OJ000309 11.0424.C8.ol.gs 


Method 


GENSCAN 






Start 


201 


End 


3824 






GI 


none 


Score 


.64 






Exons 


201. .314, 675. .980, 3037. .3123, 3708.. 


3824 






Seq. No. 


Sflft Qfi 
jUO 3D 


Qc^n T n 
O tr<^ . ± U 


OJ000309_ 


_11.0424, 


.C8 


Ann XT /"\ 




u LI a. lid 


_l_ 
T 






Start 




End 


5283 






Name 


n.Tnnn^riQ 11 04?4 rft 


11C LilUU 


GENSCAN 






Start 


5059 


End 


5283 






GI 


none 


Score 


.96 






Exons 


-J W _J .7 • • .J ^. O .J 










Seq. No. 


J w O J u 


JC^ • J. u 


OJ000309_ 


_11.0424 , 


.C8 




1 07Q1 ^ 










Start 




End 


7078 






Name 


O.Tnnn^OQ 11 04?4 PR n? rrc; 


Mo t" h r^iH 

L1C l_ 1 lVJV-1 


GENSCAN 






Start 


667 ? ~~ 

DD / J 




7078 






GI 


none 


Score 


.41 






Exons 


6673. .6867, 6955. .7078 










Seq. No. 


50897 


Seq. ID 


OJ000309_ 


JL1.0424, 


.C9 


Gene No. 


107914 


Strand 


+ 






Start 


2117 


End 


2323 






in a nit: 


OJ000309 11.0424.C9.ol.np 


Method 


AAT/NAP 






Start 


2117 


End 


2323 






GI 


4417306 


Score 


115 






Exons 


2117. .2323 










GI Descrip. 


(AC006446) putative Athila retroelement ORF1 protein 






[Arabidopsis thaliana] 










Seq. No. 


50897 


Seq. ID 


OJ000309_ 


JL1.0424 , 


.C9 


bene lno . 


107915 


Strand 








Start 


1229 


End 


2232 






Name 


OJ000309 11.0424.C9.o2.gs 


Method 


GENSCAN 






Start 


1229 


End 


2232 






GI 


none 


Score 


.79 






Exons 


1229.. 1333, I860.. 1952, 2118. 


.2232 








Seq. No. 


50898 


Seq. ID 


OJ000309_ 


_11.0424 , 


.C10 


Gene No. 


107916 


Strand 


+ 






D Col C 


1 


End 


4167 






Name 


OJ000309 11.0424.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1729 






GI 


7523686 


Score 


79 






Exons 


1..255, 1649. .1729 










GI Descrip. 


(AC009526) Similar to Athila 


ORF 1 [Arabidopsis 


thaliana] 


Seq. No. 


50898 


Seq. ID 


OJ000309_ 


JL1.0424. 


.C10 


Gene No. 


107916 


Strand 


+ 






Start 


1 


End 


4167 






Name 


OJ000309 11.0424.C10.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


4167 






GI 


5852181 


Score 


80 






Exons 


1..64, 2952. .3163, 4106. .4167 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza sativa] 









52357 



Seq. No. 50898 

Gene No. 107916 

Start 1 

Name OJ000309_11 . 0424 . CIO . ol . gs 

Start 101 

GI none 
Exons 



Seq. ID OJ000309_11. 0424 .C10 

Strand + 

End 4167 

Method GENSCAN 

End 2081 

Score . 64 

101. .255, 1600. .1649, 1687. .1771, 1797. .1939, 1985. .2081 



Seq. No. 50898 Seq. ID 

Gene No. 107917 Strand 

Start 3152 End 

Name OJ000309_11 . 0424 . C10 . o2 . gs Method 

Start 3152 End 

GI none Score 

Exons 3152.. 3347, 4034.. 4068 



OJ000309_11. 0424. C10 

4068 
GENSCAN 
4068 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50899 Seq. ID 

107918 Strand 
522 End 
OJ000309_11. 0424. Cll. ol.np Method 
522 End 
5257279 Score 
522. .679, 3662. .4199, 4264. .5167 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] ^ 



OJ000309_11.0424.C11 
+ 

5167 
AAT/NAP 
5167 
1722 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50899 

107919 

5191 

OJ000309_11. 0424. Cll. o2.np 

5191 

7106512 

5191.. 5238, 5312.. 5371 
(AP001278) EST C98429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000309_11.0424.C11 

5514 
AAT/NAP 
5371 
118 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3_11. 0424. Cll. ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000309 11.0424.C11 



50899 
107919 
5191 

OJ000309 11, 
5269 
3761181 
5269. .5514 

4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



5514 
AAT/GAP 
5514 
393 



Seq. No. 


50899 






Seq. ID 


OJ000309_11.0424 


-Cll 


Gene No. 


107920 






Strand 






Start 


7592 






End 


8425 




Name 


OJ000309 11 


.0424.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3771 






End 


4208 




GI 


none 






Score 


4 90 




Exons 


3771. .4208, 


3782. .4195, 


3876. 


.4202 






Seq. No. 


50899 






Seq. ID 


OJ000309_11.0424 


.Cll 


Gene No. 


107920 






Strand 






Start 


7592 






End 


8425 





52358 



Name 


OJ000309 11 


.0424 


.Cll.o2. 


,tm 


Method 


TBLASTX: Maize 




Start 


3780 








End 


4072 




GI 


none 








Score 


343 




Exons 


3780. .4070, 


3830 


. .4072 










Seq. No. 


50899 








Seq. ID 


OJ000309JL1.0424 


.Cll 


Gene No. 


107920 








Strand 






Start 


7592 








End 


8425 




Name 


OJ000309 11 


.0424 


.Cll.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


4264 








End 


4651 




GI 


none 








Score 


40 




Exons 


4264. .4290, 


4264 


. .4317, 


4294. 


.4464, 4296. .4466, 4463. .4651, 




4468. .4650 














Seq. No. 


50899 








Seq. ID 


OJ000309_11.0424 


.Cll 




107920 








Strand 






Start 


7592 








End 


8425 




Name 


OJ000309 11 


.0424 


.Cll.o3. 


,tw 


Method 


TBLASTX: Wheat 




Start 


4366 








End 


4633 




GI 


none 








Score 


110 




Exons 


4366. .4464, 


4368 


. .4463, 


4376. 


.4468, 4463. .4633, 4477. .4632 


Seq. No. 


50899 








O C * X U 


OJ000309 11 0424 


. Cll 


UCllC Vi\J • 


107920 








Otl Clil<~l 






Start 


7592 








FnH 


O *± £. -J 




Name 


OJ000309 11 


.0424 


.Cll.ol. 


tm 


Met - h r\r] 


1 LJXJ.tt.hJ 1 A i IX O. X AtKZ 




Start 


4549 








End 


4978 




GI 


none 








Score 


435 




Exons 


4549. .4965, 


4553 


. .4978 










Seq. No. 


50899 








Seq. ID 


OJ000309_11.0424, 


.Cll 


f^pnp No 


107920 








Strand 






Start 


7592 








End 


8425 




Name 


OJ000309 11 


.0424 


.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4636 








End 


5050 




GI 


none 








Score 


528 




Exons 


4636. .5028, 


4637 


. .5050, 


4712. 


.5032 






Seq. No. 


50899 








Seq. ID 


OJ000309_11.0424, 


.Cll 


(Zpnp No 


107920 








Strand 






Start 


7592 








End 


8425 




Name 


OJ000309 11 


.0424 


.Cll.o2. 


gs 


Method 


GEN SCAN 




Start 


7592 








End 


8425 




GI 


none 








Score 


.85 




Exons 


7592. .7839, 


7894 


. .8425 










Seq. No. 


50899 








Seq. ID 


OJ000309JL1.0424, 


.Cll 


Gene No. 


107920 








Strand 






Start 


7592 








End 


8425 




Name 


OJ000309 11 


.0424 


.Cll.o3. 


np 


Method 


AAT/NAP 




Start 


7639 








End 


8425 




GI 


7106512 








Score 


904 




Exons 


7639. .7839, 


7894 


. .8425 










GI Descrip. 


(AP001278) 3 


EST C98429(E0138) 


corresponds to a region of 


the 




predicted gene.; 


hypothetical protein 


[Oryza- sativa] 




Seq. No. 


50900 








Seq. ID 


OJ000309_11.0424< 


.C15 



52359 



Gene No. 107921 Strand 

Start 1 End 4 36 

Name OJ000309_11 . 0424 . C15 . ol . np Method AAT/NAP 

Start 1 End 4 36 

GI 6983860 Score 453 

Exons 1 . .436 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 

(AF061282) [Oryza sativa] 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50900 

107921 

1 

OJ000309_11.0424.C15.ol.tw 
1 

none 



Seq. ID OJ000309_11.0424.C15 
Strand 

End 436 

Method TBLASTX : Wheat 

End 404 

Score 67 



1..75, 2. .76, 75. .404, 78. .290, 133. .393 



50901 
107922 
1 

OJ000309_11.0424 .C17.ol.np 
1 

7106512 
1..586, 760. .778 

(AP001278) EST C98429 (E0138 ) corresponds to a region of 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000309_11.0424, 

■Strand + 

End 778 

Method AAT/NAP 

End 778 

Score 689 



C17 



50901 

107922 

1 

OJ000309_11.0424.C17.ol.gs 
15 

none 
15. .593 



Seq. ID OJ000309_11.0424. 

Strand + 

End 778 

Method GENS CAN 

End 593 

Score 1 



the 



C17 



Seq. No. 50902 Seq. ID OJ000309 11.0424.C20 

Gene No. 107923 

Start 1 

Name OJ000309_11 . 0424 . C20 . ol . np 

Start 1 

GI 6983860 

Exons 1..181, 437.. 1103 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ000309_11.0424 , 
Strand 

End 1103 

Method AAT/NAP 

End 1103 

Score 1286 



Seq. No. 


50902 












Seq. ID 


OJ000309_11.0424 


.C20 


Gene No. 


107923 












Strand 






Start 


1 












End 


1103 




Name 


OJ000309 


_11. 


0424 


.C20 


.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


84 












End 


437 




GI 


none 












Score 


203 




Exons 


84. .437 


















Seq. No. 


50902 












Seq. ID 


OJ000309_11.0424 


.C20 


Gene No. 


107923 












Strand 






Start 


1 












End 


1103 




Name 


OJ000309 


11. 


0424 


.C20 


.ol 


.tw 


Method 


TBLASTX: Wheat 





52360 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



274 End 1103 

none Score 52 

274. .312, 771. .1103 



50902 
107923 
1 

OJ000309_11.0424 .C20.ol.gs 
336 

none Score 
336. .710, 729. .1048 



Seq. ID OJ000309_11.0424.C20 
Strand 

End 1103 
Method GENSCAN 
End 1048 
. 62 



50902 

107923 

1 

OJ000309_11.0424.C20.ol.tm 

783 

none 

783. .1103, 912. .1094 



Seq. ID OJ000309_11.0424.C20 
Strand 

End 1103 

Method TBLASTX : Mai ze 

End 1103 

Score 72 



50903 
107924 
31 

OJ000309_11.0424 .C23.ol.gs 
31 

none Score .43 

31. .73, 1338. .1419, 2440. .2570 



Seq. ID OJ000309_11.0424.C23 

Strand + 

End 2570 

Method GENSCAN 

End 2570 



50904 
107925 

1106 End 
OJ000309_11 . 0424 . C24 . ol . gp Method AAT/GAP 
1106 End 1988 

48723_1.R1084 Score 944 

1106. .1185, 1278. .1359, 1508. .1650, 1758. .1988 
, 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. ID OJ000309_11.0424.C24 
Strand + 

2516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50904 

107925 

1106 

OJ000309_11.0424.C24 .ol.gs 

1508 

none 



50904 

107926 

2804 

OJ000309_11.0424.C24.o2.gs 

2804 

none 

2804. .3205 



Seq. ID OJ000309_11.0424.C24 

Strand + 

End 2516 

Method GENSCAN 

End 2516 



Score 



.98 



1508. .1650, 1758. .2033, 2337. .2516 



Seq. ID OJ000309_11.0424.C24 
Strand 

End 3205 

Method GENSCAN 

End 3205 



Score 



.97 



Seq. No, 
Gene No, 
Start 



50905 

107927 

2203 



Seq. ID OJ000309_11.0424.C27 
Strand + 
End 8852 



52361 



Name 


OJ000309 ll.0424.C27.ol. 


. as 


Method 


GEN SCAN 


Start 


2203 


End 


8462 


GI 


none 




Score 


.45 


Exons 


2203. .2378, 2502. .2632, 


4012. 


.4096, 4130. .4204, 




4914. .5087, 5156. .5456, 


5527. 


.6872, 6948.. 7322, 




8326. . 8462 








Seq. No. 


50905 




Seq. ID 


OJ000309 


Gene No. 


107927 




Strand 


+ 


Start 


2203 




End 


8852 


Name 


OJ000309_11.0424 .C27 .ol. 


np 


Method 


AAT/NAP 


Start 


4853 


End 


8852 


GI 


6539588 




Score 


95 


Exons 


4853. .5073, 8825. .8852 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50906 




Seq. ID 


OJ000309_ 


Gene No. 


107928 




Strand 


+ 


Start 


1 




End 


1742 


Name 


OJ000309JL1.0424 .C28.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1742 


GI 


6539588 




Score 


110 


Exons 


1. .215, 1710. .1742 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50906 




Seq. ID 


OJ000309 


Gene No. 


107928 




Strand 


+ 


Start 


1 




End 


1742 


Name 


OJ000309 11.0424.C28.ol. 


gs 


Method 


GEN SCAN 


Start 


121 




End 


1111 


GI 


none 




Score 


.78 


Exons 


121. .232, 932. .1111 








Seq. No. 


50906 




Seq. ID 


OJ000309_ 


Gene No. 


107929 




Strand 


— 


Start 


1443 




End 


3059 


Name 


OJ000309 ll.0424.C28.o2. 


gs 


Method 


GEN SCAN 


Start 


1443 




End 


3059 


GI 


none 




Score 


1 


Exons 


1443. . 3059 








Seq. No. 


50907 




Seq. ID 


OJ000309_ 


Gene No. 


107930 




Strand 


+ 


Start 


330 




End 


503 


Name 


OJ000309 ll.0424.C29.ol. 


gs 


Method 


GEN SCAN 


Start 


330 


End 


503 


GI 


none 




Score 


.46 


Exons 


330. .503 









Seq. No. 50908 

Gene No. 107931 

Start 565 

Name OJ000309_11 . 0424 . C30 . ol , 

Start 565 

GI 7106516 

Exons 565.. 712, 1596.. 1625 

GI Descrip. (AP001278) hypothetical 



np 



Seq. ID OJ000309_11.0424.C30 

Strand + 

End 1625 

Method AAT/NAP 

End 1625 

Score 58 



protein [Oryza sativa] 



52362 



Seq. No. 50908 Seq. ID 

Gene No. 107932 Strand 

Start 1050 End 

Name OJ000309_11 . 0424 . C30 . ol . gs Method 

Start 1050 End 

GI none Score 

Exons 1050.. 1229, 1315.. 1374 



OJ000309_11.0424 .C30 

1374 
GEN SCAN 
1374 
.98 



Seq. No. 50909 Seq. ID 

Gene No. 107933 Strand 

Start 23 End 

Name OJ000309_11 . 0424 . C31 . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.-392, 845. .913, 1018. .1245, 1338. 



OJ000309_11.0424 . 
+ 

2389 
GENSCAN 
1450 
. 69 
1450 



C31 



Seq. No. 50909 

Gene No. 107933 

Start 23 

Name OJ000309_11 . 0424 . C31 . ol . np 

Start 988 

GI 7489805 

Exons 988.. 1513, 2310.. 2389 

GI Descrip. polyprotein - maize retrotransposon Cinful-1 

gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ000309JL1.0424 , 

Strand + 

End 2389 

Method AAT/NAP 

End 2389 

Score 335 



C31 



fig Seq. No. 
12 Gene No. 
^ Start 
^ Name 
O Start 
GI 

Exons 



50909 Seq. ID 

107933 Strand 

23 End 
OJ000309_11.0424.C31.ol.tm Method 

1151 End 

none Score 

1151. .1483, 1219. .1275, 1306. .1482 



OJ000309_11.0424 
+ 

2389 

TBLASTX: Maize 

1483 

281 



C31 



Seq. No. 50910 Seq. ID 

Gene No. 107934 Strand 

Start 846 End 

Name OJ000309_11 . 0424 . C32 . ol . gs Method 

Start 846 End 

GI none Score 

Exons 846.. 925, 1085.. 1199 



OJ000309_11.0424.C32 

1199 
GENSCAN 
1199 
.41 



Seq. No. 50911 Seq. ID 

Gene No. 107935 Strand 

Start 261 End 

Name OJ000309_11 . 0424 . C33 . ol . gs Method 

Start 261 End 

GI none Score 

Exons 261.. 471, 746.. 1221 



OJ000309_11.0424.C33 

1279 
GENSCAN 
1221 
.7 



Seq. No. 50911 Seq. ID 

Gene No. 107935 Strand 

Start 261 End 

Name OJ000309_11 . 0424 . C33 . ol . np Method 

Start 270 End 

GI 6691193 Score 



OJ000309_11.0424.C33 

1279 
AAT/NAP 
1279 
751 



52363 




Exons 


270. . 1279 








GI Descrip. 


(AC007534) F7F22.17 [Arabidopsis thaliana] 




Seq. No. 


50911 


Seq. ID 


OJ000309 11.0424 


.C33 


Gene No. 


107935 


Strand 






Start 


261 


End 


1279 




Name 


OJ000309 11.0424.C33.o2.ts 


Method 


TBLASTX : Soybean 




Start 


321 


End 


720 




GI 


none 


Score 


37 




Exons 


321. .377, 363. .452, 412. .453, 462. .716, 


463. .720 




Seq. No. 




Seq. ID 


OJ000309 11.0424 


.C33 


Gene No. 


107935 


Strand 






Start 


261 


End 


1279 




Name 


OJUU0309 11 . 0424 . C33 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


459 


End 


701 




GI 


none 


Score 


94 




Exons 


459. .701, 460. .699 








Seq. No. 


50911 


Seq. ID 


OJ000309 11.0424 


.C33 


Gene No. 


1 AT m r 

107935 


Strand 






Start 


261 


End 


127 9 




Name 


OJ000309 11 . 0424 . C33 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


707 


End 


1116 




GI 


none 


Score 


207 




Exons 


707. .1111, 715. .1116, 907.. 


1113 






Seq. No. 


50911 


Seq. ID 


OJ000309 11.0424 


.C33 


Gene No. 


107935 


Strand 






Start 


261 


End 


1279 




Name 


OJ000309 11 . 0424 . C33 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


763 


End 


1117 




GI 


none 


Score 


174 




Exons 


763.. 1077, 764.. 1078, 1075. 


.1116, 1076. 


.1117 




Seq. No. 


50912 


Seq. ID 


OJ000309 11.0424 


.C34 


Gene No. 


107936 


Strand 


+ 




Start 


52 


End 


332 




Name 


OJ000309 11.0424.C34.ol.gs 


Method 


GEN SCAN 




Start 


52 


End 


332 




GI 


none 


Score 


1 




Exons 


52. .332 








Seq. No. 


50913 


Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107937 


Strand 


+ 




Start 


1 


End 


1857 




Name 


OJ000309 11.0424.C35.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


697 




GI 


6983860 


Score 


1146 




Exons 


1. .697 








GI Descrip. 


(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


50913 


Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107937 


Strand 


+ 




Start 


1 


End 


1857 




Name 


OJ000309 11.0424.C35.ol.gs 


Method 


GENS CAN 





52364 



Start 


34 




End 


1503 




GI 


none 




Score 


.8 




Exons 


34. .258, 442. .657, 801. 


. 991, 


1042. .1188, 1203. .1293, 1327.. 


Seq. No. 


50913 




Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107937 




Strand 


+ 




Start 


1 




End 


1857 




Name 


OJ000309 ll.0424.C35.o2 


.np 


Method 


AAT/NAP 




Start 


990 




End 


1857 




GI 


5852178 




Score 


503 




Exons 


990. .1295, 1327. .1428, 


1763. 


.1857 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 






Seq. No. 


50913 




Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107938 




Strand 


_ 




Start 


1 




End 


5045 




Name 


OJ000309 ll.0424.C35.o3 


.np 


Method 


AAT/NAP 




Start 


1 




End 


5045 




GI 


5042454 




Score 


200 




Exons 


1..23, 4497. .4592, 4889 


..5045 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


50913 




Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107938 




Strand 






Start 


1 




End 


5045 




Name 


OJ000309 ll.0424.C35.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


222 




GI 


none 




Score 


336 




Exons 


3. .218, 4 . .222 










Seq. No. 


50913 




Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107938 




Strand 






Start 


1 




End 


5045 




Name 


OJ000309 ll.0424.C35.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


10 




End 


270 




GI 


none 




Score 


289 




Exons 


10. .270, 21. .269 










Seq. No. 


50913 




Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107938 




Strand 






Start 


1 




End 


5045 




Name 


OJ000309 ll.0424.C35.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


13 




End 


183 




GI 


none 




Score 


233 




Exons 


13. .183, 21. .179 










Seq. No. 


50913 




Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107938 




Strand 






Start 


1 




End 


5045 




Name 


OJ000309 ll.0424.C35.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


187 




End 


504 




GI 


none 




Score 


421 




Exons 


187. .504, 198. .500 










Seq. No. 


50913 




Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107938 




Strand 






Start 


1 




End 


5045 





52365 



• # 



Name 


OJ000309_11 . 0424 .C35 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


229 


End 


690 




GI 


none 


Score 


519 




Exons 


229. . 690, 309. . 668 








Seq. No. 


50913 


Seq. ID 


OJ000309_11.0424 


.C35 


Gene No. 


107938 


Strand 






Start 


1 


End 


5045 




Name 


OJ000309_11 . 0424 ,C35 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


510 


End 


690 




GI 


none 


Score 


219 




Exons 


510. . 665, 511. . 690 








Seq. No. 


50913 


Seq. ID 


OJ000309_11. 0424 


.C35 


Gene No. 


107938 


Strand 






Start 


1 


End 


5045 




Name 


OJ000309_11 . 04 24 . C35 . o2 .gs 


Method 


GENSCAN 




Start 


1724 


End 


3836 




GI 


none 


Score 


.57 




Exons 


1724. .1792, 2284. .2399, 2651. 


.2766, 3724..3836 




Seq. No. 


50913 


Seq. ID 


OJ000309_11. 0424 


.C35 


Gene No . 


107938 


Strand 






Start 


1 


End 


5045 




Name 


OJ000309 11.0424.C35.o3.gs 


Method 


GENSCAN 




Start 


4094 


End 


5022 




GI 


none 


Score 


.77 * 




Exons 


4094. .4221, 4895. .4942, 4998. 


.5022 






Seq. No. 


50914 


Seq. ID 


OJ000309_11.0424 


.C36 


Gene No. 


107939 


Strand 






Start 


244 


End 


451 




Name 


OJ000309 11.0424.C36.ol.np 


Method 


AAT/NAP 




Start 


244 


End 


451 




GI 


4680186 


Score 


99 




Exons 


244 . .451 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 




Seq. No. 


50915 


Seq. ID 


OJ000309_11.0424 


.C37 


Gene No. 


107940 


Strand 


+ 




Start 


3715 


End 


5339 




Name 


OJ000309 11.0424.C37.o2.np 


Method 


AAT/NAP 




Start . 


3715 


End 


5339 




GI 


-5852180 


Score 


675 




Exons 


3715. .3767, 4759. .4875, 4927. 


.5339 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


50915 


Seq. ID 


OJ000309_11.0424 


.C37 


Gene No. 


107941 


Strand 






Start 


1 


End 


57 




Name 


OJ000309 11.0424.C37.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


57 




GI 


3761181 


Score 


114 




Exons 


1..57 








GI Descrip. 


4521193/dbj | AB013450. 1 IAB013450 1.0e-99 Oryza sativa DNA, 



similar sequence to Pib gene 



52366 



Seq. No. 50915 

Gene No. 107942 

Start 2242 

Name OJ000309_11 . 0424 . C37 . ol . np 

Start 2242 

GI 7106512 

Exons 2242.. 2615, 2670.. 2927, 6635. 
GI Descrip. 



Seq. ID OJ000309_11.0424.C37 
Strand 

End 6980 

Method AAT/NAP 

End 6662 

Score 935 
.6662 



(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 





Seq. No. 


50915 


Seq. ID 


OJ000309 




Gene No. 


107942 


Strand 






Start 


2242 


End 


6980 




Name 


OJ000309 11.0424.C37.o3.gp 


Method 


AAT/GAP 




Start 


3617 


End 


4000 




GI 


uC-osflcyp033a04bl 


Score 


665 




Exons 


3617. .4000 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 






DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


50915 


Seq. ID 


OJ000309 




Gene No. 


107942 


Strand 






Start 


2242 


End 


6980 




Name 


OJ000309 11.0424.C37.o3.gs 


Method 


GENSCAN 


J 


Start 


6080 


End 


6874 




GI 


none 


Score 


.87 




Exons 


6080. .6874 








Seq. No. 


50915 


Seq. ID 


OJ000309 




Gene No. 


107942 


Strand 






Start 


2242 


End 


6980 




Name 


OJ000309 11.0424.C37.o3.np 


Method 


AAT/NAP 




Start 


6083 


End 


6980 




GI 


6983860 


Score 


1332 




Exons 


6083. .6980 







GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 



^1 




(AF061282) 


[Oryza sativa] 










Seq. No. 


50915 




Seq. ID 


OJ000309_11.0424 


.C37 




Gene No. 


107942 




Strand 








Start 


2242 




End 


6980 






Name 


OJ000309 11 


.0424.C37.o2.tw 


Method 


TBLASTX: Wheat 






Start 


6128 




End 


6461 






GI 


none 




Score 


120 






Exons 


6128. .6460, 


6149. .6457, 6192. 


.6461 








Seq. No. 


50915 




Seq. ID 


OJ000309_11.0424 


.C37 




Gene No. 


107942 




Strand 








Start 


2242 




End 


6980 






Name 


OJ000309 11 


.0424.C37.ol.tm 


Method 


TBLASTX: Maize 






Start 


6308 




End 


6907 






GI 


none 




Score 


209 






Exons 


6308. .6748, 


6324. .6749, 6746. 


.6907, 6753.. 6905 






Seq. No. 


50915 




Seq. ID 


OJ000309_11.0424 


.C37 




Gene No. 


107942 




Strand 








Start 


2242 




End 


6980 





52367 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000309_11. 0424 .C37 .ol.tw Method 
64 61 End 
none Score 
6461. .6976, 6464. .6586, 6573. .6977 



TBLASTX : Wheat 

6977 

68 



50916 Seq. ID OJ000309 11.0424.C38 

107943 Strand 
1389 End 
OJ000309_11 . 0424 . C38 . ol . gp Method 
1389 End 
uC-osflcyp053f07al Score 
1389. .1572 

'5091496/dbj | AB0234 82 . 2 | AB023482 3.0e-38 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



OJ000309_11.0424. 
+ 

1572 
AAT/GAP 
1572 
243 



50916 Seq. ID 

107944 Strand 
1 End 
OJ000309_11.0424 .C38.ol.np Method 
1 End 
7106512 Score 
1..1368, 1442. .2447, 2521. .2580 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical -protein [Oryza sativa] 



OJ000309_11.0424.C38 

2726 
AAT/NAP 
2580 
1788 



.50916 Seq. ID 

107944 Strand 

1 End 
OJ000309_11 . 0424 . C38 . ol . gs Method 

63 End 

none Score 
63. .830, 1607. .2110 



OJ000309_11 . 0424 .C38 

2726 
GEN SCAN 
2110 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



50916 Seq. ID OJ000309_11 . 0424 . C38 

107944 Strand 

1 End 2726 

OJ000309_11 . 0424 . C38 . o2 . gp Method AAT/GAP 

2478 End 2726 

3761181 Score 433 

2478. .2726 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



50917 Seq. ID 

107945 Strand 

97 End 
OJ000309_11.0424 .C39.ol.gs Method 

97 End 

none Score 

97. .236, 2283. .2412, 2455. .2859 

50917 Seq. ID 

107945 Strand 

97 End 
OJ000309_11. 0424 .C39.ol.gp Method 

1014 End 

uC-osflcyp033a04bl Score 



OJ000309_11.0424.C39 
+ 

2859 
GENS CAN 
2859 
.53 



OJ000309_11.0424.C39 
+ 

2859 
AAT/GAP 
1399 
653 



52368 



Exons 1014.. 1399 

GI Descrip. ? 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 


50917 




Seq. ID 


OJ000309_11. 


Gene No. 


107946 




Strand 


- 


Start 


1 




End 


1301 


Name 


OJ000309 11 


.0424.C39.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1301 


GI 


5852180 




Score 


286 


Exons 


1..89, 140. 


.258, 1248. .1301 






GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa] 




Seq. No. 


50918 




Seq. ID 


OJ000309_11. 


Gene No. 


107947 




Strand 


+ 


Start 


84 




End 


2194 


Name 


OJ000309 11 


.0424.C40.ol.gs 


Method 


GENSCAN 


Start 


84 




End 


2194 


GI 


none 




Score 


. 62 


Exons 


84. .180, 1517. .1678, 2172. .2194 




Seq. No. 


50918 




Seq. ID 


OJ000309_11. 


Gene No. 


107948 




Strand 


+ 


Start 


6835 




End 


11724 


Name 


OJ000309 11 


.0424.C40.o3.gs 


Method 


GENSCAN 


Start 


6835 




End 


11254 


GI 


none 




Score 


.45 


Exons 


6835. .7395, 


8255. .11254 






Seq. No. 


50918 




Seq. ID 


OJ000309_11. 


Gene No. 


107948 




Strand 


+ 


Start 


6835 




End 


11724 


Name 


OJ000309 11 


.0424.C40.o2.np 


Method 


AAT/NAP 


Start 


7229 


End 


11724 


GI 


4680179 




Score 


3158 


Exons 


7229. .7286, 


8298. .9319, 9353. 


.11159, 


11691. .11724 


GI Descrip. 


(AF111709) ] 


polyprotein [Oryza 


sativa 


subsp. indica] 


Seq. No. 


50918 




Seq. ID 


OJ000309_11. 


Gene No. 


107949 




Strand 




Start 


1 




End 


4170 


Name 


OJ000309 11 


.0424.C40.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


4170 


GI 


6983860 




Score 


633 


Exons 


1..60, 2957 


..3200, 3399.. 4170 






GI Descrip. 


(AP001168) : 


Similar to 22 kDa 


kafirin < 


cluster; Ty3-G 



(AF061282) [Oryza sativa] 



Seq. No. 


50918 






Seq. ID 


OJ000309_11.0424.C40 


Gene No. 


107950 






Strand 




Start 


5461 






End 


9061 


Name 


OJ000309 11, 


.0424.C40.o4, 


.tw 


Method 


TBLASTX: Wheat 


Start 


3383 






End 


9061 


GI 


none 






Score 


100 


Exons 


3383. .3739, 


3449. .3727, 


8710. 


.8904, 8711. .9061 



Seq. No. 



50918 



Seq. ID OJ000309_11.0424.C40 



52369 




Gene No. 


107950 






Strand 




Start 


5461 






End 


9061 


Name 


OJ000309 11. 


0424.C40.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3440 






End 


9016 


GI 


none 






Score 


75 


Exons 


3440. .3739, 


3636. .3725, 


8711. 


.9016, 8725..8889 


Seq. No. 


50918 






Seq. ID 


OJ000309_11.0424 .C40 


Gene No. 


107950 






Strand 




Start 


5461 






End 


9061 


Name 


OJ000309 11. 


0424.C40.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


3777 






End 


8676 


GI 


none 






Score 


102 


Exons 


3777. .3965, 


3779. .3976, 


8334. 


.8366, 8477. .8674, 8479. .8676 


Seq. No. 


50918 






Seq. ID 


OJOOOoOy 11.0424.C40 


Gene No. 


107950 






Strand 




Start 


5461 






End 


and 

y u oi 


Name 


OJ000309 11. 


0424.C40.ol. 


gp 


Method 


AAT/GAP 


Start 


5461 






End 


5844 


GI 


uC-osflcyp033a04bl 




Score 


661 


Exons 


5461. .5844 










GI Descrip. 


'6016845/dbj |AP000570.1| 


AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone 


:P0711E10' 




Seq. No. 


50918 






Seq. ID 


OJ000309_11.0424.C40 


Gene No. 


107951 






Strand 




Start 


9344 






End 


9802 


Name 


OJ000309 11. 


0424.C40.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


9344 






End 


9697 


GI 


none 






Score 


189 


Exons 


9344. .9697 










Seq. No. 


50918 






Seq. ID 


OJ000309_11.0424 .C40 


Gene No. 


107951 






Strand 




Start 


9344 






End 


9802 


Name 


OJ000309 11. 


0424.C40.o5. 


tw 


Method 


TBLASTX: Wheat 


Start ' 


9380 






End 


9802 


GI 


none 






Score 


163 


Exons 


9380. .9589, 


9436. .9588, 


9634. 


.9747, 9635.. 9802 


Seq. No. 


50918 






Seq. ID 


OJ000309_11.0424 .C40 


Gene No. 


107952 






Strand 




Start 


9913 






End 


10786 


Name 


OJ000309 11. 


0424.C40.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


9913 






End 


10399 


GI 


none 






Score 


549 


Exons 


9913. .10356, 


9917. .10399 






Seq. No. 


50918 






Seq. ID 


OJ000309_11.0424 .C40 


Gene No. 


107952 






Strand 




Start 


9913 






End 


10786 


Name 


OJ000309 11. 


0424.C40.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9928 






End 


10218 


GI 


none 






Score 


327 


Exons 


9928. .10218, 


9929. .10216 







52370 




Seq. No. 


50918 




Seq. ID 


OJ000309_11 . 0424 


Gene No. 


107952 




Strand 




Start 


9913 




End 


10786 


Name 


OJ000309_11. 0424 .C40 


,o3.ts 


Method 


TBLASTX : Soybean 


Start 


9953 




End 


10267 


GI 


none 




Score 


183 


Exons 


9953. . 10267 








Seq. No. 


50918 




Seq. ID 


OJ000309_11 . 0424 


Gene No. 


107952 




Strand 




Start 


9913 




End 


10786 


Name 


OJ000309_11.0424.C40 


.o2 . tm 


Method 


TBLASTX: Maize 


Start 


10286 




End 


10786 


GI 


none 




Score 


167 


Exons 


10286. . 10465, 10294 . 


. 10440, 


10472. .10786, 10537 .. 10665, 




10693 . . 10743 








Seq. No. 


50918 




Seq. ID 


OJ000309_11.0424 


Gene No. 


107952 




Strand 




Start 


9913 




End 


10786 


Name 


OJ000309_11.0424.C40 


- ol . ts 


Method 


TBLASTX: Soybean 


Start 


10340 




End 


10735 


GI 


none 




Score 


57 


Exons 


10340 . . 10372, 10342 . 


. 10371, 


10376. .10735, 10378 .. 104 16, 




1 '1'0444 . . 10734 








Seq. No. 


50918 




Seq. ID 


OJ000309_11.0424 


Gene No. 


107952 




Strand 




Start 


9913 




End 


10786 


Name 


OJ000309_11 . 0424 .C40 


. o3 . tw 


Method 


TBLASTX '.Wheat 


Start 


10448 




End 


10750 


GI 


none 




Score 


381 


Exons 


10448.. 10750, 10449. 


. 10529, 


10450. .10734, 10451.. 10744 


Seq. No. 


50918 




Seq. ID 


OJ000309_11.0424 


Gene No. 


107953 




Strand 




Start 


10751 




End' 


11158 


Name 


OJ000309_11 . 0424 ;C4 0 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


10751 




End 


11158 


GI 


none 




Score 


575 


Exons 


10751. .11158, 10783. 


. 11157 






Seq. No. 


50918 




Seq. ID 


OJ000309JL1.0424 


Gene No. 


107953 




Strand 




Start 


10751 




End 


11158 


Name 


OJ000309_11 . 0424 .C40 


.o2 . ts 


Method 


TBLASTX: Soybean 


Start 


10757 




End 


11002 


GI 


none 




Score 


207 


Exons 


10757 . . 11002, 10774 . 


. 11001 






Seq. No. 


50918 




Seq. ID 


OJ000309JL1.0424 


Gene No. 


107953 




Strand 




Start 


10751 




End 


11158 


Name 


OJ000309 11.0424.C40 


.ol . tm 


Method 


TBLASTX: Maize 


Start 


10822 




End 


11158 


GI 


none 




Score 


457 


Exons 


10822. .11157, 10823. 


.11158 







52371 



Seq. No. 50919 Seq. ID 

Gene No. 107954 Strand 

Start 96 End 

Name 0 JO 0030 9_1 1 . 0424. C 4 1 . o 1 . np Method 

Start 96 End 

GI 6907087 Score 

Exons 96.. 479, 689.. 1354, 1906.. 2007 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E22 15 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ000309_11.0424.C41 
+ 

5772 
AAT/NAP 
2007 
1065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50919 Seq. ID OJ000309_11 . 0424 . C4 1 

107954 Strand + 

96 End 5772 

OJ000309_11.0424 .C41.ol.gs Method GENSCAN 

578 End 5772 

none Score . 61 

578. .1354, 3289. .3317, 4556. .5094, 5225. .5395, 5653. .5772 

50919 Seq. ID OJ000309_11 . 0424 . C4 1 

107954 Strand + 

96 End 5772 

OJ000309_11.0424 .C41.ol.gp Method AAT/GAP 

2463 End 2845 

uC-osflcyp033a04bl Score 692 
2463. .2845 

•6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

50919 Seq. ID OJ000309_11 . 0424 . C4 1 

107955 Strand + 
6172 End 6545 
OJ000309_1 1.0424 .C41.o3.gp Method AAT/GAP 
6172 End 6545 
uC-osflcyp033a04bl Score 533 
6172.. 6545 

1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 

50919 Seq. ID OJ000309JL1 . 0424 . C4 1 

107956 Strand 

1 End 10935 

OJ000309_11 . 0424 . C41 . o3 .np Method AAT/NAP 

1 End 10935 

5852180 Score 625 

1.-17, 4077. .4135, 4840. .5248, 5299. .5417, 6406. .6453, 

10895. .10935 

(AL117265) zhb00010.1 [Oryza sativa] 

50919 Seq. ID OJ000309_11 . 0424 . C4 1 

107956 Strand 

1 End 10935 

OJ000309_11.0424.C41.o2.np Method AAT/NAP 

2393 End 2595 

4680186 Score 237 

2393. .2595 



52372 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000309_11.0424.C42 

Strand + 

End 1584 

Method AAT/NAP 

End 1584 

Score 66 



50920 
107957 
1 

OJ000309_11.0424 .C4 2.ol.np 
1 

1399945 

1..54, 316. .397, 1563. .1584 

(U60194) RNA helicase GLH-2 [Caenorhabditis elegans] gi 11405387 
(U60449) GLH-2 [Caenorhabditis elegans] 



50920 

107957 

1 

OJ000309_ll.0424.C42.ol.gs 
16 

none 

16. .471, 580. .735 



Seq. ID OJ000309_11.0424.C42 

Strand + 

End 1584 

Method GENSCAN 

End 735 

Score .99 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50921 
107958 
1 

OJ000329_04.0419.Cl.ol.np 
1 

4680204 
1..295, 400. .457 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000329_04.0419.C1 

Strand + 

End 4 63 

Method AAT/NAP 

End 4 57 

Score 90 



50921 

107958 

1 

OJ000329_04.0419.Cl.ol.gs 

161 

none 

161. .295, 400. .463 



Seq. ID OJ000329_04.0419.C1 

Strand + 

End 4 63 

Method GENSCAN 

End 4 63 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50922 
107959 
1 

OJ000329_04.0419.C4.ol.np 
1 

6721517 
1..531, 578. .1281 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. ID OJ000329_04 .0419.C4 

Strand + 

End 1281 

Method AAT/NAP 

End 1281 

Score 1680 



50922 

107959 

1 

OJ000329_04.0419.C4.o2.tw 
2 

none 

2. .229, 4. .141, 215. .277 



Seq. ID OJ000329_04.0419.C4 

Strand + 

End 1281 

Method TBLASTX : Wheat 

End 277 

Score 191 



Seq. No. 
Gene No. 
Start 



50922 

107959 

1 



Seq. ID OJ000329_04.0419.C4 
Strand + 
End 1281 



52373 



Name 


OJ000329 04.0419.C4.ol.gs 


Method 


GEN SCAN 






Start 


308 


End 


1237 






GI 


none 


Score 


.74 






Exons 


308. .535, 701. .964, 992. .1237 








Seq. No. 


50922 


Seq. ID 


OJ000329 


_04.0419. 


C4 


Gene No . 


107959 


Strand 


+ 






Start 


1 


End 


1281 






Name 


OJ000329 04.0419.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


755 


End 


1201 






GI 


none 


Score 


137 






Exons 


755. .973, 862. .963, 1064. .1201, 1072.. 


1194 






Seq. No. 




oeq. iu 


OJ000329_ 


_04 .0419. 


C5 


Gene No . 


iu / y du 


Cf > in^ 

otrana 


_l_ 






Start 


jUU 


Lna 


835 






Name 


ATHPiri^OQ H A Oil 1 Q pc; ,^1 

uuuuujzy u 4 * u 4 1 y . L-0 . oi . gs 




GEN SCAN 






Start 


ouu 


C 1 — J 


835 






GI 


none 


Score 


.72 






Exons 


500. .613, 827. .835 










Seq. No. 




beq. iu 


OJ000329_ 


_04.0419. 


C5 


Gene No. 


IU / y Dl 


Strand 








0 4- ^ -v»4- 

otart 


CIO 


tina 


2187 






Name 


ujuuuozy u 4 . U4 i y . lo . oi . np 


Method 


AAT/NAP 






Start 


jlo 


bna 


2187 






GI 


5852179 


Score ■ 


111 






Exons 


518. .647, 1377. .1576, 1809. 


2187 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 








Seq. No. 


50923 


Seq. ID 


OJ000329_ 


_04.0419. 


C5 


Gene No. 


107961 


Strand 








Start 


518 


End 


2187 






Name 


OJ000329 04.0419.C5.o2.gs 


Method 


GEN SCAN 






Start 


1866 


End 


2111 






GI 


none 


Score 


.46 






Exons 


1866. .2111 










Seq. No. 


50924 


Seq. ID 


OJ000329_ 


_04.0419. 


C6 


Gene No. 


107962 


Strand 


+ 








1 


End 


2793 






Name 


OJ000329 04.0419.C6.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


2658 






GI 


5852175 


Score 


128 






Exons 


1.-124, 665.. 727, 1284.. 1340, 1911.. 2005, 2626. 


.2658 




GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 








Seq. No. 


50924 


Seq. ID 


OJ000329_ 


_04.0419. 


C6 


Gene No. 


107962 


Strand 


+ 






Start 


1 


End 


2793 






Name 


OJ000329 04.0419.C6.ol.gp 


Method 


AAT/GAP 






Start 


1289 


End 


1539 






GI 


101153 1.R1084 


Score 


412 






Exons 


1289. .1539 










GI Descrip. 


'5852170/emb|AL117265. 1 IOST17804 l.Oe- 


115 Oryza 


sativa 





indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



52374 






Seq. No. 


50924 




Seq. ID 


OJ000329_ 


_04 


.0419. 


C6 




Gene No. 


107962 




Strand 


+ 










Start 


1 




End 


2793 










Name 


OJ000329 04.0419.C6.o2 


• gp 


Method 


AAT/GAP 










Start 


2519 




End 


2793 










GI 


61605 1.R1084 




Score 


460 










Exons 


2519. .2793 
















GI Descrip. 


f 5852170/emb|AL117265. 


HOST17804 l.Oe- 


137 Oryza 


sativa 








indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: 


tl7804 ' 




Seq. No. 


50924 




Seq. ID 


OJ000329_ 


_04 


.0419. 


C6 




Gene No. 


107963 




Strand 












Start 


1 




End 


1897 










Name 


OJ000329 04.0419.C6.ol 


.np 


Method 


AAT/NAP 










Start 


1 




End 


1897 










GI 


5852179 




Score 


389 










Exons 


1..157, 427. .601, 676. 


.888, 


1877. .1897 












GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 












Seq. No. 


50925 




Seq. ID 


OJ000329_ 


_04 


.0419. 


C7 




Gene No. 


107964 




Strand 


+ 










Start 


499 




End 


813 










Name 


OJ000329 04.0419.C7.ol 


.gs 


Method 


GENS CAN 










Start 


499 




End 


813 










GI 


none 




Score 


.84 










Exons 


499. .813 














f n 

r ! : 


Seq. No. 


50925 




Seq. ID 


OJ000329_ 


_04 


.0419. 


C7 




Gene No. 


107965 




Strand 


+ 










Start 


1265 




End 


1629 










Name 


OJ000329 04.0419.C7.o2 


.gs 


Method 


GEN SCAN 








^ J 


Start 


1265 


End 


1629 










GI 


none 




Score 


.9 










Exons 


1265. .1387, 1483. .1629 














ass. 


Seq. No. - 


50925 




Seq. ID 


OJ000329_ 


_04 


.0419. 


C7 


' iwj 


Gene No. 


107966 




Strand 












Start 


4172 




End 


5197 










Name 


OJ000329 04.0419.C7.o3 


.gs 


Method 


GENSCAN 










Start 


4172 


End 


5197 










GI 


none 




Score 


.67 








r ~= 


Exons 


4172. .4441, 5150. .5197 















Seq. No. 50926 Seq. ID OJ000329_04 . 04 19 . C8 

Gene No. 107967 Strand + 

Start 1018 End 1164 

Name OJ000329_04 . 04 19 . C8 . ol . gp Method AAT/GAP 

Start 1018 End 1164 

GI 21474_1.R1084 Score 217 

Exons 1018.. 1164 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 50926 Seq. ID OJ000329_04 . 04 19 . C8 

Gene No. 107 968 Strand 

Start 1389 End 1922 

Name OJ000329_04 . 0419. C8 . ol . gs Method GENSCAN 



52375 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1389 End 1922 

none Score . 75 

1389. .1577, 1657. .1755, 1850. .1922 



Seq. ID OJ000329_04.0419.C9 
Strand 

End 1564 

Method AAT/NAP 

End 1564 

Score 2087 



50927 
107969 
1 

OJ000329_04.0419.C9.ol.np 
1 

6983860 
1..213, 469. .1564 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. No. 


50927 




Seq. ID 


OJ000329_04.0419. 


C9 


Gene No. 


107969 




Strand 


- 




Start 


1 




End 


1564 




Name 


OJ000329 04.0419.C9.ol. 


gs 


Method 






Start 


16 




End 


1564 




GI 


none 




Score 


.73 




Exons 


16. .919, 1016. .1193, 1218. .1564 






Seq. No. 


SHQ97 






OJ000329_04.0419. 


C9 


Gene No. 


± U / jO? 






- 




Start 


1 
-L 






1564 




Name 


OJ000329 04.0419.C9.o2. 


tw 


Method 






Start 


116 




End 


469 




GI 


none 




Score 


246 




Exons 


1 1 C A CO 
11D. . fi O .7 










Seq. No. 


50927 




Seq. ID 


OJ000329_04.0419. 


C9 


Gene No. 


107969 




Strand 


- 




Start 


1 




End 


1564 




Name 


OJ000329 04.0419.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


803 




End 


1153 




GI 


none 




Score 


305 




Exons 


803. .1153 










Seq. No. 


50927 




Seq. ID 


OJ000329_04.0419. 


C9 


Gene No. 


107969 




Strand 






Start 


1 




End 


1564 




Name 


OJ000329 04.0419.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


815 




End 


1153 




GI 


none 




Score 


91 




Exons 


815. .1153, 917. .1153 










Seq. No. 


50927 




Seq. ID 


OJ000329_04.0419. 


C9 


Gene No. 


107969 




Strand 






Start 


1 




End 


1564 




Name 


OJ000329 04.0419.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1205 




End 


1530 




GI 


none 




Score 


54 




Exons 


1205. .1378, 1205. .1402, 


1206. 


.1403, 1510. .1530 




Seq. No. 


50928 




Seq. ID 


OJ000329_04.0419. 


C12 


Gene No. 


107970 




Strand 


+ 




Start 


185 




End 


308 





52376 



Name 


OJ000329 04.0419, 


.C12.ol.gs 


Method 


GENSCAN 


Start 


185 




End 


308 


GI 


none 




Score 


.6 


Exons 


185. .308 








Seq. No. 


50928 




Seq. ID 


OJ000329 


Gene No. 


107971 




Strand 


+ 


Start 


3423 




End 


7178 


Name 


OJ000329_04.0419< 


. C12 . o3 . gs 


Method 


GENSCAN 


Start 


3423 




End 


7178 


GI 


none 




Score 


.75 


Exons 


3423.. 3620, 4032, 


,.4133, 5865 


..6024, 6237. .6286, 




6856. .6988, 7031, 


. .7178 






Seq. No. 


50928 




Seq. ID 


OJ000329 


Gene No. 


107972 




Strand 


+ 


Start 


9620 




End 


9783 


Name 


OJ000329 04.0419. 


,C12 .o2 .np 


Method 


AAT/NAP 


Start 


9620 




End 


9783 


GI 


5042447 




Score 


106 


Exons 


9620. .9783 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


50928 




Seq. ID 


OJ000329 


Gene No. 


107973 




Strand 




Start 


1492 




End 


1850 


Name 


OJ000329 04.0419. 


.C12.ol.gp 


Method 


AAT/GAP 


Start 


1155 




End 


1850 


GI 


24245 1.R1084 




Score 


1301 


Exons 


1155. .1850 








GI Descrip. 


, 3402817/emb|CAA07704 | l.Oe- 


16 (AJ007829) lacZ 1 




pGreen] 1 








Seq. No. 


50928 




Seq. ID 


OJ000329_ 


Gene No . 


107973 




Strand 




Start 


1492 




End 


1850 


Name 


OJ000329 04.0419. 


C12.o2.gs 


Method 


GENSCAN 


Start 


1492 




End 


1812 


GI 


none 




Score 


1 


Exons 


1492. .1812 








Seq. No. 


50928 




Seq. ID 


OJ000329_ 


Gene No. 


107974 




Strand 




Start 


6097 




End 


8638 


Name 


OJ000329 04.0419. 


C12.ol.np 


Method 


AAT/NAP 


Start 


6097 


End 


8638 


GI 


5295955 




Score 


607 



[Cloning vector 



Exons 6097.. 6715, 6754.. 7118, 7162.. 7241, 7913.. 8027, 8570.. 8638 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



Seq. No. 50928 

Gene No. 107974 

Start 6097 

Name OJ000329_04 . 04 19 . CI 2 . o4 . gs 

Start 7408 • 

GI none 



Seq. ID OJ000329_04.0419.C12 
Strand 

End 8638 

Method • GENSCAN 

End 8 638 

Score .71 



52377 



Exons 


7408.. 7496, 7904.. 8027, 8502. 


.8638 








Seq. No. 


50929 


Seq. ID 


OJ000329 


_04 


.0419. C13 


Gene No. 


iu / y / o 


P4- v> A y.J 

btrana 


+ 






Start 


76 


End 


258 






Name 


OJ000329 04.0419.C13.ol.gs 


Method 


GEN SCAN 






Start 


76 


End 


258 






GI 


none 


Score 


.98 






Exons 


76. .258 










Seq. No. 


50929 


Seq. ID 


OJ000329 


_04 


0419. C13 


Gene No. 


107976 


Strand 








Start 


1 


End 


1787 






Name 


ujuuuozy U4 . U4 i y . lij . ox . np 


Method 


AAT/NAP 






Start 


1 


End 


1787 






GI 


5295955 


Score 


268 






Exons 


1..142, 242. .322, 1004. .1118, 


1695. .1787 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) 


genome. (V01555) 




[Oryza sativa] 










Seq. No. 


50929 


Seq. ID 


OJ000329 


_04 


0419. C13 


Gene No. 


107976 


Strand 








Start 


1 


End 


1787 






Name 


OJ000329 04.0419.C13.o2.gs 


Method 


GENSCAN 






Start 


499 


End 


1763 






GI 


none 


Score 


.79 






Exons 


499. .587, 995. .1118, 1627. .1763 








Seq. No. 


50930 


Seq. ID 


OJ000329 


_04 


0419. C17 


Gene No. 


107977 


Strand 








Start 


1 


End 


786 






Name 


OJ000329 04.0419.C17.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


786 






GI 


4680204 


Score 


270 






Exons 


1..53, 149. .786 











GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



r I Seq. No. 50930 

^ Gene No. 107977 

□ Start 1 

[3 Name OJ000329_04 .0419.C17.ol.gs 

Start 149 

GI none 

Exons 149.. 748 



Seq. ID OJ000329_04 .0419.C17 
Strand 

End 78 6 

Method GENSCAN 

End 748 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50931 
107978 
1721 

OJ000329_04.0419.C18.o2.np 
1721 
6063554 



Seq. ID OJ000329_04.0419.C18 
Strand + 

3857 
AAT/NAP 
3857 
167 



End 

Method 
End 
Score 

1721. .1837, 2297. .2507, 3652. .3857 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 



50931 



Seq. ID OJ000329_04 .0419.C18 



52378 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



107978 Strand 
1721 End 
OJ000329_04 . 04 19 . C18 . ol . np Method 
2221 End 
5852178 Score 
2221. .2524, 2556. .2663, 3037. .3131 
(AL117265) zhb0008.1 [Ofyza sativa] 



+ 

3857 
AAT/NAP 
3131 
535 



50931 Seq. ID 

107978 Strand 
1721 End 
OJ000329_04 . 04 19 . C18 . ol . gp Method 
3266 End 
2428185 Score 
3266. .3697 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804 



OJ000329_04.0419.C18 
+ 

3857 
AAT/GAP 
3697 
705 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI 

~i Exons 



50931 Seq. ID 

107979 Strand 

114 End 

OJ000329JD4 .0419. C18 . ol . gs Method 

114 End 

none Score 



OJ000329_04.0419.C18 

9081 
GENSCAN 
9081 
.66 

2666, 3832.. 3985, 



114. .265, 385. .627, 2291. .2417, 2453. 
4556. .4592, 4969. .5312, 6190. .6474, 6565. .6764, 6873. .7182, 
7511. .8092, 8189. .8323, 8615. .8691, 8734. .9081 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50931 Seq. ID OJ000329_04 . 0419 . C18 

107979 Strand 

114 End 9081 

OJ000329_04 .0419. C18 . o2 . gp Method AAT/GAP 

5544 End 9068 

342_1.R1084 Score 5545 

5544. .9068 

1 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50931 Seq. ID 

107979 Strand 

114 End 

OJ000329_04 . 04 19 . C18 . o3 . np Method 

6160 End 

4680203 Score 



OJ000329_04.0419.C18 

9081 
AAT/NAP 
9067 
2787 



6160. .7137, 7370. .7600, 7754. .9067 

(AF114171) TNP2-like protein [Sorghum bicolor] 



50931 
107979 
114 

OJ000329_04.0419.C18.ol.tw 
6214 
none 

6214.. 6306, 6215.. 6280, 6295 
6382. .6498, 6389. .6502, 6400. .6501, 6476. .6571, 6508 
6574. .6615, 6574.. 6618, 6579.. 6620, 6613. .7197, 6628 



Seq. ID OJ000329_04.0419.C18 
Strand 

9081 

TBLASTX: Wheat 
7492 
53 



End 

Method 

End 

Score 



,6375, 6326.-6376, 6380. 



6499, 
6567, 
6945, 



6902. .7198, 7042. .7203, 7092. .7205, 7205. .7486, 7212. .7487, 



52379 



7212. .7487, 7307. .7492 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50931 

107979 

114 

OJ000329_04, 

6796 

none 

6796. .6945, 
7092. .7205 



Seq. ID OJ000329_04 .0419.C18 
Strand 

End 9081 

Method TBLASTX : Cress 

End 7205 

Score 89 

6796. .7197, 6821. .7198, 6902. .7198, 7042. .7203, 



0419.C18.ol.tc 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50931 

107979 

114 

OJ000329_04, 

7141 

none 

7141. .7206, 



0419.C18.o2.tm 



7208. .7573 



Seq. ID OJ000329_04 .0419.C18 
Strand 

End 9081 

Method TBLASTX : Mai ze 

End 7573 

Score 193 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



50931 

107979 

114 

OJ000329JD4, 

7493 

none 

7493. .7588, 
7835. .7897, 



0419.C18.o3.tw 



7494. .7574, 7499. 
7848. .7898 



Seq. ID OJ000329_04 .0419.C18 
Strand 

End 9081 

Method TBLASTX : Wheat 

End 7898 

Score 78 

.7579, 7607. .7849, 7647. .7829, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50931 

107979 

114 

OJ000329_04, 

8003 

none 

8003. .8197, 

50931 

107979 

114 

OJ000329_04. 
8037 
none 
8037. 
8246. 
8454. 



.8243, 
.8344, 
.8498 



0419.C18.ol.tm 



8207. .8449, 8208. 



0419.C18.o2.tw 



8037. .8246, 8041. 
8247. .8339, 8348. 



Seq. ID OJ000329_04 .0419.C18 
Strand 

9081 

TBLASTX: Maize 
8459 
89 



End 

Method 
End 
Score 
.8459 



Seq. ID OJ000329_04 .0419.C18 
Strand 

End 9081 
Method TBLASTX : Wheat 
End 8506 
Score 163 

.8244, 8042. .8266, 8244. .8336, 
.8452, 8352. .8453, 8450. .8506, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50931 

107979 

114 

OJ000329_04. 

8294 

none 

8294. .8635, 



0419.C18.o2.tc 



8298. .8441, 8490. 



Seq. ID OJ000329_04 .0419.C18 
Strand 

End 9081 

Method TBLASTX: Cress 

End 8636 

Score 65 
.8636 



Seq. No. 
Gene No. 
Start 



50931 

107979 

114 



Seq. ID OJ000329JD4 .0419.C18 
Strand 

End 9081 



52380 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000329_04 .0419. C18 . ol . ts Method 
8367 End 
none Score 
8367. .8639, 8375. .8644, 8729. .8803 



50931 

107979 

114 

OJ000329_04.0419.C18.o4.tw 

8735 

none 



TBLASTX : Soybean 

8803 

88 



Seq. ID OJ000329_04 .0419.C18 
Strand 

End 9081 

Method TBLASTX: Wheat 

End 9073 

Score 187 



8735. .8986, 8736. .8978, 8749.-8985, 8767. .9060, 8969. .9073, 
8983. .9051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



50932 Seq. ID OJ000329_04 . 04 19 . C19 

107980 Strand + 

144 End 1628 

OJ000329_04 . 04 19 . C19 . ol . gp Method AAT/GAP 

144 End 1628 

61605_1.R1084 Score 599 

144. .224, 1356. .1628 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t!7804 1 



50932 Seq. ID 

107980 Strand 
144 End 
OJ00032 9_04 . 04 19 . CI 9 . ol . np Method 
14 4 End 
6063554 Score 
144. .172, 809. .982 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000329_04.0419.C19 
+ 

1628 
AAT/NAP 
982 
252 



50932 

107981 

2171 

OJ000329_04.0419.C19.o2.np 
2171 
6983860 
2171. .3193 
(AP001168) 
(AF061282) 



Seq. ID OJ000329 04.0419.C19 



Strand 
End 

Method 

End 

Score 



+ 

3193 
AAT/NAP 
3193 
978 



Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
[Oryza sativa] 



50932 

107982 

2132 

OJ000329_04.0419.C19.o3.np 

2132 

5852179 



Seq. ID OJ000329 04.0419.C19 



Strand 
End 

Method 

End 

Score 



5895 
AAT/NAP 
5895 
344 



2132. .2180, 4385. .4616, 4691. .4892, 5875. .5895 
(AL117265) zhb0009.1 [Oryza sativa] 



50932 

107982 

2132 



Seq. ID 

Strand 

End 



OJ000329 04.0419.C19 



5895 



52381 



Name OJ000329_04 . 0419 . C19 . o2 . gp Method AAT/GAP 

Start 2265 End 2752 

GI uOosflcypl62a07al Score 666 

Exons 2265.. 2492, 2592.. 2752 

GI Descrip. • 4680179/gb | AAD27547 . 1 t AF111709_1 2.0e-40 (AF111709) polyprotein 
[Oryza sativa subsp. indica] 1 



Seq. No. 


50932 






Seq. ID 


OJ000329_04 


0419. 


C19 


Gene No. 


107982 






Strand 








Start 


Z 1 






hna 


5895 






Name 


OJ000329 04 


.0419.C19.o2 


.gs 


Method 


GENSCAN 






Start 


4371 






End 


4787 






GI 


none 






Score 


.56 






Exons 


4371. .4787 














Seq. No. 


50932 






Seq. ID 


OJ000329_04 


0419. 


C19 


Gene No. 


107983 






Strand 








Start 


con c 
bo /o 






End 


12294 






Name 


OJ000329 04 


.0419.C19.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2333 






End 


2689 






GI 


none 






Score 


290 






Exons 


2333. .2689, 


2341. .2511, 


2548. 


.2688 








Seq. No. 


50932 






Seq. ID 


OJ000329_04 


0419. 


C19 


Gene No. 


107983 






Strand 








Start 


6876 






End 


12294 






Name 






. tm 


Method 


TBLASTX: Maize 




Start 


2573 






End 


2860 






GI 


none 






Score 


209 






Exons 


2573. .2833, 


2596. .2757, 


2798. 


.2860 








Seq. No. 


50932 






Seq. ID 


OJ000329_04 


0419. 


C19 


Gene No. 


107983 






Strand 








Start 


6876 






End 


12294 






Name 


OJ000329_04 


.0419.C19.o4 


.np 


Method 


AAT/NAP 






o car z 


DO / O 






End 


8549 






GI 


6907086 






Score 


1155 






Exons 


6876. .7228, 


7455. .7722, 


7780. 


.8549 








GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


50932 






Seq. ID 


OJ000329_04 


0419. 


C19 


Gene No. 


107983 






Strand 








Start 


6876 






End 


12294 






Name 


OJ000329 04 


.0419.C19.o5 


.np 


Method 


AAT/NAP 






Start 


7730 






End 


12294 






GI 


4680186 






Score 


181 






Exons 


7730. .7750, 


9480. .9660, 


10133 


. .10199, 


12257. .12294 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


50932 






Seq. ID 


OJ000329_04. 


0419. 


C19 


Gene No. 


107983 






Strand 








Start 


6876 






End 


12294 






Name 


OJ000329 04 


.0419.C19.o4 


.gs 


Method 


GENSCAN 






Start 


11416 






End 


12184 






GI 


none 






Score 


.87 






Exons 


11416. .11461, 11847. .12008, 12073. .12184 







52382 



Seq. No. 


50933 




Seq. ID 


OJ000329 


Gene No . 


1 m QQ A 

jlu / yy 4 




otrana 


+ 


Start 


460 




End 


756 


Name 


OJ000329 04.0419.C21.ol 


. gs 


Method 


GENS CAN 


Start 


460 




End 


756 


GI 


none 




Score 


.88 


Exons 


460. .571, 665..7S6 








Seq. No. 


50933 




Seq. ID 


OJ000329 


Gene No. 


107985 




Strand 




OLdlL 






End 


1 7 R 


Name 


OJ000329 04.0419.C21.ol 


.np 


Method 


AAT/NAP 


Start 


325 




End 


775 


GI 


7363272 




Score 


298 


Exons 


325. .453, 513. .684, 714 


. .775 






GI Descrip. 


(AP001552) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50934 




Seq. ID 


OJ000329 


Gene No. 


107986 




Strand 


+ 


Start 


1 




End 


3889 


Name 


OJ000329 04.0419.C23.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


3889 


GI 


7488206 




Score 


266 


Exons 


1..318, 1459. .1708, 182 


3. .1937, 2033.. 


2293, 384 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



04.0419.C23 



.3889 

probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
T4L20.20 - Arabidopsis thaliana gi | 3641836 | emb I CAA18823 . 1 1 
(AL023094) putative serine/threonine protein kinase [Arabidopsis 
thaliana] gi | 7270394 | emb | CAB80161 . 1 | (AL161585) putative 
serine/threonine protein kinase [Arabidopsis thaliana] 



50934 

107986 

1 

OJ000329_04.0419.C23.ol.gs 

999 

none 

999. .1022, 1123. .1248, 1358. 
2673.-2939, 3044. .3121 



Seq. ID OJ000329_04.0419.C23 

Strand + 

End 3889 

Method GENSCAN 

End 3121 

Score .8 
.1699, 1849. .1937, 2033. .2293, 



50934 Seq. ID 

107987 Strand 

6247 End 

OJ000329_04.0419.C23.o3.np Method 

6247 End 

4336606 Score 



OJ000329_04 . 0419. C23 
+ 

8931 
AAT/NAP 
8931 
1198 



6247. .6297, 6349. .6496, 7179. .7741, 8460. .8690, 8791. .8931 
(AF099110) sigma factor; Sigl [Zea mays] 



50934 Seq. ID 

107987 Strand 

6247 End 

OJ000329_04 . 0419 . C23 . o3 . gs Method 

7012 End 

none Score 



OJ000329_04.0419.C23 
+ 

8931 
GENSCAN 
8931 
. 93 



7012. .7017, 7184. .7741, 8460. .8690, 8791. .8931 

50934 Seq. ID OJ000329_04 . 04 19 . C23 



52383 



Gene No. 107987 Strand + 

Start 6247 End 8931 

Name OJ0.00329_04 . 04 19 . C23 . ol . gp Method AAT/GAP 

Start 8459 End 8719 

GI LIB3434-015-P1-K1-D10 Score 419 

Exons 8459.. 8719 



GI Descrip. ' 4336606/gb | AAD17854 | 3.0e-45 (AF099110) sigma factor; Sigl [Zea 
mays] ' 



Seq. No. 


50934 






Gene No. 


107988 






Start 


2331 






Name 


OJ000329 04 


.0419. 


C23.o2 


Start 


1408 






GI 


none 






Exons 


1408. .1707, 


1827. 


.1952, 


Seq. No. 


50934 






Gene No. 


107988 






Start 


2331 






Name 


OJ000329 04 


0419. 


C23.o3 


Start 


1423 






GI 


none 






Exons 


1423. .1536, 


1561. 


.1710, 




2332. .2391, 


2772. 


.2885 



Seq. ID OJ000329_04.0419.C23 
Strand 

End 67 41 

.ts Method TBLASTX : Soybean 

End 2254 

Score 159 
2035. .2241, 2036. .2254 

Seq. ID OJ000329_04.0419.C23 
Strand 

End 674,1 

-tc Method TBLASTX : Cress 

End 2885 

Score 94 
1833. .1952, 2027. .2248, 2035. .2283, 



Seq. No. 50934 

Gene No. 107988 

Start 2331 

Name OJ000329_04 . 0419. C23 . o3 . tm 

Start 1630 

GI none 
Exons 



Seq. ID OJ000329_04.0419.C23 
Strand 
End 

Method 
End 
Score 



6741 

TBLASTX : Maize 

2298 

50 



1630. .1695, 1815. .1952, 2020. .2298, 2027. .2296 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50934 

107988 

2331 

OJ000329_04, 

1821 

none 



0419.C23.ol.tw 



Seq. ID OJ000329_04.0419.C23 
Strand 
End 

Method 
End 
Score 



6741 

TBLASTX: Wheat 

4780 

86 



1821. .1952, 2039. .2260, 2119. .2244, 4667. .4780 



50934 Seq. ID 

107988 Strand 
2331 End 
OJ000329_04 .0419.C23.o2.np Method 
2331 End 
7489544 Score 
2331. .2353, 4452. .4579, 4679. .5140 
probable mitogen activated protein kinase - rice 
gi|3450842|gb|AAC32599.1| (AF080436) mitogen activated protein 
kinase kinase [Oryza sativa] 



OJ000329_04.0419.C23 

6741 
AAT/NAP 
5140 
577 



Seq. No. 50934 Seq. ID OJ00032 9_04 . 04 19 . C23 

Gene No. 107988 Strand 

Start 2331 End 6741 

Name OJ000329 04 . 0419 .C23 . ol . tc Method TBLASTX : Cress 



52384 






Start 


4505 








End 


5068 




GI 


none 








Score 


106 




Exons 


4505. .4576, 


4679. 


.4840, 


4680. 


.4838, 4889. .5068, 4908. .5063 




Seq. No. 


50934 








Seq. ID 


OJ000329_04.0419.C23 




Gene No. 


107988 








Strand 






OLaiL 


9^1 








End 


6741 




Name 


OJ000329 04 


.0419. 


C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4505 








End 


5116 




GI 


none 








Score 


45 




Exons 


4505. .4579, 


4521. 


.4580, 


4685. 


.4840, 4686.-4838, 4889. .5116, 






4908. .5063 














Seq. No. 


50934 








Seq. ID 


OJ000329_04.0419.C23 




Gene No. 


107988 








Strand 
















End 


6741 




Name 


OJ000329 04 


.0419. 


C23.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4508 








End 


5140 




GI 


none 








Score 


63 




Exons 


4508. .4579, 


4521. 


.4580, 


4679. 


.4840, 4680. .4838, 4886. .5140, 






4908. .5117 














Seq. No. 


50934 








Seq. ID 


OJ000329_04.0419.C23 




Gene No . 










Strand 






Start 


2331 








End 


6741 


i 


Name 


OJ000329 04 


.0419. 


C23.o2 


.gs 


Method 


GENSCAN 


: 5 


Start 


4661 








End 


6741 


ii 


GI 


none 








Score 


.7 


3 


Exons 


4661. .5363, 


5477. 


.5681, 


6068. 


.6536, 6739. .6741 


: : 


Seq. No. 


50934 








Seq. ID 


OJ000329_04.0419.C23 


: i 


bene wo. 


iu / jo y 








Strand 




=r 


Start 


7193 








End 


7671 




Name 


OJ000329 04 


.0419. 


C23.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


7193 








End 


7671 




GI 


none 








Score 


183 




Exons 


7193. .7528, 


7201. 


.7671, 


7452. 


.7670, 7582. .7671 


St. 

.Js 


Seq. No. 


50934 








Seq. ID 


OJ000329_04 .0419.C23 


J 


Gene No. 


107990 








Strand 








/ D / £. 








End 


8931 




Name 


OJ000329 04 


.0419. 


C23.o2 


tm 


Method 


TBLASTX: Maize 




Start 


7672 








End 


8919 




GI 


none 








Score 


94. 




Exons 


7672. .7743, 


7673. 


.7741, 


8456. 


.8686, 8 


460. .8690, 8500. .8691, 






8773. .8919, 


8790. 


.8909 










Seq. No. 


50934 








Seq. ID 


OJ000329_04 .0419.C23 




Gene No . 


iu / y y u 








Strand 






Start 


7672 








End 


8931 




Name 


OJ000329 04 


.0419. 


C23.o2 


tc 


Method 


TBLASTX: Cress 




Start 


8457 








End 


8931 




GI 


none 








Score 


266 




Exons 


8457. .8693, 


8460. 


.8690, 


8785. 


.8931, 8790. .8930 




Seq. No. 


50934 








Seq. ID 


OJ000329_04.0419.C23 




Gene No. 


107990 








Strand 





52385 



Start 


7672 


End 


8931 




Name 


OJ000329 04.0419.C23.o3.ts 


Method 


TBLASTX: Soybean 




Start 


8466 


End 


8931 




GI 


none 


Score 


116 




Exons 


8466. .8690, 8618. .8683, 8785. 


.8931, 8793. .8930 




Seq. No. 


50935 


Seq. ID 


OJ000329_04.0419 


C26 


Gene No. 


107991 


Strand 


+ 




Start 


11931 


End 


13481 




Name 


ojuuiozy U4 . U4 i y . Czb . oo . np 


Method 


AAT/NAP 




Start 


11931 


End 


13481 




GI 


6983860 


Score 


934 




Exons 


11931. .13015, 13436. .13481 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


50935 


Seq. ID 


OJ000329_04.0419 


C26 


Gene No. 


107992 


Strand 


- 




Start 


5119 


End 


5661 




Name 


OJ000329 04.0419.C26.ol.np 


Method 


AAT/NAP 




Start 


5119 


End 


5661 




GI 


5852179 


Score 


544 




Exons 


5119. .5353, 5428. .5661 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 






Seq. No. 


50935 


Seq. ID 


OJ000329_04.0419 


C26 


Gene No. 


107993 


Strand 






Start 


9383 


End 


13481 




Name 


OJ000329 04.0419.C26.o2.np 


Method 


AAT/NAP 




Start 


9383 


End 


13481 




GI 


5852180 


Score 


423 




Exons 


9383. .9757, 10760 .. 10847, 13455. .13481 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


50935 


Seq. ID 


OJ000329_04.0419 


C26 


Gene No. 


107993 


Strand 






Start 


9383 


End 


13481 




Name 


OJ000329 04.0419.C26.o2.gp 


Method 


AAT/GAP 




Start 


12046 


End 


12533 




GI 


uC-osflcypl62a07al 


Score 


494 




Exons 


12046. .12273, 12373.. 12533 








GI Descrip. 


, 4680179/gb|AAD27547.1|AF111709 1 2 . Oe 


-40 (AF111709) polyprol 




[Oryza sativa subsp. indica] ' 








Seq. No. 


50935 


Seq. ID 


OJ000329JD4.0419. 


C26 


Gene No. 


107993 


Strand 






Start 


9383 


End 


13481 




Name 


OJ000329 04.0419.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12114 


End 


12470 




GI 


none 


Score 


288 




Exons 


12114. .12470, 12116. .12292, 12329.. 12469 




Seq. No. 


50935 


Seq. ID 


OJ000329_04.0419. 


C26 


Gene No. 


107993 


Strand 






Start 


9383 


End 


13481 




Name 


OJ000329 04.0419.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


12351 


End 


12665 





52386 



eh 



(IT 

\3 J. 


none 


Score 


206 




Exons 


12351. .12614, 12377. .12538, 12579.. 12665 






50936 


Seq. ID 


OJ000329_04.0419. 




Gene No. 


107994 


Strand 


+ 




Start 


1 


End 


939 




Name 


OJ000329 04.0419.C30.ol.np 


Method 


AAT/NAP 




Cfa r f 
OLaiL 


1 


End 


939 






4680203 


Score 


442 




Exons 


1. .939 








\J J. UCQCiipi 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




064 . ln u • 


50936 


Seq. ID 


OJ000329_04.0419. 


C30 


Gene No. 


107994 


Strand 


+ 




Start 


1 


End 


939 




Name 


OJ000329 04 .0419.C30.ol. tw 


Method 


TBLASTX : Wheat 




OLdi I. 


2 


End 


861 




rir 

\J X 


none 


Score 


56 






2. .85, 185. .349, 208. .252, 373. .513, 380. .544, 524. .586, 






539. .580, 587. .628, 636. .728, 


637. .741 


, 742. .861 




Seq. No. 


50936 


Seq. ID 


OJ000329 04 0419 


C30 


Gene No. 


107994 


Strand 


-J- 






1 - 


End 


;70 .7 




Name 


OJ000329 04.0419.C30.ol.gs 


Method 


\J £j LN O LN 




Of a r*f 


83 


End 


Q1 ^ 






none 


Score 


• 0-7 




Exons 


83. .592, 613. .915 








Seq. No. 


50937 


Seq. ID 


OJ000329_04.0419. 


C31 


Gene No. 


107995 


Strand 






Cf n r f 


1371 


End 


■31 n 

3 1 H J 




Name 


OJ000329 04.0419.C31.ol.gs 


Method 


GEN SCAN 




Of ar f 


1371 


End 


2900 






none 


Score 


.43 




Exons 


1371. .1476, 1562. .1990, 2246. 


.2900 








50937 


Seq. ID 


OJ000329JD4.0419. 


V— J X 


Gene No. 


107995 


Strand 


+ 




Start 


1371 


End 


3143 




LN CHUG 


OJ000329 04.0419.C31.ol.np 


Method 


AAT/NAP 






1621 


End 


3143 






6907089 


Score 


1073 




III AUllO 


1621. .2620, 2651. .2900, 3002. 


.3143 








(AP001129) hypothetical protein [Oryza 


sativa] 




o e q . in o . 


50938 


Seq. ID 


OJ000329_04.0419. 




Gene No. 


107996 


Strand 


+ 




Start 


494 


End 


2628 




Name 


OJ000329 04.0419.C32.ol.gs 


Method 


GENSCAN 




Of a >-f 


494 


End 


2628 




GI 


none 


Score 


.48 




Exons 


494. .601, 818. .946, 1356. .144 


8, 1790.. 


1930, 2091.. 2447, 






2524. .2628 








Seq. No. 


50938 


Seq. ID 


OJ000329_04.0419. 


C32 


Gene No. 


107997 


Strand 







52387 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

^ Exons 

[F! Seq. No. 
r|j Gene No. 

Start 
■ 1 Name 
=jf Start 

ii gi 

: ij Exons 

^ Seq. No. 

: i Gene No. 

^ Start 

: - Name 

.3 Start 

:3 gi 

~. Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



185 



End 

Method 
End 
Score 



2655 
AAT/NAP 
2655 
134 



OJ000329_04.0419.C32.ol.np 
185 

7228457 
185. .317, 2608. .2655 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



50939 
107998 
1 

OJ000329_04.0419.C35.ol.np 
1 

4680179 
1. .299 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ00032 9_04.0419.C35 

Strand + 

End 299 

Method AAT/NAP 

End 299 

Score 429 



.50939 
107999 
80 

OJ000329_04.0419.C35.ol.tm 
9 

none 

9. .239, 14. .61, 95. .217 

50939 

107999 

80 

OJ000329_04.0419.C35.ol.tw 
9 

none 

9. .254, 17. .253 

50939 

107999 

80 

OJ000329_04.0419.C35.ol.gs 
80 

none 

80. .138, 258.-346, 665. .837 



Seq. ID OJ000329_04.0419.C35 
Strand 

End 1057 

Method TBLASTX : Mai ze 

End 239 

Score 222 



Seq. ID OJ000329_04.0419.C35 
Strand 

End 1057 

Method TBLASTX : Wheat 

End 254 

Score 240 



Seq. ID OJ000329_04.0419.C35 
Strand 

End 1057 

Method GENSCAN 

End 837 

Score .91 



Seq. ID OJ000329_04.0419.C35 
Strand 

1057 
AAT/NAP 
1057 
250 



50939 
107999 
80 

OJ000329_04.0419.C35.o2.np 
577 

5295955 
577. .1057 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



End 

Method 

End 

Score 



50940 

108000 

1 

OJ000329_04.0419.C38.ol.np 
1 



Seq. ID OJ000329_04.0419.C38 

Strand + 

End 1639 

Method AAT/NAP 

End 1639 



52388 






GI 


4680179 




Score 


2533 






Exons 


1. .1639 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


50940 




Spa TD 


r).Tonrn?Q Od ri4iQ 

\JU\J\J\J*J£.Zs U*i i 


C38 




Gene No . 


108000 




U LLal IU 


-L, 






Start 


1 




End 


X wJ J 






Name 


OJ000329 04.0419.C38.o4 


.tw 










Start 


1 




FnH 


^ .? u 






GI 


none 




Score 


47 






Exons 


1..57, 2. .58, 2. .289, 3 


. .290, 


3. .290 








Seq. No. 


50940 




Seq. ID 




C38 




Gene No. 


108000 




O <— J- Gi 1 IU 








Start 


1 




End 








Name 


OJ000329 04.0419.C38.ol 


.ts 




J. o Lino ± /\ . Ow^ijCiCLil 






Start 


3 




End 


97 






GI 


none 




Score 


325 






Exons 


3.-275, 21. .275, 25. .276 










Seq. No. 


50940 




Cprt T n 
OC^. X u 


UJUUU Jc3 U*i.UfiX_7» 


C38 




Gene No . 


108000 




Oil CLilU 


-(. 






Start 






FnH 








Name 


OJ000329 04 0419 C38 o2 


•j-m 

■ L_ ILL 


Mot" h riH 


X DUflO ± A. . L 1CL X C 




L J 


Start 


9 ~~ 

Z? 




FnH 


JOl 




i. 1 


GI 


none 




Score 


410 




i\i 


Exons 


9. .581, 113. .280, 273.. 


464 








f \ s 
f =| 


Seq. No. 


50940 




Carr T D 




C38 




Gene No . 


108000 




OLI di-LH 






ly 


Start 


1 




End 


X \J J _7 






Name 


OJ000329 04.0419.C38.o2 


.tw 


Mp +- h p»H 

L JC LL1UU 


TRT.A9TX * Whp'at- 
x oxirto l z\ • vv i le cl u 




r! s 


Start 


291 




FnH 


71 S 
/ 1J 






GI 


none 




Score 


497 




f 1 
~ ~ 


Exons 


291. .659, 323. .634, 644 


. .715, 


658. .708 






"4 


Seq. No. 


50940 




JCLj ( X U 


n.Tnno^9Q rid ndi q 


C38 




Genp No 


108000 




q+- r^nH 
jli aiiu 


-{_ 






Start 


1 




FnH 






r ^ 


Name 


OJ000329 04.0419.C38.o3 


.ts 




1 DxxriO 1A. OUyiJtr ctli 






Start 


300 




FnH 


9 




■SBT 


GI 


none 




Score 


177 






Exons 


300. .542 












Seq. No. 


50940 




Seq. ID 


OJ000329_04.0419. 


C38 




Gene No . 


108000 




Strand 


+ 






Start 


1 




End 


1639 






Name 


OJ000329 04.0419.C38.ol 


.tw 


Method 


TBIxASTX: Wheat 






Start 


755 




End 


1281 






GI 


none 




Score 


171 






Exons 


755. .988, 898. .1008, 988. .1281, 994. .1275, 1026. .1280 






Seq. No. 


50940 




Seq. ID 


OJ000329 04.0419. 


C38 




Gene No. 


108000 




Strand 


+ 






Start 


1 




End 


1639 






Name 


OJ000329 04.0419.C38.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


932 




End 


1245 





52389 




GI 


none 




Score 


47 




Exons 


932. .988, 997. .1245, 999. .1244 






Seq. No. 


50940 




Seq. ID 


OJ000329_04.0419 


.C38 


\J cue \y . 


108000 

i. V V V V V 




Strand 






Start 


1 




End 


1639 




Name 


OJ000329 04 


.0419.C38.ol tc 


Method 


TBLASTX: Cress 




Start 


967 ~ 




End 


1305 




GI' 


none 




Score 


88 




Exons 


967. .1161, 


1162.'. 1305, 1164. 


.1304 






Seq. No. 


50940 




Seq. ID 


OJ000329_04.0419 


.C38 


fipnp No 


108000 

X \J \J \J \J \J 




»j i» J_ a. i iu 


-t- 




Start 


1 




End 


1639 




Name 


OJ000329 04 


0419 C38 o2 ts 


Met" hod 


TBLASTX : Soybean 




Start 


1069 ~ 




End 


1329 




GI 


none 




Score 


298 




Exons 


1069. .1329, 


1074. .1328 








Seq. No. 


50940 




Seq. ID 


OJ000329_04.0419 


.C38 




108000 




St rand 






Start 






End 


1639 




Name 


OJ000329 04 


0419 C38 ol tm 


Mpt" h od 


TBLASTX: Maize 




Start 


1246 ~~ 




End 


1563 




GI 


none 




Score 


436 




Exons 


1246. .1563, 


1257. .1562 








Seq. No. 


50940 




Sea ID 


OJ000329_04.0419 


.C38 


Cpnp Mr) 

\J e 1 1 e I ' w • 


108000 




Cf rand 






Start 


1 




End 


1639 




Name 


OJ000329 04 


0419 C38 o3 tw 


Method 


TBLASTX: Wheat 




Start 


1287 ~~ 




End 


1638 




GI 


none 




Score 


140 




Exons 


1287. .1571, 


1287.. 1637, 1288 


. .1638 






Seq. No. 


50941 




Seq. ID 


OJ000329_04.0419 


.C39 


rjone Mo 

vj e 11 e iiv • 


108001 
-i- \j \j \j \j -±. 




9r rand 






Start 


135 




End 


273 




Name 


OJ000329 04 


0419 C39 ol as 


Merhod 

Lie I- 1 1UU 


GENSCAN 




Start 


135 ~ 




End 


273 




GI 


none 




Q /-< /-s o 


.83 




Exons 


135 273 










Seq. No. 


50942 




Seq. ID 


OJ000329_04.0419 


.C42 


Gene No. 


108002 

J. V U U V L. 




St* rand 






Start 






Fnd 


321 




Name 


OJ00032C) 04 


0419 P4? ol nn 


Merhod 


AAT/NAP 




Start 






Fnd 


321 




GI 


5852179 




OOwx C 


157 




Exons 


1. .321 










GI Descrip. 


(AL117265) 


zhb0009.1 [Oryza 


sativa] 






Seq. No. 


50942 




Seq. ID 


OJ000329_04.0419 


.C42 


Gene No. 


108002 




Strand 






Start 


1 




End 


321 




Name 


OJ000329 04 


.0419.C42.ol.gs 


Method 


GENSCAN 




Start 


53 




End 


196 





52390 



GI 

Exons 



none 
53. .196 



Score 



.81" 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



50943 Seq. ID 

108003 Strand 

1436 End 
OJ000329_04.0419.C43.ol.gs Method 

1436 End 

none Score 

1436. .1496, 1924. .1959, 2010.. 2326 



OJ000329_04.0419.C43 
+ 

2326 
GENSCAN 
2326 
.71 



50944 Seq. ID 

108004 Strand 

1 End 

OJ000329_04 .0419.C4 4 . o3 .np Method 

1 End 

5295955 Score 

1..57, 207. .302, 2639. .2774, 3310. .3475 
(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ000329_ 
+ 

3475 
AAT/NAP 
3475 
83 



04.0419.C44 



(EBV) genome. (V01555) 



50944 Seq. ID 

108004 Strand 

1 End 
OJ000329_04 . 04 19 . C4 4 . o4 . np Method 

1 End 

4680183 Score 
1..43, 3378. .3467 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ000329_04.0419.C44 
+ 

3475 
AAT/NAP 
3467 
103 



50944 

108004 

1 

OJ000329_04 .0419.C44.ol 

1014 

7340884 

1014. .1163, 1327. .1363, 



Seq. ID 
Strand 
End 

,np Method 
End 
Score 
3402. .3475 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



OJ000329_04.0419.C44 
+ 

3475 
AAT/NAP 
3475 
116 



50944 
108004 
1 

OJ000329_04.0419.C44.o2.np 
1320 
5922634 
1320. .1421, 3439. .3475 

(AP000492) hypothetical protein [Oryza sativa] 
gi|6016867|dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000329_04.0419.C44 

Strand + 

End 3475 

Method AAT/NAP 

End 3475 

Score 80 



50945 Seq. ID 

108005 Strand 

1 End 

OJ00032 9_04 . 04 19 . C4 5 . ol . np Method 

1 End 

5295955 Score 



OJ000329_04.0419.C45 
+ 

1049 
AAT/NAP 
1049 
255 



52391 



Exons 1..324, 445.. 1049 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



Seq. No. 50945 Seq. ID 

Gene No. 108006 Strand 

Start 1944 End 

Name OJ000329_04 . 04 19 . C45 . o2 . gs Method 

Start 1944 End 

GI none Score 

Exons 1944.. 2254 



OJ000329_04 .0419.C45 
+ 

2254 
GENSCAN 
2254 
. 61 



Seq. No. 50945 

Gene No. 108007 

Start 21 

Name OJ000329_04 . 0419 . C45 . ol . gs 

Start 21 

GI none 
Exons 



Seq. ID OJ000329 04.0419.C45 



Strand 
End 

Method 

End 

Score 



1501 
GENSCAN 
1501 
.78 



21. .313, 409. .692, 766. .856, 1495. .1501 



Seq. No. 50946 Seq. ID 

Gene No. 108008 Strand 

Start 94 End 

Name OJ000329_04 . 0419.C46.ol .gs Method 

Start 94 End 

GI none Score 

Exons 94. .140, 1485. .1608, 1735. .1952 



OJ000329_04.0419.C46 

+ 

1952 
GENSCAN 
1952 
.7 



Seq. No. 50946 Seq. ID 

Gene No. 108008 Strand 

Start 94 End 

Name OJ000329_04 . 0419 .C46.ol .np Method 

Start 1485 End 

GI 5852182 Score 

Exons 1485.. 1613, 1680.. 1880 

GI Descrip. (AL117265) zhb0012.1 [Oryza sativa] 



OJ000329_04.0419.C46 
+ 

1952 
AAT/NAP 
1880 
416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50946 Seq. ID OJ000329_04 . 04 19 . C4 6 

108009 Strand + 

2750 End 3460 

OJ000329_04.0419.C4 6.o2.gp Method AAT/GAP 

2750 End 3460 

4107138 Score 985 

2750. .3460 

5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17 804 



50946 Seq. ID 

108009 Strand 
2750 End 
OJ000329_04 -0419.C46.ol.gp Method 
2758 End 
61605_1.R1084 Score 
2758. .3045 

'5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



OJ000329_04.0419.C46 
+ 

3460 
AAT/GAP 
3045 
471 



52392 




Seq. No. 


50947 


Seq. ID 


OJ000329_06, 


.0419 


.C3 






o uira.na 


T 






Start 


343 


End 


511 






Name 


OJ000329 06.0419.C3.ol.gs 


Method 


GENSCAN 






Start 


343 


End 


511 






GI 


none 


Score 


.67 






Exons 


343..368 f 392. .511 










Seq. No. 


50948 


Seq. ID 


OJ000329_06, 


.0419 


.C5 




-L V 0 VJ J. J. 


olx ana. 








Start 


59 


End 


937 






Name 


OJ000329 06.0419.C5.ol.gs 


Method 


GENSCAN 






Start 


59 


End 


937 






GI 


none 


Score 


.51 






Exons 


59. .166, 242. .352, 419. .485, 


570. .937 








Seq. No. 


50949 


Seq. ID 


OJ000329 06. 


.0419 


.C6 


Gene No. 


108012 


Strand 


+ 






Start 


2796 


End 


3003 






Name 


OJ000329 06.0419.C6.ol.gp 


Method 


AAT/GAP 






Start 


2796 


End 


3003 






GI 


556 1.R1084 


Score 


208 






Exons 


2796. .3003 










GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 3 . Oe- 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


50949 


Seq. ID 


OJ000329_06. 


.0419 


.C6 


Gene No. 


108013 


Strand 


+ 








3617 


End 


7062 






Name 


OJ000329 06.0419.C6.o3.gs 


Method 


GENSCAN 






Start 


3617 


End 


6840 






GI 


none 


Score 


.46 






Exons 


3617. .3673, 3956. .4189, 4820. 


.5071, 5780. .5837, 6400. .6617, 




6832. .6840 










Seq. No. 


50949 


Seq. ID 


OJ000329_06. 


,0419 


.C6 


Gene No. 


108013 


Strand 


+ 






Of -a r f 


3617 


End 


7062 






Name 


OJ000329 06.0419.C6.o2.np 


Method 


AAT/NAP 






Start 


6447 


End 


7062 






GI 


4191779 


Score 


162 






Exons 


6447.. 6621, 7002.. 7062 










GI Descrip. 


(AC005917) putative recA protein [Arabidopsis thaliana] 




Seq. No. 


50949 


Seq. ID 


OJ000329_06. 


,0419 


.C6 


bene lno . 


108014 


Strand 








Start 


25 


End 


147 






Name 


OJ000329 06.0419.C6.ol.gs 


Method 


GENSCAN 






Start 


25 


End 


147 






GI 


none 


Score 


.73 






Exons 


25. .147 










Seq. No. 


50949 


Seq. ID 


OJ000329_06. 


0419 


.C6 


Gene No. 


108015 


Strand 








Start 


1872 


End 


2450 






Name 


OJ000329 06.0419.C6.o2.gs 


Method 


GENSCAN 






Start 


1872 


End 


2450 







52393 



GI 


none 


Score 


:92 




Exons 


1872. .2450 








Seq. No. 


50949 


Seq. ID 


OJ000329J)6.0419. 


C6 


Gene No. 


108015 


Strand 






Start 


1872 


End 


2450 




Name 


OJ000329 06.0419.C6.ol.np 


Method 


AAT/NAP 




Start 


1893 


End 


2360 




GI 


7543739 


Score 


157 




Exons 


1893. .2024, 2052. .2360 








GI Descrip. 


(AC020580) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


50949 


Seq. ID 


OJ000329_06.0419. 


C6 


Gene No. 


108016 


Strand 






Start 


6389 


End 


6617 




Name 


OJ000329 06-0419. C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


6389 


End 


6617 




GI 


none 


Score 


78 




Exons 


6389. .6607, 6402. .6617, 6452. 


.6613 






Seq. No. 


50950 


Seq. ID 


OJ000329_06.0419. 


C9 


Gene No. 


108017 


Strand 


+ 




Start 


580 


End 


5286 




Name 


OJ000329 06.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


580 


End 


5286 




GI 


7485703 


Score 


139 




Exons 


580. .601, 2713. .2843, 3075. .3290, 5253 


. .5286 




GI Descrip. 


hypothetical protein F18B3.210 - Arabidopsis thaliana 






gi | 483524 4 | emb | CAB42922 . 1 | (AL04 9862) 


putative mitochondrial 




protein [Arabidopsis thaliana^ 








Seq. No. 


50950 


Seq. ID 


OJ000329_06.0419. 


C9 


Gene No. 


108017 


Strand 


+ 




Start 


580 


End 


5286 




Name 


OJ000329 06.0419.C9.ol.gp 


Method 


AAT/GAP 




Start 


3823 


End 


3932 




GI 


3763212 


Score 


146 




Exons 


3823. .3932 








Seq. No. 


50950 


Seq. ID 


OJ000329_06.0419. 


C9 


Gene No. 


108018 


Strand 






Start 


2453 


End 


6919 




Name 


OJ000329 06.0419.C9.ol.gs 


Method 


GENS CAN 




Start 


2453 


End 


6919 




GI 


none 


Score 


.68 




Exons 


2453.. 2680, 3151.. 3273, 3355.. 


3437, 3549. .3701, 4698.-4766, 




4853. .5140, 5234. .5372, 6586.. 


6919 






Seq. No. 


50951 


Seq. ID 


OJ000329JD6.0419. 


Cll 


Gene No. 


108019 


Strand 






Start 


696 


End 


756 




Name 


OJ000329 06.0419.Cll.ol.gs 


Method 


GENS CAN 




Start 


696 


End 


756 




GI 


none 


Score 


. 67 




Exons 


696. .756 








Seq. No. 


50952 


Seq. ID 


OJ000329_06.0419. 


C12 



52394 




Gene No. 


108020 




Strand 


+ 




Start 


176 




End 


847 




Name 


OJ000329 06.0419.C12 


.ol .gs 


Method 


GENSCAN 




Start 


176 




End 


847 




GI 


none 




Score 


.4 




Exons 


176.. 236, 423.. 535, 


728. .847 








Seq. No. 


50952 




Seq. ID 


OJ000329_06 


.0419. C12 


Gene No. 


108021 




Strand 


+ 




Start 


761 




End 


994 




Name 


OJ000329 06.0419.C12 


. o 1 . np 


Method 


PJ\i / NAr 




Start 


761 




End 


994 




GI 


5257279 




Score 


327 




Exons 


761. .994 










GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 




homologues. (L35053) 


[Oryza 


sativa] 






Seq. No. 


50953 




Seq. ID 


OJ000329_06 


.0419. C13 


Gene No. 


108022 




Strand 


+ 




Start 


526 




End 


651 




Name 


OJ000329 06.0419.C13 


.ol.gs 


Method 


GENSCAN 




Start 


526 




End 


651 




GI 


none 




Score 


.79 




Exons 


526. .651 










Seq. No. 


50953 




Seq. ID 


OJ000329_06 


.0419. C13 


Gene No. 


108023 




Strand 


+ 




Start 


11586 




End 


11828 




Name 


OJ000329 06.0419.C13 


. o4 . gs 


Method 


GENSCAN 




Start 


11586 




End 


11828 




GI 


none 




Score 


.94 




Exons 


11586. .11828 










Seq. No. 


50953 




Seq. ID 


OJ000329_06 


.0419. C13 


Gene No. 


108024 




Strand 






Start 


2010 




End 


9151 




Name 


OJ000329 06.0419.C13 


. o2 . gs 


Method 


GENSCAN 




Start 


2010 




End 


5825 




GI 


none 




Score 


.57 




Exons 


2010. .2202, 2509. .2674, 3717 


..3811, 3817. .4124, 4395. .4679, 




5013.. 5825 










Seq. No. 


50953 




Seq. ID 


OJ000329_06 


.0419. C13 


Gene No. 


108024 




Strand 






Start 


2010 




End 


9151 




Name 


OJ000329 06.0419.C13 


. ol .np 


Method 


AAT/NAP 




Start 


4386 




End 


4680 




GI 


453244 




Score 


255 




Exons 


4386. .4680 










GI Descrip. 


(X77467) flavonoid 7 


-O-methyltransf erase [Hordeum vulgare] 


Seq. No. 


50953 




Seq. ID 


OJ000329_06 


.0419. C13 


Gene No. 


108024 




Strand 






Start 


2010 




End 


9151 




Name 


OJ000329 06.0419.C13 


. o2 . np 


Method 


AAT/NAP 




Start 


4386 




End 


5834 




GI 


7447882 




Score 


859 





52395 




Exons 4386.. 4679, 5013.. 5834 

GI Descrip. herbicide safener binding protein 1 - maize 

gi|2921304|gb|AAC12715.1| (AF033496) herbicide safener binding 
protein [Zea mays] 



Cpri Mo 


*j \j j *j j 








Seq. ID 


OJ00032 9 06 0419 C13 




1 08094 








Strand 




O Lul U 


2010 








End 


9151 


Name 


o.tooo^9q ofi 


.0419 


.C13.o3 


.np 


Method 


AAT /MAP 


Start 


5688 








End 


7800 


GI 


7523517 








Score 


389 




5688 59S4 


7235 


. .7344, 


7501. 


.7800 






/ AP001 6^1 


hypothetical 


protein [Oryza 


sativa] 


O G (4 • LN (J . 










Seq. ID 


OJ000329_06.0419.C13 


rZoTto Mo 


108024 








Strand 




O l_ Cl X u 


201 0 








End 


9151 


Name 


o.Tnnn^?Q nfi 


.0419 


.C13.o3 


. gs 


Method 


GENSCAN 


OLal L 


79^7 ~ 








End 


9151 




none 








Score 


.77 


Exons 


79S7 7*344 


7538 


. .7683, 


7839. 


.8292, 8372. .8591, 9091. .9151 


Seq. No. 


50953 








Seq. ID. 


OJ000329_06.0419.C13 


UCllC lV<J • 


lUOUtJ 








Strand 




o UdXYC. 


1 9 ^4 R 








End 


13601 


Name 


n,Tnnn^9Q ofi 


.0419 


.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Of ari- 


9 ^0? ~~ 








End 


5814 




none 








Score 


83 


Exons 




2544 


. .2678, 


2569. 


.2679, 2691.. 2777, 4383.-4556, 




4^84 4 M R 


4567 


. .4638, 


4602. 


.4679, 5004.. 5078, 5005.. 5073, 




5019. .5084, 


r n C Q 

ou by 


. .31/0/ 


du y / . 


.5177, 5107. .5178, 5169. .5354, 




5170. .5361, 


5385 


. .5483, 


5389. 


.5484, 5505. .5543, 5506. .5544, 




SSP^ S81 ^ 


5587 


. .5814 










Ju J J J 








Seq. ID 


OJ000329_06.0419.C13 


(^otio Mo 










Strand 




o Lai i_ 


1 9 R4 R 








End 


13601 




D.7000^9Q Ofi 


.0419 


.C13.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


2535 








End 


4682 


GI 


none 








Score 


118 


IT 1 von o 


lJJJ. • £ JU4 / 


2544 


. .2777, 


2569. 


.2787, 2592. .2804, 2686. .2802, 




4 "31 4 4 68 9 


4377 


. .4547, 


4602. 


.4679 




C q /-t Mo 

oeq . ino • 










Seq. ID 


OJ000329_06.0419.C13 


Cono Mo 


1 0809R 








Strand 




Of-, — 4- 










End 


13601 


Name 


OJ000329 06 


.0419 


.C13.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


5004 








End 


5801 


GI 


none 








Score 


159 


Exons 


5004. .5075, 


5097 


. .5312, 


5583. 


.5801 




Seq. No. 


50953 








Seq. ID 


OJ000329__06.0419.C13 


Gene No. 


108025 








Strand 




Start 


12545 








End 


13601 


Name 


OJ000329 06 


.0419 


-C13.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5004 








End 


5364 


GI 


none 








Score 


66 



52396 



Exons 



5004.. 5081, 5008.. 5082, 5097.. 5231, 5097.. 5354, 5098.. 5364 



oeq. no. 


ou y D J 




Seq. ID 


OJ000329 


Gene No. 


108025 




Strand 




Start 


12545 




End 


13601 


Name 


OJ000329 06.0419.C13.o4 


.tw 


Method 


TBLASTX : 1 


Start 


5385 




End 


5832 


GI 


none 




•Score 


103 


Exons 


5385. .5486, 5388. .5486, 


5503. 


.5547, 5505.. 5543, 




5584. .5832 








Seq. No. 


50953 




Seq. ID 


OJ000329 


Gene No. 


108025 




Strand 




Start 


12545 




End 


13601 


Name 


OJ000329 06.0419.C13.o5 


.gs 


Method 


GENSCAN 


Start 


12545 




End 


13591 


GI 


none 




Score 


.99 


Exons 


12545. .13591 








C /-> rr K[r\ 
oeq . LNO . 


-J \J _7 -J «J 




Seq. ID 


OJ000329 


Gene No. 


108025 




Strand 




Start 


12545 




End 


13601 


Name 


OJ000329 06.0419.C13.o4 


.np 


Method 


AAT/NAP 


Start 


12554 




End 


13601 


GI 


4539660 • 




Score 


1352 


Exons 


12554. .13601 








GI Descrip. 


(AF061282) polyprotein 


[Sorghum bicolor] 


Seq. No. 


50953 




Seq. ID 


OJ000329 


Gene No. 


108025 




Strand 




Start 


12545 




End 


13601 


Name 


OJ000329 06.0419.C13.o3 


.tw 


Method 


TBLASTX : 1 


Start 


12566 




End 


12899 


GI 


none 




Score 


104 



Q Exons 12566. .12898, 12675.. 12899 

U Seq. No. 50953 

Gene No. 108025 

!? Start 12545 

*f Name OJ000329_06 . 0419.C13.ol . tm 

Q Start 12758 

GI none 

Exons 12758.. 13186, 12759. .12959, 128 99 .. 1324 6, 13184 .. 13342, 
13188.. 13340 



Seq. ID OJ000329_06.0419.C13 
Strand 

End 13601 

Method TBLASTX: Maize 

End 13342 

Score 109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



50953 

108025 

12545 

OJ000329_06.0419.C13.ol.tw 

12899 

none 



Seq. ID OJ000329_06.0419.C13 
Strand 

End 13601 

Method TBLASTX : Wheat 

End 13525 

Score 179 



12899. .13432, 12899 .. 13525 , 13011. .13523 



50953 

108025 

12545 

OJ000329 06.0419.C13.o3.tm 



Seq. ID OJ000329_06. 0419.C13 
Strand 

End 13601 

Method TBLASTX : Maize 



52397 



Start 


13343 




FnH 


1 ^S67 

X ~J \J / 






GI 


none 




OLUl c 


211 

c. x x 






Exon ^ 


13343. .13567, 13347. .13565 










Seq. No. 


50954 




Seq. ID 


OJ000329_06 


.0419 


.C14 


Gene No. 


108026 




Strand 


+ 






Start 


380 




End 


1993 






Mamp 
IN C11LIC 


OJ000329 06.0419.C14.ol 


.gs 


Method 


GEN SCAN 






J Lai L 


380 




End 


1897 






ui 


none 




Score 


. .71 








380 467, 635 759. 826 


..1017, 1088. .1146, 1321. .1897 






50954 




Seq. ID 


OJ000329_06 


.0419 




Gene No. 


108026 




Strand 


-j- 






Start 


380 




End 


1993 






ln ciiiit? 


OJ000329 06.0419.C14.ol 


.np 


Method 


AAT/NAP 








395 




End 


541 






OX 


6539586 




Score 


42 






Pvon q 


395. .541 












O X fCQVyil^t 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






JCl^i IN W . 


50954 




Seq. ID 


OJ000329_06 


0419 




ftprip NO 


108026 




Strand 


+ 






Start 


380 




End 


1993 






Name 


OJ000329 06.0419.C14.o2 


.np 


Method 


AAT/NAP 






Start 


535 




End 


1551 






ox 


6721558 




Score 


129 








S35..759, 1342.. 1551 














(AP001073) hypothetical 


protein [Oryza 


sativa] 








gil 6815083|dbj IBAA90369 


.11 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


50954 




Seq. ID 


OJ000329_06 


0419 


C14 


Gene No. 


108026 




Strand 


+ 






Start 


380 




End 


1993 






Name 


OJ000329 06.0419.C14.o3 


np 


Method 


AAT/NAP 






Start 


645 




End 


1993 







GI 

Exons 

GI Descrip. 



6721561 



1243 



Score 

645. .716, 829. .1017, 1088. .1146, 1228. .1993 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



50954 

108027 

1918 

OJ00032 9_0 6 . 04 19 . C14 . o2 . tw 

695 

none 



Seq. ID OJ000329_06.0419.C14 
Strand 

End 2836 

Method TBLASTX : Wheat 

End 2398 

Score 52 



695. .751, 2079. .2207, 2222. .2398, 2265. .2372 



50954 

108027 

1918 

OJ000329_06.0419.C14.o4.np 



Seq. ID OJ000329_06.0419.C14 
Strand 

End 2836 

Method AAT/NAP 



52398 



Start 1918 End 2836 

GI 7228457 Score 701 

Exons 1918.. 2836 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 50954 Seq. ID 

Gene No. 108027 Strand 

Start 1918 End 

Name OJ000329_06.0419.C14 .o2.gs Method 

Start 2019 End 

GI none Score 

Exons 2019.. 2135, 2243.. 2712 



OJ000329_06.0419.C14 

2836- 
GENSCAN 
2712 
.89 



Seq. No. 


50954 






Gene No. 


108027 






Start 


1918 






Name 


OJ000329 06 


0419. 


C14.ol 


Start 


2411 






GI 


none 






Exons 


2411. .2809, 


2546. 


.2764, 


Seq. No. 


50954 






Gene No. 


108027 






Start 


1918 






Name 


OJ000329 06 


0419. 


C14.ol 


Start 


2498 






GI 


none 






Exons 


2498. .2611, 


2609. 


.2836, 



Seq. ID OJ000329_06.0419.C14 
Strand 

End 2836 

.tw Method TBLASTX : Wheat 

End 2809 

Score 81 
2553. .2792 

Seq. ID OJ000329_06.0419.C14 
Strand 

End 2836 

.tm Method TBLASTX: Maize 

End 2836 

Score 90 
2610. .2801 



Seq. No. 


50955 






Seq. ID 


OJ000329 


Gene No. 


108028 






Strand 


+ 


Start 


3452 






End 


4871 


Name 


OJ000329 06 


.0419.C15.o2 


.np 


Method 


AAT/NAP 


Start 


3452 






End 


4871 


GI 


7340868 






Score 


154 


Exons 


3452. .3652, 


4763. .4871 








GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50955 






Seq. ID 


OJ000329 


Gene No. 


108029 






Strand 


+ 


Start 


4917 






End 


5305 


Name 


OJ000329 06 


.0419.C15.o3 


.np 


Method 


AAT/NAP 


Start 


4917 






End 


5305 


GI 


7340868 






Score 


189 


Exons 


4917. .5107, 


5175. .5305 








GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50955 






Seq. ID 


OJ000329 


Gene No. 


108030 






Strand 




Start 


1 






End 


5305 


Name 


OJ000329 06 


.0419.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


5200 


GI 


7228457 






Score 


1564 


Exons 


1..391, 458 


..2116, 2171 


. .3322, 


4704.. 4813, 5103 


GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor 


Gypsy-Ty3 



52399 



retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 50955 

Gene No. 108030 

Start 1 

Name OJ000329_06.0419.C15.ol.gs 

Start 10 

GI none 
Exons 



Seq. ID OJ000329_06.0419.C15 
Strand 

End 5305 

Method GEN SCAN 

End 5202 

Score .43 



10. .239, 351. .644, 696. .1072, 1182. .1289, 1496. .1683, 
1962. .2085, 2148. .2387, 2424. .2632, 2737. .3030, 3599. .3690, 
5035. .5202 



Seq. No. 50955 

Gene No. 108030 

Start 1 

Name OJ000329_06 . 04 19 .C15 . o5 . tw 

Start 119 

GI none 

Exons 119.. 439, 300.. 440 



Seq. ID OJ000329_06.0419.C15 
Strand 

End 5305 

Method TBLASTX : Wheat 

End 440 

Score 66 



Seq. No. 50955 

Gene No. 108030 

Start 1 

Name OJ000329_06.0419.C15.o4.tw 

Start 479 

GI none 

Exons 479.. 646, 660.. 887, 662.. 886 



Seq. ID OJ000329_06. 0419.C15 
Strand 

End 5305 

Method TBLASTX: Wheat ' 

End 887 

Score 110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50955 

108030 

1 

OJ000329_06.0419.C15.o2.tm 

884 

none 



Seq. ID OJ000329_06.0419.C15 
Strand 

End 5305 

Method TBLASTX : Mai ze 

End 1310 

Score 124 



884. .910, 919. .957, 962. .1036, 1055. .1309, 1077. .1310 



50955 

108030 

1 

OJ000329_06.0419.C15.ol.ts 

977 

none 



Seq. ID OJ000329_06.0419.C15 
Strand 

End 5305 

Method TBLASTX : Soybean 

End 1345 

Score 36 



977. .1345, 1134. .1166, 1218. .1343 



50955 

108030 

1 

OJ000329_06.0419.C15.o2.tw 

1032 

none 



Seq. ID OJ000329_06.0419.C15 
Strand 

End 5305 

Method TBLASTX : Wheat 

End 1453 

Score 240 



1032.. 1358, 1034.. 1348, 1065.. 1382, 1385.. 1453 



Seq. No. 50955 

Gene No. 108030 

Start 1 

Name OJ000329 06 . 0419 . C15 . ol . tm 



Seq. ID OJ000329_06.0419.C15 
Strand 

End 5305 

Method TBLASTX: Maize 



52400 



~"4 



Start 


1538 






End 


1854 






GI 


none 






Score 


84 






Exons 


1538. .1723, 


1566. .1715, 


1698. 


.1853, 1699. .1854 






Seq. No. 


50955 






Seq. ID 


OJ000329 


_06.0419 


.C15 


Gene No . 


108030 






Strand 








Start 


1 






End 


5305 






Name 


OJ000329 06 


.0419.C15.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1568 






End 


2025 






GI 


none 






Score 


130 






Exons 


1568. .1723, 


1569. .1715, 


1696. 


.2025, 1697.. 1819, 


1698. .2024 


Seq. No. 


50955 






Seq. ID 


OJ000329 


_06.0419 


.C15 


Gene No. 


108030. 






Strand 








Start 


1 






End 


5305 






Name 


OJ000329 06 


.0419.C15.o3 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


2217 






End 


2634 






GI 


none 






Score 


38 






Exons 


2217. .2453, 


'2227. .2292, 


2232. 


.2441, 2335. .2451, 


2490. .2633, 




2491. .2634 














Seq. No. 


50955 






Seq. ID 


OJ000329 


_06.0419 


.C15 


Gene No. 


108030 






Strand 








btart 


I 






End 


5305 






Name 


OJ000329 06 


.0419.C15.o4 


.np 


Method 


AAT/NAP 






Start 


2476 






End 


5305 






GI 


5042454 






Score 


202 






Exons 


2476. .2583, 


5126. .5305 












GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


50956 






Seq. ID 


OJ000329 


_06. 0419 


.C16 


Gene No. 


108031 






Strand 








Of a y~4- 


1 






End 


179 






Name 


OJ000329 06 


.0419.C16.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


179 






GI 


7523517 






Score 


207 






Exons 


1. .179 














GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


50957 






Seq. ID 


OJ000329 


_06.0419 


.C17 


Gene' No. 


108032 






Strand 


+ 






o car z 


o n n "3 
ZUU J 






End 


2643 






Name 


OJ000329 06 


.0419.C17.ol 


np 


Method 


AAT/NAP 






Start 


2003 






End 


2643 






GI 


7523517 






Score 


195 






Exons 


2003. .2316, 


2461. .2533, 


2603. 


.2643 








GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


50957 






Seq. ID 


OJ000329 


_06.0419 


.C17 


Gene No. 


108033 






Strand 








Start 


101 






End 


902 






Name 


OJ000329 06 


.0419.C17.ol. 


gs 


Method 


GENSCAN 






Start 


101 






End 


902 






GI 


none 






Score 


.75 






Exons 


101. .202, 738. .902 












Seq. No. 


50958 






Seq. ID 


OJ000329 


_06.0419 


.C18 



52401 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



108034 Strand 

1 End 

OJ000329_06.0419.C18.ol.np Method 

1 End 

7228457 Score 



+ 

2833 
AAT/NAP 
2833 
1545 



1..1569, 1624. .2504, 2634. .2833 

(AP001366) Similar to Sorghum bicolor ' Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 





Seq. No. 


50958 








Seq. ID 


OJ000329_06.0419 


.C18 




Gene No. 


108034 








Strand 


+ 






Start 


1 








End 


2833 






Name 


OJ000329 06. 


0419. 


C18.o4 


.tw 


Method 


TBLASTX: Wheat 






Start 


96 








End 


358 






GI 


none 








Score 


60 






Exons 


96. .140, 187. .342, 194. 


.358 










Seq. No. 


50958 








Seq. ID 


OJ000329_06.0419 


.C18 




Gene No . 


108034 








Strand 


+ 






Start 


1 








End 


2833 






Name 


OJ000329 06. 


0419. 


C18.o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


1054 








End 


1509 






GI 


none 








Score 


143 






Exons 


1054 . . 1236, 


1062. 


. 1235, 


1273. 


.1509, 1275. .1391, 1285. .1494, 


% s? 




1434 . . 1499 














? 1 jj 


Seq. No. 


50958 








Seq. ID 


OJ000329_06.0419 


.C18 


f ~. 


Gene No. 


108034 








Strand 


+ 




7 ^ 


Start 


1 








End 


2833 






Name 


OJ000329 06. 


0419. 


C18 .ol 


.tw 


Method 


TBLASTX: Wheat 




w 


Start 


1702 ~ 








End 


2155 




PI 5 


GI 


none 








Score 


96 






Exons 


1702. . 1788, 


1710. 


. 1787, 


1791. 


.2144, 1796. .2155, 1952. .2155 


H 


Seq. No. 


50958 








Seq. ID 


OJ000329_06.0419 


.C18 


*" 


Gene No. 


108034 








Strand 


+ 






Start 


1 








End 


2833 






Name 


OJ000329 06. 


0419. 


C18.ol 


. tm 


Method 


TBLASTX: Maize 




f 1 


Start 


1830 








End 


2186 




.SB. 


GI 


none 








Score 


373 






Exons 


1830. .2186, 


1871'. 


.2185 












Seq. No. 


50958 








Seq. ID 


OJ000329_06.0419 


.C18 




Gene No. 


108034 








Strand 


+ 






Start 


1 








End 


2833 






Name 


OJ000329 06. 


0419. 


C18.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


2214 








End 


2596 






GI 


none 








Score 


299 






Exons 


2214. .2579, 


2249. 


.2311, 


2381. 


.2596 








Seq. No. 


50958 








Seq. ID 


OJ000329_06.0419 


.C18 




Gene No. 


108034 








Strand 


+ 






Start 


1 








End 


2833 






Name 


OJ000329 06. 


0419. 


C18.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


2271 








End 


2694 






GI 


none 








Score 


333 





52402 



Exons 2271. .2579, 2274.. 2579, 2381. .2599, 2578.. 2694, 2582.. 2692 



Seq. No. 50958 

Gene No. 108034 

Start 1 

Name OJ000329_06 . 0419 . C18 . ol . ts 

Start 2325 

GI none 

Exons 2325.. 2579, 2384.. 2509, 2567. 



Seq. ID OJ000329_06. 0419.C18 



Strand 
End 

Method 
End 
Score 
.2749 



+ 

2833 

TBLASTX : Soybean 

2749 

203 





O C VJ . L^l V^/ . 


50959 


Seq. ID 


OJ000329_06. 


0419 CI 9 




Gene No. 


108035 


Strand 


+ 






Start 


1 


End 


4006 






Name 


OJ000329 06.0419.C19.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1643 






GI 


5902445 


Score 


1260 






Exons 


1..320, 356. .1643 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


50959 


Seq. ID 


OJ000329_06. 


0419. C19 




Gene No. 


108035 


Strand 


+ 






Start 


1 


End 


4006 






Name 


OJ000329 06.0419.C19.ol.gs 


Method 


GENS CAN 






Start 


73 


End 


467 






GI 


none 


Score 


.48 




\J 

r 


Exons 


73. .467 








Til 


Seq. No. 


50959 


Seq. ID 


OJ000329_06. 


0419. C19 


p St. 


Gene No. 


108035 


Strand 


+ 






Start 


1 


End 


4006 






Name 


OJ000329 06.0419.C19.o2.gs 


Method 


GENSCAN 




, ^ 
^ zzr 


Start 


550 


End 


4006 




pi 5 
: 


GI 


none 


Score 


.45 






Exons 


550. .886, 1045. .1501, 2927.. 


3039, 3105 


..3304, 3371. 


.4006 




Seq. No. 


50959 


Seq. ID 


OJ000329_06. 


0419. C19 




Gene No. 


108035 


Strand 


+ 






Start 


1 


End 


4006 






Name 


OJ000329 06.0419.C19.o2.np 


Method 


AAT/NAP 






Start 


3071 


End 


3730 






GI 


7248393 


Score 


289 






Exons 


3071. .3730 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 





Seq. No. 50959 Seq. ID 

Gene No. 108036 Strand 

Start 5041 End 

Name OJ000329_06 . 0419 . C19 . o3 . tw Method 

Start 3 End 

GI none Score 

Exons 3.. 293, 41.. 289 



OJ000329_06.0419.C19 
5289 

TBLASTX: Wheat 

293 

213 



Seq. No. 50959 Seq. ID 

Gene No. 108036 Strand 

Start 5041 End 

Name OJ000329_06 . 0419 .CI 9 . ol . tm Method 

Start 498 End 



OJ000329_06.0419.C19 
5289 

TBLASTX: Maize 
803 



52403 



~ 1 



GI none Score 

Exons 498.. 803, 515.. 802 

Seq. No. 50959 Seq. ID 

Gene No. 108036 Strand 

Start 5041 End 

Name OJ000329_06 . 0419.C19 . o2 . tw Method 

Start 4 98 End 

GI none Score 

Exons 498.-884, 506.. 880 

Seq. No. 50959 Seq. ID 

Gene No. 108036 Strand 

Start 5041 End 

Name OJ000329_06 . 04 19 . CI 9 . ol . tw Method 

Start 1005 End 

GI none Score 

Exons 1005. .1457, 1019. .1108, 1154. .1258 

Seq. No. 50959 Seq. ID 

Gene No. 108036 Strand 

Start 5041 End 

Name OJ000329_06 . 0419 . C19 . o3 . gs Method 

Start 5041 End 

GI none Score 

Exons 5041.. 5289 



301 



OJ000329_06.0419.C19 
5289 

TBLASTX: Wheat 

884 

322 



OJ000329_06.0419.C19 
5289 

TBLASTX: Wheat 

1457 

328 



OJ000329_06.0419.C19 

5289 
GEN SCAN 
5289 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50960 Seq. ID 

108037 Strand 

2814 End 

OJ000329_06.0419.C23.ol.gp Method 

2814 End 

3107009 Score 



OJ000329_06.0419.C23 
+ 

5180 
AAT/GAP 
5180 
669 



2814. .2905, 3954. .4042, 4990. .5180 

4521194/dbj | AB013613 . 1 | AB013613 6.0e-40 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. No. 50960 Seq. ID OJ000329_06 . 0419 .C23 

Gene No. 108038 Strand 

Start 6144 End 7287 

Name OJ000329_06. 0419.C23 .ol .np Method AAT/NAP 

Start 6144 End 7287 

GI ... 6815097 Score 53 

Exons 6144.. 6282, 7141.. 7287 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 50961 Seq. ID 

Gene No. 108039 Strand 

Start 39 End 

Name OJ00032 9_06 . 04 19 . C24 . ol . gs Method 

Start 39 End 

GI none Score 

Exons 39.. 530 



OJ000329_06.0419.C24 
+ 

1660 
GEN SCAN 
530 
.41 



Seq. No. 
Gene No. 



50961 
108039 



Seq. ID OJ000329_06.0419.C24 
Strand + 



52404 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39 



OJ000329_06.0419.C24.ol.np 
378 

6997177 
378. .460, 1058. .1660 

(AC023839) hypothetical protein [Arabidopsis thaliana] 



End 

Method 
End 
Score 



1660 
AAT/NAP 
1660 
559 



50961 

108039 

39 

OJ000329_06.0419.C24.o2.gs 

942 

none 

942. .1596 



Seq. ID OJ000329_06.0419.C24 

Strand + 

End 1660 

Method GENSCAN 

End 1596 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50961 
108039 
39 

OJ000329_06.0419.C24.ol.tw 
1131 
none 

1131.. 1490, 1163.. 1465 

50961 
108039 
39 

OJ000329_06.0419.C24.ol.tm 
1278 
none 

1278. .1607, 1304. .1429, 1486. .1605, 1523. .1606, 1611. .1658 



Seq. ID OJ000329_06.0419.C24 

Strand + 

End 1660 

Method TBLASTX : Wheat 

End 1490 

Score 241 



Seq. ID OJ000329_06.0419.C24 

Strand + 

End 1660 

Method TBLASTX : Mai ze 

End 1658 

Score 334 



50962 
108040 
4809 

OJ000329_06.0419.C25.ol.np 
4809 
7447882 
4809. .5624, 6607. .6900 

herbicide safener binding protein 1 - maize 

gi|2921304 I gb | AAC12715 . 1 | (AF033496) herbicide safener binding 
protein [Zea mays] 



Seq. ID OJ000329_06.0419.C25 

Strand + 

End 6900 

Method AAT/NAP 

End 6900 

Score 927 



50962 

108041 

8810 

OJ000329_06.0419.C25.o2.tw 

4811 

none 

4811.. 5059, 4812.. 5060, 5097. 

50962 

108041 

8810 

OJ000329_0 6 . 04 19 . C25 . ol . tm 

4829 

none 



Seq. ID OJ000329_06.0419.C25 

Strand + 

End 9882 

Method TBLASTX : Wheat 

End 5243 

Score 259 

.5135, 5154. .5243, 5154. .5243 

Seq. ID OJ000329_06.0419.C25 

Strand + 

End 9882 

Method TBLASTX : Maize 

End 6903 

Score 256 



4829. .5056, 4830. .5060, 5097. .5135, 5157. .5255, 5162. .5254, 



52405 




5273. .5482, 5274. .5465, 5456. .5557, 5457. .5564, 5478. .5570, 
5559. .5630, 5559. .5618, 5564. .5626, 6461. .6511, 6625. .6681, 
6654.. 6719, 6729.. 6902, 6730.. 6903 



Seq. No. 


50962 


Seq. ID 


OJ000329_06.0419. 


C25 


Gene No. 


108041 


Strand 


+ 




Start 


8810 


End 


9882 




Name 


OJ000329 06-0419. C25-ol.ts 


Method 


TBLASTX: Soybean 




Start 


4842 


End 


5638 




CJ 
ul 


none 


Score 


180 




Exons 


4842. .5060, 5274. .5312, 5322. 


.5630, 5408.. 5638 




Seq. No. 


50962 


Seq. ID 


OJ000329_06.0419. 


C25 


Gene No. 


108041 


Strand 


+ 




Start 


8810 


End 


9882 




Name 


OJ000329 06.0419.C25.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5244 


End 


5631 






none 


Score 


427 




Exons 


5244.. 5630, 5258.-5626, 5280. 


.5630, 5515.. 5631 




Seq. No. 


50962 


Seq. ID 


OJ000329_06.0419. 


C25 


Gene No. 


108041 


Strand 


+ 




Start 


8810 


End 


9882 




Name 


OJ000329 06.0419.C25.o3.tw 


Method 


TBLASTX: Wheat 




Start 


6649 


End 


6917 




GI 


none 


Score 


260 




Exons 


6649. .6915, 6654. .6917 








Seq. No. 


50962 


Seq. ID 


OJ000329JD6.0419. 


C25 


Gene No. 


108041 


Strand 


+ 




Start 


8810 


End 


9882 




Name 


OJ000329 06.0419.C25.ol.gp 


Method 


AAT/GAP 




Start 


8810 


End 


9570 




GI 


5816562 


Score 


674 




Exons 


8810.. 9223, 9544. .9570 








GI Descrip. 


6016845/dbj IAP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 






Seq. No. 


50962 


Seq. ID 


OJ000329JD6.0419. 


C25 


Gene No. 


108041 


Strand 


+ 




Start 


8810 


End 


9882 




Name 


OJ000329 06.0419.C25.o2.np 


Method 


AAT/NAP 




Start 


9269 


End 


9882 




GI 


5902444 


Score 


668 




Exons 


9269. .9882 










(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


50963 


Seq. ID 


OJ000329_06.0419. 


C26 


Gene No. 


108042 


Strand 


+ 




Start 


1 


End 


1259 




Name 


OJ000329 06.0419.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1256 




GI 


5902444 


Score 


1854 




Exons 


1. .1256 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


50963 


Seq. ID 


OJ000329_06.0419. 


C26 



52406 




Gene No. 


108042 




Strand 


+ 




Start 


1 




End 


1259 




Name 


OJ000329 06.0419.C26. 


ol . gs 


Method 


GENSCAN 




Start 


61 




End 


1259 




GI 


none 




Score 


.98 




Exons 


61. .1259 










Seq. No. 


50963 




Seq. ID 


OJ000329JD6.0419. 


C26 


Gene No. 


108043 




Strand 


+ 




Start 


1323 




End 


1439 




Name 


OJ000329 06.0419.C26. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


591 




End 


1388 




GI 


none 




Score 


140 




Exons 


5-91. .767, 812.. 1048, 


816. .1046, 1095.. 


1388, 1223.. 1384 




Seq. No. 


50963 




Seq. ID 


OJ000329_06.0419. 


C26 


Gene No. 


10804 3 




Strand 


+ 




Start 


1323 




End 


1439 




Name 


OJ000329 06.0419.C26. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


899 




End 


1077 




GI 


none 




Score 


187 




Exons 


899. .1045, 900. .1076, 


952. .1077 






Seq. No. 


50963 




Seq. ID 


OJ000329_06.0419. 


C26 


Gene No. 


108043 




Strand 


+ ' 




Start 


1323 




End 


1439 




Name 


OJ000329 06.0419.C26. 


o2 . np 


Method 


AAT/NAP 




Start 


1323 




End 


1439 




GI 


5902445 




Score 


182 




Exons 


1323. .1439 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


50964 




Seq. ID 


OJ000329_06.0419. 


C28 


Gene No. 


108044 




Strand 






Start 


1 




End 


861 




Name 


OJ000329 06.0419.C28. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


861 




GI 


4191779 




Score 


264 




Exons 


1..118, 291. .428, 827 


. .861 








GI Descrip. 


(AC005917) putative recA protein [Arabidopsis thaliana] 




Seq. No. 


50964 




Seq. ID 


OJ000329_06.0419. 


C28 


Gene No. 


108044 




Strand 






Start 


1 




End 


861 




Name 


OJ000329 06.0419.C28. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 




End 


416 




GI 


none 




Score 


86 




Exons 


2. .124, 5. .121, 279.. 


416, 292 


. .408 






Seq. No. 


50964 




Seq. ID 


OJ000329_06.0419. 


C28 


Gene No. 


108044 




Strand 






Start 


1 




End 


861 




Name 


OJ000329 06.0419.C28. 


ol . gs 


Method 


GENSCAN 




Start 


34 




End 


425 




GI 


none 




Score 


.99 




Exons 


34. .118, 291. .425 











52407 



Seq. No. 50965 Seq. ID 

Gene No. 108045 Strand 

Start 35 End 

Name OJ000329_06.0419.C29.ol.gs Method 

Start 35 End 

GI none Score 

Exons 35.. 216, 457.. 823 



OJ000329_06.0419.C29 
+ 

823 

GENSCAN 
823 
. 97 



Seq. No. 50966 

Gene No. 108046 

Start 561 

Name OJ000329_06-0419.C31.ol.gs 

Start 561 

GI none 

Exons 561.. 623, 1010.. 1217, 2331. 
3769. .4218 



Seq. ID OJ000329_06.0419.C31 

Strand + 

End 4 237 

Method GENSCAN 

End 4218 

Score .81 
.2477, 2861. .3075, 3147. .3196, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50966 Seq. ID 

108046 Strand 

561 End 

OJ00032 9_06 . 04 19 . C31 . o2 . np Method 

2097 End 

7438038 Score 
2097. .2137, 3685. .4237 
argininosuccinate synthase 
gi I 4 678262 | emb | CAB41123.il 



OJ000329_06.0419.C31 
+ 

4237 
AAT/NAP 
4237 
462 



(EC 6.3.4.5) - Arabidopsis thaliana 
(AL049657) argininosuccinate 
synthase-like protein [Arabidopsis thaliana] 
gi | 7269334 | emb | CAB7 9393 . 1 | (AL161562 ) argininosuccinate 
synthase-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



50966 Seq. ID 

108046 Strand 

561 End 

OJ000329_06.0419.C31.ol.np Method 

3681 End 

7438038 Score 
3681. .4237 

argininosuccinate synthase 
gi I 4 678262 | emb | CAB41123.il 



OJ000329_06.0419.C31 
+ 

4237 
AAT/NAP 
4237 
465 



5) - Arabidopsis thaliana 
argininosuccinate 



(EC 6.3.4 
(AL049657 

synthase-like protein [Arabidopsis thaliana] 

gi | 7269334 | emb | CAB7 9393 . 1 1 (AL161562) argininosuccinate 

synthase-like protein [Arabidopsis thaliana] 



Seq. No. 


50966 






Seq. ID 


OJ000329 


Gene No. 


108047 






Strand 




Start 


1219 






End 


1819 


Name 


OJ000329 06.0419.C31, 


.ol 


.gp 


Method 


AAT/GAP 


Start 


1219 






End 


1819 


GI 


none 






Score 


1169 


Exons 


1219. .1819 










Seq. No. 


50966 






Seq. ID 


OJ000329 


Gene No. 


108048 






Strand 




Start 


1994 






End 


3188 


Name 


OJ000329 06.0419.C31, 


.o2 


.gp 


Method 


AAT/GAP 


Start 


1994 






End 


3188 


GI 


uC-osflm202113h08bl 






Score 


981 



52408 





Exons 


1994. .2114, 


2589. 


.2676, 


2783. 


.2845, 2929.. 3188 






GI Descrip. 


•4521194/dbj IAB013613.1 


IAB013613 6.0e- 


40 Oryza 


sativa DNA, 






centromere 


sequence RCB11' 










Seq. No. 


50966 








Seq. ID 


OJ000329 


_06. 0419.C31 




Gene No. 


108049 








Strand 








Start 


3671 








End 


4309 






Name 


OJ000329 06 


.0419. 


C31.ol. 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3671 








End 


4309 






GI 


none 








Score 


72 






Exons 


3671. .3814, 


3687. 


.3839, 


3687. 


.3956, 3688.. 3969, 


3938 . .4084, 






3950. .4078, 


3958. 


.4083, 


4063. 


.4134, 4074. .4133, 


4137 . .4181, 






4168. .4308, 


4181. 


.4309 












Seq. No. 


50966 








Seq. ID 


OJ000329 


_06.0419.C31 




Gene No. 


108049 








Strand 








Start 


3671 








End 


4309 






Name 


OJ000329 06 


.0419. 


C31.ol, 


. tm 


Method 


TBLASTX: 


Maize 




Start 


3687 








End 


4309 






GI 


none 








Score 


253 






Exons 


3687. .3956, 


3687. 


.3956, 


3688. 


.3969, 3688.. 3966, 


3905 . .4078, 






3937. .4107, 


3938. 


.4108, 


4063. 


.4134, 4074.. 4133, 


4137 . .4181, 






4137. .4172, 


4167. 


.4307, 


4168. 


.4308, 41 


81. .4309 




f =1 

Ih 


Seq. No. 


50966 








Seq. ID 


OJ000329 


_06. 0419.C31 




Gene No. 


108049 








Strand 






5. : ! 


Start 


3671 








End 


4309 




: -Li 


Name 


OJ000329 06 


.0419. 


C31.ol. 


.tc 


Method 


TBLASTX : 


Cress 




Start 


3733 








End 


4288 




S 3 


GI 


none 








Score 


163 






Exons 


3733. .3906, 


3747. 


.3908, 


3772. 


.3867, 3777.. 3905, 


3907. .3939, 






3933. .4043, 


3946. 


.4074, 


3955. 


.4083, 3956. .4114, 


4063. .4152, 


ru 




4137. .4175, 


4168. 


.4254, 


4181. 


.4255, 4256.. 4288 





Seq. No. 50967 Seq. ID 

Gene No. 108050 Strand 

Start 197 End 

Name OJ000329_06 . 0419. C32 . ol . gs Method 

Start 197 End 

GI none Score 

Exons 197.. 409, 1333.. 1489 



OJ000329_06.0419.C32 
+ 

1489 
GENSCAN 
1489 
.74 



Seq. No. 50967 Seq. ID 

Gene No. 108051 Strand 

Start 3608 End 

Name OJ000329_06.0419.C32.ol.gp Method 

Start 3608 End 

GI 2428157 Score 

Exons 3608.. 4073 



OJ000329_06.0419.C32 
+ 

4073 
AAT/GAP 
4073 
876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50967 Seq. ID 

108052 Strand 

2427 End 

OJ000329_06. 0419.C32.o2.gs Method 

2427 End 

none Score 



OJ000329_06.0419.C32 

5195 
GENSCAN 
5195 
.84 



2427. .2723, 3664. .3756, 3818. .3988, 5109. .5195 



52409 



Seq. No. 50967 
Gene No. 108052 
Start 2427 

Name 0 J00032 9_06 . 04 19 . C32 . ol . np 

Start 2430 
GI 7447882 
Exons 2430.. 2723 

GI Descrip. herbicide safener binding protein 1 - maize 

gi|2921304 | gb | AAC12715 . 1 | (AF033496) herbicide safener binding 
protein [Zea mays] 



Seq. ID OJ000329_06.0419.C32 
Strand 

End 5195 

Method AAT/NAP 

End 2723 

Score 277 



Seq. No. 


50967 








Seq. ID 


OJ000329_06.0419 


.C32 


Gene No. 


108053 








Strand 






Start 


6708 








End 


6947 




Name 


OJ000329 06 


.0419 


.C32.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2395 








End 


2717 




P T 


none 








Score 


238 




Exons 


2395. .2544, 


2421 


. .2717, 


2428. 


.2715 






Seq. No. 


50967 








Seq. ID 


OJ000329_06.0419 


C32 


Gene No. 


108053 . 








Strand 






Start 


6708 








End 


6947 




Name 


OJ000329 06 


.0419 


.C32.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2418 








End 


2718 




C T 


none 








Score 


136 




Exons 


2418. .2597, 


2427 


. .2594, 


2428. 


.2601, 2617. .2718, 2634. .2717 


Seq. No. 


50967 








Seq. ID 


OJ000329_06.0419 


C32 


Gene No. 


108053 








Strand 






Start 


6708 








End 


6947 




Name 


OJ000329 06 


.0419 


,C32.o3 


.gs 


Method 


GENSCAN 




Start 


6708 








End 


6947 




GI 


none 








Score 


.73 






anno &i*\a 


£ft fi Q 

Douy 


. .6947 










Seq. No. 


50968 








Seq. ID 


OJ000329_06.0419 


C33 


Gene No. 


108054 








Strand 


+ 




Start 


4655 








End 


8196 




Name 


OJ000329 06 


.0419 


.C33.02 


. gs 


Method 


GENSCAN 




Start 


4655 








End 


6106 




GI 


none 








Score 


.72 




Exons 


4655. .4674, 


5202 


. .5336, 


5444. 


.5618, 5672. .6106 




Seq. No. 


50968 








Seq. ID 


OJ000329_06.0419. 


C33 


Gene No. 


108054 








Strand 


+ 




Start 


4655 








End 


8196 




Name 


OJ000329 06 


.0419 


.C33.o2 


.np 


Method 


AAT/NAP 




Start 


5778 








End 


8196 




GI 


5902928 








Score 


226 




Exons 


5778. .5879, 


6341 


. .6428, 


6545. 


.6654, 8175. .8196 




GI Descrip. 


(AB029509) 


small 


GTP-binding protein OsRac2 [Oryza sativa] 


Seq. No. 


50968 








Seq. ID 


OJ000329JD6.0419. 


C33 


Gene No. 


108054 








Strand 


+ 




Start 


4655 








End 


8196 




Name 


OJ000329 06 


.0419 


C33.ol 


.gp 


Method 


AAT/GAP 





52410 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6341 End 6654 

145_3.R1084 Score 286 

6341. .6428, 6545. .6654 

'5902928/dbj | BAA844 93.il 1.0e-121 (AB029509) small GTP-binding 
protein 0sRac2 [Oryza sativa] 1 

50968 Seq. ID OJ000329_06 . 0419. C33 

108055 Strand 

54 End 2140 

OJ000329_06.0419.C33.ol.np Method AAT/NAP 

54 End 2140 

7447882 Score 493 

54. .81, 1354. .2140 

herbicide safener binding protein 1 - maize 

gi|2921304 | gb | AAC12715 . 1 | (AF033496) herbicide safener binding 
protein [Zea mays] 



beq. No. 


ouybo 








Seq. ID 


OJ000329_06.0419.C33 


Gene No. 


108055 








Strand 




Start 


54 








End 


2140 


Name 


OJUUU3z9 (Jo. 


A A 1 A 

0419 . 


C33 . oz 


. tw 


Method 


TBLASTX: Wheat 


Start 


1356 








End 


1649 


GI 


none 








Score 


96 


Exons 


1356 . . 1454 , 


1 "5 C A 

1359 . 


. 1457 , 


1451 . 


.1648, 1451. .1648, 1452. .1649 


Seq. No. 


50968 








Seq. ID 


OJ000329_06. 0419.C33 


Gene No. 


108055 








Strand 




Start 


54 








End 


2140 


Name 


r\ T A A a o o n a /~ 

OJ000329 06. 


0419 . 


C33 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1451 








End 


2125 


GI 


none 








Score 


167 


Exons 


1451 . . 1513, 


1481 . 


. 1546, 


1550 . 


.1648, 1619.. 1687, 1706.. 1795, 




1875 . . Z039, 


1877 . 


. 2125, 


2042 . 


.2113 




oeq. wo. 


ou y bo 








Seq. ID 


OJ000329_06. 0419.C33 


Gene No. 


108055 








Strand 




Start 


54 








End 


2140 


Name 


OJ000329 06. 


0419. 


C33.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


1451 








End 


2107 


GI 


none 








Score 


169 


Exons 


1451. .1567, 


1658. 


.1687, 


1694. 


.1792, 1886. .2107 


Seq. No. 


50968 








Seq. ID 


OJ000329_06.0419.C33 


Gene No. 


108055 








Strand 




Start 


54 








End 


2140 


Name 


OJ000329 06. 


0419. 


C33.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1703 








End 


2119 


GI 


none 








Score 


63 


Exons 


1703. .1786, 


1703. 


.1789, 


1860. 


.2039, 1868.. 2119, 2039.. 2107 


Seq. No. 


50968 








Seq. ID 


OJ000329_06.0419.C33 


Gene No. 


108056 








Strand 




Start 


6340 








End 


6654 


Name 


OJ000329 06. 


0419. 


C33.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6340 








End 


6654 


GI 


none 








Score 


152 


Exons 


6340. .6429, 


6341. 


.6445, 


6354. 


.6440, 6544.. 6654, 6585.. 6650 



52411 




Seq. No. 


50968 




Seq. ID 


OJ000329_06.0419.C33 




IUOUjD 




Strand 




Start 


6340 




End 


6654 


Name 


OJ000329 06 


.0419.C33.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6340 




End 


6654 


GI 


none 




Score 


153 


Exons 


6340. .6429, 


6341. .6445, 6540.. 


6650, 6542.. 6652, 6544.. 6654, 




•6544. .6654 








Seq. No. 


50968 




Seq. ID 


OJ000329__06.0419.C33 


bene inq . 


IUOujD 




Strand 




Start 


6340 




End 


6654 


Name 


OJ000329 06 


.0419.C33.o2.tm 


Method 


TBLASTX: Maize 


Start 


6340 




End 


6654 


GI 


none 




Score 


106 


Exons 


6340. .6423, 


6340. .6429, 6341.. 


6445, 6542.. 6583, 6544.. 6654, 




6544. .6654 








Seq. No. 


50969 




Seq. ID 


OJ000329_06.0419.C34 




IvOUJ t 




Strand 


+ 


Start 


6732 




End 


7230 


Name 


OJ000329 06 


.0419.C34.o2.np 


Method 


AAT/NAP 


Start 


6732 




End 


7230 


GI 


5902448 




Score 


798 


Exons 


6732. .7230 








GI Descrip. 


(AB030283) 


orf3 [Oryza sativa] 






Seq. No. 


50969 




Seq. ID 


OJ000329_06.0419.C34 




X \J O \J -J o 




Strand 




Start 


1 




End 


4018 


Name 


OJ000329 06 


.0419.C34.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


4018 


GI 


6682245 




Score 


322 


Exons 


1..65, 1878 


..2429, 3988. .4018 






GI Descrip. 


(AC016661) 


hypothetical protein [Arabidopsis thaliana] 


oeq . lno . 


50969 




Seq. ID 


OJ000329_06.0419.C34 


Gene No. 


108058 




Strand 




Start 


1 




End 


4018 


Name 


OJ000329 06 


.0419.C34.ol.gs 


Method 


GENSCAN 


Start 


86 




End 


3989 


GI 


none 




Score 


.46 


Exons 


86. .2537, 3495. .3665, 3758. .3901, 3939 


. .3989 


Seq. No. 


50969 




Seq. ID 


OJ000329_06.0419.C34 


bene jno ■ 


108059 




Strand 




Start 


5692 




End 


6911 


Name 


OJ000329 06 


.0419.C34.ol.tm 


Method 


TBLASTX: Maize 


Start 


56 




End 


604 


GI 


none 




Score 


194 


Exons 


56. .241, 61 


..249, 63. .248, 224 


..310, 306. .593, 319. .582, 




326. .604 








Seq. No. 


50969 




Seq. ID 


OJ000329_06.0419.C34 


Gene No. 


108059 




Strand 




Start 


5692 




End 


6911 



52412 





Name 


OJ000329 06.0419.C34.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2137 




End 


2433 




GI 


none 




Score 


158 




Exons 


2137. .2433, 2145. .2432 










Seq. No. 


50969 




Seq. ID 


OJ000329_06.0419.C34 




Gene No. 


108059 




Strand 






Start 


5692 




End 


6911 




Name 


OJ000329 06.0419.C34.ol 


.gp 


Method 


AAT/GAP 




Start 


5285 




End 


5695 




GI 


5816562 




Score 


662 




Exons 


5285. .5695 










GI Descrip. 


6016845/dbj |AP000570.1| 


AP000570 3.0e-59 Oryza sativa genomi 






DNA, chromosome 1, clone : P0711E10 






Seq. No. 






oeq. iu 


OJ000329 06.0419.C34 




Cl. ^ t\ q NT f\ 
ucuc LNO . 






ocrana 


- 




Start 








6911 




Name 


n.Tnnn^?Q n^ ndiQ o? 


.gs 


Method 


GENSCAN 




Start 


*J \J Zs 




End 


6911 




GI 


none 




Score 


.5 




Exons 


5692.. 5762, 6716.. 6911 








n 


Seq. No. 






Seq. ID 


OJ000329_06.0419.C34 






lUOUDU 




Strand 




a SI 


Start 






End 


7142 


lis. 


Name 




. tw 


Method 


TBLASTX: Wheat 


\ y 


Start 


DojZ 




End 


7142 




GI 


none 




Score 


197 




Exons 


6852. .7142 








— 


Seq. No. 


ouy / u 




Seq. ID 


OJ000329_06.0419.C35 


i y 


Gene No. 


1UO UOl 




Strand 


+ 


S 


Start 


1 
X 




End 


679 




Name 


ujuuuo^y u o . u 4 i y . ljo . oi 


.np 


Method 


AAT/NAP 






l 




End 


679 




GI 


obyi / Id 




. Score 


619 




Exons 


1..158, 232. .679 








w 


GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 


S3 




gil 6691717 |dbj IBAA8 9397 


.11 


(AP000570) 


hypothetical protein 


f i 




[Oryza sativa] 










Seq. No. 


50970 




Seq. ID 


OJ000329_06.0419.C35 






108061 




Strand 


+ 




Start 


1 




End 


679 




Name 


OJ000329 06.0419.C35.ol 


.gs 


Method 


GENSCAN 




Start 


54 


End 


619 




GI 


none 




Score 


.58 




Exons 


54. .158, 232. .308, 398. 


.619 








Seq. No. 


50970 




Seq. ID 


OJ000329_06.0419.C35 




Gene No. 


108062 




Strand 






Start 


1012 




End 


1306 




Name 


OJ000329 06.0419.C35.o2 


.gs 


Method 


GENSCAN 




Start 


1012 




End 


1243 




GI 


none 




Score 


.74 




Exons 


1012. .1243 









52413 



• # 



Seq. No. 


50970 


Seq. ID 


OJ000329_06.0419.C35 




108062 


Strand 




Start 


1012 


End 


1306 


Name 


OJ000329 06.0419.C35,o2.np 


Method 


AAT/NAP 


Start 


1015 


End 


1306 


GI 


5902445 


Score 


412 


Exons 


1015. .1306 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


• . .„ 

Seq. No. 


50970 


Seq. ID 


OJ000329_06.0419.C35 


Gene No. 


108062 


Strand 




Start 


1012 


End 


1306 


Name 


OJ000329 06.0419.C35.ol.tm 


Method 


TBLASTX : Maize 


Start 


1063 


End 


1304 


GI 


none 


Score 


102 


Exons 


1063.. 1164, 1064.. 1165, 1144. 


.1215, 1145. .1216, 1215. .1304 



Seq. No. 50971 

Gene No. 108063 

Start 583 

Name OJ000329JD6 . 0419 .C36. ol . tm 

Start 580 

GI none 

Exons 580.. 651, 587.. 649, 642.. 776, 
659. .790 



Seq. ID OJ000329_06.0419.C36 
Strand 

End 790 

Method TBLASTX : Mai ze 

End 7 90 

Score 93 

646. .789, 654. .788, 656. .790, 



Seq. No. 50971 

Gene No. 108063 

Start 583 

Name OJ000329_06 . 0419 .C36 . ol . ts 

Start 580 

GI none 
Exons 



Seq. ID OJ000329_06.0419.C36 



Strand 
End 

Method 

End 

Score 



790 

TBLASTX : Soybean 

789 

81 



580. .651, 587. .667, 642. .716, 654. .788, 664. .789 



Seq. No. 50971 Seq. ID 

Gene No. 108063 Strand 

Start 583 End 

Name OJ000329_06 . 0419. C36 . ol . np Method 

Start 583 End 

GI 7438038 Score 

Exons 583.. 790 

GI Descrip. argininosuccinate synthase 
gi I 4 678262 | emb | CAB41123.il 



OJ000329_06.0419.C36 
790 

AAT/NAP 

790 

204 



5) - Arabidopsis thaliana 
argininosuccinate 



(EC 6.3.4. 
(AL049657) 

synthase-like protein [Arabidopsis thaliana] 

gi | 7269334 | emb | CAB79393. 1 1 (AL161562 ) argininosuccinate 

synthase-like protein [Arabidopsis thaliana] 



Seq. No. 50971 

Gene No. 108063 

Start 583 

Name OJ000329_06 . 04 19 . C36 . ol . tc 

Start 589 

GI none 

Exons 589.. 651, 654.. 788, 655.. 789 



Seq. ID OJ000329_06.0419.C36 
Strand 

End 7 90 

Method TBLASTX : Cress 

End 789 

Score 111 



Seq. No. 



50972 



Seq. ID OJ000329_07.0419.C1 



52414 




Gene No. 


108064 




Strand 


+ 


Start 


67 




End 


452 


Name 


OJ000329_07.0419 


Cl.ol.gs 


Method 


GENSCAN 


Start 


67 




End 


452 


GI 


none 




Score 


. 66 


Exons 


67. .73, 340. .452 








Seq. No. 


50972 




Seq. ID 


OJ00032 9_07 .0419. CI 


Gene No. 


108065 




Strand 




Start 


1165 




End 


4729 


Name 


OJ000329 07.0419. 


CI . ol . np 


Method 


AAT/NAP 


Start 


1165 




End 


4729 


GI 


6069646 




Score 


957 


Exons 


1165. .2146, 2429. 


.3228, 4676. 


.4729 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907 112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR 


retroelement 


reverse 


transcriptase. (AC00624 8) 




[Oryza sativa] 








Seq. No. 


50972 




Seq. ID 


OJ00032 9_07 .0419. CI 


Gene No . 


108065 




Strand 




Start 


1165 




End 


4729 


Name 


OJ000329 07.0419. 


Cl.oS.tm 


Method 


TBLASTX: Maize 


Start 


1180 




End 


1737 


GI 


none 




Score 


76 


Exons 


1180.. 1374, 1432. 


.1707, 1479. 


.1724, 1544. .1636, 1546. .1737 


Seq. No. 


50972 




Seq. ID 


OJ000329_07.0419.C1 


Gene No. 


108065 




Strand 




Start 


1165 




End 


4729 


Name 


OJ000329 07.0419. 


Cl.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1291 




End 


1707 


GI 


none 




Score 


63 


Exons 


1291. .1329, 1447. 


.1641, 1496. 


.1639, 1663. .1707 


Seq. No. 


50972 




Seq. ID 


OJ000329_07.0419.C1 


Gene No. 


108065 




Strand 




Start 


1165 




End 


4729 


Name 


OJ000329 07.0419. 


Cl.o4.tm 


Method 


TBLASTX: Maize 


Start 


1868 




End 


2150 


GI 


none 




Score 


101 


Exons 


1868.. 1963, 1970. 


.2149, 1971. 


2150 




Seq. No. 


50972 




Seq. ID 


OJ000329_07.0419.C1 


Gene No. 


108065 




Strand 




Start 


1165 




End 


4729 


Name 


OJ000329 07.0419. 


Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2070 




End 


2586 


GI 


none 




Score 


105 


Exons 


2070.. 2210, 2078. 


.2176, 2207. 


2233, 2237..2398, 2518.. 2586 


Seq. No. 


50972 




Seq. ID 


OJ000329_07.0419.C1 


Gene No. 


108065 




Strand 




Start 


1165 




End 


4729 


Name 


OJ000329 07.0419. 


Cl.ol. tw 


Method 


TBLASTX: Wheat 


Start 


2126 




End 


2568 



52415 



GI 


none 








Score 


69 


Exons 


2126. .2251, 


2130 


. .2219, 


2264. 


.2476, 2277.. 2480, 2431.. 2568 


Seq. No. 


50972 








Seq. ID 


OJ000329_07.0419.C1 


ucllc IN \j . 


luouuj 








Strand 




Start 


1165 








End 


4729 


Name 


OJ000329 07. 


0419 


.Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2201 








End 


2817 


GI 


none 








Score 


58 


Exons 


2201. .2251, 


2207 


. .2488, 


2208. 


.2264, 2382.. 2477, 2473.. 2817 


Seq. No. 


50972 








Seq. ID 


OJ000329_07.0419.C1 




1 0806S 








Strand 




Start 


1165 








End 


4729 


Name 


OJ000329 07. 


0419 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2821 








End 


3247 


GI 


none 








Score 


96 


Exons 


2821. .3237, 


2822 


. .3019, 


2866. 


.3069, 3095.. 3247 


Seq. No. 


50972 








Seq. ID 


OJ000329_07.0419.C1 


Cono Mo 
uciic wu . 


J. \J O \J \) *J 








Strand 




Start 


1165 








End 


4729 


Name 


OJ000329 07. 


0419 


.Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2992 








End 


3198 


GI 


none 








Score 


177 


Exons 


2992. .3198 












Seq. No. 


50972 








Seq. ID 


OJ000329_07.0419.C1 


Gene No. 


108065 








Strand 




tj l_ a. -L L. 










End 


4729 


Name 


OJ000329 07. 


0419 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3403 








End 


3847 


GI 


none 








Score 


62 


Exons 


3403. .3519, 


3501 


. .3584, 


3513. 


.3581, 3567.. 3677, 3567.. 3677, 




3569. .3832, 


3569 


. .3847 








Seq. No. 


50973 








Seq. ID 


OJ000329_07.0419.C2 


uCllC IN w . 


108066 








Strand 




Start 


278 








End 


2140 


Name 


OJ000329 07. 


0419 


.C2.ol. 


gs 


Method 


GENSCAN 


Start 


278 








End 


2140 


GI 


none 








Score 


.53 


Exons 


278. .628, 701. .2140 








Seq. No. 


50974 








Seq. ID 


OJ000329_07.0419.C5 


UCIiC IN^J ■ 


108067 








Strand 




Start 


807 








End 


880 


Name 


OJ000329 07. 


0419 


.C5.ol. 


gs 


Method 


GENSCAN 


Start 


807 






End 


880 


GI 


none 








Score 


.9 


Exons 


807. .880 












Seq. No. 


50975 








Seq. ID 


OJ000329_07.0419.C8 


Gene No. 


108068 








Strand 




Start 


1 








End 


2846 


Name 


OJ000329 07. 


0419 


.C8.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


2846 



52416 



GI 4835756 Score 809 

Exons 1..172, 286. .346, 511. .657, 755.-854, 1028. .1140, 1629. .1729, 

1941. .1979, 2066. .2143, 2682. .2846 
GI Descrip. (AC007202) Is a member of the PF| 00044 glyceraldehyde 

3-phosphate dehydrogenase family. ESTs gb|T43985, gb|N38667, 

gb|N65037, gb|AA713069 and gb|AI099548 come from this gene. 

[Arabidopsis thaliana] 



Seq. No. 50975 

Gene No. 108068 

Start 1 

Name OJ000329_07 . 0419 .C8 . o2 . ts 

Start 39 

GI none 
Exons 



Seq. ID OJ000329_07.0419.C8 
Strand 

End 2846 

Method TBLASTX : Soybean 

End 34 9 

Score 131 



39. .59, 69. .176, 76. .174, 287. .349, 287. .349 



Seq. No. 50975 

Gene No. 108068 

Start 1 

Name OJ000329_07 . 0419 . C8 . ol . tc 

Start 69 

GI none 
Exons 



Seq. ID OJ000329_07.0419.C8 
Strand 

End 2846 

Method TBLASTX: Cress 

End 2127 

Score 152 



69. .176, 76. .174, 287. .349, 294. .344, 508. .660, 508. .657, 
509. .661, 509. .670, 755.-856, 756. .857, 1027. .1140, 1028. .1126, 
1028. .1147, 1627. .1731, 1629. .1736, 1630. .1737, 1931. .1978, 
1939. .1977, 2064. .2126, 2074. .2127 



F: 3 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50975 

108068 

1 

OJ000329_07.0419.C8.o2.tw 
69 

none 



Seq. ID OJ000329_07.0419.C8 
Strand 

End 284 6 

Method TBLASTX : Wheat 

End 332 

Score 72 



69. .170, 69. .176, 76. .174, 287. .331, 300. .332 



50975 

108068 

1 

OJ000329_07.0419.C8.ol.gs 

224 

none 



Seq. ID OJ000329_07.0419.C8 
Strand 

End 2846 

Method GENSCAN 

End 2832 

Score .91 



224 . .346, 511. .657, 755. .854, 1028. .1140, 1629. .1729, 
1941. .1979, 2066. .2124, 2353. .2414, 2617. .2832 



Seq. No. 50975 

Gene No. 108068 

Start 1 

Name OJ000329_07 . 04 19 . C8 . ol . tm 

Start 282 

GI none 
Exons 



Seq. ID OJ000329_07.0419.C8 
Strand 

End 2846 

Method TBLASTX : Mai ze 

End 1736 

Score 8 6 



282. .344, 284. .349, 287. .349, 508. .657, 509. .661, 509. .658, 
510. .662, 510. .659, 754. .855, 755. .856, 756. .857, 1016. .1129, 
1027. .1140, 1028. .1147, 1029. .1148, 1621. .1731, 1628. .1726, 
1629. .1736, 1630. .1731 



Seq. No. 
Gene No. 



50975 
108068 



Seq. ID OJ000329_07.0419.C8 
Strand 



52417 




Start 


1 


End 


2846 


Name 


OJ000329 07.0419.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


508 


End 


1724 


GI 


none 


Score 


145 


Exons 


508. .657, 512. .661, 755. .865, 


756. .857, 


1629. .1724 


Seq. No. 


50975 


Seq. ID 


OJ000329_07.0419.C8 


Cpnp Mr) 


108068 


Qf rand 




Start 


1 


End 


2846 


Name 


OJ000329 07.0419.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


577 


End 


1736 


GI 


none 


Score 


87 


Exons 


577. .657, 584. .658, 755. .865, 


765. .860, 


1048. .1137, 1629. .1736 


Seq. No. 


50976 


Seq. ID 


OJ000329_07. 0419. C10 


Gene No. 


108069 


Strand 


+ 


Start 


1 


End 


865 


Name 


OJ000329 07.0419.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


865 


GI 


4760370 


Score 


112 


Exons 


1..149, 767. .865 







GI Descrip. (AF082565) ATP dependent copper transporter [Arabidopsis 

thaliana] gi | 4760380 | gb IAAD29115 . 1 | (AF091112) ATP dependent 
copper transporter [Arabidopsis thaliana] 

gi | 6850337 | gb | AAC79141 . 2 | (AC002342) ATP dependent copper 
transporter (RANI) [Arabidopsis thaliana] 





Seq. No. 


50977 


Seq. ID 


OJ000329_07.0419.C12 




Gene No. 


108070 


Strand 


+ 




Start 


28 


End 


2007 




Name 


OJ000329 07.0419.C12.ol.gs 


Method 


GEN SCAN 




Start 


28 


End 


2007 




GI 


none 


Score 


.41 




Exons 


28. .30, 552. .683, 1758. .1798, 


1893. .2007 




Seq. No. 


50978 


Seq. ID 


OJ000329_07.0419.C13 




Gene No. 


108071 


Strand 


+ 




Start 


71 


End 


184 




Name 


OJ000329 07.0419.C13.ol.gp 


Method 


AAT/GAP 




Start 


71 


End 


184 


?a 


GI 


uC-osflcypl42dl0bl 


Score 


195 




Exons 


71. .184 








GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


,0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 




Seq. No. 


50979 


Seq. - ID 


OJ000329_07.0419.C17 




Gene No. 


108072 


Strand 


+ 




Start 


1 


End 


57 




Name 


OJ000329 07.0419.C17.ol.gp 


Method 


' AAT/GAP 




Start 


1 


End 


57 




GI 


LIB3477-003-P1-K1-E9 


Score 


95 




Exons 


1..57 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] ' 








Seq. No. 


50979 


Seq. ID 


OJ000329_07.0419.C17 



52418 














Start 


118 


End 


558 




Name 


OJ000329 07.0419.C17.o2.gp 


Method 


AAT/GAP 




Start 


118 


End 


558 




GI 


5004350 


Score 


867 




Exons 


118. .558 








Seq. No. 


50979 


Seq. ID 


OJ000329_07.0419. 


C17 












Start 


486 


End 


4330 




Name 


OJ000329 07.0419.C17.ol.gs 


Method 


GENSCAN 




Start 


486 


End 


4289 




GI 


none 


Score 


.86 




Exons 


486.-884, 1408. .1548, 1644. 


.1718, 4125 


. .4289 




Seq. No. 


50979 


Seq. ID 


OJ000329_07.0419. 


C17 


Gene No. 


108074 


Strand 






<J L.Cli- U 


486 


End 


4330 




Name 


OJ000329 07.0419.C17.ol.np 


Method 


AAT/NAP 




Start 


489 


End 


4330 




GI 


4982519 


Score 


487 




Exons 


489.-588, 661. .808, 836. .88 


4, 1408. .1548, 1644. .1718, .4125. 


GI Descrip. 


(AC000107) F17F8.25 [Arabidopsis thaliana] 




Seq. No. 


c n n n o 


Seq. ID 


OJ000329_07.0419. 


C17 


vjene ino . 


iUoU /4 


Strand 






Start 


/I O 


End 


4330 




Name 


n tpi n n "3 o q m n/1 q pi 7 r^o -j-o 
ujuuujzy u / . u <± x y . ti / . oz . ts 


Method 


TBLASTX : Soybean 




Start 


1405 


End 


1554 




GI 


none 


Score 


140 




Exons 


1405. .1554, 1409. .1540 








Seq. No. 


50979 


Seq. ID 


OJ000329_07.0419. 


C17 


Gene No. 


108074 


Strand 






Start 


486 


End 


4330 




Name 


OJ000329 07.0419.C17.o3.gp 


Method 


AAT/GAP 




Start 


2857 


End 


3275 




GI 


94783 1.R1084 


Score 


759 




Exons 


2857. .3275 








GI Descrip. 


'4176420/dbj |BAA37167| 2 . Oe 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


50979 


Seq. ID 


OJ000329_07.0419. 


C17 


belle INO . 


108074 


Strand 






Start 


486 


End 


4330 




Name 


OJ000329 07.0419.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4122 


End 


4286 




GI 


none 


Score 


118 




Exons 


4122. .4286, 4144. .4284 








Seq. No. 


50980 


Seq. ID 


OJ000329_07.0419. 


C18 


Gene No. 


108075 


Strand 


+ 




Start 


830 


End 


1661 




Name 


OJ000329 07.0419.C18.ol.gs 


Method 


GENSCAN 




Start 


830 


End 


1661 




GI 


none 


Score 


.53 




Exons 


830.. 953, 1635.. 1661 









52419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50981 

108076 

140 

OJ000329_G7.0419.C20.ol.np 
140 

7485016 



Seq. ID OJ000329_07.0419.C20 

Strand + 

End 1424 

Method AAT/NAP 

End 1424 

Score 131 



140. .265, 900. .1149, 1389. .1424 

hypothetical protein - Arabidopsis thaliana 

gi I 2244869 | emb| CAB10291.il (Z97337) hypothetical protein 

[Arabidopsis thaliana] gi | 7268258 | emb | CAB78554 . 1 | (AL161540) 

hypothetical protein [Arabidopsis thaliana] 



50981 

108076 

140 

OJ000329_07.0419.C20.ol.tm 

739 

none 



Seq. ID OJ000329_07.0419.C20 

Strand + 

End 1424 

Method TBLASTX: Maize 

End 1112 

Score 41 



739. .780, 890. .1015, 891. .1019, 962. .1021, 963. .1091, 
1061. .1111, 1062. .1112 



50982 

108077 

779 

OJ000329_07.0419.C21.ol.gs 

779 

none 

779. .853, 1335. .1487 



Seq. ID OJ000329_07.0419.C21 

Strand + 

End 1487 

Method GENSCAN 

End 1487 

Score .87 



50982 
108078 
3028 

OJ000329_07.0419.C21.ol.np 
3028 
7329661 
3028. .3499 

(AL162351) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000329_07.0419.C21 

Strand + 

End 3499 

Method AAT/NAP 

End 3499 

Score 265 



Q Seq. No. 


50982 








Seq. ID 


OJ000329_07.0419 


.C21 


Gene No. 


108079 








Strand 






%af Start 


2856 








End 


3523 




Name 


OJ000329 07, 


.0419. 


.C21.o2 


.gs 


Method 


GENSCAN 




Start 


2856 






End 


3523 




GI 


none 








Score 


.94 




Exons 


2856. .3027, 


3048. 


. .3523 










Seq. No. 


50982 








Seq. ID 


OJ000329_07.0419 


-C21 


Gene No. 


108079 








Strand 






Start 


2856 








End 


3523 




Name 


OJ000329 07. 


.0419, 


,C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3229 








End 


3484 




GI 


none 








Score 


47 




Exons 


3229. .3327, 


3230. 


. .3304, 


3328. 


.3477, 3329.. 3484 




Seq. No. 


50982 








Seq. ID 


OJ000329_07.0419 


.C21 


Gene No. 


108079 








Strand 







52420 




Start 


2856 






End 


3523 


Name 


OJ000329 07 


.0419. 


C21.ol.tc 


Method 


TBLASTX: Cress 


Start 


3245 






End 


3478 


GI 


none 






Score 


204 


Exons 


3245. .3478, 


3337. 


.3462 






Seq. No. 


50982 






Seq. ID 


OJ000329_07.0419.C21 




1 nR07Q 






o LLallU 




Start 


2856 






End 


3523 


Name 


OJ000329 07 


.0419. 


C21.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3251 






End 


3466 


GI 


none 






Score 


209 


Exons 


3251. .3466, 


3259. 


.3462 






Seq. No. 


50983 






Seq. ID 


OJ000329_07.0419.C22 


Gene No. 


108080 






Strand 






45 






Cina 


o £ y 


Name 


OJ000329 07 


.0419. 


C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


17 






End 


829 


GI 


none 






Score 


67 


Exons 


17.. 106, 42 


. .101, 


278. .376, 


280. .354, 


443. .529, 444. .530, 




772. .828, 773. .829 






Seq. No. 


50983 






Seq. ID 


OJ000329_07.0419.C22 




108080 






OirailQ 




Start 


45 






End 


829 


Name 


OJ000329 07 


.0419. 


C22 . ol . gs 


Method 


GENSCAN 


Start 


45 






End 


527 


GI 


none 






Score 


.96 


Exons 


45.. 99, 278 


. .367, 


444. .527 






Seq. No. 


50983 






Seq. ID 


OJ000329_07.0419.C22 


Gene No. 


108080 






Strand 




Start 


45 






End 


829 


Name 


OJ000329 07 


•0419.C22.ol.np 


Method 


AAT/NAP 


Start 


48 






End 


829 


GI 


4835756 






Score 


304 


Exons 


48.. 99, 278 


. .367, 


444. .527, 


779. .829 





GI Descrip. (AC007202) Is a member of the PF| 00044 glyceraldehyde 



3-phosphate dehydrogenase family. ESTs gb|T43985, gb|N38667, 
gb|N65037, gb|AA713069 and gb|AI099548 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 


50983 






Seq. ID 


OJ000329_07.0419.C22 


Gene No. 


108080 






Strand 




Start 


45 






End 


829 


Name 


OJ000329 


_07.0419.C22.ol 


-tw 


Method 


TBLASTX: Wheat 


Start 


66 






End 


825 


GI 


none 






Score 


101 


Exons 


66. .101, 


278.. 370, 280. 


.354, 


443. .529, 


444. .530, 772. .825 


Seq. No. 


50983 






Seq. ID 


OJ000329_07.0419.C22 


Gene No. 


108080 






Strand 




Start 


45 






End 


829 


Name 


OJ000329 


_07.0419.C22.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


234 






End 


825 


GI 


none 






Score 


91 



52421 



Exons 



234. .356, 280. .357, 280. .354, 284. .370, 443. .529, 444. .530, 
778. .825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50983 Seq. ID 

108080 Strand 

45 End 

OJ000329_07 .0419. C22 . ol . tc Method 

278 End 

none Score 



OJ000329_07.0419.C22 
829 

TBLASTX: Cress 

825 

98 



278. .370, 280. .354, 443. .529, 444. .530, 778. .825 



Seq. No. 


50984 


Seq. ID 


OJ000329_07 .0419.C26 


Gene No. 


108081 


Strand 


+ 


Start 


722 


End 


1075 


Name 


OJ000329 07.0419.C26.ol.gs 


Method 


GEN SCAN 


Start 


722 


End 


1075 


GI 


none 


Score 


.75 


Exons 


722. .1075 






Seq. No. 


50985 


Seq. ID 


OJ000329_07.0419.C27 


Gene No. 


108082 


Strand 


+ 


Start 


1 


End 


1786 


Name 


OJ000329 07.0419.C27.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


454 


GI 


uC-osroM2 0 2 0 0 6b0 6bl 


Score 


538 


Exons 


1..220, 392. .454 






GI Descrip. 


•4062935/dbj | AB0034 95 . 1 | AB0034 95 3.0e- 


14 Oryza sativa DNA for 




dihydrof lavonol 4-reductase, 


complete 


cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50985 

108082 

1 

OJ000329_07.0419.C27.ol.np 
1 

4760370 



Seq. ID OJ000329_07.0419.C27 
Strand + 
End 1786 
Method AAT/NAP 
End 1786 
Score 1084 
1..220, 392. .717, 1241. .1299, 1387. .1786 
(AF082565) ATP dependent copper transporter [Arabidopsis 
thaliana] gi | 4760380 | gb IAAD29115 . 1 | (AF091112) ATP dependent 
copper transporter [Arabidopsis thaliana] 

gi I 6850337 | gb | AAC7914 1 . 2 | (AC002342) ATP dependent copper 
transporter (RANI) [Arabidopsis thaliana] 



50985 



108082 Strand 
1 End 
OJ000329_07 . 04 19 . C27 . o2 . tm Method 
14 End 
none Score 
14. .136, 14. .211, 15. .215, 16. .216 



Seq. ID OJ000329 07.0419.C27 



+ 

1786 

TBLASTX: Maize 

216 

143 



Seq. No. 50985 

Gene No. 108082 

Start 1 

Name OJ000329_07 . 04 19 . C27 . ol . gs 

Start 94 

GI none 

Exons 94.. 220, 392.. 717, 1241.. 1299, 1635.. 1728 



Seq. ID OJ000329_07.0419.C27 



Strand 
End 

Method 

End 

Score 



+ 

1786 
GENS CAN 
1728 
.89 
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# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50985 

108082 

1 

OJ000329_07.0419.C27.ol.tc 

120 

none 



Seq. ID OJ000329_07.0419.C27 



Strand 
End 

Method 

End 

Score 



+ 

1786 

TBLASTX: Cress 

605 

127 



120. .221, 121. .222, 380. .541, 390. .605, 393. .602, 394. .603 



50985 

108082 

1 

OJ00032 9_07.0419.C27.ol.tm 

486 

none 

486. .725, 487. .729, 1228. 
1249. 
1677. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1299, 1229. 



OJ000329_07 .0419.C27 
+ 

1786 

TBLASTX: Maize 

1733 

343 

1300, 1229. .1300, 



.1302, 1376. .1687, 1379. 

,1733 



.1699, 1387.. 1698, 1573.. 1728, 





Seq. No. 


50985 


• Seq. ID 


OJ000329_07.0419.C27 




Gene No. 


108082 


Strand 


+ 




Start 


1 


End 


1786 





Name 


OJ000329 07.0419.C27.ol.ts 


Method 


TBLASTX : Soybean 




Start 


508 


End 


1733 




GI 


none 


Score 


305 


? ?== 


Exons 


508. .729, 513. .725, 1228. .1302, 1229.. 


1300, 1376.. 1687, 


fij 




1379. .1513, 1447. .1698, 1573 


..1728, 1686. .1733 


C3 

l : 3 


Seq. No. 


50985 


Seq. ID 


OJ000329_07.0419.C27 




Gene No. 


108082 


Strand 


+ 




Start 


1 


End 


1786 




Name 


OJ000329 07.0419.C27.o2.tc 


Method 


TBLASTX: Cress 




Start 


607 


End 


1666 




GI 


none 


Score 


81 


^ j 


Exons 


607. .723, 1453. .1665, 1493.. 


1666 






Seq. No. 


50986 


Seq. ID 


OJ000329_07.0419.C28 


St. 

\J 


Gene No. 


108083 


Strand 






Start 


82 


End 


1864 




Name 


OJ000329 07.0419.C28.ol.gs 


Method 


GENSCAN 




Start 


82 


End 


1811 




GI 


none 


Score 


.71 




Exons 


82. .186, 259. .372, 511. .711, 


786. .1124 


, 1158. .1461, 1548 . .1 




Seq. No. 


50986 


Seq. ID 


OJ000329_07.0419.C28 




Gene No. 


108083 


Strand 






Start 


82 


End 


1864 




Name 


OJ000329 07.0419.C28.ol.np 


Method 


AAT/NAP 




Start 


707 


End 


1449 




GI 


5902447 


Score 


873 



Exons 707.. 975, 1012.. 1449 

GI Descrip. (AB030283) orf4 [Oryza sativa] 



Seq. No. 50986 Seq. ID OJ00032 9_07 . 04 19 . C28 

Gene No. 108083 Strand 

Start 82 End 18 64 

Name OJ000329_07. 04 19 . C28 . o2 . np Method AAT/NAP 



52423 



Start 1539 End 

GI 5902448 Score 

Exons 1539.. 1864 

GI Descrip. (AB030283) orf3 [Oryza sativa] 

Seq. No. 50987 Seq. ID 

Gene No. 108084 Strand 

Start 2744 End 

Name 0 J00032 9_07 . 04 19 . C29 . o2 . gs Method 

Start 274 4 End 

GI none Score 

Exons 2744.. 2875 



1864 
544 



OJ000329_07.0419.C29 

2875 
GENSCAN 
2875 
.91 



Seq. No. 50988 Seq. ID 

Gene No. 108085 Strand 

Start 650 End 

Name OJ00032 9_07 .0419. C30 . ol . gs Method 

Start 650 End 

GI none Score 

Exons 650.. 762 



OJ000329_07.0419.C30 
762 

GENSCAN 

762 

.94 



Seq. No. 50989 Seq. ID OJ000329_07 . 0419 . C31 

Gene No. 108086 Strand 

Start 1 End 1723 

Name OJ000329_07 . 04 19 . C31 . ol . np Method AAT/NAP 

Start 1 End 1723 

GI 4760370 Score 174 

Exons 1..140, 1410.. 1723 

GI Descrip. (AF082565) ATP dependent copper transporter [Arabidopsis 

thaliana] gi | 47 60380 | gb | AAD29115 . 1 1 (AF091112) ATP dependent 
copper transporter [Arabidopsis thaliana] 

gi| 6850337|gb|AAC79141.2| (AC002342) ATP dependent copper 
transporter (RANI) [Arabidopsis thaliana] 



Seq. No. 


50990 


Seq. ID 


OJ000329_ 


_07 


.0419 


.C32 


Gene No. 


108087 


Strand 










Start 


902 


End 


1093 








Name 


OJ000329 07.0419.C32.ol.gs 


Method 


GENSCAN 








Start 


902 


End 


1093 








GI 


none 


Score 


.45 








Exons 


902. .1093 












Seq. No. 


50991 


Seq. ID 


OJ000329_ 


_07 


.0419 


.C33 


Gene No. 


108088 


Strand 


+ 








Start 


445 


End 


1088 








Name 


OJ000329 07.0419.C33.ol.gs 


Method 


GENSCAN 








Start 


445 


End 


1088 








GI 


none 


Score 


.44 








Exons 


445. .502, 1023. .1088 












Seq. No. 


50992 


Seq. ID 


OJ000309_ 


_07 


.0419 


.C2 


Gene No. 


108089 


Strand 


+ 








Start 


13327 


End 


14283 








Name 


OJ000309 07.0419.C2.o3.gs 


Method 


GENSCAN 








Start 


13327 


End 


14283 








GI 


none 


Score 


.81 








Exons 


13327. .13518, 14086.. 14283 
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Seq. No. 50992 

Gene No. 108090 

Start 780 

Name OJ000309_07 . 0419 . C2 . ol . np 

Start 780 

GI 6623973 

Exons 780.. 3945, 3976.. 4760 

GI Descrip. (AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000309_07.0419.C2 
Strand 

End 5805 

Method AAT/NAP 

End 47 60 

Score 2532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50992 




Seq. ID 


OJ000309_07.0419. 


C2 


108090 




Strand 






780 




End 


5805 




OJ000309 07 


.0419 


.C2.o2.np Method 


AAT/NAP 




783 




End 


5805 




6996255 




Score 


2351 




783. .4601, 


4983. 


.5084, 5740. .5805 






(AL138657) 


copia 


-like polyprotein [Arabidopsis thaliana] 




50992 




Seq. ID 


OJ000309JD7.0419. 


C2 


108090 




. Strand 






780 




End 


5805 




OJ000309 07 


.0419 


.C2.ol.gp Method 


AAT/GAP 




1724 




End 


1966 




1621494 




Score 


438 





1724. .1966 

1621495/dbj |BAA12903| 4.0e-35 (D85877) reverse transcriptase 
[Oryza sativa] 



Seq. No. 50992 
Gene No. 108090 
Start 780 

Name OJ000309_07 . 0419 . C2 . o2 . gp 

Start 3010 
GI 2428449 
Exons 3010.. 3446 

GI Descrip. 4388818/gb | AAD19773 | 3.0e-40 (AC006528) putative pol polyprotein 
with a Zn-finger CCHC type domain (prosite :QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



Seq. ID OJ000309_07.0419.C2 
Strand 

End 5805 

Method AAT/GAP 

End 344 6 

Score 806 



Seq. No. 50992 

Gene No. 108091 

Start 6185 

Name OJ000309_07 . 04 1 9 . C2 . o2 . gs 

Start 6185 

GI none 
Exons 



Seq. ID OJ000309_07.0419.C2 
Strand 

End 12866 

Method GENSCAN 

End 12866 

Score . 65 



6185. .6302, 7184. .7488, 7581. .7725, 10718 .. 10791, 12010 12409, 
12583. .12866 



Seq. No. 50992 

Gene No. 108092 

Start 16691 

Name OJ000309_07 . 04 1 9 . C2 . ol . tm 

Start 792 

GI none 

Exons 792. .851, 823. .1191, 837. .1193 



Seq. ID OJ000309_07 .0419.C2 
Strand 

End 19047 

Method TBLASTX : Mai ze 

End 1193 

Score 294 



52425 



O a XT a 

beq. No. 


50992 




Seq. ID 


ujuuuouy u/.u4iy. 


LZ 


Gene No. 


108092 




Strand 






Start 


16691 




End 


19047 




Name 


OJ000309 07 


.0419.C2.o5.tw 


Method 


TBLASTX: Wheat 




Start 


841 




End 


1230 




GI 


none 




Score 


65 




Exons 


841. .996, 855. .995, 1014. .1217, 1039.. 


1230 




beq. no. 


50992 




Seq. ID 


ojuuuouy u/.U4iy. 


CZ 


Gene No. 


108092 




Strand 






Start 


16691 




End 


19047 




Name 


OJ000309 07 


.0419.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


855 




End 


1370 




GI 


none 




Score 


53 




Exons 


855. .980, 996. .1142, 1143. .1247, 1242. 


.1370 




Seq. No. 


ouyyz 




Seq. ID 


ojuuujuy u/.U4iy. 


Cz 


Gene No. 


108092 




Strand 






Start 


16691 




End 


19047 




Name 


UJUUUJUy U / 


.U4iy.LZ.OZ.tS 


Method 


TBLASTX: Soybean 




Start 


ODD 




End 


1169 




GI 


none 




Score 


174 




Exons 


ODD. . lib / , 


o y4 . . 1 1 by 








O ^ *r XT 

beq. no. 


ouy yz 




Seq. ID 


OJ000309_07.0419. 


C2 


Gene No. 


108092 




Strand 






Start 


16691 




End 


19047 




Name 


ujuuujuy u / 


.U4iy.cz.oz. tm 


Method 


TBLASTX: Maize 




Start 


1249 




End 


1694 




GI 


none 




Score 


209 




Exons 


1Z49 . . lb /l, 


lzo4..1boy, loJb. 


1595, 1601.. 1693, 1602.. 1694 


Seq. No. 


50992 




Seq. ID 


OJ000309_07.0419. 


C2 


Gene No . 


luou yz 




Strand 






Start 


16691 




End 


19047 




Name 


OJ000309 07 


.0419.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1344 




End 


1967 




GI 


none 




Score 


55 




Exons 


1344. .1595, 


1363. .1527, 1598. . 


1777, 1623. .1721, 1814. .1966 




1818. .1967 










Seq. No. 


50992 




Seq. ID 


OJ000309_07.0419. 


C2 


Gene No. 


108092 




Strand 






Start 


16691 




End 


19047 




Name 


OJ000309 07 


.0419.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


1706 




End 


2128 




GI 


none 




Score 


135 




Exons 


1706. .2125, 


1830. .2090, 2027.. 


2128 






Seq. No. 


50992 




Seq. ID 


OJ000309_07.0419. 


C2 


Gene No. 


108092 




Strand 






Start 


16691 




End 


19047 




Name 


OJ000309 07 


.0419.C2.ol..ts 


Method 


TBLASTX : Soybean 




Start 


1712 




End 


2101 




GI 


none 




Score 


85 




Exons 


1712. .2101, 


1750. .2007, 1758.. 


2081 







52426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50992 

108092 

16691 

OJ000309_07. 

1919 

none 

1919. .2125, 

50992 

108092 

16691 

OJ000309_07. 

1967 

none 

1967. .2401, 



0419.C2.o2.tc 



1919. .2125 



0419.C2.ol.tw 



1967. .2401, 2215. 



Seq. ID OJ000309_07.0419.C2 
Strand 

End 19047 

Method TBLASTX : Cress 

End 2125 

Score 74 



Seq. ID OJ000309_07.0419.C2 
Strand 

End 19047 

Method TBLASTX : Wheat 

End 2403 

Score 401 
.2403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50992 

108092 

16691 

OJ000309_07. 

2475 

none 

2475. .2741, 



0419.C2.o3.tc 



Seq. ID OJ000309_07.0419.C2 
Strand 

End 19047 

Method TBLASTX : Cress 

End 3045 

Score 83 



2582. .2740, 2756. .2875, 2980. .3045 



Seq. No. 

Gene No. 
TU Start 
[i Name 
i~i Start 

% * Exons 



50992 

108092 

16691 

OJ000309_07, 

2615 

none 

2615. .2752, 
2980. .3063 



0419.C2.o3.ts 



2738. .2869, 2865. 



Seq. ID OJ000309_07.0419.C2 
Strand 

End 19047 

Method TBLASTX : Soybean 

End 3063 

Score 76 

.2981, 2872. .2979, 2978. .3034, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50992 

108092 

16691 

OJ000309_07, 

2678 

none 

2678. .2740, 



0419.C2.o3.tw 



2759.. 2830, 2865. 



Seq. ID OJ000309_07.0419.C2 
Strand 

End 19047 

Method TBLASTX : Wheat 

End 3283 

Score 86 

.2981, 2978. .3283, 2980. .3282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



50992 

108092 

16691 

OJ000309_07. 

2865 

none 

2865. .2981, 

50992 

108092 

16691 

OJ000309_07. 

3988 

none 

3988. .4059, 



0419.C2.o4.tm 



2869. .2979, 2980. 



0419.C2.o4 .tw 



3988.. 4050, 4059. 



Seq. ID OJ000309_07.0419.C2 
Strand 

End 19047 

Method TBLASTX : Mai ze 

End 3297 

Score 63 
.3108, 2980. .3297 

Seq. ID OJ000309_07.0419.C2 
Strand 

End 19047 

Method TBLASTX : Wheat 

End 4354 

Score 54 

.4154, 4062. .4169, 4117. .4179, 



52427 



4127. .4168, 4171. .4281, 4172. .4264, 4177. .4278, 4261. .4353, 
4271. .4354 



Seq. No. 


50992 


Seq. ID 


OJ000309_07.0419.C2 


Gene No. 


108092 


Strand 


- 


Start 


16691 


End 


19047 


Name 


OJ000309 07.0419.C2.o4.gs 


Method 


GENSCAN 


Start 


16691 


End 


19047 


GI 


none 


Score 


.88 


Exons 


16691. .17074, 17169. .17318, 


18227. .18* 


395, 18926.. 19047 


Seq. No. 


50993 


Seq. ID 


OJ000309_07.0419.C3 


Gene No. 


108093 


Strand 


+ 


Start 


173 


End 


627 


Name 


OJ000309 07.0419.C3.ol.np 


Method 


AAT/NAP 


Start 


173 


End 


627 


GI 


7480058 


Score 


52 


Exons 


173.. 255, 528.-627 






GI Descrip. 


hypothetical protein SCH35. 


41 - Streptomyces coelicolor 




gi| 5019333 lembl CAB4438 6.1 | 


(AL078610) 


hypothetical protein 




[Streptomyces coelicolor A3 (2)] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



fy Seq. No. 
= Gene No. 
H Start 

Name 
^ Start 

GI 

**3 Exons 



Seq. ID OJ000309_07.0419.C3 
Strand 

End 1841 

Method AAT/NAP 

End 1841 

Score 242 



50993 
108094 
1544 

OJ000309_07.0419.C3.o2.np 
1544 
5295955 
1544. .1658, 1685. .1841 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



50994 

108095 

817 

OJ000309_07.0419.C4.ol.gs 

817 

none 



Seq. ID OJ000309_07.0419.C4 

Strand + 

End 2971 

Method GENSCAN 

End 2971 

Score .58 



817. .880, 1530. .1566, 2227. .2394, 2497. .2550, 2599. .2971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50994 

108096 

1 

OJ000309_07.0419.C4 .ol.np 
1 

5295955 



Seq. ID OJ000309_07.0419.C4 
Strand 

End 10794 

Method AAT/NAP 

End 10794 

Score 367 



1..189, 870. .984, 1527. .1596, 2522. .2689, 6784. .6919, 
10197. .10366, 10547.. 10794 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 50994 Seq. ID 

Gene No. 108096 Strand 

Start 1 End 

Name OJ000309_07 . 0419 . C4 . o2 . gs Method 

Start 3868 End 

GI none Score 



OJ000309_07.0419.C4 

10794 
GENSCAN 
5526 
.42 



52428 




Exons 


3868.. 3988, 4249.. 4387, 5385 


. .5526 








Seq. No. 


50994 


Seq. ID 


OJ000309_07 


.0419. 


C4 


fipnp No 


108096 

J. \J \J \f -J \J 


Strand 








Start 


1 


End 


10794 






Name 


OJ000309 07.0419.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


5083 


End 


5355 






GI 


none 


Score 


67 






Exons 


5083.. 5355, 5252.. 5353 










Seq. No. 


50995 


Seq. ID 


OJ000309_07 


.0419. 


C5 




108097 


Strand 


+ 






Start 


261 


End 


1916 






Name 


OJ000309 07.0419.C5.ol.gs 


Method 


GEN SCAN 






Start 


261 


End 


1916 






GI 


none 


Score 


. 7 






Exons 


261. .485, 900. .1002, 1795. .1916 








Seq. No. 


50995 


Seq. ID 


OJ000309_07 


.0419. 


C5 


VJJ C11C IN \J * 


108098 


Strand 


+ 






Start 


5819 


End 


6240 






Name 


OJ000309 07.0419.C5.o3.gs 


Method 


GEN SCAN 






Start 


5819 


End 


6240 






GI 


none 


Score 


.74 






Exons 


•5819. .5975, 6039. .6154, 6160 


. .6240 








Seq. No. 


50995 


Seq. ID 


OJ000309_07 


.0419. 


C5 


Gene No. 


108099 


Strand 


+ 






Start 


12653 


End 


14334 






Name 


OJ000309 07.0419.C5.o5.np 


Method 


AAT/NAP 






Start 


12653 


End 


14334 






GI 


7489803 


Score 


765 






Exons 


12653. .13534, 14272.. 14334 










GI Descrip. 


pol protein homolog - maize 


retrotransposon Opie-2 








gi|3645899|gb|AAC49502.1| (U68408) 5' 


end not determined 




experimentally [Zea mays] 










Seq. No. 


50995 


Seq. ID 


OJ000309_07 


.0419. 


C5 


Gene No. 


108100 


Strand 








Start 


1 


End 


5404 






Name 


OJ000309 07.0419.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3830 






GI 


5852181 


Score 


81 






Exons 


1..81, 674. .874, 3804. .3830 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 








Seq. No. 


50995 


Seq. ID 


OJ000309_07 


.0419. 


C5 




108100 


Strand 








Start 


1 


End 


5404 






Name 


OJ000309 07.0419.C5.o2.gs 


Method 


GENSCAN 






Start 


3122 


End 


5404 






GI 


none 


Score 


. 8 






Exons 


3122.. 3396, 3450.. 3573, 3704 


..3752, 5244. .5404 






Seq. No. 


50995 


Seq. ID 


OJ000309_07 


.0419. 


C5 


Gene No. 


108101 


Strand 








Start 


6200 


End 


6888 







52429 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000309_07 . 041 9 . C5 . o2 . np Method AAT/NAP 

6200 End 6888 

7228450 Score 172 

6200. .6322, 6412. .6547, 6681. .6888 
(AP001366) hypothetical protein [Oryza sativa] 



50995 

108102 

6970 

OJ000309_07.0419.C5.o4.gs 

6970 

none 



Seq. ID OJ000309_07.0419.C5 
Strand 

End 12149 

Method GENSCAN 

End 10495 

Score .71 



6970. .7068, 7113. .7181, 7208. .7404, 7472. .7643, 8656.-8775, 
8799. .8824, 9545. .9713, 9750. .9843, 1017 1 10231 , 10486. .10495 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50995 

108102 

6970 

OJ000309_07 . 04 1 9 . C5 . o3 . np 

8233 

6721516 



Seq. ID OJ000309_07.0419.C5 
Strand 

End 12149 

Method AAT/NAP 

End 12149 

Score 634 



8233. .8306, 9513. .9843, 10232 .. 10473, 12108. .12149 
(AP001072) hypothetical protein [Oryza sativa] 



50995 

108103 

12541 

OJ000309_07 . 0419 . C5 . o2 . tm 

12541 

none 



Seq. ID OJ000309_07.0419.C5 
Strand 

End 12994 

Method TBLASTX : Mai ze 

End 12925 

Score 105 



12541. .12633, 12543 12635 , 12662 .. 12925, 12670 .. 12738 , 
12796. .12870 



Seq. No. 50995 

Gene No. 108103 

Start 12541 

Name OJ000309JD7 . 04 19 . C5 . o2 . tw 

Start 12677 

GI none 

Exons 12677. .12994, 12694.. 12909 



Seq. ID OJ000309_07.0419.C5 
Strand 

End 12994 

Method TBLASTX : Wheat 

End 12994 

Score 197 



Seq. No. 50995 

Gene No. 108104 

Start 13057 

Name OJ000309_07 . 04 1 9 . C5 . ol . tm 

Start 13057 

GI none 

Exons 13057. .13398, 13058.. 13399 

Seq. No. 50995 

Gene No. 108104 

Start 13057 

Name OJ00030 9_07 . 04 19 . C5 . ol . tw 

Start 13066 

GI none 
Exons 



Seq. ID OJ000309_07.0419.C5 
Strand 

End 13522 

Method TBLASTX : Mai ze 

End 13399 

Score 444 



Seq. ID OJ000309_07.0419.C5 
Strand 

End 13522 

Method TBLASTX : Wheat 

End 13522 

Score 227 



13066. .13296, 13067 .. 13312, 13352 13522, 13352. .13507 



52430 



Seq. No. 


50996 


Seq. ID 


OJ000309_07 .0419. 


C6 


Gene No. 


108105 


Strand 






Start 


27 


End 


2263 




Name 


OJ000309 07.0419.C6.ol.gs 


Method 


GENSCAN 




Start 


27 


End 


2263 




GI 


none 


Score 


.58 




Exons 


27. .328, 509. .626, 1429. .1806, 1981. .2263 




Seq. No. 


50997 


Seq. ID 


OJ000309_07.0419. 


C8 


Gene No. 


108106 


Strand 






Start 


108 


End 


6317 




Name 


OJ000309 07.0419.C8.ol.gs 


Method 


GENSCAN 




Start 


108 


End 


6295 




GI 


none 


Score 


.63 




Exons 


108. .222, 512. .693, 817. .1003, 1126. .1208, 1347. .1565, 






4690.. 4803, 5450.. 6295 








Seq. No. 


50997 


Seq. ID 


OJ000309JD7.0419. 


C8 


Gene No. 


108106 


Strand 






start 


108 


End 


6317 




Name 


OJ000309 07.0419.C8.ol.gp 


Method 


AAT/GAP 




Start 


1744 


End 


2308 




GI 


4879016 


Score 


808 




Exons 


1744. .2308 








GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, 


Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


50997 


Seq. ID 


OJ000309_07.0419. 


C8 


Gene No. 


108106 


Strand 






Start 


108 


End 


6317 




Name 


OJ000309 07.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


5989 


End 


6317 




GI 


6979329 


Score 


88 




Exons 


5989. .6317 








GI Descrip. 


(AF172282) unknown protein 


[Oryza sativa] 




Seq. No. 


50998 


Seq. ID 


OJ000309_07.0419. 


C9 


Gene No. 


108107 


Strand 


+ 




Start 


3130 


End 


3261 




Name 


OJ000309 07.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


3130 


End 


3261 




GI 


none 


Score 


.68 




Exons 


3130. .3261 








Seq. No. 


50998 


Seq. ID 


OJ000309_07.0419. 


C9 


Gene No. 


108108 


Strand 


+ 




0 tar u 


12468 


End 


12541 




Name 


OJ000309 07.0419.C9.ol.gp 


Method 


AAT/GAP 




Start 


12468 


End 


12541 




GI 


4715947 


Score 


64 




Exons 


12468. .12541 








GI Descrip. 


2252840 3.0e-09 (AF013293) 


contains regions of similarity to 



Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



52431 



Seq. No. 


50998 


Seq. ID 


OJ000309_07 


.0419 


.C9 


bene iNo . 


108109 


Strand 








Start 


1365 


End 


1804 






Name 


OJ000309 07.0419.C9.ol.np 


Method 


AAT/NAP 






Start 


1365 


End 


1804 






GI 


6539570 


Score 


176 






Exons 


1365.. 1435, 1601.. 1804 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


50998 


Seq. ID 


OJ000309__07, 


.0419. 


,C9 


Gene No. 


108110 


Strand 


- 






Start 


1930 


End 


2008 








OJ000309 07.0419.C9.o2.np 


Method 








Start 


1930 


End 


2008 






GI 


6630699 


Score 


71 






Exons 


1930. .2008 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gil 67215361 dbj IBAA89566.il 


(AP001073) : 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


50999 


Seq. ID 


OJ000309_07, 




. C1U 


bene ino . 


lUoli 1 


Strand 


+ 






Start 


1280 


End 


8364 






Name 


OJ000309 07.0419.C10.ol.np 


Method 


AAT/NAP 






Start 


1280 


End 


2841 






GI 


7523388 


Score 


57 






Exons 


1280. .1509, 2771. .2841 










GI Descrip. 


(AL138640) putative protein 


[Arabidopsis thaliana] 






beq. no. 


50999 


Seq. ID 


OJ000309_07, 


.0419, 


.C10 


Gene No. 


108111 


Strand 


+ 






Start 


1280 


End 


8364 






Name 


OJ000309 07.0419.C10.ol.gp 


Method 


AAT/GAP 






Start 


1974 


End 


2338 






GI 


3060999 


Score 


620 






Exons 


1974. .2338 










Seq. No. 


50999 


Seq. ID 


OJ000309 07, 


.0419, 


.C10 




108111 


Strand 


+ 






Start 


1280 


End 


8364 






Name 


OJ000309 07.0419.C10.o2.np 


Method 


AAT/NAP 






Start 


1993 


End 


5485 






GI 


7269965 


Score 


506 






Exons 


1993. .2363, 4948.-5485 










GI Descrip. 


(AL161577) putative protein 


[Arabidopsis thaliana] 






beq. no. 


50999 


Seq. ID 


OJ000309JD7. 


,0419. 


,C10 


Gene No. 


108111 


Strand 


+ 






Start 


1280 


End 


8364 






Name 


OJ000309 07.0419.C10.o2.gs 


Method 


GENSCAN 






Start 


2125 


End 


8228 






GI 


none 


Score 


.88 






Exons 


2125. .2363, 4948. .5459, 6162. .6256, 6384. .6441, 7954. .8228 


Seq. No. 


50999 


Seq. ID 


OJ000309_07. 


,0419. 


.C10 


Gene No. 


108111 


Strand 


+ 







52432 



Start 
Name 
Start 
GI 

Exons 



1280 End 

OJ000309JD7 . 0419 . CIO . o2 . gp Method 

5253 End 

none Score 
5253. .5766 



8364 
AAT/GAP 
5766 
954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50999 Seq. ID 

108111 Strand 
1280 End 
OJ000309_07. 0419. C10. o4 .gp Method 
7727 End 
18794_1.R1084 Score 
7727. .7804, 7963. .8364 

'4388818/gb|AAD19773| 3.0e-40 (AC006528) putative pol 
polyprotein with a Zn-finger CCHC type domain 
(prosite:QDOC50158) and a DDE integrase signature motif 
[Arabidopsis thaliana] 1 



OJ000309_07. 0419. C10 
+ 

8364 
AAT/GAP 
8364 
850 



50999 Seq. ID 

108111 Strand 
1280 End 
OJ000309_07.0419.C10.o3.gp Method 
7729 End 
18794_1.R1084 Score 
7729.. 7804, 7963.. 8364 

•4388818/gb| AAD19773I 3.0e-40 (AC006528) putative pol 
polyprotein with a Zn-finger CCHC type domain 
(prosite : QDOC50158 ) and a DDE integrase signature motif 
[Arabidopsis thaliana] 1 



OJ000309_07. 0419. C10 
+ 

8364 
AAT/GAP 
8364 
847 



50999 Seq. ID 

108112 Strand 

9863 End 
OJ000309J37 . 0419 . C10 . o3 . gs Method 

9863 End 

none Score 

9863. .10001, 10155. .10486 



OJ000309_07. 0419. C10 
+ 

10486 
GENS CAN 
10486 
. 99 



50999 Seq. ID 

108113 Strand 

15168 End 

OJ000309_07 .0419.C10.o6.gp Method 

15168 End 

3761737 Score 
15168. .15192, 15305.. 15630 

4099436/gb|U87250|MVU87250 6.0e-22 Mustela vison GT dinucleotide 
repeat, chromosome 2,3,5 and 7 centromeric 



OJ000309_07. 0419. C10 
+ 

15630 
AAT/GAP 
15630 
558 



50999 Seq. ID 

108114 Strand 

11732 End 
OJ000309_07.0419.C10.o4.gs Method 

11732 End 

none Score 

11732. .11828, 15250.. 15371 



OJ000309_07. 0419. C10 

15371 
GENSCAN 
15371 
.5 



Seq. No. 



50999 



Seq. ID OJ000309_07. 0419. C10 



52433 




Gene No. 


108115 








Strand 




Start 


17264 








End 


18479 


Name 


OJ000309 07 


.0419. 


C10.o2, 


tm 


Method 


TBLASTX: Maize 


Start 


2002 








End 


2376 


GI 


none 








Score 


207 


Exons 


2002. .2208, 


2004. 


.2147, 


2214. 


.2363, 2215. .2376 


Seq. No. 


50999 








Seq. ID 


OJ000309JD7. 0419. C10 


Gene No . 


108115 








Strand 




Start 


17264 








End 


18479 


Name 


OJ000309 07 


.0419. 


C10.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2040 








End 


2363 


GI 


none 








Score 


107 


Exons 


2040. .2144, 


2041. 


.2145, 


2220. 


.2363, 2221.. 2361 


Seq. No. 


50999 








Seq. ID 


OJ000309_07. 0419. C10 


Gene No . 


108115 








Strand 




Start 


17264 








End 


18479 


Name 


OJ000309 07 


.0419. 


ClO.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5002 








End 


5268 


GI 


none 








Score 


283 


Exons 


5002. .5268, 


5015. 


.5263 








Seq. No. 


50999 








Seq. ID 


OJ000309_07. 0419. C10 


Gene No . 


108115 








Strand 




Start 


17264 








End 


18479 


Name 


OJ000309 07 


.0419. 


ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5075 








End 


5521 


GI 


none 








Score 


76 


Exons 


5075. .5146, 


5146. 


.5388, 


5153. 


.5389, 5461. .5496, 5462. .5521 


Seq. No. 


50999 








Seq. ID 


OJ000309_07.0419.C10 


Gene No. 


108115 








Strand 




Start 


17264 








End 


18479 


Name 


OJ000309 07 


.0419. 


ClO.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5087 








End 


5563 


GI 


none 








Score 


480 


Exons 


5087. .5461, 


5091. 


.5282, 


5092. 


.5460, 5140. .5460, 5343. .5459, 




5462. .5563, 


5462. 


.5536 








Seq. No. 


50999 








Seq. ID 


OJ000309_07. 0419. C10 


Gene No . 


108115 








Strand 




Start 


17264 








End 


18479 


Name 


OJ000309 07 


.0419. 


ClO.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5214 








End 


5527 


GI 


none 








Score 


110 


Exons 


5214. .5372, 


5215. 


.5523, 


5218. 


.5523, 5219. .5527, 5343. .5525 


Seq. No. 


50999 








Seq. ID 


OJ000309_07. 0419. C10 


Gene No. 


108115 








Strand 




Start 


17264 








End 


18479 


Name 


OJ000309 07 


.0419. 


C10.o3. 


np 


Method 


AAT/NAP 


Start- 


17264 








End 


18479 


GI 


•5295937 








Score 


1390 


Exons 


17264. .17861, 18231. .18479 







GI Descrip. (AB026295) hypothetical protein [Oryza sativa] 

52434 



Seq. No. 50999 

Gene No. 108115 

Start 17264 

Name OJ000309_07 . 04 19 . CIO . o2 . ts 

Start 17763 

GI none 
Exons 



Seq. ID OJ000309_07. 0419. CIO 
Strand 
End 

Method 
End 
Score 



18479 

TBLASTX : Soybean 

18395 

150 



17763. .17849, 18201 18395, 18223. .18354 





Seq. No. 


.51000 


Seq. ID 


OJ000309_ 


07. 


0419 


.Cll 




Gene No. 


.108116 'W.- 


Strand 


- 










Start 


3282 


End 


3715 










Name 


OJ000309 07.0419.Cll.ol.gp 


Method 


AAT/GAP 










Start 


3282 


End 


3715 










GI 


94945 1.R1084 


Score 


683 










Exons 


3282. .3715 














GI Descrip. 


•4521194/dbj | AB013613 . 1 | AB013613 1 . Oe- 


132 Oryza 


sativa 


DNA, 






centromere sequence RCB11 1 














Seq. No. 


51000 


Seq. ID 


OJ000309_ 


07. 


0419 


.Cll 




o cue L\\J . 


108117 


Strand 












Start 


4279 


End 


4569 










Name 


OJ000309 07.0419.Cll.o2.gs 


Method 


GENSCAN 








f 55. 


Start 


4279 


End 


4569 








*s 


GI 


none 


Score 


.43 










Exons 


4279. .4569 












I y 


Seq. No. 


51001 


Seq. ID 


OJ000309_ 


07. 


0419 


.C14 




Gene No. 


108118 


Strand 


+ 










Start 


102 


End 


748 










Name 


OJ000309 07.0419.C14.ol.gs 


Method 


GENSCAN 










Start 


102 


End 


748 










GI 


none 


Score 


.83 










Exons 


102. .523, 607. .748 














Seq. No. 


51002 


Seq. ID 


OJ000309_ 


07. 


0419 


.C15 




Gene No. 


108119 


Strand 


+ 










Start 


3057 


End 


5678 










Name 


OJ000309 07.0419.C15.ol.np 


Method 


AAT/NAP 










Start 


3057 


End 


4471 










GI 


7258378 


Score 


133 










Exons 


3057.. 3190, 3363..3436, 4188 


. .4471 












GI Descrip. 


(AL138650) putative protein 


[Arabidopsis thaliana] 







Seq. No. 51002 Seq. ID 

Gene No. 108119 Strand 

Start 3057 End 

Name OJ000309_07 . 0419 . C15 . o2 . gs Method 

Start 4i62 End 

GI none Score 

Exons 4162.. 4905, 4980.. 5054 



OJ000309_07.0419.C15 
+ 

5678 
GENSCAN 
5054 
.76 



Seq. No. 51002 Seq. ID 

Gene No. 108119 Strand 

Start 3057 End 

Name OJ000309_07 . 04 19 . C15 . o2 . gp Method 

Start 4784 End 

GI none Score 



OJ000309_07.0419.C15 
+ 

5678 
AAT/GAP 
5678 
773 



52435 



Exons 


4784. .4905, 


5394 


. .5678 








Seq. No. 


51002 






Seq. ID 


OJ000309_07.0419. 


C15 


Gene No. 


lUo l^U 






btrana 






Start 


6815 






End 


8506 




Name 


OJ000309 07, 


.0419 


.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


4282 






End 


4455 




GI 


none 






Score 


243 




Exons 


4282. .4455, 


4305 


. .4454 








Seq. No. 


51002 






Seq. ID 


OJ000309_07.0419. 


C15 


Gene No . 








btrana 






Start 


6815 






End 


8506 




Name 


OJ000309 07, 


.0419 


. C15.o3.gs 


Method 


GEN SCAN 




Start 


6815 






End 


8506 




GI 


none 






Score 


.59 




Exons 


6815. .6883, 


8094 


..8214, 8300. 


.8506 






Seq. No. 


51003 






Seq. ID 


OJ000329_01.0419. 


C2 


Gene No. 


108121 






Strand 






Start 


1 






End 


1168 




Name 


OJ000329 01, 


.0419 


.C2.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1147 




GI 


7487014 






Score 


449 




Exons 


1..77, 674., 


.847, 


944. .1147 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein T14P8.5 - Arabidopsis thaliana 
gi|3193303|gb|AAC19287.1| (AF069298) similar to several proteins 
containing a tandem repeat region such as Plasmodium falciparum 
GGM tandem repeat protein (GB:O27807); partial CDS [Arabidopsis 
thaliana] gi | 7269005 | emb | CAB80738 . 1 | (AL161494) putative protein 
[Arabidopsis thaliana] 



51003 
108121 
1 

OJ000329_01.0419.C2.ol.gs 
11 

none 

11. .77, 182. .216, 697. .847, 944. .1130 



Seq. ID OJ000329_01.0419.C2 
Strand 

End 1168 

Method GENSCAN 

End 1130 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



51003 

108121 

1 

OJ000329_01.0419.C2.ol.gp 
17 

19260JL.R1084 

17. .77, 182. .216, 697. .847, 
'3193303 5.0e-31 (AF069298) 



OJ000329 01. 0419. C2 



Seq. ID _ 
Strand 

End 1168 
Method AAT/GAP 
End 1131 
Score 78 6 
944. .1131 

similar to several proteins 
containing a tandem repeat region such as Plasmodium falciparum 
GGM tandem repeat protein (GB:U27807); partial CDS [Arabidopsis 
thaliana] ' 



51003 Seq. ID 

108121 Strand 

1 End 

OJ000329_01 . 0419. C2 . ol . tm Method 

182 End 



OJ000329_01.0419.C2 
1168 

TBLASTX: Maize 
1141 



52436 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 255 

182. .217, 694. .849, 696. .848, 740. .853, 944. .1006, 944. .1018, 
995. .1141, 999. .1133 



51003 

108121 

1 

OJ00032 9_01 . 04 19 . C2 . ol . ts 

694 

none 



Seq. ID OJ000329_01.0419.C2 
Strand 

End 1168 

Method TBLASTX : Soybean 

End 1133 

Score 37 



694 . .711, 694. .747, 698. .850, 714. .848, 735. .869, 740. .853, 
921. .1112, 922. .1113, 944. .1132, 984. .1133 



Seq. No. 51003 

Gene No. 108121 

Start 1 

Name OJ00032 9_01 . 04 19 . C2 . ol . tc 

Start 700 

GI none 
Exons 



Seq. ID OJ000329_01.0419.C2 
Strand 

End 1168 

Method TBLASTX : Cress 

End 1168 

Score 60 

700. .747, 701. .757, 762. .848, 764. .853, 941. .1132, 944. .1168, 
996. .1142 



Seq. No. 
[3 Gene No. 
il Start 
fr| Name 
»jl Start 

GI 

^ Exons 



51003 

108121 

1 

OJ00032 9_01.0419.C2.ol.tw 

700 

none 



Seq. ID OJ000329_01.0419.C2 
Strand 

End 1168 

Method TBLASTX : Wheat 

End 1138 

Score 36 



700. .732, 740. .853, 779. .850, 918. .1133, 944. .1138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51004 

108122 

818 

0 J00 032 9_0 1 . 0 4 1 9 . C3 . ol . gs 

818 

none 

818. .984, 1384. .1547, 1685, 



Seq. ID OJ000329_01.0419.C3 
Strand + 

1858 
GEN SCAN 
1858 
.48 



End 

Method 
End 
Score 
,1858 



51004 
108123 
5048 

OJ000329_01.0419.C3.o2.gp 
4814 

29822_1.R1084 
4814. .5213 

•4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ■ 



Seq. ID OJ000329_01.0419.C3 
Strand 

End 5222 

Method AAT/GAP 

End 5213 

Score 750 



Seq. ID OJ000329_01.0419.C3 
Strand 

End 5222 

Method AAT/NAP 

End 5222 

Score 134 



51004 
108123 
5048 

OJ000329_01.0419.C3.ol.np 
5031 
5430760 
5031. .5222 

(AC007504) Putative ribosomal protein [Arabidopsis thaliana] 



52437 






Seq. No. 


51004 


Seq. ID 


OJ000329_01.0419. 


,C3 




Gene No. 




ocrana 








Start 


5048 


End 


5222 






Name 


OJ000329 01.0419.C3.o2.gs 


Method 


GENSCAN 






Start 


5048 


End 


5209 






GI 


none 


Score 


.75 






Exons 


5048. .5209 










Seq. No. 


51005 


Seq. ID 


OJ000329 01.0419. 


C4 




Gene No. 


108124 


Strand 


- 






Start 


1 


End 


835 






Name 


OJ000329 01.0419.C4.ol.np 


Method 


AAT/NAP 






OLdlL 


1 


End 


682 






GI 


7489095 


Score 


222 






Exons 


1..37, 517. .682 










GI Descrip. 


ribosomal protein S17 - curled-leaved 


tobacco 








gi I 162098 6 | emb | CAA70082 . 1 1 


(Y08858) 40S ribosomal protein . 






[Nicotiana plumbaginif olia] 










Seq. No. 


51005 


beq. ID 


ujuuuj^y ui.U4iy. 


C4 




Gene No . 


lUo 1^:4 


Strand 








Start 


1 


End 


835 






Name 


OJ000329 01.0419.C4.ol.tc 


Method 


TBLASTX: Cress 




C3 


Start 


518 


End 


683 ■ - - ■ " 






GI 


none 


Score 


■207^^:^;; 




?ii 


Exons 


518. .682, 519. .683 








H sx 


Seq. No. 


51005 


Seq. ID 


OJ000329_01.0419. 


C4 


C3 


Gene No . 


108124 


Strand 






! :l 


Start 


1 


End 


835 






Name 


vjjuuujzy ui.u4iy.u4.oi.Tim 


Method 


TBLASTX: Maize 




f LI 


Start 


518 


End 


683 






GI 


none 


Score 


253 




ass. 
: 5 
-sar 


Exons 


518. .682, 519. .683 








"^1 


Seq. No. 


51005 


Seq. ID 


OJ000329_01.0419. 


C4 


L - 


Gene No . 


108124 


Strand 








Start 


1 


End 


835 




ass. 


Name 


OJ000329 01.0419.C4.ol.ts 


Method 


TBLASTX : Soybean 






Start 


518 


End 


683 




[ J 


GI 


none 


Score 


180 






Exons 


518. .682, 519. .683 










Seq. No. 


51005 


Seq. ID 


OJ000329_01.0419. 


C4 




Gene No. 


108124 


Strand 








Start 


1 


End 


835 






Name 


OJ000329 01.0419.C4.ol.gp 


Method 


AAT/GAP 






Start 


521 


End 


835 






GI 


29822 1.R1084 


Score 


604 






Exons 


521. .835 










GI Descrip. 


'4176420/dbj IBAA37167 | 2.0e 


-11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] ' 










Seq. No. 


51005 


Seq. ID 


OJ000329_01.0419. 


C4 




Gene No. 


108124 


Strand 








Start 


1 


End 


835 






Name 


OJ000329 01.0419.C4.ol.gs 


Method 


GENSCAN 





52438 




Start 


521 




End 


682 




GI 


none 




Score 


.45 




Exons 


521. .682 










Seq. No. 


51006 




Seq. ID 


OJ000329_01.0419 


.C5 


Gene No . 


108125 




Strand 


+ 




Start 


623 




End 


692 




Name 


OJ000329 01. 0419. C5. 


ol ,gs 


Method 


GENSCAN 




Start - 


623 




End 


692 




GI 


none 




Score 


.96 




Exons 


623. .692 










Seq. No. 


51007 




Seq. ID 


OJ000329_01. 0419 


.C7 


Gene No. 


108126 




Strand 


+ 




Start 


1 




End 


745 




Name 


OJ000329 01. 0419. CI. 


ol .np 


Method 


. AAT/NAP 




Start 


1 




End 


745 




GI 


4680204 




Score 


236 




Exons 


1..431, 523. .745 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


51007 






OJ000329 01 0419 


.C7 


Gene No . 


108126 




St rand 


+ 




Start 


I . 




End 


7 4 5 




Name :;.. : - ,W • 


OJG00329 01 0419 C7 


ol . tw 


Mp1~hnrl 


T B LAS TX ; * Wheat 




Start •' 


20 ~ 




End 


735 




GI 


none 




Score 


89 




Exons 


20. .76, 21. .122, 144 


. .305, 


363. .434, J 


517. .735, 517. .729 




Seq. No. 


51007 




Seq. ID 


OJ000329_01.0419 


.C7 


Gene No. 


i nft i 96 

IUOIlU 




Strand 


+ 




Start 


1 




End 


745 




Name 


OJ000329 01. 0419. C7. 


ol.gs 


Method 


GENSCAN 




Start 


69 




End 


664 




GI 


none 




Score 


.53 




Exons 


69. .431, 502. .664 










Seq. No. 


51008 




Seq. ID 


OJ000329_01.0419 


.C8 


Gene No . 


108127 




Strand 


+ 




Start 


243 




End 


917 




Name 


OJ000329 01. 0419. C8. 


ol . gs 


Method 


GENSCAN 




Start 


243 




End 


917 




GI 


none 




Score 


.78 




Exons 


243. .454, 842. .917 










Seq. No. 


51009 




Seq. ID 


OJ000329_01.0419 


.C9 


Gene No. 


108128 




Strand 


+ 




Start 


1 




End 


1156 




Name 


OJ000329 01. 0419. C9. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


552 




GI 


6692743 




Score 


199 




Exons 


1..236, 344. .552 










GI Descrip. 


(AC012679) putative 


calmodulin-binding protein [Arabidopsis 




thaliana] 










Seq. No. 


51009 




Seq. ID 


OJ000329_01.0419 


.C9 


Gene No. 


108128 




Strand 


+ 





52439 



Start 


1 






End 


1156 




Name 


OJ000329 01.0419. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


59 






End 


526 




GI 


none 






Score 


142 




Exons 


59. .220, 63. .227, 


343. . 


417, 


344. .430, 


413. .526 




Seq. No. 


51009 






Seq. ID 


OJ000329 01.0419 


-C9 




1 Plft 1 9ft 






Strand 


+ 




Start 


1 






End 


1156 




Name 


OJ000329 01.0419. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


59 






End 


430 




GI 


none 






Score 


173 




Exons 


59. .223, 63. .227, 


66. .227, 


343. .414, 344. .430 




Seq. No. 


51009 






Seq. ID 


r),Tnnn^9Q m n^iQ 


.C9 


bene lno . 


i nfti 9ft 






Strand 


-}- 




Start 


1 






End 


1 1 Sfi 




Name 


OJ000329 01.0419. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


59 






End 


430 




GI 


none 






Score 


1 & ft 




Exons 


59.-223, 63. .227, 


O 4 ft . . 


430 








Seq. No. 


51009 






Seq. ID 


nTnnm9Q ni ri4i q 


-C9 


ojBne ino . 


i nfti 9ft 






Strand 






Start 


i 






End 


1 1 




Name 


OJ000329 01.0419. 


C9.ol. 


gs 


Method 


GENSCAN' 




Start 


64 






End 


1156 




GI 


none 






Score 


■ D / 




Exons 


64. .224, 338. .526 


; ft ^ 


.1156 






Seq. No. 


51009 






Seq. ID 


n,Tnon^9Q ni n4iQ 


-C9 


ucne lno . 


1 Oft 1 9ft 






Strand 


_1_ 
1 




Start 


1 






End 


1 1 R£ 
X X D D 




Name 


OJ000329 01.0419. 


PQ o1 
t 3 . ox . 


ts 


Method 


i DXirto i a . ooyoean 




Start 


80 






End 


490 




GI 


none 






Score 


144 




Exons 


80. .220, 81- .227, 


332. . 


463, 


341. .490 






Seq. No. 


51010 






Seq. ID 


OJ000329__01.0419 


.Cll 


ucllc INO . 


1 Dftl 9 Q 






Strand 


+ 




Start 


20 






End 


1041 




Name 


OJ000329 01.0419. 


Cll.ol 


.gs 


Method 


GENSCAN 




Start 


20 






End 


1041 




GI 


none 






Score 


.68 




Exons 


20. .133, 28S..394 


, 496. 


.568, 664. .762, 


862. .1041 




Seq. No. 


51010 






Seq. ID 


OJ000329_01.0419 


.Cll 


Gene No. 


108130 






Strand 


+ 




Start 


2118 






End 


2611 




Name 


OJ000329 01.0419. 


Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


2118 






End 


2611 




GI 


576771 






Score 


824 




Exons 


2118. .2374, 2401. 


.2611 










GI Descrip. 


576771/gb|U16256| 


OSU16256 0 


.0e+00 Oryza sativa cone SRI 






sucrose-regulated mRNA, 


3'- 


end sequence 




Seq. No. 


51010 






Seq. ID 


OJ000329_01.0419 


-Cll 



52440 



Gene* No 


108131 


St" ranri 










Start 


6874 


End 


7053 








Name 


OJ000329 01.0419.Cll.o3.gs 


Method 


GENSCAN 








Start 


6874 


End 


7053 








GI 


none 


Score 


.85 








Exons 


6874.. 6936, 6970.. 7053 












Seq. No. 


51010 


Seq. ID 


OJ000329_ 


01. 


0419 


.Cll 


Gene No . 


108132 


Strand 


4- 








Start 


7637 


End 


9292 








Name 


OJ000329 01.0419.Cll.o4.gs 


Method 


GENSCAN 








Start 


7637 


End 


9292 








GI 


none 


Score 


.56 








Exons 


7637. .8128, 8169. .8474, 8594 


..8762, 8S 


198. .9292 








Seq. No. 


51010 


Seq. ID 


OJ000329_ 


01. 


0419 


.Cll 




108133 


St* ranH 


+ 








Start 


13207 


End 


14160 








Name 


OJ000329 01.0419.Cll.o6.gs 


Method 


GENSCAN 








Start 


13207 


End 


13958 








GI 


none 


Score 


.91 








Exons 


13207. .13214, 13604.. 13958 












Seq. No. 


51010 


Seq. ID 


OJ000329_ 


01. 


0419 


.Cll 


Gene No. 


108133 


Strand' 


+ 








Start 


13207 


End 


14160 








Name 


OJ000329 01.0419.Cll.o3.np 


Method 


AAT/NAP 








Start 


13783 


End 


14160 








GI 


6573719 


Score 


150 








Exons 


13783. .14160 












GI Descrip. 


(AC009978) T23E18.18 [Arabidopsis thaliana] 








Seq. No. 


51010 


Seq. ID 


OJ000329_ 


01. 


0419 


.Cll 


Gene No. 


108134 


Strand 










Start 


230 


End 


1326 








Name 


OJ000329 01.0419.Cll.ol.np 


Method 


AAT/NAP 








Start 


230 


End 


1326 








GI 


7514739 


Score 


88 








Exons 


230. .383, 549. .605, 1240. .1326 










GI Descrip. 


DSL protein - variola minor 


virus (strain Garcia 


-1966) 





gi|885781|gb|AAA69395.1| (U18339) D4L [Variola virus] 
gi|1150673|emb|CAA50966.1| (X72086) ORF15L; B16L in citation [3] 
[Variola virus] gi | 5830747 | emb | CAB54786 . 1 | (Y16780) DSL protein 
[variola minor virus] 

Seq. No. 51010 Seq. ID OJ000329_01 . 04 19 . Cll 

Gene No. 108135 Strand 

Start ' 1240 End 1346 

Name OJ000329_01 . 0419 . Cll . ol . gp Method AAT/GAP 

Start 1240 End 1346 

GI LIB3477-003-P1-K1-E9 Score 155 

Exons 1240.. 1346 

GI Descrip. 1 2498586/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 



51010 



Seq. ID OJ000329_01. 0419. Cll 



52441 



Gene No. 


108136 






Strand 




Start 


1996 

-L .7 _7 \J 






End 


5735 


Name 


OJ000329 01 


.0419 


.Cll.o2.gs 


Method 


GENSCAN 


Start 


1996 




End 


5735 


GI 


none 






Score 


.68 


Exons 


1996. .2063, 


3289 


..3360, 3768. .3904, 3986. .4114, 4252. .4303, 




4437. .4563, 


5616 


. .5735 






Seq. No. 


51010 






Seq. ID 


OJ000329_01.0419.C11 


VJ d i> ^ 1 1 u . 


108137 






Strand 


- 


Start 


10746 






End 


11222 


Name 


OJ000329 01. 


.0419 


.Cll.o5.gs 






Start 


10746 






End 


11222 


GI 


none 






Score 


.44 


Exons 


10746. .11035, 11207.. 11222 






Seq. No. 


51011 






Seq. ID 


OJ000329_01.0419.C12 




108138 






Strand 


+ 


Start 


1651 






End 


1719 


Name 


OJ000329 01, 


,0419 


.C12.o2.gs 


\A £\ +- /H 
l v lc L-i 1UU 




Start 


1651 






End 


1719 


GI 


none 






Score 


.64 


Exons 


1651. .1719 










Seq. No. 


51011 






Seq. ID 


OJ000329_01.0419.C12 


UCUC Vi\J . 


108139 






Strand 


- 


Start 


11 






End 


157 


Name 


OJ000329 01. 


,0419 


.C12.ol.gs 


Method 


GENSCAN 


Start 


11 






End 


157 


GI 


none 






Score 


.68 


Exons 


11. . 157 










Seq. No. 


51012 






Seq. ID 


OJ000329_01.0419.C13 


Gene No. 


108140 






Strand 




Start 


10 






End 


1472 


Name 


OJ000329 01. 


,0419 


.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


8 






End 


1395 


GI 


none 






Score 


83 


Exons 


8. .127, 37.. 


123, 


198. .269, 


199. .270, 335. .517, 355. .543, 



465. .545, 1303. .1395, 1304. .1384 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51012 

108140 

10 

OJ000329_01.0419.C13.ol.np 
10 

5103807 



OJ000329 01.0419.C13 



Seq. ID 
Strand 

End 1472 
Method AAT/NAP 
End 1392 
Score 372 
10. .122, 209. .268, 359. .547, 1303. .1392 
(AC007591) Contains similarity to gb|AF014403 type-2 
phosphatidic acid phosphatase alpha-2 (PAP2_a2) from Homo 
sapiens. ESTs gb|T88254 and gb|AA394650 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 51012 Seq. ID 

Gene No. 108140 Strand 

Start 10 End 

Name OJ000329_01 .0419. C13 . ol . gs Method 



OJ000329_01.0419.C13 

1472 
GENSCAN 



52442 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12 End 1472 

none Score .84 

12. .122, 209. .268, 359. .547, 1303 .. 1396,. 14 48 1472 



51012 

108140 

10 

OJ000329_01.0419.C13.ol.ts 
49 

none 



Seq. ID OJ000329_01.0419.C13 
Strand 

End 1472 

Method TBLASTX : Soybean 

End 522 

Score 67 



49. .114, 177. .269, 199. .270, 336. .518, 336. .407, 337. .522, 
424. .474, 465. .521 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
• fS% Start 
s ~i Name 
^3 Start 

tn gi 

fjj Exons 

r ^ 
LJ 

f : w s Seq. No. 

'-'z Gene No. 

%3 Start 

[L| Name 
Start 

h GI 

:~ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51012 

108140 

10 

OJ000329_01.0419.C13.ol.tw 

198 

none 



Seq. ID OJ000329_01.0419.C13 
Strand 

End 1472 

Method TBLASTX : Wheat 

End 516 

Score 69 



198. .269, 199. .270, 348. .476, 357. .407, 358. .516, 465. .515 



51013 

108141 

1237 

OJ000329_01.0419.C14-.ol.gs 

1237 

none 

1237. .1244, 1414. .1552 

51014 

108142 

541 

OJ000329_01.0419.C15.ol.tm 

540 

none 



Seq. ID OJ000329_01.0419.C14 
Strand 

End . 1552 

Method GENSCAN ■■ 

End 1552 

Score .98 



Seq. ID OJ000329_01.0419.C15 

Strand 

End 974 

Method TBLASTX : Mai ze 

End 974 

Score 129 



540. .626, 540. .620, 541. .630, 542. .634, 542. .631, 726. .764, 
727. .852, 728. .841, 906. .974, 913. .972, 924. .974 



51014 

108142 

541 

OJ000329_01.0419.C15.ol.ts 

540 

none 



Seq. ID OJ000329_01.0419.C15 
Strand 

End 974 

Method TBLASTX : Soybean 

End 808 

Score 65 



540. .611, 542. .610, 730. .798, 730. .807, 734. .808 



51014 
108142 
541 

OJ000329_01.0419.C15.ol.gp 
541 

31736_1.R1084 
541. .634, 727. .836, 926. .974 

, 5103807/gb|AAD39637.1 |AC007591_2 1.0e-85 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394 650 come from this gene. [Arabidopsis thaliana] ' 



Seq. ID OJ000329_01.0419.C15 

Strand 

End 974 

Method AAT/GAP 

End 97 4 

Score 442 



52443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51014 Seq. ID OJ000329_01 . 04 19 . C15 

108142 . Strand 

541 End 974 

OJ000329_01.0419.C15.ol.np Method AAT/NAP 

541 End 974 

5103807 Score 266 

541. .631, 724. .836, 926. .974 

{AC007591) Contains similarity to gb|AF014403 type-2 
phosphatidic acid phosphatase alpha-2 (PAP2__a2) from Homo 
sapiens. ESTs gb|T88254 and gb|AA394 650 come from this gene, 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51015 Seq. ID OJ000329_01 . 04 19 . C16 

108143 Strand 

1221 End 1547 

OJ00032 9_0 1 . 04 1 9 . C16 . ol . gp Method AAT/GAP 

1221 End 1547 

31736_1.R1084 Score 277 

1221. .1293, 1451. .1547 

'5103807/gb|AAD39637.1|AC007591_2 1.0e-85 (AC007591) Contains 
similarity to gb_AF014 403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394 650 come from this gene. [Arabidopsis thaliana] ■ 



Seq. No. 51016 

Gene No. 108144 

Start 55 

Name OJ000329_01 .0419. C17 . o4 . tm 

Start 42 

GI none 
Exons 



Seq. ID OJ000329_01.0419.C17 
Strand 

End 2938 

Method TBLASTX : Mai ze 

End 255 

Score 125 



42. .206, 66. .215, 67. .222, 68. .208, 180. .242, 181. .243, 
185. .244, 190. .255, 212. .253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51016 Seq. ID 

108144 Strand 

55 End 

OJ000329_01.0419.C17.ol.np Method 

55 End 

5103806 Score 



OJ000329_01.0419.C17 

2938 
AAT/NAP 

2091 ■ 

623 



55.-236, 534. .704, 819. .914, 1283. .1385, 1558. .2091 
(AC007591) EST gb|F14271 comes from this gene. [Arabidopsis 
thaliana] 



Seq. No. 51016 _ Seq. ID OJ000329_01 . 04 1 9 . C17 

Gene No. 108144 Strand 

Start 55 End 2938 

Name OJ000329JD1 . 0419.C17 . ol .gs Method GEN SCAN 

Start 66 End 24 60 

GI none Score .84 

Exons 66. .236, 534. .708, 823. .923, 1283. .1394, 1558. .2091, 2422. .2460 

Seq. No. 51016 Seq. ID OJ000329_01 . 04 19 . C17 

Gene No. 108144 Strand 

Start 55 End 2938 

Name OJ00032 9_0 1 . 04 1 9 . C17 . o2 . ts Method TBLASTX : Soybean 

Start 70 End 235 
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GI none 

Exons 70.. 234, 71.. 235 

Seq. No. 51016 

Gene No. 108144 

Start 55 

Name OJ00032 9_01 . 04 19 . C17 . ol . tm 

Start 508 

GI none 
Exons 



Score 



140 



Seq. ID OJ000329_01.0419.C17 
Strand 

End 2938 

Method TBLASTX : Maize 

End 915 

Score 236 



508. .705, 509. .724, 795. .866, 823. .915, 827. .913 



Seq. No. 51016 

Gene No. 108144 

Start 55 

Name OJ000329_01 . 0419 . C17 . o3 . ts 

Start 535 

GI none 

Exons 535.. 702, 536.. 703, 823.. 879 



Seq. ID OJ000329_01.0419.C17 
Strand 

End 2938 

Method TBLASTX : Soybean 

End 879 

Score 94 



Seq. No. 51016 

Gene No. 108144 

Start 55 

Name OJ000329_01 . 04 1 9 . C17 . o2 

n Start 1280 

GI ■ none 

' J Exons 1280.. 1324, 1280.. 1315,' 

U[ 1314.. 1391, 1319.. 1408, 

fy 

f3 Seq. No. 51016 

^ne No. 108144 

h t Start 55 

:i Name OJ000329_01 . 0419.C17 .ol 

fU Start 2269 

= GI none 

fi Exons 2269.. 2334, 2272.. 2301, 

1" 2507.. 2563, 2531.. 2563, 

./I 2624..2662, 2625. .2663, 

r ~ 2707.. 2907 

Q Seq. No. 51016 

fl Gene No. 108144 

Start 55 

Name OJ000329JU . 0419. C17 . ol 

Start 2269 

GI none 

Exons 2269.. 2334, 2272.. 2301, 
2530.. 2565, 2565.. 2615, 
2648.. 2716, 2692.. 2907, 

Seq. No. 51016 

Gene No. 108144 

Start 55 

Name OJ000329_01 . 0419.C17 .o3 

Start 2577 

GI none 

Exons 2577.. 2615, 2583. .2615, 
2647.. 2727, 2663. .2716, 



Seq. ID OJ000329_01.0419.C17 
Strand 

End 2938 
. tm Method TBLASTX : Maize 

End 1800 

Score 43 
1282.. 1320, 1309.. 1395, 1309.. 1359, 
1555.. 1800, 1555.. 1800 

Seq. ID OJ000329_01.0419.C17 
Strand 

End 2938 
.tc Method TBLASTX: Cress 

End 2919 

Score 53 
2315. .2509, 2316. .2510, 2326. .2514, 
2532. .2609, 2565. .2615, 2566. .2616, 
2659. .2712, 2669. .2716, 2692. .2919, 



Seq. ID OJ000329_01.0419.C17 
Strand 

End 2938 
.ts Method TBLASTX: Soybean 

End 2907 

Score 53 
2315. .2509, 2316. .2510, 2507. .2563, 
2566. .2616, 2613. .2663, 2624. .2674, 
2707. .2907 

Seq. ID OJ000329_01 .0419.C17 
Strand 

End 2938 
.tm Method TBLASTX : Maize 

End 2938 

Score 58 
2584. .2616, 2610. .2663, 2621. .2659, 
2707. .2928, 2707. .2928, 2717. .2929, 
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2720. .2938, 2832. .2933 

Seq. No. 51017 . Seq. ID OJ000329_01 . 0419 - C18 

Gene No. 108145 Strand 

Start 545 End 971 

Name OJ000329JU . 0419 . C18 . ol . np Method AAT/NAP 

Start 545 End 971 

GI 5103806 Score 182 

Exons '545.. 622, 708.. 971 

GI Descrip. (AC007591) EST gb|F14271 comes from this gene. [Arabidopsis 
thaliana] 



Seq. No. 51018 Seq. ID 

Gene No. 10814 6 Strand 

Start 44 End 

Name OJ000329_01 . 04 19 . C19 . ol . gs Method 

Start . 44 End 

GI none Score 

Exons 44.. 55, 829.. 1278 



OJ000329_01.0419.C19 
+ 

1278 
GEN SCAN 
1278 
.94 



Seq. No. 51018 

Gene No. 108147 

Start 115 

Name OJ000329_01. 04 19 . C19 . ol . np 

Start 115 • 

GI 7228442 

Exons 115. .142, 2282.. 3488, 3579. 
GI Descrip. 



OJ000329 01.0419.C19 



Seq. ID _ 
Strand 

End 3989 
Method AAT/NAP 
End 3989 
Score 912 
.3989 

(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 51018 

Gene No. 108148 

Start 5316 

Name OJ000329_01 . 04 19 . C19 . ol . tw 

Start 2264 

GI none 

Exons 2264.. 2368, 2282.. 2374, 2283. 

2415. .2591, 2443. .2583 



OJ000329_01.0419.C19 
6929 

TBLASTX: Wheat 

2591 

81 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2390, 2283. .2402, 2347. .2394, 



Seq. No. 51018 Seq. ID 

Gene No. 108148 Strand 

Start 5316 End 

Name OJ00032 9_01 .0419.C19.ol.tm Method 

Start 2301 End 

GI none Score 
Exons 



2301.. 2381, 2353.. 2379, 2421.. 2729, 2425 
2761. .2883 



OJ000329 01.0419.C19 



6929 

TBLASTX: Maize 

2883 

44 

2730, 2730.. 2882, 



Seq. No. 51018 Seq. ID 

Gene No. 108148 Strand 

Start 5316 End 

Name 0 J000 32 9_0 1.0419.C19.ol.gp Method 

Start 5316 End 

GI 24105_1.R1084 Score 

Exons 5316.. 5801, 6736.. 6766, 6800.. 6929 
GI Descrip. 



OJ000329_01.0419.C19 

6929 
AAT/GAP 
6929 
1063 



, 576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
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sucrose-regulated mRNA, 3''-end sequence 1 





Spa No 


51019 






Seq. ID 


OJ000329 

W U U V U J Zf 


01 0419 C20 




Gene No. 


108149 






Strand 


+ 






Start 


1017 






End 


1160 






Name 


OJ000329 01 


.0419.C20.ol 


.np 


Method 


AAT/NAP 






Start 


1017 






End 


1160 






GI 


6815099 






Score 


72 






Exons 


1017. .1160 














GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 








51020 






Seq. ID 


OJ000329 

w (j \j \j \j ~j y 


01 0419 C?l 




Gene No. 


108150 






Strand 


+ 






Start 


1665 






End 


6499 






Name 


OJ000329 01 


.0419.C21.ol. 


.np 


Method 


AAT/NAP 






Start 


1665 






End 


3468 






GI 


6498459 






Score 


66 






Exons 


1665. .1977, 


3347. .3468 












GI Descrip. 


(AP000816) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


51020 






Seq. ID 


OJ000329_ 


_01.0419.C21 




UCtIC HUt 


J. \J O 1JU 






Strand 


+ 






Start 


1665 






End 


6499 






Name 


OJ000329 01 


.0419.C21.o2. 


.np 


Method 


AAT/NAP 




as! 


Start 


1857 - 






End 


6475 






GI 


6692258 






Score 


759 




En 


Exons 


1857. .1982, 


3583. .3834, 


4377. 


.4842, 5082. .5234, 


5306. .5428, 


r lj 




5534. .5898, 


6020. .6312, 


6401. 


.6475 








GI Descrip. 


(AC010870) 


unknown protein [Arabidopsis thaliana] 




oeq . 1NO . 


D XUZU 






Seq. ID 


OJ000329_ 


_01.0419.C21 




Gene No. 


108150 






Strand 


+ 




P : S! 


Start 


1665 






End 


6499 




s 


Name 


OJ000329 01 


.0419.C21.o2. 


.gs 


Method 


GENSCAN 




f i 


Start 


3127 






End 


6499 




^ J 


GI 


none 






Score 


.61 






Exons 


3127. .3974, 


4433.-4842, 


5082. 


.5212, 5311. .5658, 


5742. .5898, 


— 




6020. .6312, 


6401. .6499 










C3 


Seq. No. 


51020 






Seq. ID 


OJ000329_ 


_01.0419.C21 


r *"= 


Gene No. 


108151 






Strand 








Start 


1833 






End 


2735 






Name 


OJ000329 01 


.0419.C21.ol. 


.gs 


Method 


GENSCAN 






Start 


1833 






End 


2735 






GI 


none 






Score 


.75 






Exons 


1833. .1920, 


2005. .2255, 


2686. 


.2735 








Seq. No. 


51020 






Seq. ID 


OJ000329_ 


01.0419.C21 




Gene No. 


108151 






Strand 








Start 


1833 






End 


2735 






Name 


OJ000329 01 


.0419.C21.ol. 


■ gp 


Method 


AAT/GAP 






Start 


1875 






End 


2339 






GI 


2443172 






Score 


910 






Exons 


1875. .2339 













Seq. No. 51020 Seq. ID OJ000329_01 . 04 19 . C21 

Gene No. 108152 Strand 
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Start 


7374 








End 


8072 






o,Tnnn^9Q m 


. U 4 ± .7 . 


P91 ol 




Method 


TBLASTX : Maize 




Start 


3283 








End 


4844 




GI 


none 








Score 


38 




Exons 


3283. .3321, 


3310. 


.3420, 


3312. 


.3404, 3541. .3618, 3691.. 3837, 






3702. .3839, 


4376. 


.4459, 


4377. 


.4457, 4587. .4835, 4589. .4840, 






4598. .4843, 


4599. 


. 4844 










Seq. No. 


51020 








Seq. ID 


OJ000329_01.0419.C21 














Strand 






Start 


7374 








End 


8072 




Name 


OJ000329 01 


.0419. 


C21.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5080 








End 


5385 




GI 


none 








Score 


147 




Exons 


5080. .5199, 


5081. 


.5212, 


5092. 


.5217, 5305. .5385, 5316. .5384 




Seq. No. 


51020 








Seq. ID 


OJ000329_01.0419.C21 






i ha i 








Strand 






Start 


7374 








End 


8072 




Name 


OJ000329 01 


.0419. 


C21.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5323 








End 


6306 




GI 


none 








Score 


125 




Exons 


5323. .5490, 


5751. 


.5903, 


6018. 


.6110, 6019. .6306, 6141. .6281 


f n 


Seq. No. 


51020 








Seq. ID 


OJ000329_01.0419.C21 


w 




infill? 








Strand 




i E 


Start 


7374 








End 


8072 


? i a 


Name 


OJ000329 01. 


.0419. 


C21.o2. 


tm 


Method 


TBLASTX: Maize 


S3 


Start 


5329 








End 


6306 




GI 


none 








Score 


72 


W 


Exons 


5329. .5415, 


5799. 


.5900, 


6006. 


.6278, 6007. .6306 


ir 1 S 


Seq. No. 


51020 








Seq. ID 


OJ000329_01.0419.C21 




VJCilC IN U . 










Strand 




r ~ 


Start 


7374 








End 


8072 




Name 


OJ000329 01. 


.0419. 


C21.ol. 


ts 


Method 


TBLASTX : Soybean 


"•4 


Start 


5748 








End 


6306 


f " 


GI 


none 








Score 


109 


%4 


Exons 


5748. .5900, 


6007. 


.6306, 


6018. 


.6305 




O 
f i 


Seq. No. 


51020 








Seq. ID 


OJ000329_01.0419.C21 














Strand 






Start 


7374 








End 


8072 




Name 


OJ000329 01, 


.0419. 


C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5751 








End 


6189 




GI 


none 








Score 


105 




Exons 


5751. .5900, 


5820. 


.5897, 


6007. 


.6189, 6015. .6188 




Seq. No. 


51020 








Seq. ID 


OJ000329_01.0419.C21 




bene no • 










Strand 






Start 


7374 








End 


8072 




Name 


OJ000329 01. 


,0419. 


C21.o2. 


gp 


Method 


AAT/GAP 




Start 


6991 






End 


7523 




GI 


5039089 








Score 


1018 




Exons 


6991. .7523 














Seq. No. 


51020 








Seq. ID 


OJ000329_01.0419.C21 
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1UO J- *Jc. 


O +- Y" a n H 




Start 


7374 


End 


8072 


Name 


OJ000329 01.0419.C21.o3.gs 


Method 


GENSCAN 


Start 


7374 


End 


8012 


GI 


none 


Score 


.72 


Exons 


7374. .7706, 7893. .8012 






Seq. No. 


51020 


Seq. ID 


OJ000329_01.0419.C21 


Gene No. 


108152 


Strand 




Cf arf 


7^74 


End 


8072 


Name 


OJ000329 01.0419.C21.o3.tm 


Method 


TBLASTX: Maize 


Start 


7438 


End 


8060 


GI 


none 


Score 


138 


Exons 


7438. .7512, 7440. .7514, 7500. 


.7610, 7501. .7611, 7891. .7953, 




7893. .7970, 7893. .8060 






Seq. No. 


51020 


Seq. ID 


OJ000329_01.0419.C21 






Strand 




Start 


7374 


End 


8072 


Name 


OJ000329 01.0419.C21.o3.ts 


Method 


TBLASTX : Soybean 


Start 


7446 


End 


8072 


GI 


none 


Score 


174 


Exons 


7446. .7613, 7450. .7614, 7893. 


.8072 




Seq. No. 


51021 


Seq. ID 


OJ000329_01.0419.C22 


Gene No . 


108153 


Strand 


+ 


Start 


1 


End 


419 


Name 


OJ000329 01.0419.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


419 


GI 


6063554 


Score 


104 


Exons 


1..35, 246. .419 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


51021 


Seq. ID 


OJ000329_01.0419.C22 


Gene No. 


108154 


Strand 


+ 


Start 


4724 


End 


5521 


Name 


OJ000329 01.0419.C22.o2.np 


Method 


AAT/NAP 


Start 


4724 


End 


5521 


GI 


4512231 


Score 


1357 


Exons 


4724. .5521 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


51021 


Seq. ID 


OJ000329_01.0419.C22 


Gene No. 


108155 


Strand 


+ 


Start 


5796 


End 


6658 


Name 


OJ000329 01.0419.C22.o3.np 


Method 


AAT/NAP 


Start 


5796 


End 


6658 


GI 


6983860 


Score 


1421 


Exons , 


5796. .6658 






GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3~Gypsy type 




(AF061282) [Oryza sativa] 






Seq. No. 


51021 


Seq. ID 


OJ000329_01.0419.C22 


Gene No. 


108155 


Strand 


+ 


Start 


5796 


End 


6658 
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Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000329_01.0419.C22.o2.tw Method 
5963 End 
none Score 
5963. .6160, 5964. .6161, 5988. .6161 



TBLASTX: Wheat 

6161 

213 



51021 

108155 

5796 

OJ000329_01.0419.C22.ol.tm 

6213 

none 

6213. .6518 



Seq. ID OJ000329_01.0419.C22 

Strand + 

End 6658 

Method TBLASTX : Mai ze 

End 6518 

Score 243 



Seq. No. 51021 

Gene No. 108155 

Start 5796 

Name OJ000329_01 . 0419 . C22 . ol . tw 

Start 6213 

GI none 

Exons 6213.. 6563 



Seq. ID OJ000329_01.0419.C22 

Strand + 

End 6658 

Method TBLASTX : Wheat 

End 6563 

Score 318 



Seq. No. 

Gene No. 
n Start 
~~Z . Name 
% t Start 
^ GI 
fLI Exons 
tl GI Descrip. 

*I Seq. No. 

Ir. Gene No. 

rU Start 

5 Name 

fi Start 

ij GI 

L ~ Exons 

Seq. No. 
□ Gene No. 
rg Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51022 
108156 
1 

OJ000329_01. 04-19. C23.ol.np 
1 

4680179 
1. .3280 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000329_01.0419.C23 
Strand + 

5621 
AAT/NAP 
3280 
4709 



End 

Method 

End 

Score 



51022 

108156 

1 

OJ000329_01.0419.C23.ol.gs 
54 

none 



Seq. ID OJ000329_01.0419.C23 

Strand + 

End 5621 

Method GENSCAN 

End 4899 

Score .47 



54. .1106, 1349. .3288, 3796.-4288, 4342. .4519, 4802. .4899 



Seq. ID OJ000329_01.0419.C23 
Strand + 
End 5621 
Method AAT/NAP 
End 5621 
Score 138 

3485. .3619, 3788. .3831, 3882. .3989, 4059. .4224, 4309. .4388, 
5447. .5621 

(AP000615) ESTs AU075609 {C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



51022 

108156 

1 

OJ000329_01.0419.C23.o2.np 

3485 

6063554 



51022 

108157 

8218 

OJ00032 9_01.0419.C23.o2.gs 

8218 

none 



Seq. ID OJ000329_01.0419.C23 
Strand 

End 10508 

Method GENSCAN 

End 10508 

Score .8 



8218.. 8267, 8879.-8944, 10325.. 10508 
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Seq. No. 51022 Seq. ID 

Gene No. 108158 Strand 

Start 10863 End 

Name OJ000329_01 . 0419. C23. o7 . tw Method 

Start 3 End 

GI none Score 

Exons 3 . . 302 



OJ000329_01.0419.C23 
11402 

TBLASTX: Wheat 

302 

203 



Seq. No. 51022 Seq. ID 

Gene No. 108158 Strand 

Start 10863 End 

Name OJ00032 9_0 1.0419. C23 . 06 . tm Method 

Start 315 End 

GI none Score 

Exons 315.. 506, 353.. 460 



OJ000329_01. 0419.C23 
11402 

TBLASTX: Maize 

506 

188 



Seq. No. 51022 

Gene No. 108158 

Start 10863 

Name OJ000329_01 . 04 19 . C23 . o4 . tw 

Start 443 

GI none 

Exons 443. .883, 444. .926, 447. .917 

Seq. No. 51022 

Gene No. 108158 

Start 10863 

Name OJ000329_01 . 04 19 . C23 . o4 . ts 

Start 480 

GI none 

Exons 480.. 794 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000329_01.0419.C23 
11402 

TBLASTX: Wheat 

926 

535 



Seq. ID OJ000329_01.0419.C23 
Strand 

End 11402 

Method TBLASTX : Soybean 

End 7 94 

Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51022 

108158 

10863 

OJ000329_01.0419.C23.o4.tm 

509 

none 

509. .751, 513. .956 

51022 

108158 

10863 

OJ000329_01.0419.C23.ol.ts 

867 

none 

867. .899, 867. .899, 903. .956, 
1019. .1102, 1103. .1261, 1111. 

51022 

108158 

10863 

OJ000329_01.0419.C23.o5.tm 

1011 

none 

1011.. 1103, 1103.. 1342, 1120. 



Seq. ID OJ000329__01.0419.C23 
Strand 

End 11402 

Method TBLASTX : Mai ze 

End 956 

Score 373 



Seq. ID OJ000329_01.0419.C23 
Strand 

End 11402 

Method TBLASTX : Soybean 

End 1261 

Score 57 

905. .946, 906. .1046, 1011. .1103, 
.1251 

Seq. ID OJ000329_01.0419.C23 
Strand 

End 11402 

Method TBLASTX: Maize 

End 1342 

Score 72 
.1341 



52451 




Cart 

OcCJ. 1NO • 










Seq. ID 


OJ000329_01.0419.C23 


Gene No. 


108158 








Strand 




Start 


10863 








End 


11402 


Name 


OJ000329 01. 


.0419. 


C23.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


1014 








End 


1273 


GI 


none 








Score 


134 


Exons 


1014. .1103, 


1016. 


.1102, 


1103. 


.1273, 1109.. 1267, 1120.. 1272 


ocCj . WO . 


M fi99 








Seq. ID 


OJ000329_01.0419.C23 


Gene No. 


108158 








Strand 




Start 


10863 








End 


11402 


Name 


OJ000329 01. 


0419. 


C23.03 


.tw 


Method 


TBLASTX : Wheat 


Start 


1277 








End 


1702 


GI 


none 








Score 


594 


Exons 


1277. .1702, 


1279. 


.1341, 


1353. 


.1535, 1366.. 1695 


O64. IN O . 


M 099 








Seq. ID 


OJ000329_01.0419.C23 


Gene No. 


108158 








Strand 




Start 


10863 










1 1 / no 
1 1 4 uz 


Name 


OJ000329 01. 


0419. 


C23.o3 


.ts 


Metnoa 


ibiiAbi a : ooyoean 


Start 


1283 








T-> -J 

bna 


loo J. 


GI 


none 








Score 


0 m 
ZU1 


Exons 


1283. .1531 












oeq . ino . 


D LVZZ, 








Seq. ID 


OJ000329_01..0419.C23 


Gene No. 


108158 








Strand 




Start 


10863 










1 1 4 Uz 


Name 


OJ000329 01. 


0419. 


C23.o2 


. tm 


Metnoa 


TBLASTX : Maize 


Start 


1349 








End 


1 / UZ 


GI 


none 








Score 


/IRQ 


Exons 


1349. .1702, 


1369. 


.1695 








O fc; V-J . IN O • 


c 1 099 








oeq. xu 


nTnnn^9Q ni oaiq p9^ 


Gene No. 


108158 








Strand 




Start 


10863 








End 


11402 


Name 


OJ000329 01. 


0419. 


C23.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1730 








End 


2270 


GI 


none 








Score 


627 


Exons 


1730. .2269, 


1915. 


.2265, 


2022. 


.2270 




oeq. ln 0 . 










Seq. ID 


OJ000329_01.0419.C23 


Gene No. 


108158 








Strand 




Start 


10863 








End 


11402 


Name 


OJ000329 01. 


0419. 


C23.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1967 








End 


2293 


GI 


none 








Score 


90 


Exons 


1967. .2149, 


2150. 


.2293, 


2152. 


.2292 




Seq. No. 


51022 








Seq. ID 


OJ000329_01.0419.C23 


Gene No. 


108158 








Strand 




Start 


10863 








End 


11402 


Name 


OJ000329 01. 


0419. 


C23.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2057 








End 


2317 


GI 


none 








Score 


301 


Exons 


2057. .2317, 


2068. 


.2316 









52452 




Seq. No. 


51022 




Seq. ID 


OJ000329_01.0419. 


.C23 




1081 58 




jli ai iu 






Start 


10863 




End 


11402 




Name 


OJ000329 01.0419.C23.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2115 




End 


2407 




GI 


none 




Score 


90 




Exons 


2115. .2216, 2116. .2403, 


2117 


. .2407 






Seq. No. 


51022 




Seq. ID 


OJ000329_01.0419. 


,C23 




1081 58 




Oil ailU 






Start 


10863 




End 


11402 




Name 


OJ000329 01.0419.C23.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2276 




End 


2902 




GI 


none 




Score 


718 




Exons 


2276. .2902, 2278. .2784, 


2842 


. .2901 






Seq. No. 


51022 




Seq. ID 


OJ000329_01.0419. 


C23 




1081 58 

1 v U 1 J U 




Strand 






Start 


10863 




End 


11402 




Name 


OJ000329 01.0419.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2455 




End 


3040 




GI 


none 




Score 


224 




Exons 


2455. .2610, 2456. .2617, 


2614 


..2787, 2615. .3040, 2842. .3039 


Seq. No. 


: 5a 0 22 • 




Con T H 






nono Mo 


1081 58 

lUOl JO 




OL.ITd.IlCl 






Start 


10863 




End 


11402 




Name 


OJ000329 01.0419.C23.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


2902 




End 


3235 




GI 


none 




Score 


313 




Exons 


2902. .3183, 2903. .3235 










Seq. No. 


51022 




Seq. ID 


OJ000329_01.0419. 


C23 


CZciTifh Mo 


1 D81 58 




Strand 






Start 


10863 




End 


11402 




Name 


OJ000329 01.0419.C23.o3 


.gs 


Method 


GENSCAN 




Start 


10863 




End 


11402 




GI 


none 




Score 


.96 




Exons 


10863. .11402 










Seq. No. 


51023 




Seq. ID 


OJ000329_01.0419. 


C25 


fZprif^ Mo 

UC11C IN W . 


1 D81 5Q 




Strand 


+ 




Start 


173 




End 


1620 




Name 


OJ000329 01.0419.C25.ol, 


.gs 


Method 


GENSCAN 




Start 


173 




End 


702 




GI 


none 




Score 


.6 




Exons 


173. .249, 555. .702 










Seq. No. 


51023 




Seq. ID 


OJ000329_01.0419. 


C25 


Gene No. 


108159 




Strand 


+ 




Start 


173 




End 


1620 




Name 


OJ000329 01.0419.C25.ol. 


.np 


Method 


AAT/NAP 




Start 


445 




End 


1620 




GI 


5295951 




Score 


100 




Exons 


445. .669, 1600. .1620 










GI Descrip. 


(AB02 6295) Similar to Herpesvirus papio BRRF2 homolog gene, 




partial cds . (U23857 ) [Oryza sativa] 







52453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51024 

108160 

3667 

OJ000329_02.0418.Cl.o2.gs 

3667 

none 



Seq. ID OJ000329_02.0418.C1 



Strand 
End 

Method 

End 

Score 



+ 

10315 
GENSCAN 
10298 
.74 



3667. .3924, 4628.. 4840, 5420. .5573, 5726. .5782, 6406.. 6545, 
-6634. .6890, 6928.. 7188, 7602. .7704, 7855. .7962, 8076.. 8159, 
8265. .8325, 8736.. 8881, 9343. .9459, 9566. .9651, 10211. .10298 



51024 Seq. ID 

108160 Strand 
3667 End 10315 

OJ00032 9 _02 . 04 18 . CI . o2 . np Method AAT/NAP 

3667 End 10315 

5734621 Score 3245 

3667. .3924, 4628.. 4840, 5387. .5573, 5726. .5782, 

6634. .6890, 6928.. 7188, 7602. .7704, 7855.-7962, 

8265. .8325, 8736. .8881, 9343 



OJ000329_02.0418.C1 
+ 



6406. 
8076. 



,6545, 
.8159, 
. .10315 



9459, 9566.. 9651, 10211. 
(AP000391) ESTs AU067992 (C11433 ) , AU077424 (C114 33 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



51024 Seq. ID 

108160 Strand 
3667 End 
OJ000329_02 . 04 18 . CI . ol . gp Method 
3775 End 
99213JL.R1084 Score 
3775. .3924, 4628. .4840, 5387. .5563 
1 5734621/dbj | BAA83352 . 1 | 5.0e-77 (AP000391) ESTs 

AU067992 (C11433) ,AU077424 (C11433) correspond to a region of the 
predicted gene.; Similar to ABC transporter-7 (U43892) [Oryza 
sativa] ' 



OJ000329_02.0418.C1 
+ 

10315 
AAT/GAP 
5563 
1032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



51024 
108161 
1 

OJ000329_02.0418.Cl.ol.np 
1 

6911869 

1..155, 500. .591, 1282. .1380, 1505. .1634 
(AL138655) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000329_02.0418.C1 
Strand 

End 1634 

Method AAT/NAP 

End 1634 

Score 306 



51024 

108162 

7143 

OJ000329_02 . 04 18 . CI . ol . tw 

7143 

none 



Seq. ID OJ000329J)2.0418.C1 
Strand 

End 10315 

Method TBLASTX : Wheat 

End 8340 

Score 68 



7143. .7187, 7145. .7186, 7591. .7707, 7596. .7718, 7819. .7902, 
7829. .7876, 7854. .7952, 7854. .7970, 8072. .8158, 8072. .8158, 
8073. .8177, 8073. .8159, 8262. .8327, 8263. .8340, 8264. .8326 



51024 
108162 



Seq. ID OJ000329_02.0418.C1 
Strand 



52454 



Start 
Name 
Start 
GI 

Exons 



7143 

OJ000329_02.0418.Cl.ol.ts 
7632 
none 
7632. 
8072. 
8733. 



End 10315 

Method TBLASTX : Soybean 

End 10315 

Score 87 



,7700, 7633. .7701, 7633. .7701, 7845. .7976, 7852. .7962, 
.8158, 8073. .8177, 8073. .8174, 8262. .8324, 8264. .8326, 
.8834, 8736.-8894, 8737. .8907, 8738. .8887, 9326. .9460, 
9332. .9460, 9342. .9467, 9342. .9461, 9548. .9649, 9550. .9648, 
10194. .10277, 10220. .10276, 10265 .. 10315 , 10276.. 10299 



Seq. No. 51024 Seq. ID 

Gene No. 108162 Strand 

Start 7143 End 

Name OJ000329_02 . 04 18 . CI . o2 . tm Method 

Start 8077 End 

GI none Score 
Exons 



OJ000329_02.0418.C1 
10315 

TBLASTX: Maize 

8838 

131 



8077. .8157, 8078. .8158, 8079. .8177, 8079. .8168, 8262. .8327, 
8264. .8320, 8735. .8836, 8738. .8836, 8739. .8837, 8740. .8838 



Seq. No. 51024 Seq. ID 

Gene No. 108162 Strand 

Start 7143 End 

Name OJ00032 9_02 . 04 18 . CI . ol . tm Method 

Start 8839 End 

GI none Score 
Exons 



OJ000329_02.0418.C1 
10315 

TBLASTX: Maize 

10277 

73 



8839. .8886, 8840. .8887, 9335. .94-60, 9342. .9464, 9342. .9464, 
9347. .9472, 9548. .9652, 9551. .9658, 9552. .9659, 10037 .. 10105, 
10200. .10274, 10201. .10272, 10205 .. 10273, 10211 .. 10276, 
10212. .10277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51025 Seq. ID 

108163 Strand 

1 End 

OJ000329_02.0418 .C2.ol.np Method 

1 End 

5734621 Score 



OJ000329_02.0418.C2 
+ 

1334 
AAT/NAP 
1334 
454 



1..22, 260. .325, 459. .539, 804. .869, 997. .1089, 1190. .1334 
(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



51025 Seq. ID 

108163 Strand 

1 End 

OJ00032 9_02.0418.C2.ol.gp Method 

270 End 

LIB34 33-040-P1-K1-C8 Score 



OJ000329_02.0418.C2 
+ 

1334 
AAT/GAP 
1254 
604 



270. .325, 459. .539, 804. .869, 997. .1089, 1190. .1254 
'5734621/dbj | BAA83352.il 2.0e-80 (AP000391) ESTs 
AU067992 (C11433) ,AU077424 (C11433) correspond to a region of the 
predicted gene.; Similar to ABC transporter-7 (U43892) [Oryza 
sativa] 1 



Seq. No. 51025 Seq. ID 

Gene No. 108163 Strand 

Start 1 End 

Name OJ00032 9_02 . 04 18 . C2 . ol . gs Method 



OJ000329_02.0418.C2 
+ 

1334 
GEN SCAN 



52455 





Start 


459 


End 


1258 




GI 


none 


Score 


.87 




Exons 


459. .539,. 804. .869, 997. .1089 


, 1190.. 


1258 




Seq. No. 


51026 


Seq. ID 


OJ000329_02.0418.C3 




Gene No. 


108164 


Strand 


+ 




Start 


1 


End 


788 




Name 


OJ000329 02.0418.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


295 




GI 


53395 1.R1084 


Score 


586 




Exons 


1. .295 








GI Descrip. 


■5734616/dbj|AP000391.1|AP000391 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


51026 


Seq. ID 


OJ000329_02.0418.C3 




Gene No. 


108164 


Strand 


+ 




Start 


1 


End 


788 




Name 


OJ000329 02.0418.C3.ol.np 


Method 


AAT/NAP 




otart 


1 


End 


788 




GI 


5734620 


Score 


594 




Exons 


1..305, 417. .502, 667. .788 








GI Descrip. 


(AP000391) ESTs AU077435 (C12539) ,C26534 (C12539) correspond ti 






region of the predicted gene. 


; hypothetical protein [Oryza 


C3 




sativa] 








Seq. No. 


51026 


Seq. ID 


OJ000329_02.0418.C3 




tjene no . 


108164 


Strand 


+ 


= y 


Start 


1 


End 


788 


r ~i 


Name 


OJ000329 02.0418.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3 


End 


297 




GI 


none 


Score 


70 


FU 


Exons 


3. .74, 37. .297, 42. .296 








Seq. No. 


51026 


Seq. ID 


OJ000329_02.0418.C3 




bene ino . 


108164 


Strand 


+ 


- s 

":»; 


Start 


1 


End 


788 




Name 


OJ000329 02.0418.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


37 


End 


504 




GI 


none 


Score 


407 


11 

S3 


Exons 


37. .306, 39. .320, 415. .504 








Seq. No. 


51026 


Seq. ID 


OJ000329_02.0418.C3 




bene ino. 


108164 


Strand 


+ 




Start 


1 


End 


788 




Name 


OJ000329 02.0418.C3.ol.gs 


Method 


GENS CAN 




Start 


49 


End 


502 




GI 


none 


Score 


.96 




Exons 


49. .305, 417. .502 








Seq. No. 


51026 


Seq. ID 


OJ000329_02.0418.C3 




Gene No. 


108164 


Strand 


+ 




Start 


1 


End 


788 




Name 


OJ000329 02.0418.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


81 


End 


507 




GI 


none 


Score 


352 




Exons 


81. .320, 82. .306, 415. .504, 424. .507 





52456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51027 Seq. ID 

108165 Strand 

20 End 

OJ000329_02 . 04 18 . C9 . ol . np Method 

20 End 

6983876 Score 



OJ000329_02.0418.C9 
+ 

9525 
AAT/NAP 
1269 
759 



20. .286, 384..4S8, 577. .657, 749. .823, 912. .1085, 1186. .1269 
(AP001168) ESTs AU064537 (E31904 ) , AU082147 (E31904 ) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome II BAC F4I18 genomic sequence; unknown protein. 
(AC004665) [Oryza sativa] 



51027 Seq. ID 

108165 Strand 
20 End 
OJ000329JD2 . 04 18 . C9 . ol . gp Method 
232 End 
12948_1.R1084 Score 
232. .286, 384. .458, 577. .657, 749. .823, 912. .1085, 1188. .1513 
, 5734616/dbj | AP000391 . 1 | AP000391 5.0e-95 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ000329_02.0418.C9 
+ 

9525 
AAT/GAP 
1513 
1428 



51027 

108165 

20 

OJ00032 9_02.0418.C9.ol.gs 

749 

none 



Seq. ID OJ000329_02.0418.C9 



Strand 
End 

Method 

End 

Score 



+ 

9525 
GENS CAN 
9525 
.81 



749. .823, 912. .1085, 3166. .3468, 3542. .3698, 5414. .5608, 
5614. .5736, 7132. .7179, 8858. .9525 

51027 Seq. ID OJ00032 9_02 . 04 18 . C9 

108165 Strand + 

20 End 9525 

OJ00032 9_02 . 04 18 . C9 . o2 . gp Method AAT/GAP 

5181 End 5355 

LIB3433-026-P1-K1-C1 Score 233 

5181. .5355 

'5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 


51027 


Seq. ID 


OJ000329_02.0418 


.C9 


Gene No. 


108165 


Strand 


+ 




Start 


20 


End 


9525 




Name 


OJ000329 02. 0418. C9 


.o2.np Method 


AAT/NAP 




Start 


8881 


End 


9522 




GI 


6983877 


Score 


1140 




Exons 


8881. .9522 








GI Descrip. 


(AP001168) Similar 


to mRNA for DREB1A 


(AB007787) [Oryza 


sativa 


Seq. No. 


51027 


Seq. ID 


OJ000329_02.0418 


.C9 


Gene No. 


108166 


Strand 






Start 


10307 


End 


11698 




Name 


OJ000329 02. 0418. C9 


.ol.tm Method 


TBLASTX: Maize 




Start 


232 


End 


1088 




GI 


none 


Score 


91 




Exons 


232. .285, 233. .286, 


381. .458, 383.-457, 574. .660, 576.. 


674, 



52457 



. Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



576. .665, 750. .818, 751. .822, 906. .1088, 911. .1081 



51027 

108166 

10307 

OJ000329_02.0418.C9.ol.ts 

232 

none 



Seq. ID OJ000329_02.0418.C9 
Strand 

End 11698 

Method TBLASTX : Soybean 

End 1214 

Score 69 



232.-285, 233. .286, 381. .458, 383. .451, 574. .660, 906. .1088, 
914.. 1084, 963.. 1091, 1185. .1214, 1187.. 1213 



51027 

108166 

10307 

OJ000329_02.0418.C9.o3.tc 

232 

none 



Seq. ID OJ000329_02.0418.C9 
Strand 

End 11698 

Method TBLASTX : Cress 

End 660 

Score 76 



232. .285, 233. .286, 381. .458, 383. .460, 574. .660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51027 

108166 

10307 

OJ000329_02.0418.C9.ol.tw 

232 

none 



Seq. ID OJ000329_02.0418.C9 
Strand 

End 11698 

Method TBLASTX : Wheat 

End 953 

Score 85 



232. .285, 233. .286, 233. .286, 381. .458, 382. .456, 383.-457, 
574. .660, 574. .657, 576. .665, 703. .840, 750. .818, 906. .953, 
911.. 952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



51027 

108166 

10307 

OJ000329_02.0418.C9.o2.tc 

909 

none 



Seq. ID OJ000329_02.0418.C9 
Strand 

End 11698 

Method TBLASTX : Cress 

End 1092 

Score 244 



909. .1088, 910. .1092, 911. .1087 



51027 

108166 

10307 

OJ000329_02.0418.C9.o2.tw 

956 

none 



Seq. ID OJ000329_02.0418.C9 
Strand 

End 11698 

Method TBLASTX : Wheat 

End 1306 

Score 115 



956. .1081, 957. .1088, 959. .1081, 1185. .1220, 1185. .1247, 
1186.. 1245, 1187.. 1306 



51027 

108166 

10307 

OJ000329_02 . 04 18 . C9 . o2 . tm 

8899 

none 

8899. .9072, 8913. .9059 

51027 

108166 

10307 



Seq. ID OJ000329_02.0418.C9 
Strand 

End 11698 

Method TBLASTX: Maize 

End 9072 

Score 308 



Seq. ID OJ000329_02.0418.C9 
Strand 

End 11698 



52458 




Name 


OJ000329 02, 


0418 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


8899 








End 


9195 


GI 


none 








Score 


114 


Exons 


8899. .9000, 


8919 


. .8996, 


8995 


..9195, 9015. .9059, 9138. .9176 


Seq. No. 


51027 








Seq. ID 


OJ000329_02.0418.C9 


Gene No . 


108166 








Strand 




Start 


10307 








End 


11698 


Name 


OJ000329 02. 


0418 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8911 








End 


9195 


GI 


none 








Score 


129 


Exons 


8911. .9000, 


8928 


. .8996, 


8994 


..9059, 8995. .9195, 9141. .9173 


Seq. No. 


51027 








Seq. ID 


OJ000329_02.0418.C9 


Gene No . 


108166 








Strand 




Start 


10307 








End 


11698 


Name 


OJ000329 02. 


0418 


.C9.o2. 


gs 


Method 


GENS CAN 


Start 


10307 








End 


11698 


GI 


none 








Score 


.62 


Exons 


10307. .10320, 10715. .10843, 


11638. .11698 


Seq. No. 


51028 








Seq. ID 


OJ000329_02. 0418. C10 


Gene No. 


108167 








Strand 




Start 


793 








End 


2948 


Name 


OJ000329 02. 


0418 


.ClO.ol 


.gs 


Method 


GENS CAN 


Start 


793 








End 


2945 


GI 


none 








Score 


.91 


Exons 


793. .934, 1069.. 


1161, 1261.. 


1364, 1977. 


.2222, 2344.. 2415, 




2889. .2945 












Seq. No. 


51028 








Seq. ID 


OJ000329_02 . 0418 . C10 


Gene No. 


108167 








Strand 




Start 


793 








End 


2948 


Name 


OJ000329 02. 


0418 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2052 








End 


2948 


GI 


none 








Score 


162 


Exons 


2052. .2225, 


2053 


. .2223, 


2054 


..2224, 2055.. 2237, 2059.. 2226, 




2333. .2413, 


2333 


. .2380, 


2343 


..2414, 2344. .2415, 2344. .2421, 




2884. .2946, 


2886 


. .2948, 


2887 


..2946, 2888. .2947 


Seq. No. 


51029 








Seq. ID 


OJ000329_02.0418.C11 


Gene No . 


108168 








Strand 


+ 


Start 


3198 








End 


4007 


Name 


OJ000329 02. 


0418 


.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


3198 








End 


4007 


GI 


none 








Score 


1541 


Exons 


3198. .4007 












Seq. No. 


51029 








Seq. ID 


OJ000329_02.0418.C11 


Gene No. 


108169 








Strand 




Start 


473 








End 


6699 


Name 


OJ000329 02. 


0418 


.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


473 








End 


6699 


GI 


none 








Score 


.77 


Exons 


473. .479, 1905.. 


1984, 2085.. 


2190, 2262. 


.2436, 2525. .2621, 




2701. .2860, 


3512 


. .4100, 


4686 


..4982, 5070.. 5662, 5725.. 5760, 




6086. .6226, 


6445 


. .6482, 


6628 


. .6699 





52459 




kj C ■ iNU • 


51029 








Seq. ID 


OJ000329_02.0418.C11 


Gene No. 


108169 








Strand 




Start 


473 








End 


6699 


Name 


OJ000329 02 


.0418. 


Cll.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


2085 








End 


2742 


GI 


none 








Score 


89 


Exons 


2085. .2189, 


2258. 


.2434, 


2352. 


.2435, 2580.. 2624, 2701.. 2742 


Seq. No. 


51029 








Seq. ID 


OJ000329_02.0418.C11 




108169 








Strand 




Start 


473 








End 


6699 


Name 


OJ000329 02 


.0418. 


Cll.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


2133 








End 


2736 


GI 


none 








Score 


38 


Exons 


2133. .2189, 


2149. 


.2190, 


2258. 


.2425, 2258. .2437, 2358. .2441, 




2586. .2624, 


2698. 


.2736 








Seq. No. 


51029 








Seq. ID 


OJ000329_02.0418.C11 


Gene No . 


108169 








Strand 




Start 


473 








End 


6699 


Name 


OJ000329 02 


.0418. 


Cll.ol 


.np 


Method 


AAT/NAP 


Start 


2258 








End 


2772 


GI 


6983878 








Score 


527 


Exons 


2258. .2436, 


2525. 


.2621, 


2701. 


.2772 




GI Descrip. 


(AP001168) : 


hypothetical 


protein- [Oryza 


sativa] 


Seq. No. 


51029 








Seq. ID 


OJ000329_02.0418.C11 




108169 








Strand 




Start 


473 








End 


6699 


Name 


OJ000329 02 


.0418. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2327 








End 


2737 


GI 


none 








Score 


135 


Exons 


2327. .2434, 


2352. 


.2435, 


2397. 


.2438, 2401. .2508, 2551.. 2619, 




2553. .2624, 


2701. 


.2736, 


2702. 


.2737 




Seq. No. 


51029 








Seq. ID 


OJ000329_02.0418.C11 


Gene No. 


108169 








Strand 




Start 


473 








End 


6699 


Name 


OJ000329 02 


.0418. 


Cll.o2. 


.tm 


Method 


TBLASTX: Maize 


Start 


3448 








End 


4101 


GI 


none 








Score 


90 


Exons 


3448. .3525, 


3449. 


.3538, 


3484. 


.3594, 3527. .3619, 3529.. 3615, 




3733. .3798, 


3755. 


.3799, 


3823. 


.3897, 3824. .3898, 3898. .3915, 




3917. .4063, 


3919. 


.4065, 


4072. 


.4101 




Seq. No. 


51029 








Seq. ID 


OJ000329_02.0418.C11 


Gene No. 


108169 








Strand 




Start 


473 








End 


6699 


Name 


OJ000329 02 


.0418. 


Cll.o2. 


.np 


Method 


AAT/NAP 


Start 


3454 








End 


6699 


GI 


6983879 








Score 


2951 


Exons 


3454. .4100, 


4686. 


.4982, 


5070. 


.5662, 5944. .6090, 6623. .6699 



GI Descrip. (AP001168) ESTs AU030197 (E5074 6) , AU030196 (E5074 6) correspond to 
a region of the predicted gene.; Similar to calcium-dependent 
calmodulin-independent protein kinase CDPK (U90262) [Oryza 
sativa] 



52460 






Seq. No. 


51029 






Seq. ID 


OJ000329_02.0418.C11 




Cpnp Mo 


108169 






Strand 






Start 


473 






End 


6699 




Name 


OJ000329 02. 


0418.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4657 






End 


5610 




GI 


none 






Score 


40 




Exons 


4657. .4983, 


4691. .4783, 


4835. 


4999, 5068. .5610, 5069. .5242, 






5299. .5571 












Seq. No. 


51029 






Seq. ID 


OJ000329_02.0418.C11 




(^pnp Ma 


108169 






Strand 






Start 


473 






End 


6699 




Name 


OJ000329 02. 


0418.Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4669 






End 


5595 




GI 


none 






Score 


106 




Exons 


4669. .4953, 


4674. .4850, 


4687. 


4965, 4691. .4975, 5071. .5595, 






5089. .5190, 


5093. .5242, 


5288. 


5371, 5435.. 5542 




Seq. No. 


51029 






Seq. ID 


OJ000329_02.0418.C11 






108169 

X \J O -L \J Z7 






Strand 






Start 


473 






End 


6699 




Name 


OJ000329 02. 


0418.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4669 






End 


5536 




GI 


none 






Score • 


6.9;-. : - - 


\3 


Exons 


4669. .4947, 


4687. .4983, 


4844 . . 


5002, 5068.. 5535, 5082.. 5189, 


Li I 




5089. .5205, 


5090. .5242, 


5288. . 


5371, 5299.. 5520, 5435.. 5536 


ry 


tj ^ VJ . \J a 


51029 






Seq. ID 


OJ000329_02.0418.C11 


H 


Gene No. 


108169 






Strand 






Start 


473 






End 


6699 




Name 


OJ000329 02. 


0418.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 


l y 


Start 


4687 






End 


5121 


- 


GI 


none 






Score 


59 


f 1 


Exons 


4687. .4983, 


4688. .4783, 


4835. . 


4903, 4928.. 4984, 5068.. 5121 


^ j 


Sen No 


51029 






Seq. ID 


OJ000329_02.0418.C11 




Gene No. 


108169 






Strand 






Start 


473 






End 


6699 


? ™ 


Name 


OJ000329 02. 


0418.Cll.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5128 






End 


5400 




GI 


none 






Score 


75 




Exons 


5128. .5400, 


5129. .5233, 


5288. . 


5380, 5299.. 5391 




Seq. No. 


51029 






Seq. ID 


OJ000329_02.0418.C11 




Gene No. 


108169 






Strand 






Start 


473 






End 


6699 




Name 


OJ000329 02. 


0418.Cll.o2. 


gp 


Method 


AAT/GAP 




Start 


5145 






End 


5593 




GI 


uC-osflM202066e05bl 




Score 


878 




Exons 


5145. .5593 












GI Descrip. 


1 3320104 /emb|CAA074 81 | 3 


. Oe-39 (AJ007366) calcium-dependent 






protein kinase [Zea mays] ' 








Seq. No. 


51029 






Seq. ID 


OJ000329_02.0418.C11 




Gene No. 


108169 






Strand 






Start 


473 






End 


6699 



52461 



Name 

Start 

GI 

Exons 



OJ000329_02.0418.Cll.o3.gp 

5829 

none 

5829. .6280 



Method AAT/GAP 
End 6280 
Score 801 



Seq. No. 51030 Seq. ID 

Gene No. 108170 Strand 

Start 1126 End 

Name OJ00032 9_02 . 0418 . C12 . ol . gs Method 

Start 1126 . End 

GI none Score 

Exons 1126.. 1317 



OJ000329_02.0418.C12 

1317 
GENSCAN 
1317 
.41 



Seq. No. 51031 Seq. ID 

Gene No. 108171 Strand 

Start 616 End 

Name OJ000329_02 . 0418 .C13 . ol .gs Method 

Start 616 End 

GI none Score 

Exons 616.. 771, 1155.. 1225, 1526.. 1644 



OJ000329_02.0418.C13 
+ 

1644 
GENSCAN 
1644 
.55 



Seq. No. 

Gene No. 
fa% Start 
^~ Name 
U start 
EfS GI 
f[j Exons 
f *l GI Descrip. 

5 - S 

v t Seq. No. 

W Gene No. 

fj Start 

= Name 

h Start 

!l GI 

.'^ Exons 

□ Seq. No. 
H Gene No. 

Start 
s ~ Name 

Start 

GI 

Exons 



51032 Seq. ID 

108172 Strand 

1 End 
OJ000329_02.0418.C14 .al.np Method 

1 End 

5852093 Score 
1..21, 917. .1027 

(AL117264) zwhl6.1 [Oryza sativa] 



51032 

108173 

1360 

OJ000329_02.0418.C14.ol.gp 

1360 

none 

1360. .1632, 1721. .1774 

51032 

108173 

1360 

OJ000329_02.0418 .C14 .ol.gs 

1447 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000329_02.0418.C14 
+ 

1027 
AAT/NAP 
1027 
49 



OJ000329_02.0418.C14 
+ 

3014 
AAT/GAP 
1774 
444 



Seq. ID OJ000329_02.0418.C14 

Strand + 

End 3014 

Method GENSCAN 

End 3012 

Score .88 



1447. .1624, 2215. .2336, 2424. .2571, 2788. .2849, 2931. .3012 



Seq. No. 51032 

Gene No. 108173 

Start 1360 

Name OJ00032 9_02 . 04 18 . C14 . ol . tm 

Start 2231 

GI none 

Exons 2231.. 2335, 2232.. 2339, 2487. 

2571.. 2660, 2789.. 2848, 2789. 



Seq. ID OJ000329_02.0418.C14 

Strand + 

End 3014 

Method TBLASTX : Mai ze 

End 3014 

Score 92 

.2588, 2570. .2668, 2571. .2690, 
.2815, 2790. .2849, 2800. .2868, 



2927.. 2959, 2927.. 3013, 2931.. 3014 



Seq. No. 



51032 



Seq. ID OJ000329_02.0418.C14 



52462 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



108173 Strand 
1360 End 
OJ000329_02.0418.C14.ol.ts Method 
2592 End 
none Score 
2592. .2675, 2790. .2849, 2934. .2999 



+ 

3014 

TBLASTX : Soybean 

2999 

100 



51033 

108174 

343 

OJ000329_02.0418.C15.ol.gs 

343 

none 



Seq. ID OJ000329_02.0418.C15 

Strand + 

End 7312 

Method GENSCAN 

End 7312 

Score .76 



343. .450, 549. .681, 2423. .2883, 2970. .3067, 4337. .4906, 
4953. .5241, 5323. .5505, 5890. .6044, 6936. .7086, 7190. .7312 



51033 

108174 

343 

OJ000329_02.0418.C15.ol.np 
561 

6983880 



Seq. ID OJ000329_02.0418.C15 

Strand + 

End 7312 

Method AAT/NAP 

End 6240 

Score 3912 



561. .681, 2423. .2883, 2970. .3067, 4337. .4906, 4986. .5241, 
5323.. 5505, 56.23.. 6240 

(AP001168) Similar to Arabidopsis thaliana BAC T12H20;. isp4-like 
protein (AF080119) [Oryza sativa] 



51033 

108175 

10691 

OJ000329J32.0418 .C15.o3.gs 

10691 

none 

10691. .11012, 13018. .14408 



Seq. ID OJ000329_02.0418.C15 

Strand + 

End 14561 

Method GENSCAN 

End 14408 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51033 Seq. ID OJ000329_02 . 04 18 . C15 

108175 . Strand + 

10691 End 14561 

OJ000329_02.0418.C15.o2.gp ' Method AAT/GAP 
13306 End 13792 

55172_1.R1084 Score 938 

13306. .13792 

, 1710401/sp| P49730|RIR2_TOBAC 3.0e-50 
REDUCTASE SMALL CHAIN (RIBONUCLEOTIDE 
>gi_1044 912_emb_CAA63194_ (X92443) ribonucleotide reductase R2 
[Nicotiana tabacum] ' 



RI BONUCLEOS I DE- D I PHOS PHATE 
REDUCTASE) <R2 SUBUNIT) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51033 Seq. ID 

108175 Strand 
10691 End 14561 

OJ00032 9_02 .0418. C15 . o3 . np Method AAT/NAP 
13413 End 14405 

1710401 Score 1372 

13413. .14405 

RIBONUCLEOSIDE-DI PHOSPHATE REDUCTASE SMALL CHAIN 
REDUCTASE) (R2 SUBUNIT) gi | 1044912 | emb | CAA63194 | 
ribonucleotide reductase R2 [Nicotiana tabacum] 



OJ000329_02 . 0418 .C15 
+ 



(RIBONUCLEOTIDE 
(X92443) 



52463 



Seq. No. 51033 Seq. ID 

Gene No. 108175 Strand. 

Start 10691 - End 

Name OJ00032 9_02 . 04 18 . C15 . o3 . gp Method 

Start 14255 End 

GI uC-osroM202016d07al Score 

Exons 14255. .14561 

GI Descrip. f 1710401/sp | P49730 | RIR2JTOBAC 2.0e-15 RIBONUCLEOS IDE- DIPHOSPHATE 
REDUCTASE SMALL CHAIN (RIBONUCLEOTIDE REDUCTASE) (R2 SUBUNIT) 
>gi_104 4 912_emb_CAA63194_ (X92443) ribonucleotide reductase R2 
[Nicotiana tabacum] 1 



OJ000329_02.0418.C15 
+ 

14561 
AAT/GAP 
14561 
565 





Seq. No. 


51033 


Seq. ID 


OJ000329 




Gene No. 


108176 


Strand 


+ 




Start 


16242 


End 


19656 




Name 


OJ000329 02.0418.C15.o4.gs 


Method 


GENSCAN 




Start 


16242 


End 


19656 




GI 


none 


Score 


.53 




Exons 


16242. .16774, 18556 .. 19052, 


19139. .19656 




Seq. No. 


51033 


Seq. ID 


OJ000329 




Gene No. 


108176 


Strand 


+ 




Start 


16242 


End 


19656 




Name 


OJ000329 02.0418.C15.o4;np 


Method 


AAT/NAP 




Start 


16377 


End 


16775 


t n 


GI 


5734617 


Score 


686 


l Lis 


Exons 


16377. .16775 






IJ 


GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 




Seq. No. 


51033 


Seq. ID 


OJ000329 




Gene No. 


108176 


Strand 


+ 




Start 


16242 


End 


19656 




Name 


OJ000329 02.0418.C15.o5.np 


Method 


AAT/NAP 




Start 


18659 


End 


19653 




GI 


5734618 


Score 


1544 



Exons 18659. .19052, 19139.. 19653 

GI Descrip. (AP000391) Similar to Arabidopsis thaliana chromosome II BAC 
F5H14 genomic sequence; unknown protein (AC006234) [Oryza 
sativa] 



Seq. No. 51033 Seq. ID 

Gene No. 108177 Strand 

Start 21686 End ' 

Name OJ000329_02 . 0418 . C15 . o5 . gs Method 

Start 21686 End 

GI none Score 

Exons 21686. .22348, 23998.. 24208 



OJ000329_02.0418.C15 
+ 

25549 
GENSCAN 
24208 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51033 

108177 

21686 

OJ000329_02 . 0418 . C15 . 06 . np 

21686 

5734619 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21686. .22348, 23998 .. 24208 , 25489. .25549 

(AP000391) Similar to Arabidopsis thaliana BAC F15P23 (AF128392) 



OJ000329_02.0418.C15 
+ 

25549 
AAT/NAP 
25549 
1518 



52464 




[Oryza sativa] 



Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418 


.C15 


Gene No . 


1081 / o 








Strand 






Start 


O 1 a c 

2196 








End 


2644 




Name 


r\ ta a a o o a ao 

OJ000329 02 


. 0418 


C15 . ol 


• gp 


Method 


AAT/ GAP 




Start 


2196 








End 


2644 




bi 


2o / lo / 








Score 


H A O 

64 3 




Exons 


2196 . . 2553, 


A O "7 

2627 


o f A A 

.2644 










Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418 


.C15 


bene No. 


108 1 / y 








Strand 






Start 


O Q O A 

8380 








End 


1 A A O O 

10233 




Name 


✓^iTAAAOOO AO 

OJ000329 02 


A A 1 O 

. 0418 . 


f> 1 C — o 

C15 . o2 


.gs 


Method 


GENSCAN 




Start 


O O O A 






End 


10233 




GI 


none 








Score 


. 7 9 




Exons 


OOOA T A O O O 

8380 . . 10233 














Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418 


.C15 


Gene No. 


108179 








Strand 






Start 


Q O Q A 

8380 








End 


10233 




Name 


/^TAAAOOA AO 

OJ000329 02 


.0418. 


C15.02 


.np 


Method 


AAT /NAP 




Start 


o o o o 

8383 








End 


10233 




GI 


6983881 








Score 


3223 




Exons 


O O O "3 • 1 A A O "5 

8383 . . 10233 














GI Descrip. 


(AP001168 ) 


Similar to SCARECROW (0627 98 } [Oryza sativa] 




Seq. No. 


51033 








Seq. ID 


OJ000329JD2.0418 


.C15 


Gene No. 


108180 








Strand 






Start 


O 1 C O 1 

21521 








End 


24222 




Name 


OJ000329 02 


.0418. 


C15.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2403 








End 


3068 




GI 


none 








Score 


105 




Exons 


o vi a o. o c i n 

2403 . .25/9, 


2452. 


.2580, 


2572. 


.2691, 2677. .2784, 2718. .2780, 




2 / /9 . . 2886, 


2969. 


.3064, 


2970. 


.3068 






Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418 


.CIS 


Gene No . 


1 A O 1 OA 

108180 








Strand 






Start 


21521 








End 


24222 




Name 


/"\ TA A A O A A A A 

OJ000329_02 


.0418. 


C15.ol0.tm 


Method 


TBLASTX: Maize 




Start 


A A /" 

2406 








End 


2757 




GI 


none 








Score 


191 




Exons 


2406 . . 2675, 


2452. 


.2691, 


2709. 


.2756, 2710.. 2757 




Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418 


.CIS 


Gene No. 


1 A O 1 OA 

108180 








Strand 






Start 


21521 








End 


24222 




Name 


/"\TAAAOAA aa 

OJ000329_02 


.0418. 


C15.o4 


-tc 


Method 


TBLASTX: Cress 




Start 


2452 








End 


2784 




GI 


none 








Score 


259 




Exons 


2452. .2679, 


2463. 


.2678, 


2685. 


.2783, 2698. .2784 




Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418 


. CIS 


Gene No. 


108180 








Strand 






Start 


21521 








End 


24222 




Name 


OJ000329 02 


.0418. 


C15.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4321 








End 


4814 





52465 




GI 


none 








Score 


92 


Exons 


4321. .4482, 


4329. 


.4658, 


4331. 


.4609, 4331. .4669, 4335. .4676, 




4671. .4814, 


4691. 


.4813 








Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418.C15 




i nft i ft n 








Strand 


- 


Start 


21521 








End 


24222 


Name 


OJ000329 02 


.0418. 


C15.o7 


.ts 


Method 


TBLASTX : Soybean 


Start 


4328 








End 


4502 


GI 


none 








Score 


218 


Exons 


4328..4498, 


4338. 


.4502 








Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418.C15 


Gene No. 


108180 








Strand 




Start 


21521 








End 


24222 


Name 


OJ000329 02 


.0418. 


C15.ol 


. ts 


Method 


TBLASTX : Soybean 












End 


6236 


GI 


none 








Score 


44 


Exons 


4502. .4633, 


4503. 


.4676, 


4505. 


.4546, 4557. .4676, 4680. .4907, 




4782. .4910, 


4983. 


.5240, 


4987. 


.5241, 5161.. 5268, 5320.. 5508, 




5325. .5516, 


5356. 


.5517, 


5620. 


.6225, 5620. .5928, 5760. .5978, 




6042. .6236 












Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418.C15 




1 Oft 1 ft 0 








Strand 




Start 


21521 








End 


24222 


Name 


OJ000329 02 


.0418. 


C15.o5 


.tc 


Method 


TBLASTX: Cress 


Start 


4773 








End 


5241 


GI 


none 








Score 


114 


Exons 


4773. .4907, 


4983. 


.5237, 


4987. 


.5241 




Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418.C15 




i oft 1 ft n 








Strand 




Start 


21521 








End 


24222 


Name 


OJ000329 02 


.0418. 


C15.o7 


.tm 


Method 


TBLASTX: Maize 


Start 


4815 








End 


5139 


GI 


none 








Score 


130 


Exons 


4815. .4904, 


4823. 


.4906, 


4983. 


.5138, 4984. .5139 


Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418.C15 


Gene No. 


108180 








Strand 




Start 


21521 








End 


24222 


Name 




. U *± L O • 


PI ^ r\ 9 
L-IO . Oc. 


. urn 


Method 


TBLASTX: Maize 


Start 


5313 








End 


6230 


GI 


none 








Score 


178 


Exons 


5313. .5507, 


5313. 


.5516, 


5320. 


.5508, 5619. .5711, 5619. .5948, 




5620. .5958, 


5620. 


.5958, 


5920. 


.5991, 5959. .6063, 5961. .6086, 




5962. .6087, 


6087. 


.6224, 


6087. 


.6230, 6088. .6225 


Seq. No. 


51033 








Seq. ID 


OJ000329_02.0418.C15 


Gene No. 


108180 








Strand 




Start 


21521 








End 


24222 


Name 


OJ000329 02 


.0418. 


C15.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5353 








End 


5832 


GI 


none 








Score 


191 


Exons 


5353. .5517, 


5353. 


.5517, 


5448. 


.5519, 5620.. 5832, 5622.. 5819 



52466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

?s* Exons 

Jff' Seq. No. 

^ Gene No. 

fy Start 

-I Name 

: " Start 

% GI 

— Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51033 Seq. ID 

108180 Strand 

21521 End 
OJ000329_02.0418.C15.o6.tc Method 

5872 End 

none Score 

5872. .5910, 5950. .6225, 5955. .6230 



OJ000329_02.0418.C15 
24222 

TBLASTX: Cress 

6230 

43 



51033 

108180 

21521 

OJ000329_02.0418.C15.o7.tc 

8449 

none 

8449. .8502, 8542. .8628, 8683. 
9421. .9477 

51033 

108180 

21521 

OJ000329_02.0418.C15.o5.tm 

8887 

none 



OJ000329_02.0418.C15 
24222 

TBLASTX: Cress 

9477 

108 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8766, 8974. .9330, 9122. .9322, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000329_02.0418.C15 
24222 

TBLASTX: Maize 

9264 

179 



8887. .8937, 8935. .9087, 8938. .9060, 9112. .9264, 9113. .9241 

OJ000329 02.0418.C15 



51033 Seq. ID 

108180 Strand 

21521 End 

OJ000329_02 . 04 18 . CIS . 06 . ts Method 

8938 End 

none Score 
8938. .9036, 9103. .9309, 9197. .9298 

51033 Seq. ID 

108180 Strand 

21521 End 

OJ000329_02 . 04 18 . C15 . o9 . tm Method 

9409 End 

none Score 
9409. .9609, 9410. .9502, 9412. .9510 



24222 

TBLASTX : Soybean 

9309 

86 



OJ000329_02.0418.C15 
24222 

TBLASTX .-Maize 

9609 

114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51033 Seq. ID 

108180 Strand 

21521 End 

OJ000329_02 . 0418 . C15 . o4 . ts Method 

12703 End 

none Score 



OJ000329_02 . 0418 .C15 
24222 

TBLASTX : Soybean 

24201 

338 



12703. .12783, 21953 .. 22252, 22033 22248 , 22318 .. 22350, 
22319. .22354, 23997 .. 24200, 23998. .24201 



51033 

108180 

21521 

OJ000329_02.0418.C15.ol.tc 

13419 

none 



Seq. ID OJ000329_02.0418.C15 
Strand 

End 24222 

Method TBLASTX : Cress 

End 14366 

Score 201 



13419. .13577, 134 66 .. 1357 6, 13574 .. 13663, 13578 .. 13664 , 



52467 



13626. .14366, 13667 13828, 13815 14006, 13886. . 14041, 
14096. .14365 



Seq. No. 51033 

Gene No. 108180 

Start 21521 

Name OJ000329_02 . 0418 . C15 . ol . tm 

Start 13419 

GI none 

Exons 13419. .13493, 13422 .. 14 408 , 
14340. .14408 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000329_02.0418.C15 
24222 

TBLASTX: Maize 

14408 

1633 



134 60. .14 407, 13511. .13705, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51033 
108180 
21521 

OJ000329_02.0418.C15.o2.ts 
13422 



OJ000329 02.0418.C15 



none 
13422. 
13581. 
14186. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.13574, 13463. .13573, 13574 .. 13753, 13581 .. 14 357 , 
.13763, 13811. .14044, 14099 .. 14356, 14 127 .. 14 360 , 
.14368, 14367. .14408 



24222 

TBLASTX : Soybean 

14408 

207 



OJ000329 02.0418.C15 



Seq. No. 51033 Seq. ID 

Gene No. 108180 Strand 

Start 21521 ' End 

Name OJ00032 9_02 . 04 18 . C15 . ol . tw Method 

Start 13511 End 

GI none Score 

Exons 13511. .13720, 13668 .. 14009, 13670 .. 1424 5, 13671 .. 1424 6, 
14124. .14246 



24222 

TBLASTX: Wheat 

14246 

933 



Seq. No. 51033 

Gene No. 108180 

Start 21521 

Name OJ000329_02 . 0418 .C15.o8 . ts 

Start 18869 

GI none 

Exons 18869. .19051, 18871.. 18990 

Seq. No. 51033 

Gene No. 108180 

Start 21521 

Name OJ00032 9_02 . 04 18 . C15 . o4 . tm 

Start 18938 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000329_02.0418.C15 
24222 

TBLASTX : Soybean 

19051 

202 



Seq. ID OJ000329_02.0418.C15 
Strand 
End 

Method 
End 
Score 



24222 

TBLASTX: Maize 

19638 

86 



18938. .19036, 19116 .. 19283, 19123 .. 19293, 19135 .. 19293, 
19312. .19497, 1934 1 .. 19436, 194 94 .. 19637 , 19495.. 19638 



Seq. No. 51033 

Gene No. 108180 

Start 21521 

Name OJ000329_02 . 04 18 . C15 . o2 . tw 

Start 19128 

GI none 
Exons 



Seq. ID OJ000329_02.0418.C15 
Strand 
End 

Method 
End 
Score 



24222 

TBLASTX: Wheat 

19389 

71 



19128. .19187, 19138. .19236, 19138 19260, 19248 .. 19388, 
19249. .19389 



52468 



Seq. No. 51033 

Gene No. 108180 

Start 21521 

Name OJ000329_02 . 0418 . C15 . o5 . ts 

Start 19146 

GI none 

Exons 19146. .19286, 19147 .. 19464, 19341.. 19436 



Seq. ID OJ000329_02.0418.C15 



Strand 
End 

Method 

End 

Score 



24222 

TBLASTX : Soybean 
19464 
312 



Seq. No. 51033 

Gene No. 108180 

Start 21521 

Name OJ00032 9_02 . 04 18 . C15 . o4 . gp 

Start 21521 

GI LIB3433-022-P1-K1-E1 

Exons 21521. .21822 

GI Descrip. 1 5734616/dbj | AP000391 . 1 | AP000391 1 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000329_02.0418.C15 

24222 
AAT/GAP 
21822 
575 



. 0e-158 Oryza sativa genomic 





Seq. No. 


51033 




Seq. ID 


OJ000329_02.0418 


.C15 




Gene No. 


108180 




Strand 








Start 


21521 




End 


24222 






Name 


OJ000329 02.0418.C15 


.o3.tc 


Method 


TBLASTX: Cress 






Start 


21869 




End 


24198 






GI 


none 




Score 


350 




t -J " 


Exons 


21869. .22249, 22036. 


.22248, 


22318. .22350, 22319 .. 22354 , 




%J 
Z l 3 




23997. .24194, 23998. 


.24198 








■e - - 

ni 


Seq. No. 


51033 




Seq. ID 


OJ000329_02.0418 


.C15 




Gene No. 


108180 




Strand 








Start 


21521 




End 


24222 






Name 


OJ000329 02.0418.C15 


.06. tm 


Method 


TBLASTX: Maize 






Start 


21938 




End 


22246 




T\l 


GI 


none 




Score 


344 






Exons 


21938. .22246, 21964. 


.22245 










Seq. No. 


51033 




Seq. ID 


OJ000329_02.0418 


.CIS 




Gene No. 


108180 




Strand 








Start 


21521 




End 


24222 






Name 


OJ000329 02.0418.C15 


. o3.tw 


Method 


TBLASTX: Wheat 






Start 


22142 




End 


24167 






GI 


none 




Score 


108 






Exons 


22142. .22252, 22189. 


.22248, 


22319. .22354, 22321 .. 22350, 








23997. .24167, 23998. 


.24165 









Seq. No. 51033 Seq. ID 

Gene No. 108180 Strand 

Start 21521 End 

Name OJ000329_02 . 0418 . C15 . 08 . tm Method 

Start 23997 End 

GI none Score 

Exons 23997. .24197, 23998.. 24222 



OJ000329_02.0418.C15 
24222 

TBLASTX: Maize 

24222 

306 



Seq. No. 51034 Seq. ID 

Gene No. 108181 Strand 

Start 1 End 

Name OJ000329_02 . 04 18 . CI 6 . ol . np Method 

Start 1 End 



OJ000329_02.0418.C16 
+ 

168 

AAT/NAP 
168 



52469 





GI 


5734619 


Score 


291 




Exons 


1. .168 








GI Descrip. 


(AP000391) Similar to Arabidopsis thaliana BAC F15P23 (AF128392 






[UiyZa SatlvaJ 








Seq. No. 


51034 


Seq. ID 


OJ000329_02.0418.C16 






108182 


Strand 


- 




Start 


21 


End 


735 




Name 


OJ000329 02.0418.C16.ol.gs 


Method 


GEN SCAN 




Start 


21 


End 


735 




GI 


none 


Score 


.72 




Exons 


91 91 ^ 69^ 7^^ 








Seq. No. 


51034 


Seq. ID 


OJ000329_02.0418.C16 






108183 


Strand 


- 




Start 


772 


End 


885 




Name 


OJ000329 02.0418.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


168 




GI 


none 


Score 


206 




Exons 










Seq. No. 


51034 


Seq. ID 


OJ000329_02.0418.C16 






108183 


Strand 


- 




Start 


772 


End 


885 




Name 


OJ000329 02.0418.C16.ol.tm 


Method 


TBLASTX : Maize 




Start 


1 


End 


173 


r r* 


GI 


none 


Score 


238 


fli 


Exons 


1 1 6^ 1 1 69 ^ 1 ^4 


1 TO 
• X / 3 






Seq. No. 


51034 


Seq. ID 


OJ000329_02.0418.C16 






108183 


Strand 


- 




Start 


772 


End 


885 


§ lJ 


Name 


OJ000329 02.0418.C16.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


162 




GI 


none 


Score 


216 




Exons 


1.-162, 1..162 






? — 


Seq. No. 


51034 


Seq. ID 


OJ000329_02.0418.C16 




Gene No. 


108183 


Strand 




f 1 


Start 


772 


End 


885 




Name 


OJ000329 02.0418.C16.ol.gp 


Method 


AAT/GAP 




Start 


772 


End 


885 




GI 


53223 1.R1084 


Score 


187 




Exons 


772. .885 








GI Descrip. 


•5734620/dbj IBAA83351.1 | 1. 


Oe-20 (AP000391) ESTs 






AU077435 (C12539) ,C26534 (C12539) correspond to a region of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 1 




Seq. No. 


51035 


Seq. ID 


OJ000329_02.0418.C17 




Gene No. 


108184 


Strand 






Start 


1 


End 


2722 




Name 


OJ000329 02.0418.C17.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1439 




GI 


53223 1.R1084 


Score 


1221 




Exons 


1..289, 380. .446, 578. .688, 


1078. .1143, 1222. .1336, 1418. .1439 




GI Descrip. 


'5734620/dbj |BAA83351.1| 1. 


Oe-20 (AP000391) ESTs 



AU077435 (C12539) ,C26534 (C12539) correspond to a region of the 



52470 



predicted gene.; hypothetical protein [Oryza sativa] ' 



Seq. No. 51035 
Gene No. 108184 
Start 1 

Name OJ000329_02 . 0418 . C17 . ol . tm 

Start 231 
GI none 

Exons 231.. 287, 233.-289, 238.. 288, 

381. .449, 381. .458, 543. .692, 
1080.. 1145, 1218.. 1352, 1219. 
1607. .1681, 1612. .1680, 1614. 
1752. .1817, 1997. .2146, 2011. 
2251. .2370, 2257. .2361, 2261. 
2578..2643, 2615.. 2692 



Seq. ID OJ000329_02.0418.C17 
Strand 

End 2722 

Method TBLASTX : Mai ze 

End 2711 

Score 69 

238.1297, 240. .290, 380. .448, 
575.-697, 576. .689, 1078. .1143, 
.1359, 1413. .1526, 1417. .1527, 
.1685, 1750. .1815, 1751. .1816, 
.2139, 2026. .2151, 2027. .2140, 
.2374, 2262. .2402, 2574. .2711, 



Seq. No. 51035 Seq. ID 

Gene No. 108184 Strand 

Start 1 End 

Name OJ000329_02 . 0418 .C17 .ol . tc Method 

Start 242 End 

GI none Score 
Exons 



OJ000329_02.0418.C17 
2722 

TBLASTX: Cress 

1802 

42 



242. .289, 249. .290, 277. .315, 380. .448, 396. .449, 406. .450, 
420. .452, 574. .690, 574.-690, 575. ,691, 575. .691, 1078. .1143, 
1080. .1145, 1191. .1337, 1218. .1352, 1219. .1359, 1400. .1525, 
1413. .1532, 1416. .1526, 1417. .1527, 1590. .1685, 1607. .1681, 
1752.. 1802, 1753.. 1788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



51035 

108184 

1 

OJ000329_02.0418.C17.ol.np 
245 

7320724 



Seq. ID OJ000329_02.0418.C17 
Strand 

End 2722 

Method AAT/NAP 

End 2722 

Score 1128 



245. .289, 380. .446, 578. .688, 1078. .1143, 1222. .1336, 
1418. .1527, 1614. .1678, 1752. .1814, 2015. .2137, 2262. 
2577.. 2722 

(AL161746) putative protein [Arabidopsis thaliana] 



2360, 



Seq. No. 51035 

Gene No. 108184 

Start 1 

Name OJ000329_02 . 0418 . C17 . ol . ts 

Start 1227 

GI none 
Exons 



Seq. ID OJ000329_02.0418.C17 
Strand 

End 2722 

Method TBLASTX: Soybean 

End 2657 

Score 93 



1227. .1337, 1227. .1352, 1228. .1359, 1413. .1532, 1417. .1527, 

1607. .1681, 1613. .1681, 1752. .1817, 1756. .1788, 2015. .2146, 

2251. .2361, 2254.-2358, 2261. .2374, 2262.. 2360, 2574.-2642, 

2574.. 2657, 2581.. 2643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51035 

108184 

1 

OJ000329_02.0418.C17.ol.tw 

1428 

none 



Seq. ID OJ000329_02.0418.C17 



Strand 
End 

Method 

End 

Score 



2722 - 

TBLASTX: Wheat 

2357 

139 



1428. .1526, 1429. .1527, 1430. .1528, 1596. .1679, 1607. .1681, 



52471 



1614. .1679, 1748. .1867, 1750. .1815, 1752. .1817, 1997. .2146, 
2027. .2140, 2035. .2151, 2243. .2347, 2251. .2349, 2254. .2346, 
2262. .2357, 2262. .2348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51035 

108184 

1 

OJ000329_02.0418.C17.o2.gp 
1657 

uOosflcyp086e04bl ■ 



Seq. ID OJ000329_02.0418.C17 
Strand 

End 2722 

Method AAT/GAP 

End 2722 

Score 726 



1657. .1678, 1752. .1814, 2015. .2137, 2262. .2360, 2577. .2722 
•5734620/dbj IBAA83351.il 4.0e-17 (AP000391) ESTs 
AU077435 (C12539) ,C26534 (C12539) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] ' 



51035 

108184 

1 

OJ000329_02.0418.C17.ol.gs 

1752 

none 

1752. .1814, 2015. .2137, 2577. 



Seq. ID OJ000329_02.0418.C17 
Strand 

End 2722 

Method GENSCAN 

End 2642 

Score 1 
.2642 



Seq. No. 
~z Gene No. 

Start 

Name 
fU Start 

£3 GI 
i7s Exons 



51035 

108184 

1 

OJ000329_02.0418.C17.o2.tc 

2072 

none 



Seq. ID OJ0.00329_02.0418.C17 
Strand 

End 2722 

Method TBLASTX : Cress 

End 2691 

Score 72 



2072. .2140, 2074. .2151, 2251. .2370, 2262. .2360, 2574. .2690, 
2578.-2643, 2578.. 2691 



Seq. No. 51036 

Gene No. 108185 

Start 1 

Name OJ000329_02 .0418. C18 . ol . gp 

Start 1 

GI 5003097 

Exons 1..138 

GI Descrip. 5734616/dbj | AP000391 . 1 | AP000391 1.0e-79 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



Seq. ID OJ000329_02.0418.C18 

Strand 

End 138 

Method AAT/GAP 

End 138 

Score 260 



Seq. No. 51036 

Gene No. 108186 

Start 1618 

Name OJ000329_02 . 04 18 . C18 . o2 . gp 

Start 1618 

GI 5004333 

Exons 1618.. 1810 

GI Descrip. 5734616/dbj IAP000391 . 1 IAP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



Seq. ID OJ000329_02.0418.C18 
Strand 

End 1810 

Method AAT/GAP 

End 1810 

Score 338 



Seq. No. 51037 

Gene No. 108187 

Start 4330 

Name OJ000309_03 . 0419 .C2 . o2 .np 

Start 4330 



Seq. ID OJ000309_03.0419.C2 

Strand + 

End 5391 

Method AAT/NAP 

End 5391 
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GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6815053 Score 566 

4330.. 4494, 4976.. 5391 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ000309_03.0419.C2 
Strand 

End 2705 

Method AAT/NAP 

End 656 

Score 236 



51037 
108188 
1 

OJ000309_03.0419.C2.ol.np 
1 

5803254 
1. .656 

(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU07803KE31854) ,D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



51037 

108188 

1 

OJ000309_03.0419.C2.ol.gs 

189 
none 



Seq. ID OJ000309_03.0419.C2 
Strand 

End 2705 

Method GENSCAN 

End 2705 

Score .47 



189. .689, 850. .978, 1085. .1161, 1480. .1580, 1699. .1958, 
2565. .2705 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51037 
108189 
6946 

OJ000309_03.0419.C2.o3.np 
6946 
7523512 
6946. .7026 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000309_03.0419.C2 
Strand 

End 7026 

Method AAT/NAP 

End 7026 

Score 155 



51038 

108190 

273 

OJ000309_03.0419.C3.ol.gs 

273 

none 

273. .443, 1423. .1479 

51039 

108191 

636 

OJ000309_03.0419.C4.ol.gs 

636 

none 

636. .647, 1925. .2047 



Seq. ID OJ000309_03.0419.C3 

Strand + 

End 1479 

Method GENSCAN 

End 14 7 9 

Score . 9 



Seq. ID OJ000309_03.0419.C4 

Strand + 

End 3395 

Method GENSCAN 

End 2047 

Score .94 



51039 
108191 
636 

OJ000309_03.0419.C4.ol.np 
1845 
7340860 
1845.. 2033, 3260.. 3395 

(AP001551) EST D24084 (R1183) corresponds to a region of the 



Seq. ID OJ000309_03.0419.C4 

Strand + 

End 3395 

Method AAT/NAP 

End 3395 

Score 97 
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predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 51040 Seq. ID 

Gene No. 108192 Strand 

Start 649 End 

Name OJ000309JD3 . 04 1 9 . C5 . ol . gs Method 

Start 64 9 End 

GI none Score 
Exons 



OJ000309_03.0419.C5 
+ 

3058 
GENS CAN 
3058 
.52 



649. .772, 931. .1054, 1222. .1291, 2615. .2852, 2877. .3058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51040 Seq. ID OJ000309_03 . 04 19 . C5 

108193 Strand + 
8568 End 10092 
OJ000309_03.0419.C5.ol.np Method AAT/NAP 
8568 End 10092 
5453864 Score 62 
8568.. 8600, 9983.. 10092 

phosphodiesterase 4D, cAMP-specif ic (dunce (Drosophila) -homolog 
phosphodiesterase E3) gi | 2623739 | gb | AAC00042 . 1 | (L20969) cyclic 
AMP phosphodiesterase [Homo sapiens] 

51040 Seq. ID OJ000309_03 . 04 19 . C5 

108194 Strand 

2150 * End 2526 

OJ000309_03.0419.C5.ol.gp . Method AAT/GAP 

2150 End 2526 

5816475 Score 545 

2150. .2526 

5042437/gb|AC007789.1 IAC007789 1.0e-65 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 



Seq. No. 51040 Seq. ID 

Gene No. 108195 Strand 

Start 5141 End 

Name OJ000309_03 . 0419 ,C5 . o2 . gs Method 

Start 5141 End 

GI none Score 

Exons 5141.. 5352, 9392.. 9467 



OJ000309_03.0419.C5 

9467 
GENSCAN 
9467 
.82 



Seq. No. 


51041 


Seq. ID 


OJ000309_03.0419.C6 


Gene No. 


108196 


Strand 




Start 


2015 


End 


2669 


Name 


OJ000309 03.0419.C6.ol.np 


Method 


AAT/NAP 


Start 


2015 


End 


2669 


GI 


4063770 


Score 


130 


Exons 


2015.. 2167, 2325. .2669 






GI Descrip. 


(AB004906) transposase [Ipomoea purpurea] 


Seq. No. 


51042 


Seq. ID 


OJ000309_03.0419.C7 


Gene No. 


108197 


Strand 


+ 


Start 


6785 


End 


7158 


Name 


OJ000309 03.0419.C7.o2.np 


Method 


AAT/NAP 


Start 


6785 


End 


7158 


GI 


6815062 


Score 


161 


Exons 


6785. .7158 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
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sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51042 

108198 

2309 

OJ000309_03.0419.C7.ol.np 
886 

6911863 



Seq. ID OJ000309_03.0419.C7 
Strand 

End 6719 

Method AAT/NAP 

End 4295 

Score 740 



886. .955, 2725. .2846, 3262. .3521, 3597 .. 3884 , 3963 4 151 , 
4239.. 4295 

(AL138655) putative protein [Arabidopsis thaliana] 



51042 Seq. ID 

108198 Strand 

2309 End 

OJ000309_03.0419.C7.ol.gs Method 

2309 End 

none Score 



OJ000309_03.0419.C7 

6719 
GENSCAN 
6719 
.82 



2309.. 2846, 3262.. 3521, 3597.. 4151, 4239.. 4335, 5118.. 5270, 
6676. .6719 



Seq. No. 51042 

Gene No. 108198 

Start 2309 

Name OJ000309_03. 0419.C7 . ol . tm 

Start 2696 

GI none 
Exons 



Seq. ID OJ000309_03.0419.C7 
Strand 

End 6719 

Method TBLASTX : Mai ze 

End 4268 

Score 72 



2696. .2848, 3255. .3371, 3258. .3548, 3271. .3510, 3600. .3764, 
3601. .3660, 3774. .3890, 3802. .3891, 3969. .4127, 4048. .4149, 
4230. .4268 



y Seq. No. 51042 Seq. ID 

fij Gene No. 108198 Strand 

I" Start 2309 End 

L Name OJ000309J33. 0419.C7 .ol . ts Method 

^ Start 2720 End 

~"4 GI none Score 
Exons 



OJ000309_03.0419.C7 
6719 

TBLASTX : Soybean 

3881 

143 



2720. .2848, 3258. .3548, 3271. .3552, 3600. .3764, 3601. .3660, 
3807. .3881, 3808. .3864 



Seq. No. 51042 Seq. ID 

Gene No. 108198 Strand 

Start 2309 End 

Name OJ000309_03 . 0419.C7 . ol . tc Method 

Start 3444 End 

GI none Score 
Exons 



OJ000309_03.0419.C7 
6719 

TBLASTX: Cress 

4149 

49 



3444. .3521, 3448. .3522, 3600. .3764, 3601. .3660, 3807. .3911, 
3808. .3864, 3988. .4149, 4047. .4127 



Seq. No. 51042 Seq. ID 

Gene No. 108198 Strand 

Start 2309 End 

Name OJ000309_03 . 0419 . C7 . ol . tw Method 

Start 34 98 End 

GI none Score 
Exons 



OJ000309_03.0419.C7 
6719 

TBLASTX: Wheat 

3903 

75 



3498. .3548, 3603. .3764, 3604. .3660, 3801. .3890, 3802. .3903 
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Seq. No. 


51042 Seq. ID 


OJ000309_03.0419.C7 


Gene No- 


108199 Strand 




Start 


6830 End 


7158 


Name 


OJ000309 03.0419.C7.o2.tm Method 


TBLASTX: Maize 


Start 


6830 End 


7158 


GI 


none Score 


90 


Exons 


6830. .6973, 6986. .7156, 7048. .7158 




Seq. No. 


51043 Seq. ID 


OJ000309_03.0419.C9 


Gene No. 


108200 Strand 




Start 


1 End 


2392 


Name 


OJ000309 03.0419.C9.ol.np Method 


AAT/NAP 


Start 


1 End 


1208 


GI 


2462927 Score 


536 


Exons 


1..30, 115. .268, 349. .472, 906. .1004, 


1120. . 1208 


GI Descrip. 


(Y10342) putative amidase [Arabidopsis 


thaliana] 


Seq. No. 


51043 Seq. ID 


OJ000309_03.0419.C9 


Gene No. 


108200 Strand 




Start 


1 End 


2392 


Name 


OJ000309 03.0419.C9.ol.tm Method 


TBLASTX: Maize 


Start 


1 End 


1699 


GI 


none Score 


47 


Exons 


1..33, 2. .31, 3. .35, 114. .194, 114. .194, 115. .198, 115. .195, 




157. .270, 174. .224, 176. .271, 329. .472 


, 336. .476, 346. .489, 




903. .983, 904. .996, 905. .991, 1105. .1200, 1110. .1196, 




1114. .1200, 1119. .1202, 1271. .1504, 1290. .1511, 1291. .1512, 




1304. .1513, 1593. .1697, 1595. .1699, 1596. .1697, 1598. .1699 


Seq. No. 


51043 Seq. ID 


OJ000309_03.0419.C9 


Gene No. 


108200 Strand 




Start 


1 End 


2392 


Name 


OJ000309 03.0419.C9.ol.tc Method 


TBLASTX: Cress 


Start 


2 End 


1364 


GI 


none Score 


52 


Exons 


2. .31, 3. .35, 114.'. 194, 157. .270, 176. 


.271, 336. .476, 337. .4 




904. .996, 905. .991, 1119. .1196, 1123.. 


1197, 1290. .1364, 




1291. .1347 




Seq. No. 


51043 Seq. ID 


OJ000309_03.0419.C9 


Gene No. 


108200 Strand 




Start 


1 End 


2392 


Name 


OJ000309 03.0419.C9.ol.gs Method 


GENSCAN 


Start 


115 End 


2392 


GI 


none Score 


.81 


Exons 


115. .268, 349. .472, 906. .1004, 1367. .1511, 1598. .1714, 




2390. .2392 




Seq. No. 


51043 Seq. ID 


OJ000309_03.0419.C9 




108200 Strand 




Start 


1 End 


2392 


Name 


OJ000309 03.0419.C9.ol.ts Method 


TBLASTX: Soybean 


Start 


157 End 


476 


GI 


none Score 


42 


Exons 


157. .270, 162. .194, 191. .271, 336. .476 


, 345. .464, 346. .471 


Seq. No.. 


51044 Seq. ID 


OJ000309_03. 0419. C10 
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Gene No. 


108201 








Strand 


+ 


Start 


6274 








End 


9177 


Name 


UuUUU jUj Uj 


. u 4 x y . 


.LIU . Oj , 


. gs 


Method 


GENSCAN 


Dtart 


C.01 A 
OZ / ft 








End 


9177 


C T 


none 








Score 


.78 


Exons 


£9*7/1 £"3/1 Q 
OZ / 4 . . 0 J4 0 , 


04 ±U . 


. . oouy, 


l Dl o . 


.7897, 8567. .9177 


oeq . ino > 


R 1 ft A A 








Seq. ID 


OJ000309_03.041 


bene ino . 


1 no on 1 
XUoZU ± 








Strand 


+ 


Start 


6274 








End 


9177 


Name 


OJ000309 03 


.0419. 


, ClO.ol. 


.np 


Method 


AAT/NAP 


Of- -a v-+- 


ft RHQ 








End 


9165 


P T 


4 yyobz^ 








Score 


345 


1* v r\ c* 


oouy • . jioj 












bi uescrip. 


vHrlUZ 4 j jo ; 


germin-like protein [Atriplex lentiformis] 


oeq • ino . 


1 f\A A 
0 ±U4 4 








Seq. ID 


OJ000309_03.041 


Gene No. 


108202 








Strand 




Start 


2772 








End 


8078 


Name 




.0419. 


C10.o2. 


gs 


Method 


GENSCAN 


o tar r. 


z / / z 








End 


5347 


bJ. 


none 








Score 


.48 


Exons 


onn o thq^ 
Z / / Z . . jUo j , 


3359. 


.3610, 


3621. 


.3760, 5011.. 5046, 5260.. 


oeq. wo. 


D1U44 








Seq. ID 


OJ000309JD3.041 


bene lno . 


i ft q on o 
±U oZUZ 








Strand 




onar u 


OTTO 

z / / z 








End 


8078 


Name 


r\Tftftft'5ftG m 
UJUUUjUy Uj 


.0419. 


ClO.ol. 


,tm 


Method 


TBLASTX: Maize 


Start 


3206 








End 


8078 


GI 


none 








Score 


76 


tiXUiio 


JZ U 0 . . jjID, 


3220. 


.3315, 


3389. 


.3511, 3391.. 3510, 7407.. 




/ 4 Uo . . / / Z o , 


7413. 


.7730, 


7414. 


.7728, 7722. .7898, 7736.. 




/ o du . . / o yo , 


7861. 


.7902, 


7977. 


.8042, 7981. .8031, 7982..: 




Qft"31 QC\1 Q 
OUjI . . oU / 0 / 


8035. 


.8076 








oeq ■ lno . 


i n a a 

0 1 U 4 4 








Seq. ID 


OJ000309_03.041 


Gene No. 


108202 








Strand 




Start 


2772 








End 


8078 


Name 


ujuuujuy uo 


.0419. 


C10.o2. 


ts 


Method 


TBLASTX : Soybean 


o tar u 










End 


7580 


VJ J. 


none 








Score 


143 


Exons 


"3*3Q Q "3C1 i 


3394. 


.3510, 


7408. 


.7578, 7413.. 7580 


oeq . ino . 


D 1U 4 4 








Seq. ID 


OJ000309_03.04l! 


Gene No. 


108203 








Strand 




Start 


8575 








End 


9111 


Name 


OTftftftTftQ n^i 
uj uuu ju y u o 


.0419. 


ClO.ol. 


ts 


Method 


TBLASTX : Soybean 


olalL 


OJ / J 








End 


9111 




none 








Score 


40 


Exons 


oj / 0. . o OU4 , 


8638. 


.9111, 


8769. 


.9095 




oeq . JNO . 


c i ft / a 
D 1U4 4 








Seq. ID 


OJ000309_03.041! 


Gene No. 


108203 








Strand 




Start 


8575 








End 


9111 


Name 


OJ000309 03. 


.0419. 


ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8578 








End 


9111 


GI 


none 








Score 


231 



7727, 
7864, 
8035, 
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tj 



= Li 



Exons 

Seq. No., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8578. .8901, 8631. .8912, 8917. .9111, 8922. .9071 



End 

Method 
End 
Score 



51044 
108203 
8575 

OJ000309_03.0419.C10.o2.tm 
8665 
none 

8665.. 9111, 8676.. 9032 

51044 
108203 
8575 

OJ000309_03 . 04 19 . C10 . ol . tw 
8766 
none 

8766.-8933, 8766. .9089, 8773. .9111 



Seq. ID OJ000309_03. 0419. C10 
Strand 

9111 

TBLASTX: Maize 
9111 
294 



Seq. ID OJ000309_03. 0419. C10 
Strand 

9111 

TBLASTX: Wheat 
9111 
68 



End 

Method 
End 
Score 



51045 
108204 
1 

OJ000309_03.0419.C13.ol.np 
1 

5441880 
1..27, 333. .487, 593. .965 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ000309_03.0419.C13 

Strand + 

End 965 

Method AAT/NAP 

End 965 

Score 788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51045 

108204 

1 

OJ000309_03-0419.C13-ol.gs 

339 

none 

339. .487, 593. .839 



Seq. ID OJ000309_03.0419.C13 

Strand + 

End 965 

Method GENSCAN 

End 839 

Score .64 



51046 
108205 
1 

OJ000309_03 . 04 19 . C14 . ol . np 
1 

7228438 



Seq. ID OJ000309_03.0419.C14 
Strand + 

4461 
AAT/NAP 
3634 
2906 



End 

Method 
End 
Score 

1.-413, 505. .803, 880. .1138, 1231. .1413, 1571. .1636, 2901. .3203, 
3374. .3634 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 51046 

Gene No. 108205 

Start 1 

Name OJ000309_03 . 04 19 . C14 . ol . gs 

Start 90 

GI none 
Exons 



Seq. ID OJ000309_03.0419.C14 

Strand + 

End 4 4 61 

Method GENSCAN 

End 2487 

Score .75 



90. .212, 288. .413, 505. .803, 880. .1138, 1231. .1351, 1383. .1464, 
1727. .1858, 1922. .1969, 1974. .2176, 2327. .2487 
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Seq. No. 51046 Seq. ID 

Gene No. 108205 Strand 

Start 1 End 

Name OJ000309_03 . 04 1 9 . C14 . ol . gp Method 

Start 631 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 631.. 803, 880.. 1130 

GI Descrip. ■ 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ000309_03.0419.C14 
+ 

4461 
AAT/GAP 
1130 
785 



Seq. No. 51046 Seq. ID 

Gene No. 108205 Strand 

Start 1 End 

Name OJ000309JD3 . 0419.C14.o2.gp Method 

Start 2312 End 

GI LIB3431-045-P1-N1-A10 Score 

Exons 2312.. 2655, 4016.. 4125 

GI Descrip. 1 5441876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ000309_03.0419.C14 
+ 

4461 
AAT/GAP 
4125 
817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51046 

108205 

1 

OJ000309_03.0419.C14 .o2.gs 

2714 

none 



Seq. ID OJ000309_03.0419.C14 



Strand 
End 

Method 

End 

Score 



+ 

4461 
GENSCAN 
4461 
.72 



2714. .2716, 2901. .3059, 3126. .3203, 3655. .3803, 4392. .4461 



51046 
108206 
4413 

OJ000309_03.0419.C14.o2.np 
4413 
2462927 



5534 
AAT/NAP 
5534 
603 

4413. .4445, 4818. .4918, 5024. .5257, 5349. .5534 
(Y10342) putative amidase [Arabidopsis thaliana] 



Seq. ID OJ000309_03.0419.C14 
Strand 
End 

Method 
End 
Score 



51046 

108206 

4413 

OJ000309_03. 

4830 

none 

4830. .4877, 
5094. .5249, 



0419.C14.ol.tc 



4831. .4878, 
5349. .5534, 



4880. 
5443. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4918, 
.5532 



OJ000309_03.0419.C14 
5534 

TBLASTX: Cress 
5534 
56 

4881. .4919, 5024. .5260, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51046 

108206 

4413 

OJ000309_03. 
4847 
none 
4847, 



0419.C14.o3.gs 



.5002, 5024. .5257, 5349. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5480 



OJ000309_03.0419.C14 

5534 
GENSCAN 
5480 
.95 



Seq. No. 



51046 



Seq. ID OJ000309_03.0419.C14 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 



108206 Strand 

4413 End 

OJ000309_03.0419.C14 .ol.tm Method 

4876 End 

none Score 



5534 

TBLASTX: Maize 

5534 

45 



4876. .4917, 4877. .4918, 4881. .4979, 5012. .5275, 5022. .5213, 
5024. .5260, 5335.-5379, 5342. .5530, 5349. .5534, 5350. .5532 



Seq. No. 


51047 




Seq. ID 


OJ000309_03.0419 


Gene No. 


108207 




Strand 




O Lai L. 


1 




Ej 1 


1 


Name 


OJ000309 


_03.0419.C15.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1253 


GI 


4680203 




Score 


1070 


Exons 


1. .1253 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


51047 




Seq. ID 


OJ000309_03.0419 




108207 




Oil cl 1 lv_i 




Start 


i 

X 




End 


1253 


Name 




04 1 Q PIS n1 t-m 


Method 


TBLASTX: Maize 


Start 


X H 




End 


455 


GI 


none 




Score 


87 


Exons 


14 9fi ^ 


97 9^0 919 4 R4 


228. .455 




Seq. No. 


51047 




Seq. ID 


OJ000309_03.0419 




108207 




Oil CtllU. 




Start 


i 

X 




End 


1253 


Name 


UO UUU jU j 


Uj . U4X:?.^13 .OZ . T.W 


Method 


TBLASTX: Wheat 


Start 






End 


391 


GI 


none 




Score 


74 


Exons 


9ri ^ 


t^l 9QQ 9/1Q ^ /M 


251. .346, 


353. .391 


Seq. No. 






Seq. ID 


OJ000309_03.0419 


UCUC LHKJ . 


108207 




Cf- ranr ] 

on diiu. 




Start 


1 




End 


1253 


Name 


OJ000309 


03.0419.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


299 




End 


646 


GI 


none 




Score 


88 


Exons 


299. .646, 


300. .452, 492. .641 






Seq. No. 


51047 




Seq. ID 


OJ000309_03.0419 


Gene No. 


108207 




Strand 




Start 


1 




End 


1253 


Name 


OJ000309 


03.0419.C15.o2.ts 


Method 


TBLASTX : Soybean 


Start 


380 




End 


647 


GI 


none 




Score 


84 


Exons 


380. .643, 


398. .622, 399.-647 






Seq. No. 


51047 




Seq. ID 


OJ000309_03.0419 


Gene No. 


108207 




Strand 




Start 


1 




End 


1253 


Name 


OJ000309 


03.0419.C15.ol.tw 


Method 


TBLASTX .-Wheat 


Start 


395 




End 


1075 


GI 


none 




Score 


84 


Exons 


395. .520, 


527. .646, 540. .650 


, 659.. 1075, 786.. 986 



52480 



Seq. No. 51047 

Gene No. 108207 

Start 1 

Name * OJ000309_03. 0419.C15.ol . ts 

Start 666 

GI none 

Exons 666. .950, 668. .949, 948. .998, 956. .1003 



Seq. ID OJ000309_03.0419.C15 



Strand 
End 

Method 

End 

Score 



1253 

TBLASTX : Soybean 
1003 
202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51048 Seq. ID OJ000309_03 . 04 1 9 . C16 

108208 Strand + 

1974 End 2566 

OJ000309_03. 0419.C16.o2.gp Method AAT/GAP 
1974 End 2566 

300_1.R1084 Score 1009 

1974. .2566 

' 13094 6/sp | P15839 | PR01_0RYSA 3 . Oe-37 

>gi_82451_pir S08219 prolamin, 10K, 

>gi_20296_emb_CAA34 926_ (X17074) prolamin (AA 1-134) [Oryza 
sativa] >gi_20308_emb_CAA33301_ (X15231) 10 kD prolamin [Oryza 
sativa] >gi_551659_emb_CAA574 95_ (X81970) 10KD prolamin [Oryza 
sativa] >gi_556405 (L36604) prolamin [Oryza sativa] >gi_556407 
(L36605) prolamin [Oryz' 



10 KD PROLAMIN PRECURSOR 
precursor - rice 



51048 Seq. ID 

108209 Strand 

2083 End 
OJ000309_03.0419.C16.ol.gs Method 

2083 End 

none Score 
2083. .2490 



OJ000309_03.0419.C16 

2490 
GENSCAN 
2490 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51048 Seq. ID OJ000309_03 . 04 19. C16 

108209 Strand 

2083 End 2490 

OJ000309_03 . 04 19 . CI 6 . ol . np Method AAT/NAP 

2086 End 2490 

130946 Score 628 

2086. .2490 

10 KD PROLAMIN PRECURSOR gi | 82451 | pir | | S08219 prolamin, 10K, 
precursor - rice gi | 20296 | emb | CAA34 926 | (X17074) prolamin (AA 
1-134) [Oryza sativa] gi | 20308 | emb | CAA33301 | (X15231) 10 kD 
prolamin [Oryza sativa] gi | 551659 I emb I CAA57495 | (X81970) 10KD 
prolamin [Oryza sativa] gi 1556405 (L36604) prolamin [Oryza 
sativa] gi 1556407 (L36605) prolamin [Oryza sativa] gi | 226932 | prf 



51049 

108210 

209 

OJ000309_03.0419.C17.ol.gs 

209 

none 

209. .535 



Seq. ID OJ000309_03.0419.C17 

Strand + 

End 535 

Method GENSCAN 

End 535 

Score 1 



Seq. No. 51050 Seq. ID 

Gene No. 108211 Strand 

Start 320 End 

Name OJ000309_03 . 0419 . C20 . ol . gs Method 



OJ000309_03.0419.C20 
+ 

2112 
GENSCAN 



52481 



Start 
GI 

Exons 



320 End 2112 

none Score .77 

320.. 918, 962.. 1049, 1128.. 1420, 1508.. 1574, 1662.. 1925, 

1993. .2112 



Seq. No. 51051 

Gene No. 108212 

Start 71 

Name OJ000309_03 . 04 19 . C21 . ol . gs 

Start 71 

GI none 

Exons 71.. 143, 330.. 514, 600.. 716 



Seq. ID OJ000309_03.0419.C21 

Strand + 

End 716 

Method GENSCAN 

End 716 

Score .57 



Seq. No. 51051 

Gene No. 108213 

Start 3659 

Name OJ000309_03 . 04 1 9 . C21 . o2 . gp 

Start 3659 

GI none 

Exons 3659.. 3802 



Seq. ID OJ000309_03.0419.C21 

Strand + 

End 3802 

Method AAT/GAP 

End 3802 

Score 256 



Seq. No. 51051 

Gene No. 108214 

Start 1513 

Name OJ00030 9_03 . 04 1 9 . C21 . o2 . gs 

Start 1513 

GI none 
Exons 



Seq. ID OJ000309_03.0419.C21 
Strand 

End 2588 

Method GENSCAN 

End 2588 

Score .73 



1513. .1570, 1675. .1777, 2003. .2167, 2321.. 258E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51052 

108215 

723 

OJ000309_03.0419.C22.ol.gs 

723 

none 

723.-949, 1055.. 1276, 1712. 



Seq. ID OJ000309_03.0419.C22 
Strand + 

1723 
GENSCAN 
1723 
.95 



End 

Method 
End 
Score 
1723 



51052 
108216 
8764 

OJ000309_03.0419.C22.ol.np 
8764 
5734621 
8764. .8894, 9153. .9176 

(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. ID OJ000309_03.0419.C22 

Strand + 

End 917 6 

Method AAT/NAP 

End 9176 

Score 54 



51052 
108217 
1 

OJ000309_03.0419.C22.ol.gp 
1 

2233_1.R1084 
1..145 

1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ000309_03.0419.C22 
Strand 

End 145 

Method AAT/GAP 

End 14 5 

Score 266 



52482 




Seq. No. 


51052 








Seq. ID 


OJ000309_ 


_03.0419.C22 


Gene No. 


108218 








Strand 






Start 


8727 








End 


9095 




Name 


OJ000309 03 


. 0419 


,C22.o2. 


gp 


Method 


AAT/GAP 




Start 


8556 








End 


8761 




GI 


6025028 








Score 


338 




Exons 


8556 . . 8761 














Seq. No. 


51052 








Seq. ID 


OJ000309_ 


_03.0419.C22 


Gene No. 


108218 








Strand 






Start 


8727 








End 


9095 




Name 


OJ000309_03 


. 0419 


.C22 ,o3 , 


gs 


Method 


GENSCAN 




Start 


8727 








End 


9095 




GI 


none 








Score 


. 97 




Exons 


8727 . . 9095 














Seq. No. 


51053 








Seq. ID 


OJ000309_ 


_03.0419.C23 


Gene No. 


108219 








Strand 


+ 




Start 


212 








End 


1452 




Name 


OJ000309 03 


.0419 


,C23.ol. 


gs 


Method 


GENSCAN 




Start 


212 








End 


1452 




GI 


none 








Score 


.45 




Exons 


212. .307, 1405.. 


1452 










Seq. No. 


51053 








Seq. ID 


OJ000309_ 


_03.0419.C23 


Gene No. 


108220 








Strand 






Start 


3700 








End 


5179 




Name 


OJ000309 03 


.0419 


.C23.o2. 


gs 


Method 


GENSCAN 




Start 


3700 








End 


5179 




GI 


none 








Score 


. 52 




Exons 


3700. .3819, 


5049 


. . 5179 










Seq. No. 


51054 








Seq. ID 


OJ000309_ 


_03.0419.C24 


Gene No. 


108221 








Strand 


+ 




Start 


736 








End 


2867 




Name 


OJ000309 03 


.0419 


.C24.ol. 


gs 


Method 


GENSCAN 




Start 


736 








End 


2867 




GI 


none 








Score 


. 5 




Exons 


736. .811, 2479.. 


2617, 2765.. 


2867 






Seq. No. 


51054 








Seq. ID 


OJ000309_ 


_03.0419.C24 


Gene No. 


108222 








Strand 


+ 




Start 


3724 








End 


7741 




Name 


OJ000309 03 


.0419 


.C24.o2. 


gs 


Method 


GENSCAN 




Start 


3724 








End 


7741 




GI 


none 








Score 


.69 




Exons 


3724. .3729, 


4421 


. . 4487, 


4800 


..5006, 5389. .5663, 


5937 . . 6089, 




6134. .6521, 


6670 


. .6785, 


7113 


..7227, 7398. .7741 




Seq. No. 


51054 








Seq. ID 


OJ000309_ 


03.0419. C24 


Gene No. 


108222 








Strand 


+ 




Start 


3724 








End 


7741 




Name 


OJ000309 03 


.0419 


.C24.o2. 


np 


Method 


AAT/NAP 




Start 


4839 








End 


7729 




GI 


6691716 








Score 


2441 




Exons 


4839. .5733, 


5909 


. .6089, 


6166 


..6263, 6342. .6521, 


6599. .6785, 



52483 



6861. .6962, 7113. .7227, 7290. .7729 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 51054 Seq. ID 

Gene No. 108223 Strand 

Start 3167 End 

Name OJ000309_03 . 04 19 . C24 . ol . np Method 

Start 3167 End 

GI 5852093 Score 

Exons 3167.. 3280, 4599.. 4653 
GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



OJ000309_03.0419.C24 

4653 
AAT/NAP 
4653 
71 



Seq. No. 51054 Seq. ID 

Gene No. 108224 Strand 

Start 8226 End 

Name OJ000309_03. 0419.C24 . o9 . tw Method 

Start 4 935 End 

GI none t Score 

Exons * 4935*. .5249 



OJ000309_03.0419.C24 
15671 

TBLASTX: Wheat 

5249 

208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51054 

108224 

8226 

OJ000309_03, 

8094 

none 

8094. .8222, 
8595. .8684 



0419.C24.o5.tw 



8247. .8372, 8427. 



Seq. ID OJ000309_03.0419.C24 
Strand 

End 15671 

Method TBLASTX : Wheat 

End 8704 

Score 8 9 

.8552, 8443. .8550, 8585. .8704, 



Seq. No. 51054 

Gene No. 108224 

Start 8226 

Name OJ000309_03 . 04 19 . C24 . o3 . np 

Start 8115 

GI 5922631 

Exons 8115.. 10635, 11242. 

12670. .13234, 13280 

GI Descrip. 



Seq. ID 
Strand 

End 15671 
Method AAT/NAP 
End 14371 
Score 6494 
12168, 12295. .12340, 12524. 
.13487, 13745. . 13989, 14248 



OJ000309 03.0419.C24 



12628, 
.14371 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51054 

108224 

8226 

OJ000309_03.0419.C24.o4.tm 

8130 

none 



Seq. ID OJ000309_03.0419.C24 
Strand 
End 

Method 
End 
Score 



15671 

TBLASTX: Maize 

8372 

96 



8130. .8231, 8131. .8232, 8211. .8372, 8214. .8336 



Seq. No. 
Gene No. 



51054 
108224 



Seq. ID 
Strand 



OJ000309 03.0419.C24 



52484 




Start 


8226 








End 


15671 




Name 


OJ000309 03 


.0419.C24.o3. 


gs 


Method 


GENS CAN 




Start 


8226 








End 


12346 




GI 


none 








Score 


.78 




Exons 


8226. .8461, 


8557 


. .9423, 


9435. 


.9629, 10165. .10672, 10880 


. .11 




11250. .12346 












Seq. No. 


51054 








Seq. ID 


OJ000309_03.0419 


.C24 


Gene No. 


108224 








Strand 






Start 


8226 








End 


15671 




Name 


OJ000309 03 


.0419 


.C24.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


8475 








End 


8753 




GI 


none 








Score 


51 




Exons 


8475. .8558, 


8570 


. .8653, 


8583. 


.8657, 8640. .8753, 8648. .8746 


Seq. No. 


51054 








Seq. ID 


OJ000309_03.0419 


. C24 


Gene No . 


108224 








Strand 






Start 


8226 








End 


15671 




Name 


OJ000309 03 


.0419 


.C24.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8819 








End 


9206 




GI 


none 








Score 


77 




Exons 


8819. . 9004, 


8819 


. .9205, 


8895. 


.9206, 8907. .9206 




Seq. No. 


51054 








Seq. ID 


OJ000309_03.0419 


.C24 


Gene No. 


108224 








Strand 






Start 


8226 








End 


15671 




Name 


OJ000309 03 


.0419 


.C24.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8888 








End 


9211 




GI 


none 








Score 


242 




Exons 


8888. . 9211, 


8901 


. .9191 










Seq. No. 


51054 








Seq. ID 


OJ000309_03.0419 


.C24 


Gene No . 


108224 








Strand 






Start 


8226 








End 


15671 




Name 


OJ000309 03 


.0419 


.C24.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


9523 








End 


9945 




GI 


none 








Score 


228 




Exons 


9523. . 9945, 


9599 


. .9940 










Seq. No. 


51054 








Seq. ID 


OJ000309_03.0419 


.C24 


Gene No . 


108224 








Strand 






Start 


8226 








End 


15671 




Name 


OJ000309 03 


.0419 


.C24.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


9566 








End 


9954 




GI 


none 








Score 


60 




Exons 


9566. .9706, 


9568 


. .9954, 


9740. 


.9814, 9851. .9946 




Seq. No. 


51054 








Seq. ID 


OJ000309_03.0419 


.C24 


Gene No . 


108224 








Strand 






Start 


8226 








End 


15671 




Name 


OJ000309 03 


.0419 


C24 .06. 


tm 


Method 


TBLASTX: Maize 




Start 


9619 








End 


9891 




GI 


none 








Score 


122 




Exons 


9619. .9717, 


9721 


.9891 










Seq. No. 


51054 








Seq. ID 


OJ000309_03.0419 


.C24 


Gene No. 


108224 








Strand 







.52485 



Start 


8226 




End 


15671 




Name 


OJ000309 03.0419.C24 


.07. tw 


Method 


TBLASTX: Wheat 




Start 


10011 




End 


10396 




GI 


none 




Score 


89 




Exons 


10011. .10034, 10046. 


.10249, 


10047. .10250, 10253. .10387, 






10253. .10396, 10275. 


.10394 








Seq. No. 


51054 




Seq. ID 


OJ000309_03.0419 


.C24 


fipnp No 


108224 




Strand 






Start 


8226 




End 


15671 




Name 


OJ000309 03.0419.C24 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10232 




End 


10606 




GI 


none 




Score 


105 




Exons 


10232. .10543, 10238. 


.10606, 


10416. .10559 




Seq. No. 


51054 




Seq. ID 


OJ000309 03 0419 


.C24 




108224 




u Li anu 






Start 


8226 




End 


15671 




Name 


OJ000309 03.0419.C24 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10328 




End 


10711 




GI 


none 




Score 


155 




Exons 


10328. .10711, 10329. 


.10607 








Seq. No. 


51054 




Seq. ID 


OJ000309_03.0419 


.C24 


OC11C LvKJ • 


108224 




Strand - 






Start 


8226 




End 


15671 




Name 


OJ000309 03.0419.C24 


.02. tw 


Method 


TBLASTX: Wheat 




Start 


10451 




End 


10870 




GI 


none 




Score 


220 




Exons 


10451. .10870, 10452. 


.10868 








Seq. No. 


51054 




Seq. ID 


OJ000309_03.0419 


.C24 


Cp-np Mn 


108224 




Strand 






Start 


8226 




End 


15671 




Name 


OJ000309 03.0419.C24 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10739 




End 


11032 




GI 


none 




Score 


183 




Exons 


10739. .11029, 10761. 


.11030, 


10901. . 11032 




Seq. No. 


51054 




Seq. ID 


OJ000309_03.0419 


.C24 




108224 




Strand 






Start 


8226 




End 


15671 




Name 


OJ000309 03.0419.C24 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


10870 




End 


11104 




GI 


none 




Score 


140 




Exons 


10870. .11061, 10871. 


.11104, 


10872. .11030 




Seq. No. 


51054 




Seq. ID 


OJ000309_03.0419 


.C24 


Gene No. 


108224 




Strand 








ft??6 




End 


15671 




Name 


OJ000309_03.0419.C24 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


11105 




End 


11902 




GI 


none 




Score 


119 




Exons 


11105. .11398, 11109. 


.11378, 


11445. .11681, 11447. .11677, 






11726. .11902 










Seq. No. 


51054 




Seq. ID 


OJ000309_03.0419 


.C24 



52486 



# 





Gene No. 


108224 


Strand 






Start 


8226 


End 


15671 




Name 


OJ000309 03 . 0419.C24 . o7 . tm 


Method 


TBLASTX: Maize 




Start 


11417 


End 


11594 




GI 


none 


Score 


111 




Exons 


11417 .. 11593, 11448. .11594 








Seq. No. 


51054 


Seq. ID 


OJ000309_03 . 0419 . C24 




Gene No. 


108224 


Strand 






Start 


8226 


End 


15671 




Name 


OJ000309_03 . 04 19 . C24 . 08 . tw 


Method 


TBLASTX: Wheat 




Start 


12728 


End 


13066 




GI 


none 


Score 


54 




Exons 


12728 12943, 12961 .. 13065, 


12962. .13066 




Seq. No. 


51054 


Seq. ID 


OJ000309_03.0419.C24 




Gene No. 


1 A A AOJ 

108224 


Strand 






Start 


8226 


End 


15671 




Name 


OJ000309_03 f 0419. C24 .o4 .gs 


Method 


GENSCAN 




Start 


12925 


End 


15671 " 




GI 


none 


Score 


.47 




Exons 


12925 . . 13518, 13536 . . 14 119, 


14221. .14419, 15319. .15416, 






15581 . . 15671 






f ^ 


Seq. No. 


51055 


Seq. ID 


OJ000309_03.0419.C27 


*-? 


Gene No. 


■1 A A ^ A r 

108225 


Strand 


+ 




Start 


115 


End 


2241 


r lj 


Name 


OJ000309 03.0419.C27.ol.np 


Method 


AAT/NAP 




Start 


115 


End 


2241 




GI 


7228442 


Score 


3494 


'-'•^ 


Exons 


115. .2241 






%J 


GI Descrip. 


(AP001366) EST C28952 (C62945) corresponds to a region of the 


?! § 




predicted gene.; Similar to 


maize transposon MuDR mudrA protein 


s 




isolog. (AC003981) [Oryza sativa] 




f 1 


Seq. No. 


- 51055 


Seq. ID 


OJ000309_03.0419.C27 




Gene No . 


108225 


Strand 


+ 




Start 


115 


End 


2241 


. ^ 


Name 


OJ000309 03.0419.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


1127 


End 


1629 


C3 


GI 


none 


Score 


68 




Exons 


1127.. 1204, 1288.. 1629, 1305 


. .1526 





Seq. No. 51055 
Gene No. 108225 
Start 115 

Name OJ000309_03 . 0419. C27 . ol . gp 

Start 1170 
GI 5701669 
Exons 1170.. 1600 

GI Descrip. 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. ID OJ000309_03.0419.C27 

Strand + 

End 2241 

Method AAT/GAP 

End 1600 

Score 832 



Seq. No. 
Gene No. 
Start 



51055 

108225 

115 



Seq. ID OJ000309_03.0419.C27 
Strand + 
End 2241 



52487 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000309_03.0419.C27.ol.tw Method 

1420 End 

none Score 
1420. .1764, 1429. .1794 



TBLASTX: Wheat 

1794 

428 



51056 
108226 
1 

OJ000309_03.0419.C28.o2.np 
1 

5690095 
1..547, 594. .841 

(AJ238507) transposase related protein [Zea mays] 



Seq. ID OJ000309_03.0419.C28 

Strand + 

End 841 

Method AAT/NAP 

End 841 

Score 222 



Seq. ID OJ000309_03.0419.C28 

Strand + 

End 841 

Method AAT/NAP 

End 841 

Score 198 



51056 
108226 
1 

OJ000309_03.0419.C28.ol.np 
264 

6815062 
264. .841 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



51056 

108226 

1 

OJ000309_03.0419.C28.ol.gs 

290 

none 

290. .619 



Seq. ID OJ000309_03.0419.C28 

Strand + 

End 841 

Method GENSCAN 

End 619 

Score .44 



Seq. No. 

I~ Gene No. 

±i Start 

'4 Name 

U Start 

il GI 

?^ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51057 
108227 
2996 

OJ000309_03. 0419.C29.o2.gs 
2996 
none 

2996. .3223 

51057 
108228 
1 

OJ000309_03.0419.C29.ol.np 
1 

4559351 

1..42, 1259. .1519, 1683. .2063, 2104. .2373 

(AC006585) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000309_03. 0419.C29 

Strand + 

End 3223 

Method GENSCAN 

End 3223 

Score 1 



Seq. ID OJ000309_03.0419.C29 
Strand 

End 2373 

Method AAT/NAP 

End 2373 

Score 350 



51057 

108228 

1 

0 JO 00309_03.0419.C29.o2.np 
1 

6815062 



Seq. ID OJ000309_03. 0419.C29 
Strand 

End 2373 

Method AAT/NAP 

End 2323 

Score 311 



1..72, 1288. .1515, 1622. .2063, 2097. .2323 



52488 



# • 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



beq. no. 


51057 






Seq. ID 


ojoouoOy 


03 . 


04 19 . 


C29 


bene No . 


108228 






Strand 










C" 4- -n v 4- 

otart 


1 






End 


2373 








Name 


OJ000309 03 


0419 


.C29.ol.gs 


Method 


GENSCAN 








Start 


532 




End 


2169 








GI 


none 






Score 


.7 








Exons 


532. .738, 983.. 1515, 1617.. 


2169 










Seq. No. 


51057 






Seq. ID 


OJ000309_ 


_03. 


0419. 


C29 


Gene No. 


108228 






Strand 










Start 


1 






End 


2373 








Name 


OJ000309 03, 


0419 


.C29.ol. tm 


Method 


TBLASTX: Maize 




Start 


1735 






End 


2064 








GI 


none 






Score 


51 








Exons 


1735 . . 1806, 


1 "7 D O 

1739 


..1801, 1804. .2064, 1832. .1987 








Seq. No. 


51058 






Seq. ID 


OJ000309_ 


03 . 


0419. 


C30 


Gene No. 


108229 






Strand 


- 








Start 


3339 






End 


3722 








Name 


OJ000309 03. 


0419 


. C30 . ol . gs 


Method 


GENSCAN 








Start 


3339 






End 


3722 








GI 


none 






Score 


.83 








Exons 


33 39 . .3453, 


3610 


. . 3722 












Seq. No. 


51058 






Seq. ID 


OJ000309 


03 . 


0419. 


C30 


Gene No. 


108230 






Strand 


_ 








Start 


4909 






End 


5401 








Name 


OJ000309 03. 


0419 


.C30.o2.gs 


Method 


GENSCAN 








Start 


4909 






End 


5401 








GI 


none 






Score 


.72 








Exons 


4909. . 5039, 


5368 


.5401 












Seq. No. 


51059 






Seq. ID 


OJ000309_ 


_03. 


0419. 


C31 


Gene No. 


108231 






Strand 










Start 


687 






End 


881 








Name 


OJ000309 03. 


0419 


C31.ol.gs 


Method 


GENSCAN 








Start 


687 






End 


881 








GI 


none 






Score 


.79 








Exons 


687. .881 
















Seq. No. 


51060 






Seq. ID 


OJ000309_ 


_03. 


0419. 


C32 


Gene No. 


108232 






Strand 










Start 


401 






End 


550 








Name 


OJ000309 03. 


0419. 


C32.ol.gs 


Method 


GENSCAN 








Start 


401 




End 


550 








GI 


none 






Score 


.64 








Exons 


401. .550 
















Seq. No. 


51061 






Seq. ID 


OJ000329_ 


_08. 


0418. 


CI 


Gene No. 


108233 






Strand 










Start 


545 






End 


1118 








Name 


OJ000329 08. 


0418. 


Cl.ol.gs 


Method 


GENSCAN 








Start 


545 




End 


1118 









52489 



# • 



GI 


none 




Score 


.81 


Exons 


545. .759, 977. .1118 








Seq. No. 


51062 




Seq. ID 


OJ000329_08.0418.C2 


Gene No. 


108234 




Strand 


+ 


C 4- -a v--f- 

OLaiL 


i 
i 




End 


1153 


Name 


OJ000329 08. 0418. C2 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1123 


GI 


6979335 




Score 


1175 


Exons 


1. .1123 








GI Descrip. 


(AF172282) receptor 


-like protein kinase [Oryza sativa] 


Seq. No. 


51062 




beq. id 


UJUUUoZy Uo.U41o.CZ 


Gene No. 


i n Q 0 1A 
lUoZ.34 




btrana 




Start 


1 




bna 




Name 


OJ000329 08. 0418. C2 


-ol.gs 


Method 




Start 


119 




bna 


1 i co 
1 ID 3 


GI 


none 




Score 


Q C 


Exons 


119. .1153 








Seq. No. 


51062 




oeq. ID 


UJUUUJZy Uo.U41o.CZ 


Gene No . 


108235 




Strand 


+ 


Start 


2834 




hna 


DoZZ 


Name 


OJ000329 08. 0418. C2 


. o2 .gs 


Method 


r* M C 1 r* 7\VT 


Start ' 


2834 






DoZZ 


GI 


none 




Score 


. o / 


Exons 


2834. .3345, 4502. .4601, 5179. 


c o o o 
. ooZZ 




Seq. No. 


51062 




Seq. ID 


OJ000329_08.0418.C2 


Gene No. 


108236 




Strand 


+ 


btart 


6052 




End 


bo4U 


Name 


OJ000329 08. 0418. C2 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


85 




End 


1U / Z 


GI 


none 




Score 


d y 


Exons 


85. .330, 167. .313, 


341. .505, 


377. .478, 


"3Q1 £ H A ACQ ZLCLA 

jyi..DU4, 4by..oo4, 




494. .841, 604. .840, 


908. .1072 






Seq. No. 


51062 




Seq. ID 


OJUUUoZy Uo.U41o.CZ 


Gene No. 


108236 




Strand 


+ 


btart 


6052 




End 


6640 


Name 


OJ000329 08. 0418. C2 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


194 




End 


6540 


GI 


none 




Score 


91 


Exons 


194. .319, 232. .318, 


311. .832, 


311. .490, 


313. .861, 868. .105 




869. .1105, 992. .108 


4, 6220. .6369, 6496. 


. 6540 


Seq. No. 


51062 




Seq. ID 


OJ000329_08. 0418.C2 


uene no. 


108236 




Strand 


+ 


Start 


6052 




End 


6640 


Name 


OJ000329 08. 0418. C2 


.o2. tm 


Method 


TBLASTX: Maize 


Start 


194 




End 


503 


GI 


none 




Score 


147 


Exons 


194. .319, 196. .318, 


259. .492, 


260. .502, 


342. .503 


Seq. No. 


51062 




Seq. ID 


OJ000329_08.0418.C2 


Gene No. 


108236 




Strand 


+ 


Start 


6052 




End 


6640 



52490 



# • 



Name 


OJ000329 08. 0418. C2 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


361 




End 


775 




GI 


none 




Score 


120 




Exons 


361. .516, 362. .514, 


493. . 675, 


506. .712, 


713. .775, 718.. 


774 


Seq. No. 


51062 




Seq. ID 


OJ000329_08.0418 


,C2 


Gene No. 


108236 




Strand 


+ 




Start 


6052 




End 


6640 




Name 


OJ000329_08 . 04 18 . C2 . 


ol. tm 


Method 


TBLASTX: Maize 




Start 


505 




End 


1096 




GI 


none 




Score 


425 




Exons 


505. .831, 509. .835, 


872. .1096 


, 874. .1056 




Seq. No. 


51062 




Seq. ID 


OJ000329_08.0418 


.C2 


Gene No. 


108236 




Strand 


+ 




Start 


6052 




End 


6640 




Name 


OJ000329 08. 0418. C2. 


o2.np 


Method 


AAT/NAP 




Start 


6041 




End 


6640 




GI 


1272347 




Score 


292 




Exons 


6041. . 6640 










GI Descrip. 


(U51739) secreted glycoprotein 2 [Ipomoea trifida] 




Seq. No. 


51062 




Seq. ID 


OJ000329_08.0418 


.C2 


Gene No . 


108236 




Strand 


+ 




Start 


6052 




End 


6640 




Name 


OJ000329 08. 0418. C2 . 


o3.gs 


Method 


GEN SCAN 




Start 


6052 




End 


6538 




GI 


none 




Score 


.57 




Exons 


6052.. 6214, 6251.. 6538 








Seq. No. 


51062 




Seq. ID 


OJ000329_08.0418 


.C2 


Gene No . 


108236 




Strand 


+ 




Start 


6052 




End 


6640 




Name 


OJ000329 08. 0418. C2 . 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


6166 




End 


6630 




GI 


none 




Score 


65 




Exons 


6166.. 6255, 6196.. 6315, 6254. 


.6322, 6325.. 6405, 6418.. 6630 


Seq. No. 


51063 




Seq. ID 


OJ000329_08.0418 


.C3 


Gene No. 


108237 




Strand 


+ 




Start 


1 




End 


1028 




Name 


OJ000329 08. 0418. C3. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1016 




GI 


6979335 




Score 


1236 




Exons 


1. .1016 










GI Descrip. 


(AF172282) receptor- 


like protein kinase [Oryza sativa] 




Seq. No. 


51063 




Seq. ID 


OJ000329 08.0418 


.C3 


Gene No. 


108237 




Strand 


+ 




Start 


1 




End 


1028 




Name 


OJ000329 08. 0418. C3. 


ol .gs 


Method 


GENSCAN 




Start 


7 




End 


1028 




GI 


none 




Score 


.87 




Exons 


7.. 157, 553.. 1028 










Seq. No. 


51063 




Seq. ID 


OJ000329_08.0418 


.C3 


Gene No. 


108237 




Strand 


+ 





52491 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



# 



1 End 
OJ000329_08.0418.C3.ol.ts Method 
82 End 
none Score 

82. .396, 96. .374, 399. .524, 400. .537 



1028 

TBLASTX : Soybean 

537 

339 



51063 

108237 

1 

OJ000329_08.0418.C3.o2.tm 
87 

none 



Seq. ID OJ000329_08.0418.C3 

Strand + 

End 1028 

. Method TBLASTX : Mai ze 

End 391 

Score 161 



87. .212, 88. .213, 205. .387, 207. .386, 236. .391 



51063 

108237 

1 

OJ000329_08.0418.C3.ol.tc 

100 

none 



Seq. ID OJ000329_08.0418.C3 

Strand + 

End 1028 

Method TBLASTX: Cress 

End 998 

Score 104 



100. .219, 123. .218, 195. .320, 196. .549, 205. .417, 354. .524, 
457. .546, 537. .761, 551. .760, 765. .998 



51063 

108237 

1 

OJ000329_08.0418.C3.ol.tw 

256 

none 



Seq. ID OJ000329_08.0418.C3 

Strand + 

End 1028 

Method TBLASTX : Wheat 

End 668 

Score 95 



256. .387, 397. .549, 429. .524, 606. .668 



51063 

108237 

1 

OJ000329_08.0418.C3.ol.tm 

399 

none 



Seq. ID OJ000329_08.0418.C3 

Strand + 

End 1028 

Method TBLASTX : Mai ze 

End 1001 

Score 189 



399. .569, 400. .549, 540. .728, 548. .724, 720. .1001, 731. .979 



51063 

108237 

1 

OJ000329_08.0418.C3.o2.ts 

584 

none 



Seq. ID OJ000329_08.0418.C3 

Strand + 

End 1028 

Method TBLASTX : Soybean 

End 1016 

Score 185 



584. .727, 591. .725, 607. .732, 667. .738, 840. .1016, 881. .1006 



51064 

108238 

997 

OJ000329_08 . 0418 . C4 . ol . tw 
8 

none 

8. .172, 28. .168, 186. .374 

51064 
108238 



Seq. ID OJ000329_08.0418.C4 

Strand + 

End 1306 

Method TBLASTX : Wheat 

End 374 

Score 134 



Seq. ID OJ000329_08.0418.C4 
Strand + 



52492 



Start 


997 








End 


1306 


Name- 


-OJ000329 08 


.0418.C4.61. 


tm 


Method 


TBLASTX: Maize 


Start 


263 








End 


557 


GI 


none 








Score 


295 


Exons 


263. .370, 267. .557, 305 


. .464, 


398. .538 




Seq. No. 


51064 








Seq. ID 


OJ000329_08.0418.C4 


Gene No . 


108238 








Strand 


+ 


Start 


997 








End 


1306 


Name 


OJ000329 08 


.0418 


.C4 .ol. 


gs 


Method 


GENSCAN 


Start 


997 








End 


1306 


GI 


none 








Score 


.56 


Exons 


997. .1306 












Seq. No. 


51065 








Seq. ID 


OJ000329_08.0418.C5 


Gene No. 


108239 








Strand 


+ 


Start 


2129 








End 


5629 


Name 


OJ000329 08 


.0418 


.CS.ol. 


np 


Method 


AAT/NAP 


Start 


2129 






End 


5625 


GI 


6979335 








Score 


1848 


Exons 


2129. .3703, 


4800 


. .5625 








GI Descrip. 


(AF172282) 


receptor-like protein kinase [Oryza sativa] 


Seq. No. 


51065 








Seq. ID 


OJ000329_08.0418.C5 


Gene No . 


108239 








Strand 


+ 


Start 


2129 








End 


5629 


Name 


OJ000329 08 


f)4 1 ft 






Method 


GENSCAN 


Start 


2132 ~~ 








End 


5629 


GI 


none 








Score 


.5 


Exons 


2132. .3098, 


4070 


. .4159, 


4490. 


.4618, 5390. .5541, 5612. .5629 


Seq. No. 


51065 








Seq. ID 


OJ000329_08.0418.C5 


Gene No. 


108240 








Strand 




Start 


6197 








End 


6349 


Name 


OJ000329 08 


.0418 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2324 








End 


5616 


GI 


none 








Score 


84 


Exons 


2324. .2455, 


2584 


. .2670, 


2585. 


.2635, 2669.. 2734, 2747.. 2854, 




2763. .2825, 


2954 


. .3049, 


3075. 


.3152, 3198.. 3320, 4801.. 5334, 




4813. .4980, 


4815 


. .5363, 


5371. 


.5616, 5494.. 5583 


Seq. No. 


51065 








Seq. ID 


OJ000329_08.0418.C5 


Gene No. 


108240 








Strand 




Start 


6197 








End 


6349 


Name 


OJ000329 08 


.0418 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2587 








End 


3119 


GI 


none 








Score 


110 


Exons 


2587. .2706, 


2588 


. .2707, 


2782. 


.2823, 2783.. 2893, 2957.. 3067, 




3075. .3119 












Seq. No. 


51065 








Seq. ID 


OJ000329_08.0418.C5 


Gene No. 


108240 








Strand 




Start 


6197 








End 


6349 


Name 


OJ000329 08 


.0418 


.CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2971 








End 


3363 


GI 


none 








Score 


90 


Exons 


2971. .3066, 


2972 


. .3067, 


3068. 


.3163, 3070.. 3159, 3072.. 3362, 



52493 







3073. .3363, 


3074 


. .3361 












Seq. No. 


51065 








Seq. ID 


OJ000329_08.0418 


.C5 




Gene No 


108240 








Strand 








Start 


6197 








End 


6349 






Name 


OJ000329 08 


.0418 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


4834 








End 


5574 






GI 


none 








Score 


88 






Exons 


4834. .4953, 


4942 


. .5574, 


5010. 


.5174, 5217.. 5249 






Seq. No. 


51065 








Seq. ID 


OJ000329_08.0418 


.C5 




Gene No 


108240 








Strand 








Start 


6197 








End 


6349 






Name 


OJ000329 08 


.0418 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


4863 








End 


5277 






GI 


none 








Score 


114 






Exons 


4863. .5018, 


4864 


. .5016, 


5001. 


.5177, 5008. .5214, 5215. .5277 




Seq. No. 


51065 








Seq. ID 


OJ000329JD8.0418 


.C5 




Gene No. 


108240 








Strand 








Start 


6197 








End 


6349 






Name 


OJ000329 08 


.0418 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


4939 








End 


5592 




- — 


GI 


none 








Score 


62 




u 


Exons 


4939. .4995, 


5013 


. .5177, 


5014. 


.5211, 5199.. 5249, 5200.. 5334, 


w 




5269. .5334, 


5418 


. .5558, 


5443. 


.5592 






lis 
Til 


Seq. No. 


51065 








Seq. ID 


OJ000329JD8.0418 


.C5 




Gene No 


108240 








Strand 






U 


Start 


6197 








End 


6349 






Name 


OJ000329 08 


.0418 


.C5.o2. 


gs 


Method 


GEN SCAN 




W 


Start 


6197 








End 


6349 




f I i 


GI 


none 








Score 


.51 




2 


Exons 


6197. .6205, 


6233 


. .6349 










fj 
fa. # : 


Seq. No. 


51066 








Seq. ID 


OJ000329_08.0418 


-C6 




Gene No 


108241 








Strand 


+ 




u 


Start 


209 








End 


2626 




-.J 


Name 


OJ000329 08 


.0418 


.C6.ol. 


gs 


Method 


GENSCAN 




r ~j 


Start 


209 








End 


2626 






GI 


none 








Score 


.74 




~ ~~~ 


Exons 


209. .331, 1790.. 


2022, 2434.. 2626 








Seq. No. 


51067 








Seq. ID 


OJ000329_08.0418 


.C7 




Gene No. 


108242 








Strand 


+ 






Start 


1 








End 


826 






Name 


OJ000329 08 


.0418 


.C7.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


826 






GI 


6979335 








Score 


709 






Exons 


1. .826 
















GI Descrip. 


(AF172282) 


receptor-like protein kinase [Oryza sativa] 






Seq. No. 


51067 " 








Seq. ID 


OJ000329_08.0418 


.C7 




Gene No. 


108242 








Strand 


+ 






Start 


1 








End 


826 






Name 


OJ000329 08 


.0418 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


1 








End 


252 





52494 



GI 

Exons 



none Score 
1..243, 3. .53, 7. .252, 168. .251 



• 

66 



Seq. No. 


51067 




Seq. ID 


OJ000329_08 . 0418 


.C7 


Gene No. 


108242 




Strand 


+ 




Start 


1 




End 


826 




Name 


OJ000329_08 . 0418 . C7 . ol . 


gs 


Method 


GENSCAN 




Start 


37 




End 


724 




GI 


none 




Score 


'. 6 




Exons. 


37. .724 










Seq. No. 


51067 




Seq. ID 


OJ000329JD8.0418 


■ C7 


Gene No. 


108242 




Strand 


+ 




Start 


1 




End 


826 




Name 


OJ000329_08 . 0418 . C7 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


73 




End 


825 




GI 


none 




Score 


65 




Exons 


73. .222, 487. .612, 495. 


,611, 


592. .825, 


604. .771, 606. .818 


Seq. No. 


51067 




Seq. ID 


OJ000329 08.0418 


. C7 


Gene No. 


108242 




Strand 


+ 




Stasrt 


1 




End 


826 




Name 


OJ000329_08 . 04 18 .C7 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


369 




End 


786 




GI 


none 




Score 


36 




Exons 


369. .386, 493. .606, 495 


. .605, 


598. .786, 


600. .773 




Seq. No. 


51067 




Seq. ID 


OJ000329_08.0418 


.C7 


Gene No. 


108242 




Strand 


+ 




Start 


1 




End 


826 




Name 


OJ000329_08.0418.C7 .ol. 


tm 


Method 


TBLASTX : Maize 




Start 


487 




End 


825 




GI 


none 




Score 


142 




Exons 


487. .612, 489. .611, 552 


. .785, 


553. .795, 


604. .825, 605.. 


796 


Seq. No. 


51068 




Seq. ID 


OJ000329_08.0418 


.C8 


Gene No. 


108243 




Strand 






Start 


1 




End 


795 




Name 


OJ000329_08 . 0418 . C8 . ol . 


np 


Method 


AAT/NAP 




Start 


1 




End 


795 




GI 


6006359 




Score 


60 




Exons 


1..62, 698. .795 










GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


51069 




Seq. ID 


OJ000329_08.0418 


.C12 


Gene No. 


108244 




Strand 


+ 




Start 


257 




End 


1884 




Name 


OJ000329_08.0418 .C12 .ol 


.gs 


Method 


GENSCAN 




Start 


257 




End 


1884 




GI 


none 




Score 


.96 




Exons 


257. .334, 674. .730, 880 


. .1029 


, 1144. .1350, 1642. .1884 




Seq. No. 


51069 




Seq. ID 


OJ000329 08.0418 


.C12 


Gene No. 


108245 




Strand 


+ 




Start 


3287 




End 


3650 




Name 


OJ000329 08.0418.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


3287 


End 


3650 





52495 



GI 


none 




Score 


532 


Exons 


3287 . . 3650 








Seq. No. 


51069 




Seq. ID 


ai-taaaoaa r\ n A/110 /*■» i o 

OJ000329 08.0418.C12 


Gene No. 


108246 




Strand 


+ 


Start 


5342 




End 


5765 


Name 


CjJUUUozy (Jo . U4 18 . C12 . 02 . 


gp 


Metnoa 


AAT/GAP 


Start 


5342 




End 


5765 


GI 


none 




Score 


825 


Exons 


5342 . .5/65 








Seq. No. 


51069 




Seq. ID 


^\tAAAOAA AO A / 1 ft "1 A 

OJ00032 9_08 . 04 18 . CI 2 


Gene No . 


10824 7 




Strand 




Start 


o / a. i 
24 91 




End 


7279 


Name 


OJ0U0329 08 . 04 18 . C12 . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


O "7 

23 / 




End 


2119 




none 




Score 


112 


Exons 


237. .314, 238.-336, 260. 


.334, 


671. .775, 


671. .730, 672. .731, 




673. .753, 820. .849, 867. 


.1028 


, 877. .1029, 877. .1029, 879. .1043, 




1132. .1326, 1141. .1164, 


1142 . 


.1336, 1143. .1325, 1240. .1326, 




i a a a i < n o t "5 a a i o o 

1299.. 1403, 1300.. 1368, 


1635 . 


.1766, 1645. .1788, 1647. .1730, 




1741. .1896, 1791. .1895, 


1807 . 


.1896, 1812. .1937, 1814. .1948, 




1913.. 2044, 1961.. 2044, 


ft ft C ft 

2059 . 


.2118, 2060.. 2119 


Seq. No. 


51069 




Seq. ID 


OJ000329_08.0418.C12 


Gene No . 


10824 7 




Strand 




Start 


2491 




End 


7279 


Name 


OJ00032 9_08.0418.C12.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


28 9 




End 


1191 


GI 


none 




Score 


71 


Exons 


289. .333, 290. .334, 290. 


.334, 


292. .336, 


657. .731, 671. .775, 




(CTO TOO OTT 1 ftOfl OT1 

D/3../32, 8//. .1029, 8/^ 


..1023, 1132. .1191, 1143. .1190 


Seq. No. 


r 1 ATA 

51069 




Seq. ID 


OJ000329_08.0418.C12 


Gene No . 


108247 




Strand 




Start 


2491 




End 


7279 


Name 


OJ000329_08.0418.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


CI 1 

0/1 




End 


1197 


GI 


none 




Score 


85 


Exons 


CI 1 1 C n /"TO 7/-r ft T "I 

671.. 769, 673.. 765, 877. 


.1029 


, 877. .1029, 888. .1043, 1132. .1197, 




1 1 >i 0 1 1 on 

1143 . . 1190 








Seq. No. 


CI A^A 

51069 




Seq. ID 


OJ000329_08.0418.C12 


Gene No. 


108247 




Strand 




Start 


2491 




End 


7279 


Name 


OJ000329 08.0418.C12.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


868 




End 


1339 


GI 


none 




Score 


184 


Exons 


868. .1029, 888. .1043, 1132. .1326, 1142. 


.1339, 1143. .1325 


Seq. No. 


51069 




Seq. ID 


OJ000329_08 . 0418 .C12 




108247 




Strand 




Start 


2491 




End 


7279 


Name 


OJ000329 08.0418.C12.o2. 


gs 


Method 


GENSCAN 


Start 


2491 




End 


7279 


GI 


none 




Score 


.47 


Exons 


2491. .2518, 2641. .2812, 


3379. 


.4003, 5514. .5658, 6927. .7279 



52496 



f • 



Seq. No. 


51069 








Seq. ID 


OJ000329_08.0418.C12 




108247 








Strand 




Start 


2491 








End 


7279 


Name 


OJ000329 08 


.0418. 


C12.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3872 








End 


4923 


GI 


none 








Score 


183 


Exons 


3872. .4018, 


3896. 


.4018, 


3903 


..4019, 4262. .4387, 4262. .4387, 




4822. .4923, 


4824. 


.4922 








Seq. No. 


51069 








Seq. ID 


OJ000329_08.0418.C12 


Gene No. 


108247 








Strand 




Start 


2491 








End 


7279 


Name 


OJ000329 08 


.0418. 


C12.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3926 








End 


5429 


GI 


none 








Score 


74 


Exons 


3926. .4009, 


4229. 


.4387, 


4261 


.4329, 4262. .4408, 4822. .4923, 




4830. .4910, 


4837. 


.4923, 


5035 


.5082, 5349. .5429 


Seq. No. 


51070 








Seq. ID 


OJ000329_08.0418.C13 


Gene No . 


108248 








Strand 


+ 


Start 


1 








End 


150 


Name 


OJ000329 08 


.0418. 


C13.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


150 


GI 


7340920 








Score 


146 


Exons 


1. .150 












GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza 


sativa] 


Sea No 


51070 








Seq. ID 


OJ000329_08.0418.C13 


Gene No. 


108249 








Strand 




Start 


1950 








End 


2547 


Name 


OJ000329 08 


.0418. 


C13.o2. 


gs 


Method 


GEN SCAN 


Start 


1950 








End 


2547 


GI 


none 








Score 


. 95 


Exons 


1950. .2152, 


2337. 


.2547 








Seq. No. 


51070 








Seq. ID 


OJ000329_08.0418.C13 


Gene No. 


108249 








Strand 




Start 


1950 








End 


2547 


Name 


OJ000329 08 


.0418. 


C13.o2. 


np 


Method 


AAT/NAP 


Start 


1953 








End 


2505 


GI 


3860333 








Score 


184 


Exons 


1953. .2152, 


2337. 


.2505 








GI Descrip. 


(AJ012693) 


basic 


blue copper 


protein [Cicer arietinum] 


Seq. No. 


51070 








Seq. ID 


OJ000329_08.0418.C13 


Gene No. 


108250 








Strand 




Start 


3739 








End 


4102 


Name 


OJ000329 08 


.0418. 


C13.o3. 


np 


Method 


AAT/NAP 


Start 


3739 






End 


4102 


GI 


6069663 








Score 


64 


Exons 


3739. .3942, 


4070. 


.4102 








GI Descrip. 


(AP000616) 


ESTs C72127 (E1041) 


, AU078646 (E1041) correspond to 



region of the predicted gene.; similar to Arabidopsis thaliana 
BAC F3D13; similar to Medicago truncatula MtN2 (AF069300) [Oryza 
sativa] 



52497 



f =a 



-'z Exons 

fy Seq. No. 

s Gene No. 

H Start 

1% Name 

.'^ Start 

t=~ GI 

Exons 

f=l GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. No. 


51071 








Seq. ID 


OJ000329 




108251 








Strand 


+ 


Start 


922 








End 


1178 


Name 


OJ000329 08 


.0418 


.C14.ol 


.gs 


Method 


GENSCAN 


Start 


922 








End 


1178 


GI 


none 








Score 


.8 


Exons 


"922. .1178 












Seq. No. 


51071 








Seq. ID 


OJ000329 


Gene No. 


108252 








Strand 


+ 


Start 


7453 








End 


8022 


Name 


OJ000329 08 


0418 


.C14 ,o4 


.gs 


Method 


GENSCAN 


Start 


7453 








End 


8022 


GI 


none 








Score 


.42 


Exons 


7453. .7621, 


7658 


. .8022 








Seq. No. 


51071 








Seq. ID 


OJ000329 


Gene No . 


108253 








Strand 


+ 


Start 


9212 








End 


9727 


Name 


OJ000329 08 


0418 


.C14.o5 


gs 


Method 


GENSCAN 


Start 


9212 








End 


9727 


GI 


none 








Scare - 


.99 


Exons 


9212. .9727 












Seq. No. 


51071 








Seq. ID 


OJ000329 


Gene No. 


108254 








Strand 


+ 


Start 


14624 








End 


21424 


Name 


OJ000329 08 


0418 


.C14.o6 


gs 


Method 


GENSCAN 


Start 


14624 








End 


18030 


GI 


none 








Score 


.8 



14624. .14807, 15869 15969, 17926. .18030 



51071 

108254 

14624 

OJ000329_08. 0418.C14.o3.np 

14657 

5777632 



Seq. ID OJ000329_08.0418.C14 



Strand 
End 

Method 

End 

Score 



21424 
AAT/NAP 
21424 
565 



14657. .14802, 18165 .. 18281, 18570 .. 18825, 18925 .. 19083, 
19189. .19340, 19447. .19516, 21207. .21424 
(AJ245900) CAA303720.1 protein [Oryza sativa] 



51071 

108254 

14624 

OJ00032 9_08.0418.C14 .ol.gp 
19248 

uC-osflcypl28a09al 
19248. .19340, 19447.. 19772 
1 5262202/emb | CAB457 99 . 1 | 2. 
[Arabidopsis thaliana] ' 

51071 

108255 

1 

OJ000329_08.0418.C14 .ol.np 
1 



Seq. ID OJ000329_08.0418.C14 

Strand + 

End 21424 

Method AAT/GAP 

End 19772 

Score 7 94 

Oe-12 (AL080252) nodulin-like protein 



Seq. ID OJ000329_08.0418.C14 
Strand 

End 2416 

Method AAT/NAP 

End 2416 



52498 



m 



GI 6069664 Score 604 

Exons 1..24, 103. .254'," 882 1314, 1737. .1851, 1978. .2042, 2244. .2416 

GI Descrip. (AP000616) ESTs AU055729 (S20023) , AU055730 (S20023 ) correspond to 

a region of the predicted gene.; similar to Medicago nodulin 

N21-like protein (AC004218) [Oryza sativa] 



Seq. No. 51071 

Gene No. 108255 

Start 1 

Name OJ000329_08 . 0418 .C14 . o2 . gs 

Start 1733 

GI none 

Exons 1733.. 1853, 2244.-2389 



Seq. ID OJ000329_08.0418.C14 
Strand 

End 2416 
Method . GENSCAN 
End 2389 
Score .71 



Seq. No. 51071 

Gene No. 108256 

Start 5518 

Name OJ000329_08 . 04 18 . C14 . o2 . np 

Start 5518 

GI 7444451 

Exons 5518. .6648 

GI Descrip. probable gag/pol polyprotein 



Seq. ID OJ000329_08.0418.C14 
Strand 

End 6648 

Method AAT/NAP 

End 6648 

Score 894 

- long-staminate rice 



retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 51071 

Gene No. 108257 

Start 19201 

Name OJ000329_08 . 0418 . C14 . ol . ts 

Start 102 

GI none 
Exons 



Seq. ID OJ000329_08.0418.C14 
Strand 

End 22227 

Method TBLASTX : Soybean 

End 19338 

Score 105 



102. .254, 945. .1103, 18 919 .. 19110, 19189. .19338 



Seq. No. 51071 

Gene No. 108257 

Start 19201 

Name OJ000329_08 . 04 18 . C14 . o3 . tm 

Start 105 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000329_08.0418.C14 
Strand 

End 22227 

Method TBLASTX : Mai ze 

End 19338 

Score 77 



105. .254, 940. .1116, 942. .1103, 1209. .1286, 1748. .1855, 
18541. .18678, 18919 .. 19110, 19188 .. 19337 , 19189.. 19338 



51071 

108257 

19201 

OJ000329_08.0418.C14.o2.tw 

5504 

none 



Seq. ID OJ000329_08.0418.C14 
Strand 

End 22227 

Method TBLASTX : Wheat 

End 5719 

Score 4 9 



5504. .5584, 5515. .5574, 5590. .5718, 5648. .5719 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51071 

108257 

19201 

OJ000329_08 . 04 18 . C14 . o2 . tm 

5572 

none 



Seq. ID OJ000329_08.0418.C14 
Strand 

End 22227 

Method TBLASTX : Mai ze 

End 6123 

Score 83 



5572.. 5700, 5692.. 5805, 5918.. 5944, 6010.. 6123 



52499 



Sea. No 


51071 


Seq. ID 


OJ000329 08 0418 


. C14 


Gene No. 


108257 


Strand 






Start 


19201 


End 


22227 




Name 


OJ000329 08.0418.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5977 


End 


6327 




GI 


none 


Score 


87 




Exons 


5977. .6327, 6068. .6277 








Sea. No 


51071 


Seq. ID 


OJ000329_08.0418 


. C14 


Gene No. 


108257 


Strand 






Start 


19201 


End 


22227 




Name 


OJ000329 08.0418.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


6124 


End 


6559 




GI 


none 


Score 


196 




Exons 


6124. .6426, 6131. .6433, 6445 


..6558, 6473. .6559 




Seq. No. 


51071 


Seq. ID 


OJ000329JD8.0418 


.C14 




108257 


Strand 






Start 


19201 


End 


22227 




Name 


OJ000329 08.0418.C14.o7.gs 


Method 


GENSCAN 




Start 


19201 


End 


22211 




GI 


none 


Score 


.57 




Exons 


19201. .19489, 20200. .20407, 


20670. .20764, 21211 .. 21302, 






21607. .21975, 22080. .22211 








Sea No 


51071 


Seq. ID 


OJ000329_08.0418 


. C14 


Gene No. 


108257 


Strand 






Start 


19201 


End 


22227 




Name 


OJ000329 08.0418.C14.o2.gp 


Method 


AAT/GAP 




Start 


21926 


End 


22227 




GI 


568639 


Score 


344 




Exons 


21926. .21975, 22080. .22227 








Sea No 


51072 


Seq. ID 


OJ000329_08.0418 


. C15 


Gene No. 


108258 


Strand 


+ 




Start 


1843 


End 


2710 




Name 


OJ000329 08.0418.C15.o2.gs 


Method 


GENSCAN 




Start 


1843 


End 


2710 




GI 


none 


Score 


.57 




Exons 


1843. .2158, 2164. .2710 








Qpn Ma 


51072 


Seq. ID 


OJ000329_08.0418 


. C15 


Gene No. 


108259 


Strand 






Start 


182 


End 


1387 




Name 


OJ000329 08.0418.C15.ol.gs 


Method 


GENSCAN 




Start 


182 


End 


1387 




GI 


none 


Score 


. 63 




Exons 


182... 309, 616. .726, 1013.. 1034, 1223.. 


1301, 1343.. 1387 




Seq. No. 


51073 


Seq. ID 


OJ000329_08.0418 


.C16 


Gene No. 


108260 


Strand 


+ 




Start 


199 


End 


525 




Name 


OJ000329 08.0418.C16.ol.gs 


Method 


GENSCAN 




Start 


199 


End 


525 




GI 


none 


Score 


.42 




Exons 


199. .525 









52500 




Seq. No. 


51073 








Seq. ID 


OJ000329_08.0418 


.C16 


Gene No. 


108261 








Strand 


+ 






iyiy 








bna 


TAAA 

32UU 




Name 


ojooo32y 0o 


a a 1 o 
. 04 lo . 


Clo . 02 , 


,gs 


Method 


GENS CAN 




b tart 


1919 








Ena 


O AAA 

3200 




GI 


none 








Score 


. 62 




Exons 


1919 . . 2210, 


2743 . 


*)OAA 

. 3200 










Seq. No. 


51073 








Seq. ID 


OJ000329_08.0418 


.C16 


Gene No. 


108261 








Strand 


+ 




btart 


1919 








End 


3200 




Name 


OJ000329 Oo 


. 04 lo . 


Clb . Ol . 


. tm 


Method 


TBLASTX: Maize 




btart 


AAA A 

2009 








End 


2688 






none 








Score 


377 




Exons 


2009 , .2410, 


o a i a 
2014 . 


.24 3b, 


24 96 


.,2681, 2503.. 2688 




Seq. No. 


olU / J 








Seq. ID 


OJ000329JD8.0418 


. Clo 


Gene No. 


108261 








Strand 


+ 




Start 


1919 








End 


3200 




Name 


UJUUUJzy Uo 


.0418. 


C16.ol. 


,np 


Method 


AAT/NAP 




Start 


O O 1 o 

23 /2 








End 


3197 




GI 


d9d / 112 








Score 


371 




Exons 


2 J /2 . . 24 10, 


2506. 


.3197 










GI Descrip. 


(AL13o 652 ) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


51073 








Seq. ID 


OJ000329_08.0418 


.C16 


Gene No. 


108261 








Strand 


+ 




Start 


1919 








End 


3200 




Name 


TAAmon ao 

OJ000329_08 


.0418. 


C16.ol. 


■ ts 


Method 


TBLASTX : Soybean 




Start 


2500 








End 


2876 




GI 


none 








Score 


169 




Exons 


25U0 . . Z 0 / D, 


2503. 


.2679, 


2712 


..2876, 2717.. 2860, 2742.. 287.6 


Seq. No. 


51073 








Seq. ID 


OJ000329_08.0418 


.C16 


Gene No. 


108261 








Strand 


+ 




btart 


1 Q 1 Q 

i9iy 








End 


3200 




Name 


/"STAAA*3AA AO 

OJ000329 Oo 


.0418. 


C16.ol. 


tw 


Method- 


TBLASTX: Wheat 




Start 


O C C T 

2557 








End 


2963 




GI 


none 








Score 


132 




Exons 


255 / . . 2 o91 , 


2568. 


.2669, 


2681 


..2959, 2682.. 2963 




Seq. No. 


51073 








Seq. ID 


OJ000329_08.0418 


.C16 


Gene No. 


108261 








Strand 


+ 




Start 


1919 








End 


3200 




Name 


/-\ tA A A T O A AO 

OJ000329 Oo 


.0418. 


C16.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


A iT A1 

2691 








End 


2885 




GI 


none 








Score 


243 




Exons 


2691 . . 2885, 


2693. 


.2833, 


2694 


. .2885 






beq. wo . 


jlU / j 








Seq. ID 


OJ000329 08.0418 


-C16 


Gene No. 


108261 








Strand 


+ 




Start 


1919 








End 


3200 




Name 


OJ000329 08 


.0418. 


C16.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2889 








End 


3188 




GI 


none 








Score 


338 




Exons 


2889. .3188, 


2891. 


.3118 











52501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

3 Exons 

Z GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



51073 
108262 
3555 

OJ000329_08.0418.C16.o3.tm 
3555 
none 

3555.. 3800, 3556.. 3807 

51074 
108263 
6484 

OJ00032 9_08 . 04 18 . C2 1 . o2 . gs 
6484 
none 

6484. .6506, 7263. .7407, 7443. .7771, 7779.-8279 



Seq. ID OJ000329_08.0418.C16 
Strand 

End 3807 

Method TBLASTX: Maize 

End 3807 

Score 305 



Seq. ID OJ000329_08.0418.C21 

Strand + 

End 8279 

Method GENSCAN 

End 8279 

Score .81 



51074 

108264 

986 

OJ000329_08 .0418. C21 . ol . np 
986 

6143899 



Seq. ID OJ000329_08.0418.C21 
Strand 

End 393*6 
Method AAT/NAP 
End 3589 
Score 858 

986. .1187, 1282. .1409, 1507. .1701, 1778. .1875, 2267. .2412, 
3174. .3589 

(AC010718) unknown protein, 3' partial [Arabidopsis thaliana] 



51074 

108264 

986 

OJ000329_08.0418.C21.ol.gs 

1029 

none 



Seq. ID OJ000329_08 .0418 .C21 
Strand 

End 3936 
Method . GENSCAN 
End*"' 3936 
Score .78 



1029. .1187, 1282. .1467, 1833. .1875, 2267. .2412, 3174. .3427, 
3523. .3597, 3873.. 3936 



^ Seq. No. 
- Gene No. 
z Start 
J Name 
3 Start 
GI 

Exons 



51074 

108265 

4387 

OJ000329_08.0418 .C21.ol.ts 

1023 

none 



Seq. ID OJ000329_08.0418.C21 
Strand 

End 8 4 04 

Method TBLASTX : Soybean 

End 1571 

Score 107 



1023. .1190, 1029. .1190, 1033. .1191, 1282. .1410, 1282. .1410, 
1502.. 1570, 1503.. 1571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51074 

108265 

4387 

OJ000329_08.0418.C21.ol.tc 

1282 

none 



Seq. ID OJ000329_08.0418.C21 
Strand 

End 8404 

Method TBLASTX: Cress 

End 1703 

Score 55 



1282. .1410, 1283. .1369, 1351. .1410, 1502. .1702, 1503. .1703 



51074 

108265 

4387 

OJ000329_08.0418.C21.o2.np 



Seq. ID OJ000329_08.0418.C21 
Strand 

End 8404 

Method AAT/NAP 



52502 



O Lai L 


4387 








End 


8404 




1245061 








Score 


156 


Exons 


4387. .4554, 


8074. 


.8404 








bi uescrip. 


(U46069) fertilin alpha 


subunit [Oryctolagus cuniculus] 


oeq • ino . 


51075 








Seq. ID 


OJ000329_08.0418.C22 


bene ino . 


108266 








Strand 


+ 


Start 


1713 








End 


10000 


Name 


OJ000329 08 


.0418. 


C22.ol 


■ gs 


Method 


GENSCAN 


O LdX L 


1713 








End 


9638 


TT 


none 








Score 


.62 


Exons 


1713. .1766, 


2415. 


.2569, 


2963. 


.3077, 3144.. 3329, 3837. .3908, 




4069. .4728, 


5798. 


.8725, 


9421. 


.9480, 9576.. 9638 


Q £a KI /-\ 

iseq. no. 


51075 








Seq. ID 


OJ000329_08.0418.C22 


bene jno . 


IVoZbb 








Strand 


+ 


OLart 


1713 








End 


10000 


Name 


OJ000329 08 


.0418. 


C22.ol 


.tm 


Method 


TBLASTX: Maize 




2447 








End 


5188 


GI 


none 








Score 


163 


Exons 


2447. .2575, 


2448 . 


.2564, 


2492. 


.2569, 2960.. 3028, 2961.. 3047, 




2964. .3047, 


3143. 


.3331, 


3144. 


.3329,. 3144.. 3332, 3145.. 3330, 




3832. .3909, 


3837. 


.3908, 


3837. 


.3917, 3847. .3909, 4061. .4630, 




4062. .4631, 


4062. 


.4646, 


4066. 


.4647, 4066. .4647, 4638. .4757, 




H D JO . . H OO J, 


4639. 


.4884, 


4651. 


.4884, 4652. .4891, 5087. .5188 


beq. jno. 


51075 








Seq. ID 


OJ000329_08.0418.C22 


Gene No . 


108266 








Strand 


+ 


Start 


1713 








End 


10000 


Name 


OJ000329 08 


.0418. 


C22.ol 


np 


Method 


AAT/NAP 


OtaLL 


2490 








End 


4881 


C T 
bl 


7523680 








Score 


1144 


Exons 


2490. .2569, 


2963. 


.3065, 


3144. 


.3329, 4069. .4881 


bi uescrip. 




Hypothetical 


protein [Arabidopsis thaliana] 


oeq . ino ■ 


51075 








Seq. ID 


OJ000329_08.0418.C22 


Gene No . 


108266 








Strand 


+ 


Start 


1713 








End 


10000 


Name 


OJ000329 08 


.0418. 


C22.o3. 


ts 


Method 


TBLASTX : Soybean 


Of -i -K-4- 


3249 








End 


4260 


bl 


none 








Score 


100 


Exons 


Jz4 9 . . 652.3 , 


3836. 


.3904, 


3843. 


.3908, 3843. .3917, 4066. .4260, 




4068. .4259 












beq. no. 


51075 








Seq. ID 


OJ000329_08.0418.C22 


Gene No. 


108266 








Strand 


+ 


Start 


1713 








End 


10000 


Name 


OJ000329 08 


.0418. 


C22.ol. 


tc 


Method 


TBLASTX: Cress 


Of ^ v4- 

otart 


4061 








End 


4422 


bl 


none 








Score 


483 


Exons 


4061. .4294, 


4066. 


.4422, 


4068. 


.4406 




Seq. No. 


51075 








Seq. ID 


OJ000329_08.0418.C22 


Gene No. 


108266 








Strand 


+ 


Start 


1713 








End 


10000 


Name 


OJ000329 08 


.0418. 


C22.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4261 








End 


4716 



52503 




GI 


none 








Score 


457 




Exons 


4261. .4629, 


4261 


. .4599, 


4263. 


.4625, 4672. .4716, 4674. .4712 


Seq. No. 


51075 








Seq. ID 


OJ000329 08.0418 


.C22 


Gene No . 


108266 








Strand 


+ — 




Start 


1713 








End 


10000 




Name 


OJ000329 08 


.0418 


.C22.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


7154 








End 


7456 




GI 


none 








Score 


188 




Exons 


7154. .7456 














Seq. No. 


51075 








Seq. ID 


OJ000329 08.0418 


. C22 


Gene No. 


108266 








Strand 


+ 




Start 


1713 








End 


10000 




Name 


OJ000329 08 


.0418 


.C22.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7154 








End 


7543 




GI 


none 








Score 


257 




Exons 


7154. .7540, 


7180 


. .7530, 


7208. 


.7543 






Seq. No. 


51075 








Seq. ID 


OJ000329_08.0418 


.C22 


Gene No. 


108266 








Strand 


+ 




Start 


1713 








End 


10000 




Name 


OJ000329 08 


.0418 


.C22.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7211 








End 


7762 




GI 


none 








Score 


73 




Exons 


7211. .7285, 


7213 


. .7530, 


7307. 


.7534, 7580. .7762 




Seq. No. 


51075 








Seq. ID 


OJ000329_08.0418 


.C22 


Gene No . 


108266 








Strand 


+ 




Start 


1713 








End 


10000 




Name 


OJ000329 08 


.0418 


.C22.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7385 








End 


7813 




GI 


none 








Score 


115 




Exons 


7385. .7558, 


7577 


. .7813 










Seq. No. 


51075 








Seq. ID 


OJ000329_08.0418 


.C22 


Gene No . 


108266 








Strand 


+ 




Start 


1713 








End 


10000 




Name 


OJ000329 08 


.0418 


.C22.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8060 








End 


8488 




GI 


none 








Score 


224 




Exons 


8060. .8488, 


8090 


. .8257 










Seq. No. 


51075 








Seq. ID 


OJ000329JD8.0418 


.C22 


Gene No . 


108266 








Strand 


+ 




Start 


1713 








End 


10000 




Name 


OJ000329 08 


.0418 


.C22.ol. 


gp 


Method 


AAT/GAP 




Start 


9308 








End 


10000 




GI 


2280879 








Score 


804 




Exons 


9308. .9343, 


9421 


. .9480, 


9639. 


.10000 






Seq. No. 


51076 








Seq. ID 


OJ000329_09.0419 


.CI 


Gene No. 


108267 








Strand 






Start 


221 








End 


749 




Name 


OJ000329 09 


.0419 


.CI .ol .gs 


Method 


GEN SCAN 




Start 


221 








End 


749 




GI 


none 








Score 


.51 





52504 



Exons 



221. .361, 468. .749 



Seq. No. 51077 

Gene No. 108268 

Start 66 

Name OJ000329_09 . 0419 .C3 . ol . gs 

Start 66 

GI none 

Exons 66.. 146, 468.. 671 



Seq. ID OJ000329_09.0419.C3 

Strand + 

End 671 

Method GENSCAN 

End 671 

Score .66 



Seq. No. 51077 
Gene No. 108269 
Start 1 

Name OJ000329_09 . 04 1 9 . C3 . ol . np 

Start 1 
GI 7489446 
Exons 1..701 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) D, receptor type - 

long-staminate rice gi I 2586081 1 gb IAAB82753 . 1 1 (U72725) receptor 
kinase-like protein [Oryza longistaminata] 



Seq. ID OJ000329_09.0419.C3 
Strand 

701 

AAT/NAP 
701 
370 



End 

Method 

End 

Score 



Seq. No. 51077 

Gene No. 108269 

Start 1 

Name OJ000329_09.0419.C3.ol. ts 

Start 121 

GI none 
Exons 



Seq. ID OJ000329_09.0419.C3 

Strand 

End 701 

Method TBLASTX : Soybean 

End 425 

Score 52 



121. .243, 139. .240, 140. .238, 246. .425, 246. .386, 247. .321, 
252. .383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51077 

108269 

1 

OJ000329_09.0419.C3.ol.tw 

237 

none 



Seq. ID OJ000329_09.0419.C3 
Strand 

End 701 

Method TBLASTX : Wheat 

End 664 

Score 4 8 



237. .341, 243. .377, 274. .378, 380. .517, 593. .664 



%1 Seq. No. 

[i Gene No. 

;j% Start 
Name 
Start . 
GI 

Exons 



51078 

108270 

1521 

OJ000329_09.0419.C5.ol.gs 

1521 

none 

1521. .1637 



Seq. ID OJ000329_09.0419.C5 

Strand + 

End 1637 

Method GENSCAN 

End 1637 

Score .53 



Seq. No. 51078 

Gene No. 108271 

Start 5222 

Name OJ00032 9_09 . 04 19 . C5 . o3 . gs 

Start 5222 

GI none 
Exons 



Seq. ID OJ000329_09.0419.C5 

Strand + 

End 6129 

Method GENSCAN 

End 6129 

Score . 67 



5222. .5444, 5697. .5790, 5871. .6129 



Seq. No. 
Gene No. 
Start 



51078 

108272 

2857 



Seq. ID OJ000329_09.0419.C5 
Strand 

End 4186 



52505 





Name 


OJ000329 09.0419.C5.o2. 


gs 


Method 


GENSCAN 




Start 


2857 




End 


4186 




GI 


none 




Score 


.41 




Exons 


2857. .2973, 3503. .3691, 


3881. 


.3939, 4138.. 4186 




Seq. No. 


51079 




Seq. ID 


OJ000329_09.0419.C6 




uclie INO . 






Strand 


+ 




Start 


906 




End 


1645 




Name 


OJ000329 09.0419.C6.ol. 


gs 


Method 


GENSCAN 




Start 


906 




End 


1645 




GI 


none 




Score 


.73 




Exons 


906. .1019, 1107. .1183, 


1379. . 


1505, 1510.. 1645 




Seq. No. 


51080 




Seq. ID 


OJ000329_09.0419.C8 




Gene No. 


108274 




Strand 


+ 






1 




End 


716 




Name 


OJ000329 09.0419.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


716 




GI 


6522540 




Score 


448 




Exons 


1. .716 










GI Descrip. 


(AL132955) receptor-kinase like protein [Arabidopsis thaliana] 




Seq. No. 


CI AQA 




Seq. ID 






Gene No . 






Strand 


+ 




Start 


1 




End 


/lb 


%1 


Name 


OJU00o29 0y . 04 13 . Co . Ol . 


gs 


Method 


GENSCAN 


~'- = 


Start 


38 




End 


655 


? : J 
: LS 


GI 


none 




Score 


.49 


jSJS. 


Exons 


"3 O E C 

JO . . 003 










Seq. No. 


51080 




Seq. ID 


OJ000329_09.0419.C8 


F : r. 


Gene No. 


108274 




Strand 


+ 


s U 


Q +- -j —4- 

oLdrt 


1 




End 


716 


s 


Name 


OJ000329 09.0419.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


r ^ 


Start 


74 




End 


616 


k. 2 


GI 


none 




Score 


75 




Exons 


74. .163, 124. .156, 178. 


.369, 


182. .370, 


407. .616, 407. .571, 


^3 




418. .573 










Seq. No. 


51080 




Seq. ID 


OJ000329_09.0419.C8 




oene wo . 


108274 




Strand 


+ 




Start 


1 




End 


716 




Name 


OJ000329 09.0419.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


74 




End 


349 




GI 


none 




Score 


279 




Exons 


74. .349, 79. .348 










Seq. No. 


51080 




Seq. ID 


OJ000329_09.0419.C8 




Gene No . 


108274 




Strand 


+ 




Start 


1 




End 


716 




Name 


OJ000329 09.0419.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


209 




End 


652 




GI 


none 




Score 


188 




Exons 


209. .382, 226. .378, 407 


. .652, 


407. .517 


, 409. .561 




Seq. No. 


51080 




Seq. ID 


OJ000329_09.0419.C8 




Gene No. 


108274 




Strand 


+ 



52506 






Start 


1 


End 


716 






Name 


OJ000329 09.0419.C8.ol.tw 


Method 


TBLASTX: Wheat 






Start 


335 


End 


568 






GI 


none 


Score 


169 






Exons 


335. .568, 424. .567 










Seq. No. 


51081 


Seq. ID 


OJ000329_09.0419 


.C9 




Cpnp Mpi 


108275 


Strand 








Start 


178 


End 


869 






Name 


OJ000329 09.0419.C9.ol.gs 


Method 


GEN SCAN 






Start 


178 


End 


645 






GI 


none 


Score 


.65 






Exons 


178. .246, 319. .475, 575.-645 








Seq. No. 


51081 


Seq. ID 


OJ000329_09.0419 


.C9 




Gene No. 


108275 


Strand 


+ 






Start 


178 


End 


ft 

o u y 






Name 


OJ000329 09.0419.C9.ol.tm 


Method 


TBLASTX: Maize 






Start 


214 


End 


630 






' GI 


none 


Score 


66 






Exons 


214. .267, 217. .267, 219. .281, 273. .398 


, 277. .624, 283.. 


630, 






5:43.. 629 








£3 


Seq. No. 


51081 


Seq. ID 


OJ000329_09.0419 


.C9 




Gene No. 


108275 


Strand 


+ 






Start 


178 


End 


869 






Name 


OJ000329 09.0419.C9.ol.np 


Method 


AAT/NAP 




■=!S 


Start 


313 


End 


869 






GI 


7489803 


Score 


554 






Exons 


313. .869 








^ W 


GI Descrip. 


pol protein homolog - maize 


retrotransposon Opie-2 








gi| 3645899 |gb IAAC49502.il (U68408) 5' 


end not determined 


m 




experimentally [Zea mays] 










Seq. No. 


51082 


Seq. ID 


OJ000329_09.0419 


.C12 


t, a 


Gene No. 


108276 


Strand 


+ 






Start 


1 


End 


2060 






Name 


OJ000329 09.0419.C12.ol.np 


Method 


AAT/NAP 




y 


Start 


1 


End 


1255 




C3 


GI 


5042463 


Score 


95 




ass. 


Exons 


1..32, 122. .323, 987. .1126, 


1178. .1255 








GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


51082 


Seq. ID 


OJ000329_09.0419 


.C12 




Gene No. 


108276 


Strand 


+ 






Start 


1 


End 


2060 






Name 


OJ000329 09.0419.C12.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


2060 






GI 


7340868 


Score 


35 






Exons 


1..85, 1150. .1269, 2017. .2060 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


51083 


Seq. ID 


OJ000329_09.0419 


.C13 




Gene No. 


108277 


Strand 








Start 


208 


End 


326 






Name 


OJ000329 09.0419.C13.ol.gs 


Method 


GENSCAN 






Start 


208 


End 


326 





52507 



GI 


none 






Score 


.89 


Exons 


208. .326 










Seq. No. 


51084 






Seq. ID 


OJ000329 


Gene No. 


108278 






Strand 




^ta rt- 

O Lai L. 








End 


1 7 Q 


Name 


OJ000329 09 


.0419.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


179 


GI 


7523502 






Score 


117 


Exons 


1..25, 86.. 


179 








GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51085 






Seq. ID 


OJ000329 


Gene No . 








Strand 




Start 


1058 






End 


1360 


Name 


OJ000329 09 


.0419.C16.ol 


.gs 


Method 


GENSCAN 


Start 


1058 






End 


1360 ■ 


GI 


none 






Score 


.61 


Exons 


1058. .1360 










Seq. No. 


51086 






Seq. ID 


OJ000329 


Gene No. 


108280 






Strand 


+ 


Start 


1 






End 


104 


Name 


OJ000329 09 


.0419.C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


'104 


GI 


7485326 






Score 


102 


Exons 


1. .104 











[j GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein F10M10.90 - Arabidopsis thaliana 
gil 4455177 | emb | CAB36709.il (AL035521) putative protein 
[Arabidopsis thaliana] gi | 7270382 | emb | CAB80149 . 1 | (AL161585) 
putative protein [Arabidopsis thaliana] 



51087 

108281 

317 

OJ000329_09.0419.C19.ol.gs 

317 

none 

317. .496, 622. .645 



Seq. ID OJ000329_09.0419.C19 
Strand 

End 645 

Method GENSCAN 

End 645 

Score . 62 



3 Seq. No. 


51088 








Seq. ID 


OJ000329 


Gene No. 


108282 








Strand 


+ 


Start 


263 








End 


458 


Name 


OJ000329 


_09.0419.C20 


ol 


.gs 


Method 


GENSCAN 


Start 


263 








End 


458 


GI 


none 








Score 


.76 


Exons 


263. .332, 


382. .458 










Seq. No. 


51089 








Seq. ID 


OJ000329 


Gene No. 


108283 








Strand 




Start 


149 








End 


487 


Name 


OJ000329 


_09.0419.C21 


ol 


• gp 


Method 


AAT/GAP 


Start 


149 








End 


487 


GI 


none 








Score 


592 


Exons 


149. .487 












Seq. No. 


51090 








Seq. ID 


OJ000329 



52508 



Gene No. 108284 Strand 

Start 1 End 736 

Name OJ000329_09. 0419.C28 .ol.np Method AAT/NAP 

Start 1 End 736 

GI 4680203 Score 503 

Exons 1. .736 , 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 





Seq. No. 


51090 








Seq. ID 


OJ000329_09.0419. 


C28 




Gene No. 










Strand 








Start 


1 








End 


736 






Name 


OJ000329 


09. 


0419.C28.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


13 








End 


295 






GI 


none 








Score 


70 






Exons 


13. .294, 


65. 


.295 












Seq. No. 


51090 








Seq. ID 


OJ000329_09.0419. 


C28 




Gene No . 


1Uozo4 








Strand 








Start 


1 








End 


736 






Name 


OJ000329 


09. 


0419.C28.ol 


.gs 


Method 


GENSCAN 






Start 


42 








End 


710 






GI 


none 








Score 


.48 






Exons 


42, .141, 


456 


. .710 










f 1 


Seq. No. 


51090 








Seq. ID. 


OJ000329_09.0419. 


C28 




Gene No. 


1 AOOOil 

luozo4 








Strand 








Start 


1 








End 


736 




ry 


Name 


OJ000329 


09. 


0419.C28.ol 


.tw 


Method 


TBLASTX: Wheat 




L Jj 


Start 


55 








End 


617 




I : % 


GI 


none 








Score 


48 






Exons 


55. .180, 


74 . 


.181, 193.. 


282, 


194. .283, 


334. .426, 435. .617 


ry 


Seq. No. 


51090 








Seq. ID 


OJ000329_09.0419. 


C28 




Gene No. 


108284 








Strand 






k J 


Start 


1 








End 


736 




J 


Name 


OJ000329 


09. 


0419.C28.ol 


.ts 


Method 


TBLASTX : Soybean 




•3 


Start 


334 








End 


608 






GI 


none 








Score 


62 






Exons 


334. .426, 


423. .608, 450 


. .608 










Seq. No. 


51091 








Seq. ID 


OJ000329_09.0419. 


C29 




Gene No. 


108285 








Strand 


+ 






Start 


3164 








End 


5251 






Name 


OJ000329 


09. 


0419.C29.ol 


.np 


Method 


AAT/NAP 






Start 


3164 








End 


5251 






GI 


4587526 








Score 


359 






Exons 


3164. .3793, 


5232. .5251 











GI Descrip. (AC007060) Strong similarity to F19I3.2 gi 13033375 putative 
berberine bridge enzyme from Arabidopsis thaliana BAC 
gb|AC004238. ESTs gb|F19886, gb|Z30784 and gb|Z30785 come from 
this gene 



Seq. No. 51091 

Gene No. 108286 

Start 3765 

Name OJ000329_09 . 04 19 . C29 . ol . tc 

Start 3269 



Seq. ID OJ000329_09.0419.C29 
Strand 

End 38 90 

Method TBLASTX : Cress 

End 3634 



52509 



GI 

Exons 



none Score 250 

3269.-3346, 3350. .3580, 3364. .3540, 3410. .3541, 3572. .3634 



Seq. No. 


51091 






Seq. ID 


OJ000329_09.0419 


. CZ 9 


Gene No . 


lObZOD 






Strand 






btart 


o ^ c a 
J / DO 






End 


3890 




Name 


ojuuuozy uy.U4iy. 


y . oi 


. ts 


Method 


TBLASTX: Soybean 




5 tart 


J290 






End 


3789 






none 






Score 


298 




Exons 






"3 ^ C A 


..3597, 3658. .3789 




Seq. No. 


51091 






Seq. ID 


OJ000329_09.0419 


C2 9 


Gene No. 


108286 






Strand 






Start 


3765 






End 


3890 




Name 


OJ000329 09.0419. 


C29.o2 


.np 


Method 


AAT/NAP 




Start 


3765 






End 


3890 




GI 


7451380 






Score 


51 




Exons 


3765. .3890 












GI Descrip. 


chitinase (EC 3.2 


.1.14) 


III 


C10923 - rice 





gi I 2696233 | dbj IBAA23812.il"' '(D55714) chitinase [Oryza sativa] 
gi|4884512|dbj IBAA77774.il (AB027421) class III chitinase 
homologue, (OsChib3H-b). [Oryza sativa] gi J 4 884514 | dbj | BAA7 7.7.75 ..1 1 
(AB027422) class III chitinase homologue (OsChib3H-b) [Oryza 
sativa] 



Seq. No. 


51092 










Seq. ID 


OJ000329_ 


_09. 


0419 


.C30 


Gene No. 


108287 










Strand 










Start 


786 










End 


840 








Name 


OJ000329 09 


0419 


.C30. 


ol 


.gs 


Method 


GENSCAN 








Start 


786 










End 


840 








GI 


none 










Score 


.81 








Exons 


786. .840 




















Seq. No. 


51093 










Seq. ID 


OJ000329_ 


_09. 


0419 


.C31 


Gene No. 


108288 










Strand 


+ 








Start 


921 










End 


1094 








Name 


OJ000329 09 


0419 


.C31. 


ol 


.gs 


Method 


GENSCAN 








Start 


921 










End 


1094 








GI 


none 










Score 


.92 








Exons 


921. .1094 




















Seq. No. 


51093 










Seq. ID 


OJ000329_ 


_09. 


0419 


.C31 


Gene No. 


108289 










Strand 


+ 








Start 


2451 










End 


2657 








Name 


OJ000329 09. 


0419 


-C31. 


o2 


gs 


Method 


GENSCAN 








Start 


2451 










End 


2657 








GI 


none 










Score 


.86 








Exons 


2451. .2657 




















Seq. No. 


51093 










Seq. ID 


OJ000329_ 


09. 


0419 


.C31 


Gene No. 


108290 










Strand 










Start 


3908 










End 


4642 








Name 


OJ000329 09. 


0419 


.C31. 


ol 


gp 


■ Method 


AAT/GAP 








Start 


3908 










End 


4188 








GI 


none 










Score 


510 








Exons 


3908. .4188 





















52510 






Seq. No. 


51093 








Seq. ID 


OJ000329_09.0419 


.C31 




Gene No. 


108290 








Strand 








OtaiL 


j yuo 








End 


4642 






Name 


OJ000329 09 


.0419 


.C31.ol 


.np 


Method 


AAT/NAP 






Start 


4055 








End 


4603 






GI 


4567207 








Score 


250 






Exons 


4055. .4603 
















GI Descrip. 


(AC007168) 


unknown protein [Arabidopsis thaliana] 






Seq. No. 


51093 








Seq. ID 


OJ000329_09.0419 


.C31 




Gene No . 


lUoz yu 








Strand 








Start 


3908 








End 


4642 






Name 


OJ000329 09 


. U4 ±y 


. LjI . OZ 


.gp 


Method 


AAT/GAP 






Start 


4152 








End 


4642 






GI 


none 








Score 


922 






Exons 


4152. .4642 
















Seq. No. 


51093 








Seq. ID 


OJ000329_09.0419 


.C31 




Gene No. 










Strand 








Start 


7323 








End 


9375 






Name 


OJ000329 09 


A A 1 O 

. u4 iy 


. C Jl . Ol 


. tc 


Method 


TBLASTX : Cress 






Start 


4118 








End 


4495 






GI 


none 








Score 


43 






Exons 


4118. .4201, 


A 1 "3 "3 

4 1 jj 


A 1 Q C 


A O O "3 

4 ZZO . 


.4390, 4224. .4367, 4391. .4495 


3 


Seq. No. 


51093 








Seq. ID 


OJ000329_09.0419 






Gene No. 


lUo^y 1 








Strand 






Li 


Start 


7323 








End 


9375 






Name 


OJ000329 09 


a a i c\ 

. U4 iy 


. Col . Ol 


. tm 


Method 


TBLASTX: Maize 






Start 


4223 








End 


4501 




^? 


GI 


none 








Score 


114 






Exons 


4223. .4390, 


A o O A 

4zz4 


. . 4 jy i , 


A Q Q Q 

4 ooo . 


.4501 






y 


Seq. No. 


51093 








Seq. ID 


OJ000329_09.0419 


.C31 




Gene No . 


iubz y i 








Strand 






=? 

5 


Start 


7323 








End 


9375 






Name 


OJ000329 09 


A A 1 A 

.0419 


. C 31 . ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


4223 








End 


4501 






GI 


none 








Score 


108 






Exons 


4223. .4390, 


4224 


J AA1 

. . 4391, 


4388 . 


.4501 








Seq. No. 


51093 








Seq. ID 


OJ000329_09.0419 


.C31 




Gene No. 


luo^ y i 








Strand 








Start 


7323 








End 


9375 






Name 


OJ000329 09 


.0419 


.C31.o4 


.gs 


Method 


GENSCAN 






Start 


7323 








End 


9375 






GI 


none 








Score 


.72 






Exons 


7323. .7421, 


9239 


. .9375 












Seq. No. 


51094 








Seq. ID 


OJ000329_09.0419 


.C32 




Gene No. 


108292 








Strand 


+ 






Start 


2211 








End 


4176 






Name 


OJ000329 09 


.0419 


.C32.ol 


.np 


Method 


AAT/NAP 






Start 


2211 








End 


4176 






GI 


5852180 








Score 


500 






Exons 


2211. .2264, 


3244 


. .3362, 


3414. 


.3786, 4109. .4176 





GI Descrip. (AL117265) zhb00010.1 [Oryza sativa] 

52511 



Seq. No. 51094 Seq. ID OJ000329_09 . 0419 . C32 

Gene No. 108293 Strand 

Start 2113 End 2494 

Name OJ000329_09. 0419.C32 . ol .gp Method AAT/GAP 

Start 2113 End 2494 

GI uC-osflcyp033a04bl Score 663 

Exons 2113.. 2494 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 51094 Seq. ID 

Gene No. 108294 Strand 

Start 3622 End 

Name OJ00032 9_09 . 0419. C32 . o2 . np Method 

Start 3622 End 

GI 5091513 Score 

Exons 3622.. 3691, 4592.. 5018 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



OJ000329_09.0419.C32 

5018 
AAT/NAP 
5018 
241 



Seq. No. 


51094 




Seq. ID 


OJ000329_09 


0419. C32 


Gene No. 


108295 




Strand 






Start 


6862 




End 


7326 




Name 


OJ000329 09 


.0419.C32.o2.gs 


Method 


GENS CAN 




Start 


6862 




End 


7326 




GI 


none 




Score 


.73 




Exons 


6862. .6976, 


7069. .7264, 7272. 


.7326 






Seq. No. 


51095 




Seq. ID 


OJ000329 09 


0419. C33 


Gene No. 


108296 




Strand 


+ 




Start 


3810 




End 


5562 




Name 


OJ000329 09 


.0419.C33.ol.np 


Method 


AAT/NAP 




Start 


3791 




End 


5541 




GI 


4218010 




Score 


1389 




Exons 


3791. .3903, 


4136. .5541 








GI Descrip. 


(AC006135) 


putative sugar transporter 


[Arabidopsis 


thaliana 


Seq. No. 


51095 




Seq. ID 


OJ000329_09. 


0419. C33 


Gene No. 


108296 




Strand 


+ 




Start 


3810 




End 


5562 




Name 


OJ000329 09 


.0419.C33.o2.gs 


Method 


GENSCAN 




Start 


3810 




End 


5562 




GI 


none 




Score 


.78 




Exons 


3810. .3903, 


4136. .5562 









Seq. No. 51095 Seq. ID 

Gene No. 108297 Strand 

Start 213 End 

Name OJ000329_09 . 0419 . C33 . ol . gs Method 

Start 213 End 

GI none Score 

Exons 213. .341, 1189. .1314, 2178. .2187 



OJ000329_09.0419.C33 

2187 
GENSCAN 
2187 
.53 



Seq. No. 51095 Seq. ID 

Gene No. 108298 Strand 

Start 4134 End 

Name OJ000329 09 . 04 19 . C33 . ol . tc Method 



OJ000329_09.0419.C33 
5456 

TBLASTX: Cress 



52512 






Start 


4134 




End 


4395 






GI 


none 




Score 


63 






Exons 


4134. .4199, 4134. .4349, 


4135 


. .4395 








Seq. No. 


51095 




Seq. ID 


OJ000329 


_09.0419.C33 




Gene No. 


108298 




Strand 








otart 


A 1 O A 

4 1.34 




End 


5456 






Name 


OJ000329 09.0419.C33.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


4134 




End 


5456 






GI 


none 




Score 


65 






Exons 


4134. .4184, 4134. .4352, 


4135 


..4563, 44 


10. .4655, 


4621. .4737, 






4801. .5208, 4818. .5117, 


5148 


..5456, 5149. .5337 






Seq. No. 


51095 




Seq. ID 


OJ000329 


_09.0419.C33 




Gene No. 


108298 




Strand 








Start 


4 1 J4 




End 


5456 






Name 


OJ000329 09.0419.C33.ol 


. tm 


Method 


TBLASTX : 


Maize 




Start 


4135 




End 


5372 






GI 


none 




Score 


479 






Exons 


4135. .4737, 4143. .4346, 


4407 


..4655, 4636. .4737, 


4827. .5114, 






4831. .5169, 5145. .5372, 


5146 


. .5343 








Seq. No. 


5i095 




Seq. ID 


OJ000329 


_09.0419.C33 


r 3 


Gene No. 


108298 




Strand 








Start 


A 1 *3 / 

- 4 1J4 




End 


5456. 




w 


Name 


OJ000329 09.0419.C33.o2 


.tc 


Method 


TBLASTX: 


Cress 


f n 


Start 


4519 




End 


4944 




?; 5 
: br 


GI 


none 




Score 


39 






Exons 


4519.. 4563, 4533.. 4655, 


4621 


..4737, 4801. .4944, 


4824. .4940, 






4837. .4944 










5!. 
% ^2 

? ; a 


Seq. No. 


51096 




Seq. ID 


OJ000329 


_09.0419.C34 




Gene No. 






Strand 






= 


Start 


42 




End 


1209 




f 1 


Name 


OJ000329 09.0419.C34.ol, 


.gs 


Method 


. GENSCAN 




^ ; 


Start 


42 




End 


1209 




: 


GI 


none 




Score 


.44 




? 53 
i ""s 


Exons 


42. .145, 262. .389, 958.. 


.1209 








? ^ 
£. -J 


Seq. No. 


51097 




Seq. ID 


OJ000329 


_09.0419.C35 


r *^ 


Gene No. 


108300 




Strand 


+ 






Start 


1351 




End 


1858 






Name 


OJ000329 09.0419.C35.ol, 


.gp 


Method 


AAT/GAP 






Start 


1351 




End 


1858 






GI 


576771 




Score 


770 






Exons 


1351. .1621, 1648. .1858 












GI Descrip. 


576771/gb|U16256|OSU16256 O.l 


De+00 Oryza sativa 


cone SRI 






sucrose-regulated mRNA, 


3' -end sequence 






Seq. No. 


51098 




Seq. ID 


OJ000329 


_09.0419.C38 




Gene No. 


108301 




Strand 


+ 






Start 


39 




End 


971 






Name 


OJ000329 09.0419.C38.o2, 


,np 


Method 


AAT/NAP 






Start 


39 




End 


971 






GI 


6721507 




Score 


95 






Exons 


39. .131, 399. .563, 843.. 


.971 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 





52513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51098 

108302 

1 

OJ000329_09.0419.C38.ol.np 
1 

4185309 

1. .128, 1360. .1414 
(AF090446) unknown [Zea mays] 



Seq. ID OJ000329_09.0419.C38 
Strand 

End 2253 

Method AAT/NAP 

End 1414 

Score 116 



51098 
108302 
1 

OJ000329_09.0419.C38.o3.np 
1 

7363274 
1..15, 2000. .2253 

(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F17A8; putative protein. (AL049482) [Oryza sativa] 



Seq. ID OJ000329_09.0419.C38 
Strand 

End 2253 

Method AAT/NAP 

End 2253 

Score 229 



Seq. ID OJ000329_09.0419.C39 
Strand + 

1564 
GEN SCAN 
1564 
.74 



End 

Method 

End 

Score 



51099 
108303 
86 

OJ000329_09.0419.C39.ol.gs 
86 

none 

86. .151, 337. .598, 1230. .1564 

51100 
108304 
1896 

OJ000329_09.0419.C40.ol.np 
1896 
7339707 

1896. .1949, 3121. .3281, 4039. .4313, 4981. .5277 
(AP001539) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000329_09.0419.C40 

5277 
AAT/NAP 
5277 
90 



51101 Seq. ID 

108305 Strand 

1811 End 
OJ000329_09.0419.C41.ol.np Method 

1811 End 

4262245 Score 
1811. .2265 

(AC006200) hypothetical protein [Arabidopsis thaliana] 



OJ000329_09.0419.C41 
+ 

2265 
AAT/NAP 
2265 
212 



51102 Seq. ID 

108306 Strand 
259 End 
OJ000329_09.0419.C42.ol.gp Method 
259 End 
37264_1.R1084 Score 
259. .643 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence ' 



OJ000329_09.0419.C42 
+ 

680 

AAT/GAP 

643 

682 



52514 



Seq. No, 51102 Seq. ID 

Gene No. 108306 Strand 

Start 259 End 

Name OJ000329_09 . 04 19 . C42 . ol . tm Method 

Start 273 End 

GI none Score 
Exons 



OJ000329_09.0419.C42 
+ 

680 

TBLASTX: Maize 

680 

103 



273. .401, 279. .401, 292. .402, 292. .402, 445.-486, 446. .487, 
452. .490, 492. .539, 494. .541, 551. .646, 552. .680, 558. .650 



Seq. No. 51103 Seq. ID 

Gene No. 108307 Strand 

Start 942 End 

Name OJ000309_09 . 0419 . CI . ol . gs Method 

Start 942 End 

GI none Score 

Exons 942.. 1005 



OJ000309_09.0419.C1 
+ 

1005 
GENSCAN 
1005 
.59 



Seq. No. 
Gene No. 
Start" 
Name 
Start 

3 GI 
I Exons 

J GI Descrip. 

Lf Seq. No. 

J Gene No. 

j Start 

^ Name 

f: Start 

U GI 
Exons 



51104 
108308 
1 

OJ000309_09.0419.C3.ol.np 
1 

6759439 
1..113, 279. .640 

, (AL137189) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000309_09.0419.C3 
Strand 

End 873 " 

Method AAT/NAP 

End 640 

Score 203 



51104 

108308 

1 

OJ000309_09.0419.C3, 
26 

none 

26. .67, 59. .154, 60, 
173. .343, 362. .433, 
435. .461, 437. .460 



Seq. ID OJ000309_09.0419.C3 

Strand 

End 873 
ol.tm Method TBLASTX: Maize 

End 4 61 

Score 41 
.161, 65. .172, 73. .168, 163. .375, 171. .341, 
363. .434, 364. .435, 364. .441, 418. .459, 





Seq. No. 


51104 








Seq. ID 


OJ000309_ 




Gene No. 


108308 








Strand 




~r 


Start 


1 








End 


873 


3 


Name 


OJ000309 


09. 0419. C3, 


.ol 


.gp 


Method 


AAT/GAP 




Start 


108 








End 


553 




GI 


none 








Score 


856 




Exons 


108. .553 














Seq. No. 


51104 








Seq. ID 


OJ000309J 




Gene No. 


108308 








Strand 






Start 


1 








End 


873 




Name 


OJ000309 


09. 0419. C3. 


.ol 


.gs 


Method 


GENSCAN 




Start 


123 








End 


873 




GI 


none 








Score 


.96 




Exons 


123. .640, 


863. .873 












Seq. No. 


51104 








Seq. ID 


OJ000309J 




Gene No. 


108308 








Strand 






Start 


1 








End 


873 




Name 


OJ000309 


09. 0419. C3, 


.ol 


.ts 


Method 


TBLASTX :S< 




Start 


193 








End 


640 



52515 






none 


Score 


a o 


Exons 


iyo..oyy, jzu..4i^/ 4z/..bo9 


, 44o . . boy 


A O C £ A f\ 

, 4bo . . 64 0 


O j—v XT a 

beg. NO. 


011U4 


C _ _ TPl 

Seq. ID 


OJU00309 0y. 0419. Co 


Gene No. 


108308 


Strand 




Start 


1 


End 


873 


Name 


ujuuuouy uy . U4 iy . lo . oz . tni 


* * _ +. 

Metnoa 


J. BLAS TX : Ma i z e 


O -> v- +- 

btart 


4 /O 


End 


C A C 

b4 o 




none 


Score 


ICQ 

i by 


Exons , 


4/o. .007/ 4yy..o4o 






Seq. No. 


CI 1 AC 

ollUo 


Seq. ID 


/"^TAAAOAA AA A Vl "1 A /"'/I 

oj(ju(Jo09 uy.U4iy.c4 


Gene No. 


108309 


Strand 


+ 


Start 


939 


End 


2255 


Name 


ujuuuouy uy . U4 iy . L4 . oi . gs 


Method 


C T7 KT C 7\ XT 


Start 


n *3 n 

yjy 


T-> _ _J 

End 


O O E C 

^2oo 




none 


Score 


"7 C 

. /b 


Exons 


yoy..yyb, izo4 . . ±00 /, iou4.. 


1 c/(i o o n o 


. . zzoo 


Seq. No. 


ollUo 


Seq. ID 


y"\TAAA*3AA AA A /t 1 A /~> / 

OJU00309 09. 0419. C4 


Gene No. 


1 A O T3 1 A 

lUoolU 


Strand 




Start 


olbU 


End 


9305 


Name 


OJ000309 09.0419.C4.o2.gs 


Method 


GENSCAN 


Start 


3160 


End 


9162 




none 


Score 


.89 


Exons 


0I0U..JI00, 0/0^. .0000, 4ozo 


..4535, 5469. .5741, 5834. .5920 




DU4y..DZ4J / bo44..b4/Z, bo/4 


..6696, 6792. .6963, 7356. .7645 




OA O /I Qi /ro 

yuo4 . . yioz 






C XT A 

Seq. No. 


ollOo 


Seq. ID 


OJ000309_09.0419.C4 


Gene No. 


108310 


Strand 




Start 


3160 


End 


9305 


Name 


OJ000309 09.0419.C4.ol.np 


Method 


AAT/NAP 


Start 


4269 


End 


9305 


GI 


4063751 


Score 


761 



H Exons 4269. .4535, 5150. .5257, 5469. .5741, 6049. .6243, 6344. .6442, 



U 6553. .6717, 6813. .6963, 7356.-7645, 9034. .9305 

,j GI Descrip. (AC005851) putative ABC transporter [Arabidopsis thaliana] 



it Seq. No. 


51105 








Seq. ID 


OJ000309_09.0419. 


C4 


^-J Gene No. 


108310 








Strand 






Start 


3160 








End 


9305 




Name 


OJ000309 09 


0419. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4281 








End 


4557 




GI 


none 








Score 


62 




Exons 


4281. .4538, 


4305. 


.4355, 


4390. 


.4557, 4405. .4539 




Seq. No. 


51105 








Seq. ID 


OJ000309_09.0419. 


C4 


Gene No. 


108310 








Strand 






Start 


3160 








End 


9305 




Name 


OJ000309 09 


0419. 


C4 .o3. 


tc 


Method 


TBLASTX: Cress 




Start 


4284 








End 


4481 




GI 


none 








Score 


51 




Exons 


4284. .4454, 


4437. 


.4481 










Seq. No. 


51105 








Seq. ID 


OJ000309_09.0419. 


C4 


Gene No. 


108310 








Strand 







52516 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3160 

OJ000309_09.0419.C4 .o4.ts 

4284 

none 

4284. .4445, 4327. .4443 

51105 

108310 

3160 

OJ000309_09.0419.C4 .ol.tw 

4425 

none 

4425.-4538, 5150. .5257, 5472, 

51105 

108310 

3160 

OJ000309_09.0419.C4.o2.ts 

4483 

none 

4483.. 4557, 4491. .4538, 5150. 
5461.. 5541, 5469. .5546, 5469. 
5829.. 5921, 5831.. 5920, 5832. 

51105 

108310 

3160 

OJ000309_09 . 04 1 9 . C4 . ol . tm 

5168 

none 

5168.. 5260, 5184.. 5258, 5461. 
5470. .5718, 5643. .5744, 5829. 
6043. .6243, 6050. .6244, 6344. 
6569.. 6697, 6571.. 6699, 6572. 
6799. .6906 



End 9305 

Method TBLASTX : Soybean 

End 4 4 4 5 

Score 79 



Seq. ID OJ000309_09.0419.C4 
Strand 

End 9305 

Method TBLASTX : Wheat 

End 5672 

Score 95 
.5672, 5476.. 5622 

Seq. ID OJ000309_09.0419.C4 
Strand 

End 9305 

Method TBLASTX : Soybean 

End 6135 

Score 94 

.5260, 5151.. 5258, 5156.. 5263, 
.5744, 5470.. 5718, 5640.. 5759, 
.5921, 6038.. 6133, 6043.. 6135 

Seq. ID OJ000309_09.0419.C4 
Strand 

End 9305 

Method TBLASTX : Mai ze 

End 6906 

Score 72 

.5541, 5469. .5546, 5469. .5744, 
.5921, 5830.. 5952, 5831.. 5920, 
.6469, 6348.. 6470, 6410.. 6478, 
.6697, 6589..6699, 6792.. 6905, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51105 Seq. ID OJ000309_09 . 04 19 . C4 

108310 Strand 

3160 End 9305 

OJ000309_09.0419.C4 .ol.gp Method AAT/GAP 

5213 End 6640 

47076_1.R1084 Score 1431 

5213. .5257, 5469. .5741, 5834. .5920, 6049. .6243, 6344. .6472, 
6574. .6640 

•4063751 4.0e-21 (AC005851) putative white protein [Arabidopsis 
thaliana] >gi_45104 09_gb_AAD214 95 . 1_ (AC006929) putative white 
protein [Arabidopsis thaliana] 1 



51105 Seq. ID 

108310 Strand 

3160 End 

OJ000309_09.0419.C4.ol.tc Method 

5589 End 

none Score 



OJ000309_09.0419.C4 
9305 

TBLASTX: Cress 

6962 

118 



5589.. 5609, 5616.. 5744, 5617.. 5718, 5634.. 5744, 5829.. 5921, 
5830. .5922, 5831. .5920, 6019. .6243, 6050. .6241, 6347. .6472, 
6563.. 6697, 6574.. 6699, 6580.. 6699, 6798.. 6962, 6799.. 6960 
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Seq. No. 


51105 








Seq. ID 


OJ000309 


_09.0419.C4 


Gene No. 


108310 








Strand 








fin 








End 


9305 




Name 


OJ000309 09. 


0419. 


C4.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


6136 








End 


7436 




GI 


none 








Score 


115 




Exons 


6136. .6243, 


6143. 


.6241, 


6344 . 


.6472, 6411. .6464, 


6563. .6697 




6574. .6699, 


6600. 


.6698, 


6798. 


.6965, 6799. .6966, 


6811. .6966 




6812. .6967, 


7356. 


.7.436* 


7358. 


.7435 






Seq. No. 


51105 








Seq. ID 


OJ000309 


__09.0419.C4 


Gene No. 


108310 








Strand 






Start 


3160 








End 


9305 




Name 


OJ000309 09. 


0419. 


C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6912 








End 


7650 




GI 


none 








Score 


90 




Exons 


6912. .6965, 


6913. 


.6972, 


7356. 


.7649, 7358. .7648, 


7531. .7650 



Seq. No. 51105 

Gene No. 108310 

Start 3160 

Name OJ000309_09 . 04 19 . C4 . o2 . tc 

Start 7356 

GI none 

Exons 7356.. 7427, 7358.. 7426, 7414. 

9034.. 9192, 9035.. 9190, 9277. 



Seq. ID 

Strand 

End . 

Method 

End 

Score 
.7641, 
.9303 



OJ000309_09.0419.C4 
9305 

TBLASTX: Cress 
9303 
85 

7425. .7640, 7427. .7645, 



Seq. No. 


51105 








Seq. ID 


OJ000309_09.0419 


C4 


Gene No. 


108310 








Strand 






Start 


3160 








End 


9305 




Name 


OJ000309 09. 


0419. 


C4.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


7437 








End 


7645 




GI 


none 








Score 


177 




Exons 


7437. .7640, 


7439. 


.7645 










Seq. No. 


51106 








Seq. ID 


OJ000309_09.0419 


C5 


Gene No. 


108311 








Strand 


+ 




Start 


2949 








End 


4467 




Name 


OJ000309 09. 


0419. 


C5.ol. 


gs 


Method 


GENSCAN 




Start 


2949 








End 


4467 




GI 


none 








Score 


. 94 




Exons 


2949. .3036, 


4361. 


.4467 











Seq. No. 51106 

Gene No. 108311 

Start 2949 

Name OJ000309_09.0419.C5.o2.gp 

Start 3573 

GI 2312838 

Exons 3573.. 3631 

GI Descrip. 1420932/gb | U61383 | ORU61383 7 
4-coumarate-CoA ligase gene, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000309_ 
+ 

4467 
AAT/GAP 
3631 
73 



09. 0419. C5 



. Oe-21 Oryza rufipogon 
intron 1, partial sequence 



Seq. No. 
Gene No. 
Start 



51106 

108312 

5289 



Seq. ID 

Strand 

End 



OJ000309_ 
+ 

5548 



09. 0419. C5 



52518 



Name OJ000309_09 . 0419. C5 . o3 . gp 

Start 5289 

GI LIB3431-010-P1-N1-F11 
Exons 5289.. 5548 

GI Descrip. ' 287403/dbj | D10838 | RICSBE1 
branching enzyme 1 



Method 

End 

Score 



AAT/GAP 

5548 

453 



l.Oe-111 Rice gene for starch 



Seq. No. 51106 Seq. ID OJ000309_09 . 04 19 . C5 

Gene No. 108313 Strand 

Start 1339 End 1424 

Name OJ000309_09.0419.C5.ol .gp Method AAT/GAP 

Start 1339 End 1424 

GI 5867_1.R1084 Score 113 

Exons 1339.. 1424 

GI Descrip. ' 464986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA787 14_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 





Seq. No. 




Gene No. 




Start 


Efl 


Name 




Start 


ru 


GI 


^ si 


Exons 








Seq. No. 


ry 


Gene No. 




Start 




Name 




Start 




GI 


3 3 

a as 


Exons 


%3 

r ^ 


Seq. No. 




Gene No. 


e " 


Start 




Name 




Start 




GI 




Exons 



Seq. ID OJ000309_09.0419.C6 

Strand + 

End 180 

Method GENSCAN 

End 180 

Score . 6 



51107 
108314 
37 

OJ000309_09.0419.C6.ol.gs 
37 

none 
37. .180 

51107 
108315 
4774 

OJ000309_09 . 04 19 . C6 . o3 . gs 
4774 
none 

4774. .4927, 5270. .5394, 5530. .7564, 7826. .8046 



Seq. ID OJ000309_09.0419.C6 

Strand + 

End 8046 

Method GENSCAN 

End 8046 

Score . 4 



51107 Seq. ID 

108316 Strand 

16929 End 

OJ000309_09 . 04 19 . C6 . o5 . gs Method 

16929 End 

none Score 



OJ000309_09. 0419. C6 
+ 

25042 
GENSCAN 
23737 
.55 



16929. .16995, 18513 .. 18686, 19933 .. 20064 , 20177 .. 204 13, 
20736. .20796, 20877 .. 21045, 21095 .. 21345, 214 45 .. 2164 6, 
21724. .21809, 22104 .. 22 195, 23496. .23737 



Seq. No. 51107 

Gene No. 108316 

Start 16929 

Name OJ000309_09 . 04 1 9 . C6 . ol . gp 

Start 20467 

GI 17569_1.R1084 

Exons 20467. .20564, 21128 .. 21345, 

GI Descrip. ' 4206196/gb | AAD11584 . 1 | AAD11584 3.0e-29 
protein [Arabidopsis thaliana] ? 



OJ000309_09.0419.C6 
+ 

25042 
AAT/GAP 
21857 
1062 

21445. .21647, 21726.. 21857 

(AF071527) hypothetical 



Seq. ID 

Strand 

End 

Method 

End 

Score 



52519 













Seq. No. 


51107 




Seq. ID 


OJ000309 


Gene No. 


108316 




Strand 


+ 


Start 


16929 




End 


25042 


Name 


OJ000309 09. 0419. C6 


o2 .np 


Method 


AAT/NAP 


Start 


20484 




End 


25042 


GI 


4206196 




Score 


577 


Exons 


20484. .20564, 21128 


.21345, 


21442. .21646, 21724 



22104. .22195, 23502 .. 23753, 24917.. 25042 
GI Descrip. (AF071527) hypothetical protein [Arabidopsis thaliana] 

gi|7270212|emb|CAB77827.1| (AL161496) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


51107 




Seq. ID 


OJ000309_09. 


0419. C6 


Gene No. 


108316 




Strand 


+ 




Start 


16929 




End 


25042 




Name 


OJ000309 09.0419. 


C6.o3 .gp 


Method 


AAT/GAP 




Start 


24336 




End 


24788 




GI 


none ' 




Score 


878 




Exons 


24336. .24788 










Seq. No. 


51107 




Seq. ID 


OJ000309_09. 


0419. C6 


Gene No. 


108317 




Strand 


+ 




Start 


26619 




End 


27708 




Name 


OJ000309 09.0419. 


C6.o7.gs 


Method 


GENSCAN 




Start 


26619 




End 


27708 




GI 


none 




Score 


.54 




Exons 


26619. .27539, 27544.. 27708 








Seq. No. 


51107 




Seq. ID 


OJ000309_09. 


0419. C6 


Gene No. 


108318 




Strand 


+ 




Start 


28027 




End 


28471 




Name 


OJ000309 09.0419. 


C6 . o5 . gp 


Method 


AAT/GAP 




Start 


28027 




End 


28471 




GI 


none 




Score 


874 




Exons 


28027. .28471 










Seq. No. 


51107 




Seq. ID 


OJ000309_09. 


0419. C6 


Gene No. 


108319 




Strand 






Start 


887 




End 


4836 




Name 


OJ000309 09.0419. 


C6.o2.gs 


Method 


GENSCAN 




Start 


887 




End 


4188 




GI 


none 




Score 


.86 




Exons 


887.. 1000, 1347.. 


1475, 1640. 


.1729, 1855 


..1981, 2335 


. .2399, 



2652. .2771, 2965. .3036, 3133. .3183, 3632. .3739, 3951. .4040, 
4168. .4188 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 



51107 Seq. ID 

108319 Strand 

887 End 

OJ000309_0 9 . 04 1 9 . C6 . ol . np Method 

1147 End 

3687224 Score 



OJ000309_09.0419.C6 

4836 
AAT/NAP 
4836 
907 



1147. .1250, 1347, 
2339.. 2399, 2652, 
3951. .4020, 4712. 



,1475, 1640. .1729, 1855. .1934, 2146. .2226, 
.2771, 2965. .3036, 3258..3376, 3632. .3739, 
.4836 



GI Descrip. (AC005169) putative N-acetyl-gamma-glutamyl-phosphate reductase 



52520 




[Arabidopsis thaliana] 



Seq. No. 


51107 


Seq. ID 


OJ000309_09.0419.C6 


Gene No. 


108320 


Strand 


- * 


Start 


8343 


End 


13552 


Name 


OJ000309 09.0419.C6.o4.gs 


Method 


GENSCAN 


Start 


8343 


End 


13552 


GI 


none 


Score 


.4 


Exons 


8343.. 8540, 13080 13166, 13288 .. 13434 , 


13442. .13552 


Sea No 


51107 


Seq. ID 


OJ000309_09.0419.C6 


Gene No. 


108321 


Strand 




Start 


23505 


End 


24089 


Name 


OJ000309 09 0419 C6 o2 od 


Method 


AAT/GAP 


Start 


23505 _ 


End 


24089 


GI 


2559 1 R1084 


Score 


1126 


Exons 


23505 24089 

c~ \j *j • * ^ \j \j y 






GI Descrip. 


'2809244 4 0e-13 (AC002560) 


F21B7.13 [Arabidopsis thaliana] 


Seq. No. 


SI 1 07 


Seq. ID 


OJ000309_09.0419.C6 


Gene No. 


108322 


Strand 




Start 


24851 


End 


28228 


Name 


OJ000309 09.0419.C6.o6.gs 


Method 


GENSCAN 


Start 


24851 


End 


25945 


GI - 


none 


Score 


.87 


Exons 


24851 24959 25063 25123 


25215. .25386, 25877. .25945 


Seq. No. 


51107 


Seq. ID 


OJ000309_09.0419.C6 


Gene No. 


108322 


Strand 




Start 


24851 


End 


28228 


Name 


OJ000309 09.0419 C6.o3.nD 


Method 


AAT/NAP 


Start 


24860 


End 


28228 


GI 


6957732 


Score 


1015 


Exons 


24860 24959 25063 25123 


25215. .25386, 25877 .. 26026, 




26444 26566 26688 26754 


26806. .27116, 27171 .. 27381, 




28113 28228 






GI Descrip. 


/ AP 0 9 1 f\A0\ nnVnnwn nrn^Pin 
\n^U£,iotu j mil A.1IUWH lji u lciii 


[Arabidopsis 


thaliana] 


Seq. No. 


M 1 07 

yj X J. \J f 


Seq. ID 


OJ000309_09.0419.C6 


Gene No . 


108322 


Strand 




Start 


24851 


End 


28228 


Name 


OJ000309 09.0419.C6.o4.gp 


Method 


AAT/GAP 


Start 


25091 


End 


26052 


GI 


LIB3431-039-P1-K2-E12 


Score 


627 


Exons 


25091. .25123, 25215 .. 25386, 


25877. .26052 


GI Descrip. 


•1653625/dbj IBAA18537 | l.Oe 


-09 (D90915) 


hypothetical protei] 




[Synechocystis sp.] ' 






Seq. No. 


51107 


Seq. ID 


OJ000309_09.0419.C6 


Gene No. 


108323 


Strand 




Start 


28272 


End 


35449 


Name 


OJ000309 09.0419.C6.o5.tm 


Method 


TBLASTX: Maize 


Start 


1113 


End 


1449 


GI 


none 


Score 


115 


Exons 


1113. .1202, 1129. .1236, 1133. .1210, 1208. .1249, 1209. .1250, 




1209. .1250, 1344. .1445, 1344. .1448, 1348. .1449, 1348. .1449 



52521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51107 

108323 

28272 

OJ000309_09.0419.C6.ol.tw 

1710 

none 

1710. .1730, 
2146. .2229, 
2338. .2421, 



1710. .1730, 1852. 
2147. .2227, 2322. 
2338. .2472, 2652. 



51107 

108323 

28272 

OJ000309_09.0419.C6.o6.tm 

2146 

none 

2146. .2232, 2147. .2227, 2151. 
2337.. 2423, 2338.. 2421, 2650. 
2965. .3036, 2965. .3036, 2966. 



Seq. ID OJ000309_09.0419.C6 
Strand 

End 35449 
Method TBLASTX : Wheat 
End 27 66 

Score 41 

.1929, 1855.. 1932, 1856.. 1933, 
.2417, 2324.. 2416, 2337.. 2423, 
.2765, 2652.. 2765, 2653.. 2766 

Seq. ID OJ000309_09.0419.C6 
Strand 

End 35449 
Method TBLASTX : Mai ze 
End 3162 
Score 84 

.2237, 2154.. 2231, 2322.. 2417, 
.2775, 2652.. 2777, 2653.. 2769, 
.3043, 3113.. 3160, 3133.. 3162 



Seq. No. 51107 

Gene No. 108323 

Start 28272 

Name OJ000309_09. 0419.C6.o3. ts 

Start 2189 

GI none 

Exons 2189.. 2227, 
2652. .2777 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000309_09.0419.C6 
35449 

TBLASTX: Soybean 

2777 

70 



2337. .2423, 2338. .2421, 2629. .2769, 2652. .2774, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51107 

108323 

28272 

OJ000309_09. 
20450 
none 
20450. 
21116. 
21447. 



0419.C6.ol.tm 



.20563, 
.21181, 
.21560 



20451. 
21129. 



.20564, 
.21344, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21114 

21130 



OJ000309 09. 0419. C6 



35449 

TBLASTX: Maize 
21560 
131 

21344, 21116. .21349, 

21345, 21395. .21559, 



Seq. No. 51107 Seq. ID 

Gene No. 108323 Strand 

Start 28272 End 

Name . . OJ000309_09 . 04 19 . C6 . o2 . ts Method 

Start 21154 End 

GI none Score 

Exons 21154. .21342, 21155.. 21358 



OJ000309_09.0419.C6 
35449 

TBLASTX : Soybean 

21358 

230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



51107 Seq. ID 

108323 Strand 

28272 End 

OJ000309_09.0419.C6.ol.tc Method 

21155 End 

none Score 



OJ000309_09.0419.C6 
35449 

TBLASTX: Cress 

21529 

205 



21155. .21370, 21160. .21327, 21447 .. 21500, 21476. .21529 



51107 
108323 



Seq. ID OJ000309_09.0419.C6 
Strand 



52522 



Start 
Name 
Start 
GI 

Exons 



28272 

OJ000309_09.0419.C6.o3.tm 
21565 
none 
21565. 
21723. 
22115. 
23571. 



End 

Method 

End 

Score 



35449 

TBLASTX: Maize 

23741 

133 



.21648, 21566. .21649, 21581.-21652, 21721 .. 21813, 

.21812, 22081. .22194, 22104 .. 22196, 22104 .. 22193, 

.22198, 22115. .22195, 23513 . . 237 4 0 , 23515 .. 23736, 
.23741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51107 

108323 

28272 

OJ000309_09.0419.C6.o2.tc 

22155 

none 



Seq. ID .OJ000309_09..Q419.C6 
Strand 
End 

Method 
End 
Score 



35449 

TBLASTX : Cress 

23734 

73 



22155. .22256, 22156 .. 22200, 2348 6 .. 23734 , 23566.. 23724 



51107 

108323 

28272 

OJ000309_09.0419.C6.o2.tm 

24842 

none 

24842.-24964, 24842 .. 24958, 

25059. .25124, 25060 .. 25125, 

25183. .25386, 25205 .. 25387 , 

25878. .25949, 25879.-25959 



Seq. ID OJ000309_09.0419.C6 
Strand 

End 35449 

Method TBLASTX: Maize 

End 25959 

Score 134 
24846.-24962, 24847 .. 24 966, 
25060. .25122, 25062 .. 25124 , 
25213. .25401, 25877 .. 25945, 



Seq. No. 51107 

Gene No. 108323 

Start 28272 

Name OJ000309_09.0419.C6.ol.ts 

Start 24869 

GI none 

Exons 24869. .24958, 
25183. .25386, 



24882. .24959, 
25205. .25387, 



Seq. ID OJ000309_09.0419.C6 
Strand 

End 35449 

Method TBLASTX : Soybean 

End 26026 

Score 81 
25060. .25125, 25063 25125 , 
25877. .26026, 25878. .26024 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51107 
108323 
28272 
OJ000309 
28259 
none 
28259 
28628 
29034 
29926 
30143 



09.0419.C6.o4.tm 



-28318, 
.28708, 
.29243, 
.30072, 
.30226 



28296. .28430, 
28630. .28710, 
29691. .29861, 
29934. .30074, 



Seq. ID OJ000309_09.0419.C6 
Strand 

End 35449 

Method TBLASTX : Mai ze 

End 30226 

Score 141 
28371. .28505, 28383 28520, 
28884. .28943, 29033 .. 2 9236, 
29733. .29861, 2 9923 .. 30060, 
29937. .30083, 30125 30202 , 



Seq. No. 51107 

Gene No. 108323 

Start 28272 

Name OJ000309_09 . 0419 . C6 . 08 . gs 

Start 28272 

GI none 

Exons 28272. .28504, 
29937. .30063, 



28633. .28708, 
30068. .30112, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
28883. .28928, 
30143. .30199 



OJ000309 09. 0419. C6 



35449 
GEN SCAN 
30199 
.97 

29046. 



.29244, 



52523 




Seq. No. 


51107 




Seq. ID 


OJ000309_09 


0419 


.C6 


Gene No. 


108323 




Strand 








Start 






End 


35449 






Name 


OJ000309 09. 0419. C6. 


o4 .np 


Method 


AAT/NAP 






Start 


28275 




End 


30199 






GI 


6630747 




Score 


340 






Exons 


28275. .28502, 28631. 


.28708, 


28883.-28928, 29046 .. 29244 , 






29884. .30063, 30143. 


.30199 










GI Descrip. 


(AL132958) putative 


protein 


[Arabidops 


is thaliana] 






Seq. No. 


51107 




Seq. ID 


OJ000309_09 


0419 


.C6 


Gene No. 


108323 




Strand 








Start 


28272 




End 


35449 






Name 


OJ000309 09. 0419. C6. 


06 . gp 


Method 


AAT/GAP 






Start 


29929 




End 


30967 






GI 


none 




Score 


852 






Exons 


29929. .30063, 30143. 


.30220, 


30693. .30967 







Seq. No. 51107 Seq. ID 

Gene No. 108323 Strand 

Start 28272 End 35449 

Name OJ000309_09 . 04 19 . C6 . o9 . gs Method GEN SCAN 

Start . 30731 End 35449 

GI none Score .55 

Exons 30731. .30996, 31094 .. 31187 , 32244 327 60, 34793 

35230. .35320, 35362.. 35449 



OJ000309 09. 0419. C6 



,34954, 



Seq. No. 51108 Seq. ID 

Gene No. 108324 Strand 

Start 2882 End 

Name OJ000309_09 . 04 1 9 . C7 . ol . gp Method 

Start 2882 End 

GI 3472_1.R1084 Score 

Exons 2882..3254, 3343.. 3483, 3593.. 3642, 

4082. .4146, 4228. .4311, 4401. .4466, 

4929. .5032, 5370. .5404, 5566.-5622, 



OJ000309_09.0419.C7 

10486 
AAT/GAP 
6041 
2486 

3727. .3817, 3909. .3991, 
4546. .4604, 4704. .4779, 
5911. .6041 



GI Descrip. '927575^1.06-129 (U12926) alpha galactosidase [Glycine max]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51108 

108324 

2882 

OJ000309_09.0419.C7.ol.np 

3171 

6164944 



Seq. ID OJ000309_09.0419.C7 
Strand 

End 10486 

Method AAT/NAP 

End 10465 

Score 1012 



3171. .3254, 3343. .3483, 3593.-3642, 3727. .3817, 3909. .3991, 
4082. .4146, 4228. .4311, 4401. .4466, 4546. .4604, 4704. .4779, 
4929. .5032, 5370. .5404, 5566. .5622, 8203. .8261, 10287. .10465 



GI Descrip. (AF191823) alpha-galactosidase [Lycopersicon esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51108 Seq. ID 

108324 Strand 

2882 End 

OJ000309_09 . 04 19 . C7 . o2 . gs Method 

3277 End 

none Score 



OJ000309_09.0419.C7 

10486 
GENSCAN 
10486 
.62 



3277. .3483, 3593.-3642, 3746. .3836, 3909. .3991, 4082. .4146, 



52524 



4228. .4311, 4401. .4466, 4546. .4604, 4874. .5032, 5370. .5404, 
5566. .5622, 8203. .8261, 8281. .8375, 9519. .9633, 10353. .10486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51108 

108325 

13582 

OJ000309_09. 

2942 

none 

2942. .2971, 
3171. .3254, 



0419.C7 .ol.tm 



3344, 
3728. 
4074. 
4400. 
4544, 
4928. 
8204. 



,3496, 
,3820, 
,4145, 
,4468, 
,4597, 
,5035, 
,8260, 



3044. . 
3171. . 
3551. , 
3728. . 
4084. . 
4401. , 
4545. , 
4929. . 
10283, 



3085, 
3254, 
3688, 
3826, 
4149, 
4469, 
4604, 
5033, 
.1032] 



3044. 
3172. 
3591. 
3888. 
4229. 
4428. 
4702. 
5567. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.3106, 
.3255, 
.3644, 
.3995, 
.4312, 
.4469, 
.4776, 
.5626, 



D OJ000309 09. 0419. C7 



3045 
3328 
3723 
3904 
4230 
4542 
4704 
8184 



13752 
TBLASTX: 
10321 
38 

.3086, 
.3486, 
.3818, 
.3993, 
.4340, 
.4604, 
.4778, 
.8261, 



Maize 



3155. 
3343. 
3726. 
4071. 
4230. 
4543. 
4705. 
8195. 



.3253, 
.3483, 
.3818, 
.4148, 
.4310, 
.4605, 
.4773, 
.8266, 



Seq. No. 51108 
Gene No. 108325 
Start 13582 

Name OJ000309_09 . 0419 . C7 . ol . ts 

Start 3177 
GI none 

Exons 3177.. 3242, 3178.. 3234, 3310. 

3590. .3643, 3722. .3826, 3888. 
4083. .4148, 4233. .4310, 4234. 
4531. .4620, 4545. .4604, 4704. 
4928. .5035, 5567. .5626, 8204. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000309 09. 0419. C7 



13752 

TBLASTX : Soybean 
8284 
53 

.3492, 3346. .3483, 3588. .3644, 
.3995, 3904. .3993, 4071. .4148, 
.4311, 4397. .4423, 4400. .4468, 
.4778, 4705. .4773, 4926. .5060, 
.8284 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



51108 

108325 

13582 

OJ000309_09, 
3454 
none 
3454. 
3732. 
4233. 
4704. 



,3483, 
,3818, 
.4310, 
,4772, 



0419.C7.ol.tc 



3461. 
3888. 
4234, 
4708. 



,3490, 
3995, 
,4338, 
,4773 



3588 
3904 
4400 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3644, 3590 
.3993, 4071 
.4468, 4543 



OJ000309 09. 0419. C7 



13752 

TBLASTX: Cress 
4773 
37 

3643, 3722, 
4148, 4233, 
4620, 4545, 



,3826, 
,4337, 
,4604, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51108 

108325 

13582 

OJ000309_09. 

4545 

none 

4545. .4604, 
4705. .4776, 



0419.C7.ol.tw 



4546, 
4927, 



,4620, 4546. 
.5004, 4928. 



OJ000309_09.0419.C7 
13752 

TBLASTX: Wheat 
5035 
92 

4702. .4776, 4704. .4778, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4620, 
.5035, 4929.. 5033 



Seq. No. 51108 Seq. ID 

Gene No. 108325 Strand 

Start 13582 .,*■ End 

Name OJ000309_09 . 0419 . C7 . o3 . gs Method 

Start 13582 End 

GI none Score 



OJ000309_09.0419.C7 

13752 
GENSCAN 
13752 
.95 



52525 



Exons 



13582. .13752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51109 Seq. ID 

108326 Strand 
1 End 
OJ000309_09 . 041 9 . C9 . ol . np Method 
1 End 
6630464 Score 
1..1750 

(AC007190) F23N19.4 [Arabidopsis thaliana] 



OJ000309_09.0419.C9 
+ 

4085 
AAT/NAP 
1750 
892 



51109 Seq. ID 

108326 Strand 

1 End 

OJ000309_09 . 04 19 . C9 . ol . gs Method 

77 End 

none Score 

77. .1129, 1335. .1744, 3144. .3215, 3771 



Seq. No. 51109 Seq. ID 

Gene No. 108327 Strand 

Start 5023 End 

Name OJ000309_09 . 04 19 . C9 . o2 . gs Method 

Start 5023 End 

GI none Score 

Exons 5023.. 5220 



OJ000309_09.0419.C9 
+ 

4085 
GENSCAN 
4085 
.91 

..3821, 3962. .4085 

OJ000309_09.0419.C9 
+ 

5220 
GENSCAN 
5220 
.92 



fy Seq. No. 

Gene No. 

j\1 Start 

~ Z? Name 

^ start 

fU GI 

= Exons 

f*j GI Descrip. 

s *7 Seq. No. 

Gene No. 
sl Start 
O Name 
R Start 
^ GI 

Exons 

GI Descrip. 



51109 
108328 
8971 

OJ000309_09.0419.C9.o3.np 
8971 
7340909 
8971. .9230 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ000309_09.0419.C9 

Strand + 

End 9230 

Method AAT/NAP 

End 9230 

Score 145 



51109 
108329 
4032 

OJ000309_09.0419.C9.o2.np 
4032 
7340860 
4032. .4132, 5353. .5417 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000309_09.0419.C9 
Strand 

End 5417 

Method AAT/NAP 

End 5417 

Score 102 



Seq. No. 51109 

Gene No. 108330 

Start 7370 

Name OJ000309_09 . 0419 .C9 . ol . tm 

Start 62 

GI none 
Exons 



Seq. ID OJ000309_09.0419.C9 
Strand 

End 9046 

Method TBLASTX : Maize 

End 1619 

Score 98 



62. .205, 62. .205, 74. .520, 122. .625, 219. .374, 219. .632, 
220. .678, 221. .730, 221. .718, 347. .829, 437. .940, 536. .1045, 
662. .1150, 752. .1213, 850. .1149, 851. .1297, 880. .1152, 
955. .1161, 956. .1300, 1103. .1204, 1358. .1483, 1362. .1586, 
1377. .1619 



52526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51109 

108330 

7370 

OJ000309_09.0419.C9.ol.tc 
68 

none 



Seq. ID OJ000309_09.0419.C9 
Strand 

End 904 6 

Method TBLASTX : Cress 

End 1601 

Score 165 



68. .340, 68. .250, 77. .250, 80. .451, 140. .352, 262. .447, 
266. .448, 281. .448, 302. .652, 307. .510, 371. .577, 398.-763, 
500,.:8.89, 539.. 802, 617.. 973, 710^.1081, 785.. 1012, 815.. 1201, 
835. .1161, 896. .1117, 904. .1113, 910. .1077, 932. .1288, 
937.-. 1245, 983. .1222, 1037. .1297, 1100. .1297, 1117. .1317, 
1142. .1303, 1169. .1300, 1183. .1299, 1284. .1526, 1290.. 1562, 
1296. .1433, 1308. .1490, 1371. .1601 



51109 
108330 
7370 

OJ000309_09.0419.C9.ol.ts 
68 

none 



Seq. ID 
Strand 
End 

Method 
End- 
Score 



OJ000309 09. 0419. C9 



9046 

TBLASTX: Soybean 
1661 
147 

68. .337, 71, .337, 73. .450, 77. .52.3,. 83. .952, 88. .309, 116. .298, 
197. .1057, 290. .652, 326. .499, 407. .1279, 512. .1288, 605. .814, 
659. .829, 713. .1288, 785. .1156, 844. .1023, 851. .1024, 857. .1294, 
892. .1149, 898. .1173, 898. .1161, 931. .1056, 956. .1129, 
1037. .1297, 1141. .1278, 1142. .1309, 1350. .1490, 1368. .1661, 
1371. .1634, 1374. .1562, 1464. .1634 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51109 

108330 

7370 

OJ000309_09.0419.C9.o3.gs 

7370 

none 



Seq. ID OJ000309_09.0419.C9 
Strand 

End 9046 

Method GEN SCAN 

End 904 6 

Score .81 



7370. .7430, 8138. .8264, 8926. .9046 



51110 

108331 

525 

OJ000309_09.0419.C10.ol.gs 

525 

none 



Seq. ID OJ000309_09. 0419. C10 

Strand + 

End 4100 

Method GENS CAN 

End 4100 

Score .4 



525. .1897, 1955. .2251, 3350. .3477, 3598.-3743, 3951. .4100 



51110 

108332 

5174 

OJ000309_09. 0419. C10. ol.tc 

762 

none 

762. .947, 768. .947, 768. .908, 

1098. .1436, 1098. .1349, 1098. 

1182.. 1550, 1239.. 1460, 1253. 

1401. .1547, 1506. .1865, 1596. 

1707.. 2075, 1773.. 2084, 1911. 

3600.. 3863, 3603.. 3818, 3608. 

3714.. 3929, 3744.. 3932 



Seq. ID OJ000309_09. 0419. C10 
Strand 

End 10412 
Method TBLASTX : Cress 
End 3932 
Score 79 

885. .1067, 960. .1067, 1092. .1337, 
.1271, 1119. .1337, 1128. .1364, 
.1438, 1380. .1547, 1401. .1751, 
.1784, 1638. .1901, 1658. .1867, 
.2084, 1995. .2087, 3597. .3836, 
.3784, 3635.-3796, 3651. .3929, 



52527 



Seq. No. 51110 Seq. I 

Gene No. 108332 Strand 

Start 5174 End 

Name OJ000309_09 . 04 19 . CIO . o2 . ts Method 

Start 762 End 

GI none Score 

Exons 762.. 917, 957.. 1067, 960.. 1076, 981. 

1098. .1526, 1106. .1420, 1107. .1436, 

1172. .1426, 1175. .1435, 1182. .2051, 

1400. .1723, 1425. .1598, 1506. .2141, 

1700. .1939, 1704. .2075, 1812. .2087, 

1970. .2116, 1991. .2104, 2188. .2238, 

3594. .3881, 3597. .3731, 3597. .3893, 

3651.. 3932, 3753.. 3902 



D OJ000309 09. 0419. C10 



10412 

TBLASTX: Soybean 
4096 
74 

.1067, 1098 
1107 
1229 

1544 . .1897, 
1917. .2105, 
3590. .3775, 
3600. .3893, 



,1835, 
,1433, 1137. 
,1339, 1296. 

1635. 
1956. 
3593. 
3650. 



1298, 
2075, 
1808, 
2087, 
3889, 
4096, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51110 Seq. ID 

108332 Strand 

5174 End 

OJ000309_09.0419.C10.o2.tm Method 

7 68 End 

none Score 



OJ000309_09.0419.C10 
10412 

TBLASTX: Maize 

4108 

70 



768. .950, 1098. .1514, 1109. .1573, 1110. .1619, 1110. .1304, 
1221. .1730, 1272. .1493, 1319. .1828, 1320. .1829, 1425. .1934, 
1536. .2039, 1635. .2087, 3594. .3863, 3600. .4079, 3681. .3902, 
3992. .4108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51110 Seq. ID 

108332 Strand 

5174 End 

OJ000309_09. 0419. C10. o2.gs Method 

5174 End 

none Score 



OJ000309_09. 0419. C10 

10412 
GENS CAN 
10412 
.87 



5174. .5299, 6150. .6276, 6278. .6456, 6555. .6648, 6732. .6787, 
7226. .7891, 8001. .8246, 8339. .8761, 9178. .9814, 10327. .10412 



Seq. No. 51110 

Gene No. 108332 

Start 5174 

Name OJ000309_09. 04 19. C10 .ol .gp 

Start 5987 

GI none 

Exons 5987.. 6456, 6555.. 6648, 6732. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6787, 7226. .7393 



OJ000309_09. 0419. C10 

10412 
AAT/GAP 
7393 
1475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51110 

108332 

5174 

OJ000309_09. 

6283 

none 

6283. .6459, 
7224. .7274, 
7394. .7465, 
7483. .7716, 
7541. .7663, 
7546. .7728, 
7607. .7663, 



0419. C10. ol.tm 



6293. .6454, 
7282. .7368, 
7404. .7478, 
7537. .7728, 
7541. .7663, 
7548. .7751, 
7609. .7722, 



6516. 
7283. 
7442. 
7537. 
7542. 
7548. 
7611. 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.6635, 
.7375, 
.7663, 
.7767, 
.7739, 
.7736, 
.7733, 



OJ000309_09.0419.C10 
10412 

TBLASTX: Maize 
9702 
170 

553. .6630, 6731. .6790, 
290. .7370, 7382. .7465, 
479. .7730, 7482. .7664, 
537. .7728, 7541. .7648, 
546. .7731, 7546. .7599, 
561. .7728, 7600. .7731, 
627. .7665, 7754. .7894, 



52528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7755. .7787, 7755. 

7859.. 7921, 7963. 

8099.. 8263, 8330. 

8535. .8591, 8542. 

8733.. 8765, 9175. 



.7895, 7756. 

.8247, 7998. 

.8533, 8336. 

.8625, 8617. 

.9330, 9232. 



.7845, 7756. 

.8255, 7999. 

.8530, 8346. 

.8763, 8627. 

,9330, 9517. 



.7815, 7814. 

.8247, 8055, 

,8534, 8534, 

,8764, 8651. 

,9681, 9559. 



.7894, 
.8180, 
,8668, 
.8764, 
,9702 



Seq. No. 51110 

Gene No. 108332 

Start 5174 

Name OJ[000309 09. 0419. C10. o2 .np 

Start 7257 ^ 

GI 5080792 

Exons 7257.. 7413, 7820.. 7891, 8001. 

9178. .9456, 9486. .9801 

GI Descrip. (AC007576) Unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000309_09. 0419. C10 

10412 
AAT/NAP 
9801 
518 



.8256, 8339. .8562, 8608. .8761, 



51110 
108332 
5174 

OJ000309_09.0419.C10.ol.ts 
7998 



Seq. ID • OJ000309_09.0419.C10 
Strand 

10412 

TBLASTX : Soybean 
9669 
112 



End 

Method 
End 

none Score 
7998. .8159, 7998. .8174, 8002. .8163, 8005. .8160, 8043. .8177, 
8055. .8153, 8172. .8240, 8342. .8536, 8396. .8515, 8687. .8770, 
9166. .9363, 9172. .9363, 9232 .. 9345,' 9232 .. 9330, 9388.-9435, 
9496. .9669, 9506. .9646, 9517. .9657, 9559. .9657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51110 

108332 

5174 

OJ000309_09. 0419. C10. o2.tc 

8055 

none 



Seq. ID OJ000309_09. 0419. C10 
Strand 

End 10412 

Method TBLASTX : Cress 

End 9736 

Score 144 



8055.. 8153, 9232.. 9345, 9496.. 9735, 9518.. 9736 

51110 Seq. ID OJ000309_09 . 04 19 . C10 

108332 Strand 

5174 End 10412 

OJ000309_09.0419.C10.o2.gp Method AAT/GAP 

8066 End 8419 

uC-osflcyp081e03bl Score 449 

8066.. 8246, 8339.. 8419 

'4249402 2.0e-84 (AC006072) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51110 

108332 

5174 

OJ000309_09. 0419. C10. ol.tw 

9235 

none 



Seq. ID OJ000309_09. 0419. C10 
Strand 

End 10412 

Method TBLASTX : Wheat 

End 9806 

Score 246 



9235. .9342, 9561. .9803, 9562. .9804, 9562. .9804, 9594. .9806 

51111 Seq. ID OJ000309_09 . 04 19 . C12 

108333 Strand + 

8165 End 12938 

OJ000309_09.0419.C12.ol.np Method AAT/NAP 



52529 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8165 End 12938 

2443881 Score 941 

8165. .8320, 8444. .8591, 8720. .8946, 9094. .9196, 9407. .9477, 
10276. .10350, 10441. .10584, 12918.. 12938 

(AC002294) contains beta-transducin motif [Arabidopsis thaliana] 



51111 
108333 
8165 

OJ000309_09.0419.C12.o2.gs 
8531 
none 



Seq. ID OJ000309_09.0419.C12 
Strand + 

12938 
GENSCAN 
127331 
.83 



End 

Method 
End 
Score 

8531. .8591, 8720. .8946, 9094. .9196, 9407. .9477, 10119 .. 10142, 
10276. .10350, 10441. .10584, 10655 .. 10778 , 10895 .. 11689, 
11729. .11833, 11910. .12028, 12070 .. 12252 , 12277 .. 12351, 
12432. .12547, 12617.. 12733 



Seq. No. 51111 Seq. ID 

Gene No. 108334 Strand 

Start 614 End 

Name OJ000309_09 . 04 19 . C12 . ol . gs Method 

Start 614 End 

GI none Score 
Exons 



OJ000309_09.0419.C12 

7469 
GENSCAN 
7469 
. 63 



614. .814, 2091. .2117, 2186. .2330, 3139. .3630, 3793. .3854, 
4254. .4408, 5830. .5953, 6836. .6988, 7089. .7469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



51111 

108335 

8719 

OJ000309_09.04 

8719 

none 

8719. .8832, 87 
9096.. 9197, 94 
10276. .10350, 
10444. .10584, 
10660. .10782, 
10963. .11400, 
11390. .11827, 
12065. .12196, 
12277. .12354, 



19.C12.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000309 09.0419.C12 



22. .89 
05. . 94 
10434 . 
10633. 
10661. 
10968. 
11391. 
12070. 
12432. 



46, 8740 

73, 9405 

.10583, 

.10776, 

.10789, 

.11399, 

.11828, 

.12198, 

.12530, 



12914 

TBLASTX: Maize 
12531 
70 

8949, 8745. .8960, 9094. .9207, 
9476, 9406.. 9477, 10275 1034 9, 
10438. .10584, 10440. .10583, 
10653. .10781, 10656. .10778, 
10887. .10967, 108 94. .10977, 
10996. .114 00, 11384. .11476, 
11392. .11853, 12052. . 12201, 
12274. .12348, 12276. .12353, 
12448. .12531, 12459.. 12530 



51111 

108335 

8719 

OJ000309_09.0419.C12.ol.tc 

10294 

none 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000309_09.0419.C12 
12914 

TBLASTX: Cress 

10581 

73 



10294. .10353, 10296 .. 10346, 10434 .. 10580, 10441 10581, 
10513. .10581 



Seq. No. 51111 Seq. ID 

Gene No. 108335 Strand 

Start 8719 End 

Name OJ000309_09 . 0419. C12 . ol . ts Method 

Start 12100 End 

GI none Score 



OJ000309_09.0419.C12 
12914 

TBLASTX: Soybean 

12914 

88 



52530 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12100, .12201, 12277. .12345, 12431 12508 , 12432 .. 12530, 
12614. .12772, 12615 12734 , 12656 12760, 12840.. 12914 



51112 

108336 

587 

OJ000309_09.0419.C13.ol.gp 

587 

none 

587. .935 



Seq. ID OJ000309_09.0419.C13 

Strand + 

End 935 

Method AAT/GAP 

End 935 

Score 694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51112 

108337 

348 

OJ000309_09.0419.C13.ol.gs 

348 

none 

348. .388, 873. .936 



51112 
108337 
348 

OJ000309_09.0419.C13.ol.tm 
734 
none 



Seq. ID OJ000309_09.0419.C13 
Strand 

End 1103 

Method GENSCAN 

End 936 

Score .57 



Seq. ID OJ000309_09.0419.C13 
Strand 

1103 

TBLASTX: Maize 
1103 
131 



End 

Method 
End 
Score 

734. .844, 735. .851, 869. .1036, 870. .1040, 877. .1044, 985. .1053 
998. .1057, 1018. .1065, 1039. .1065, 1074. .1103 



Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



51113 
108338 
1 

OJ000309_09.0419.C14.ol.np 
1 

6759439 
1..44, 313. .371 

(AL137189) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000309_09.0419.C14 
Strand 

End 371 

Method AAT/NAP 

End 371 

Score 42 



51114 
108339 
6196 

OJ000119_03.0419.Cl.o2.np 
6196 
5042463 
6196.. 6371, 6905.. 7081 

(AC007789) unknown protein [Oryza sativa] 



Seq. ID OJ000119_03.0419.C1 

Strand + 

End 7081 

Method AAT/NAP 

End 7081 

Score 108 



51114 
108340 
1 

OJ000119_03.0419.Cl.ol.np 
1 

6539588 
1..18, 2403. .2777 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000119_03.0419.C1 
Strand 

End 2777 

Method AAT/NAP 

End 2777 

Score 158 



51114 
108341 



Seq. ID OJ000119_03.0419.C1 
Strand 



52531 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5855 End 6369 

OJ000119_03 . 04 19 . CI . o2 . gs Method GENSCAN 

5855 End 6369 

none Score .7 
5855. .6077, 6236. .6369 



51115 Seq. ID 

108342 Strand 
1743 End 
. OJ000119 03.0419.C2..ol.np Method 
1743 ~" ' 4 * End 
7228463 Score 
1743. .1789, 1900. .2089, 2222. .2342 
(AP001366) hypothetical protein [Oryza sativa] 
gi I 7242900 | dbj IBAA92498.il (AP001383) hypothetical protein 
[Oryza sativa] 



OJ000119_03.0419.C2 
+ 

2342 
AAT/NAP 
2342 
370 



51116 Seq. ID 

108343 Strand 

287 End 

OJ000119_03 . 04 19 . C3 . ol . gs Method 

287 - End 

none Score 
287. .385 



OJ000119_03.0419.C3 
+ 

385 

GENSCAN 

385 

.76 



Seq. No. 51117 Seq. ID OJ000119_03 . 04 19 . C4 

Gene No. 108344 Strand 

Start 1 End 4089 

Name OJ000119_03 . 0419 . C4 . ol .np Method AAT/NAP 

Start 1 End 3042 

GI 7444442 Score 429 

Exons 1..36, 2172.. 3042 

GI Descrip. gag/pol polyprotein - maize retrotransposon Hopscotch 

gi|531389|gb|AAA57005.1| (U12626) copia-like retrotransposon 
Hopscotch polyprotein [Zea mays] 



Seq. No. 


51117 




Seq. ID 


OJ000119 


Gene No. 


108344 




Strand 




Start 


1 




End 


4089 


Name 


OJ000119 03.0419.C4 .o2. 


np 


Method 


AAT/NAP 


Start 


1867 




End 


4089 


GI 


7340868 




Score 


145 


Exons 


1867. .1902, 3105. .3270, 


4070. 


.4089 




GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51117 




Seq. ID 


OJ000119 


Gene No. 


108344 




Strand 




Start 


1 




End 


4089 


Name 


OJ000119 03.0419.C4.ol. 


gs 


Method 


GENSCAN 


Start 


2408 


End 


3335 


GI 


none 




Score 


.73 


Exons 


2408. .2740, 2757. .2992, 


3193. 


.3335 




Seq. No. 


51117 




Seq. ID 


OJ000119 


Gene No. 


108344 




Strand 




Start 


1 




End 


4089 


Name 


OJ000119 03.0419.C4.ol. 


tw 


Method 


TBLASTX:! 



52532 



Start 


2411 


GI 


none 


Exons 


2411. .2716 


Seq. No. 


51117 




-L U 0 DH 


Start 


1 


Name 


OJ000119 03. 


Start 


2531 


GI 


none 


Exons 


2531. .2821, 


Seq. No. 


51118 


Gene No. 


108345 


Start 


643 


Name 


OJ000119 03. 


Start 


643 


GI 


LIB3434-035- 


Exons 


643. .929 


GI Descrip. 


'5441876/dbj 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2716 
191 



OJ000119_03.0419.C4 
4089 

TBLASTX: Maize 

2835 

143 



OJ000119_03.0419.C5 
929 

AAT/GAP 

929 

433 



DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51118 
108346 
1254 

OJ000119_03.0419.C5.ol.np 
1254 

2160,144. ... . . v. ■. : 

1254. .1297, 2963. .3456, 3517. .3733, 4528. .4555 
(AC000375) Strong similarity to Arabidopsis oligopeptide 
transporter (gb|X77503). [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000119 03. 0419. C5 



4555 
AAT/NAP 
4555 
128 



51119 
108347 
2617 

OJ000119_03.0419.C6.ol.gs 
2617 
none 



Seq. ID OJ000119_03.0419.C6 
Strand + 

6539 
GEN SCAN 
6539 
.66 



End 

Method 
End 
Score 

2617. .2665, 3477. .3590, 3738. .3852, 4129. .4211, 4292. .4416, 
4483. .4680, 4751. .4809, 4892. .5201, 5220. .5656, 5799. .5944, 
6004. .6539 



OJ000119_03.0419.C6 
+ 

6539 
AAT/NAP 
5657 
1138 



51119 Seq. ID 

108347 Strand 
2617 End 
OJ000119_03.0419.C6.ol.np Method 
4 413 End 
6721561 Score 
4413. .4680, 4751. .4809, 4892. .5657 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 



51119 
108348 



Seq. ID 
Strand 



OJ000119 03. 0419. C6 
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Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



7113 End 14137 

OJ000119_03.0419.C6.o2.np Method AAT/NAP 

7113 End 11957 

7228457 Score 2979 

7113. .8650, 8703. .10362, 10417.. 11957 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 


51119 


Gene No. 


108348 


Start 


7113 


Name 


OJ000119 03. 


Start 


7122 


GI 


none 


Exons 


7122. .7253, 


Seq. No. 


51119 


Gene No. 


108348 


Start 


7113 


Name 


OJ000119 03. 


Start 


7275 


GI 


none 


Exons 


7275. .7676, 




9426. .9533, 




11151. .11564 




13049. .13374 


Seq. No. 


51119 


Gene No. 


108348 


Start 


7113 


Name 


OJ000119 03. 


Start 


7855 


GI 


none 


Exons 


7855. .8238, 


Seq. No. 


51119 


Gene No. 


108348 


Start 


7113 


Name 


OJ000119 03. 


Start 


7933 


GI 


none 


Exons 


7933. .8238, 


Seq. No. 


51119 


Gene No. 


108348 


Start 


7113 


Name 


OJ000119 03. 


Start 


8724 


GI 


none 


Exons 


8724. .8795, 


Seq. No. 


51119 


Gene No. 


108348 


Start 


7113 


Name 


OJ000119 03. 


Start 


9221 



Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

9.C6.o3.tw Method TBLASTX: Wheat 

End 7730 

Score 63 

7122. .7253, 7123. .7248, 7278. .7730, 7474. .7581 

Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

9.C6.o2.gs Method GENSCAN 

End 14137 

Score . 55 



Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

Method TBLASTX : Wheat 

End 8238 

Score 51 



Seq. ID OJ000119_03. 0419.C6 
Strand 

End 14137 

Method TBLASTX : Mai ze 

End 8238 

Score 186 



Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

9.C6.o7.tw Method TBLASTX: Wheat 

End 9131 

Score 38 

8724. .8795, 8724. .8822, 8792. .8896, 8904. .9131, 8906. .9130 

Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

9.C6.ol.ts Method TBLASTX : Soybean 

End 9622 



52534 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
9221. .9622, 9230. .9400, 9462. .9587 



42 



51119 

108348 

7113 

OJ000119_03.0419.C6.o2.tw 

9278 

none 

9278.. 9697, 9282.. 9653 

51119 

108348 

7113 

OJ000119_03.0419.C6.o3.tm 

9374 

none 

9374.. 9757, 9375.. 9653 

51119 

108348 

7113 

0 JO 00119_03.0419.C6.ol.tm 

9785 

none 

9785. .10135, 9786. .10106 



Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

Method TBLASTX : Wheat 

End 9697 

Score 251 



Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

Method TBLASTX: Maize 

End 9757 

Score 124 



Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

Method TBLASTX : Mai ze 

End 10135 

Score 240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51119 

108348 

7113 

OJ0001 19_03 . 04 19 . C6 . ol . tw 

9815 

none 

9815. .10270, 9816. .10271 

51119 

108348 

7113 

OJ000119_03.0419.C6.o4.tw 

10463 

none 



Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

Method TBLASTX : Wheat 

End 10271 

Score 393 



Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

Method TBLASTX : Wheat 

End 10918 

Score 136 



10463. .10699, 10473 .. 10697 , 10736 .. 10918, 10737.. 10910 



51119 

108348 

7113 

OJ000119_03.0419.C6.o6.tw 

11549 

none 



Seq. ID OJ000119_03.0419.C6 
Strand 

End 14137 

Method TBLASTX : Wheat 

End 11946 

Score 111 



11549. .11824, 11598. .11819, 11831 .. 11884 , 11839 .. 118 95 , 
11896. .11946 



Seq. No. 51120 

Gene No. 108349 

Start 1 

Name OJ000119_03 . 0419.C7 .ol .np 

Start 1 



Seq. ID OJ000119_03.0419.C7 
Strand 

End 2073 

Method AAT/NAP 

End 2037 



52535 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2160144 Score 166 

1. .636, 688. .793, 1994. .2037 

(AC000375) Strong similarity to Arabidopsis. oligopeptide 
transporter (gb 1X77503) . [Arabidopsis thaliana] 



Seq. ID OJ000119_03.0419.C7 
Strand 

End 2073 

Method AAT/NAP 

End 2073 

Score 86 



51120 
108349 
1 

OJ000119_03.0419.C7.o2.np 
1 

6721547 
1..20, 1989.. 2073 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



51120 

108350 

2791 

OJ000119_03.0419.C7.o3.np 

2791 

5042454 



Seq. ID OJ000119_03.0419.C7 
Strand 

End 6391 

Method AAT/NAP 

End 6391 

Score 2488 



2791. .2844, 3109. .3284, 3510. .3537, 4121. .4667, 5299. .6391 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000119_03.0419.C7 
Strand 

End 6391 

Method AAT/GAP 

End 3250 

Score 522 



51120 
108350 
2791 

OJ000119_03.0419.C7.ol.gp 
2878 

uC-osflcypl72a09al 
2878. .3250 

, 5803242/dbj | AP000399.il AP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



51120 

108350 

2791 

OJ000119_03.0419.C7.o2.tw 

4016 

none 

4016.. 4282, 4020.. 4283 



Seq. No. 51120 

Gene No. 108350 

Start 2791 

Name OJ000119_03 . 0419 . C7 . o2 . tm 

Start 5298 

GI none 

Exons 5298.. 5441, 5302.. 5436 

Seq. No. 51120 

Gene No. 108350 

Start 2791 

Name OJ000119_03 . 0419 .C7 . o3 . gs 

Start 5298 

GI none 

Exons 5298.. 5534, 5629.. 6325 



Seq. ID OJ000119_03.0419.C7 
Strand 

End 6391 

Method TBLASTX : Wheat 

End 4283 

Score 161 



Seq. ID OJ000119_03.0419.C7 
Strand 

End 6391 

Method TBLASTX : Mai ze 

End 5441 

Score 126 



Seq. ID OJ000119_03.0419.C7 
Strand 

End 6391 

Method GENSCAN 

End 6325 

Score .45 



52536 





Seq. No. 


51120 




Seq. ID 


OJ000119JD3.0419 


.C7 






1 Off ^^0 




Strand 








Start 


2791 




End 


6391 






Name 


OJ000119 03 


.0419.C7.ol.tw 


Method 


TBLASTX: Wheat 






Start 


5944 




End 


6336 






GI 


none 




Score 


92 






Exons 


5944. .6201, 


5978. .6217, 6184 


..6282, 6185. .6277, 6289. .6336 




Seq. No. 


51120 




Seq. ID 


OJ000119 03 0419 


. C7 










Si-rand 








Start 


2791 




End . 


6391 






Name 


OJ000119 03 


.0419.C7.ol.tm 


Method 


TBLASTX: Maize 






Start 


6046 




End 


6331 






GI 


none 




Score 








Exons 


6046. .6294, 


6047. .6331 










Seq. No. 


51121 




Seq. ID 


OJ000119 03.0419 


,C8 




Gene No. 


108351 




Strand 


+ 






Start 


1 




End 


839 






Name 


OJ000119 03 


.0419.C8.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


7?2 






GI 


5042454 




Score 








Exons 


1..52, 239. 


.411, 669. .722 








if 


GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


C O +~ -1 U2 1 

oa Li. va J 






Seq. No. 


51121 




Seq. ID 


UJ \J\J U X ± J U J • V *i -L .7 




St 




108351 




Strand 






i! 


Start 


1 




End 


839 






Name 


OJ000119 03 


.0419.C8.ol.gs 


Method 


GENSCAN 






Start 


349 




End 


839 






GI 


none 




Score 


.9 




J 


Exons 


349. .411, 669. .839 








y 


Seq. No. 


51122 




Seq. ID 


OJ000119JD3.0419 


C9 




Gene No. 


108352 




Strand 








Start. 


1715 




End 


1799 




J 


Name 


OJ000119 03 


.0419.C9.ol.np 


Method 


AAT/NAP 




I 


Start 


1715 




End 


1799 




j 


GI 


6721547 




Score 


82 






Exons 


1715. .1799 










; 


GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib. (AB013448 




Seq. No. 


51122 




Seq. ID 


OJ000119_03.0419 


C9 






108353 




Strand 








Start 


1731 




End 


1820 






Name 


OJ000119 03 


.0419.C9.ol.gs 


Method 


GENSCAN 






Start 


1731 




End 


1820 






GI 


none 




Score 


.53 






Exons 


1731. .1820 












Seq. No. 


51123 




Seq. ID 


OJ000119_03.0419. 


CI 




Gene No. 


108354 




Strand 








Start 


985 




End 


1064 






Name 


OJ000119 03 


.0419. C10. ol.gs 


Method 


GENSCAN 






Start 


985 




End 


1064 






GI 


none 




Score 


.84 






Exons 


985. .1064 











52537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000119_03.0419.C11 
Strand 

1606 



51124 
108355 

1 End 
OJ000119_03 . 04 19 . Cll . ol . np Method AAT/NAP 
1 End 1606 

4102839 Score 335 

1..363, 1431.. 1606 

(AF016713) LeOPTl [Lycopersicon esculentum] 



51124 

108355 

1 

OJ000119_03. 0419. Cll. ol.tc 
3 

none 

3. .368, 4. .363 

51124 

108355 

1 

OJ000119_03. 0419. Cll .ol.ts 

3 

none 

3. .368, 4. .369 

51124 

108355 

1 

OJ000119_03. 0419. Cll. ol.tm 
36 

none 

36. .305, 37. .306, 199. .333 

51124 

108355 

1 

OJ000119_03. 0419. Cll. ol.gs 
66 

none 
66. .366 



Seq. ID OJ000119JD3. 0419. Cll 
Strand 

End 1606 

Method TBLASTX : Cress 

End 368 

Score 184 



Seq. ID OJ000119_03. 0419. Cll 
Strand 

End 1606 

Method TBLASTX : Soybean 

End 369 

Score 182 



Seq. ID OJ000119_03. 0419. Cll 
Strand 

End 1606 

Method TBLASTX : Mai ze 

End 333 

Score 207 



Seq. ID OJ000119_03. 0419. Cll 
Strand 

End 1606 

Method GENSCAN 

End 366 



Score 



.48 



Seq. No. 51125 

Gene No. 108356 

Start 80 

Name OJ000119_03 . 0419 . C12 . ol . gs 

Start 80 

GI none 

Exons 80.. 148, 361.. 366 

Seq. No. 51126 

Gene No. 108357 

Start 916 

Name OJ000119JD3 . 0419 .C14 . ol . np 

Start 916 

GI 7523502 

Exons 916.. 1020 



Seq. ID OJ000119_03.0419.C12 

Strand + 

End 366 

Method GENSCAN 

End 366 



Score 



96 



Seq. ID OJ000119_03.0419.C14 

Strand + 

End 1020 

Method AAT/NAP 

End 1020 



Score 



101 



52538 



GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 51126 

Gene No. 108358 

Start 511 

Name OJ000119_03 . 0419 . C14 . ol . gs 

Start 511 

GI none 

Exons 511.. 663 



Seq. ID OJ000119_03.0419.C14 
Strand 

End 663 

Method ' GENSCAN 

End 663 

Score .52 



Seq. No. 51127 

Gene No. 108359 

Start 1016 

Name OJ000119_03 . 0419 .C15 .ol .gs 

Start 1016 

GI none 

Exons 1016.. 1018, 1544.. 1651 

Seq. No. 51127 

Gene No. 108360 

Start 1861 

Name OJ000119_03 . 0419 . C15 . o2 . gs 

Start 1861 

GI none 

Exons 1861.. 2043 



Seq. ID OJ000119_03.0419.C15 

Strand + 

End 1651 

Method GENSCAN 

End 1651 

Score .58 



Seq. ID OJ000119_03.0419.C15 
Strand 

End 2043 

Method GENSCAN 

End 2043 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51127 
108361 
1947 

OJ000119_03.0419.C15.ol.np 
1947 
1480863 
1947. .2085 

(U63332) super cysteine rich protein; SCRP [Homo sapiens] 



Seq. ID OJ000119_03.0419.C15 
Strand 

2085 
AAT/NAP 
2085 
102 



End 

Method 

End 

Score 



51128 

108362 

1162 

OJ000119_03.0419.C16.ol.gs 

1162 

none 

1162. .1211 



Seq. ID OJ000119_03.0419.C16 

Strand + 

End 1211 

Method GENSCAN 

End 1211 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



51128 
108363 
1319 

OJ000119_03.0419.C16.ol.gp 
1319 

LIB3431-027-P1-K1-D5 
1319. .1396, 1467. .1512 

'2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084) . [Arabidopsis thaliana] 1 



Seq. ID OJ000119_03.0419.C16 
Strand 

End 1512 

Method AAT/GAP 

End 1512 

Score 205 



51129 

108364 

62 

OJ000119_03.0419.C17.ol.gs 



Seq. ID OJ000119_03.0419.C17 
Strand 

End 191 

Method GENSCAN 



52539 



Start 
GI 

Exons 



62 

none 
62. .191 



End 
Score 



191 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51130 

108365 

120 

OJ000119_03.0419.C18.ol.gs 

120 

none 

120. .367 



Seq. ID OJ000119_03.0419.C18 

Strand + 

End 367 

Method GENSCAN 

End 367 

Score .82 



Seq. ID OJ000119_03.0419.C20 
Strand 

End 1008 

Method AAT/GAP 

End 94 6 

Score 1247 



51131 
108366 
1 

OJ000119_03-0419.C20.ol.gp 
1 

576JL.R1084 
1..486, 781. .946 

1 1097875/prf | I2114377A 0.0e+00 peroxidase : ISOTYPE=RPA [Oryza 
sativa] 1 



51131 

108366 

1 

OJ000119_03.0419.C20.ol.tc 
59 

none 



Seq. ID OJ000119_03.0419.C20 
Strand 

End 1008 

Method TBLASTX : Cress 

End 995 

Score 47 



59. .109, 80. .121, 119. .277, 131. .364, 237. .368, 410. .487, 
824. .874, 871. .900, 872. .979, 888. .995 



51131 

108366 

1 

OJ000119_03.0419.C20.ol.ts 
62 

none 



Seq. ID OJ000119_03.0419.C20 
Strand 

End 1008 

Method TBLASTX : Soybean 

End 952 

Score 67 



62. .196, 84. .185, 239.-355, 240. .290, 368. .487, 854. .952 



51131 

108366 

1 

OJ000119_03.0419.C20.ol.gs 
77 

none 

77. .486, 781. .911 



Seq. ID OJ000119_03.0419.C20 
Strand 

End 1008 

Method GENSCAN 

End 911 

Score .96 



51131 
108366 
1 

OJ000119_03.0419.C20.ol.np 
80 

1097875 
80. .486, 781. .1008 

peroxidase: ISOTYPE=RPA [Oryza sativa] 



Seq. ID OJ000119_03.0419.C20 
Strand 

End 1008 

Method AAT/NAP 

End 1008 

Score 94 9 



Seq. No. 



51131 



Seq. ID OJ000119_03.0419.C20 



52540 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



108366 Strand 

1 - End 

OJ000119_03 .0419.C20.ol.tm Method 

87 End 

none Score 



1008 

TBLASTX: Maize 

410 

79 



87. .179, 89.-226, 92. .226, 224. .274, 224. .361, 231. .362, 
335. .376, 350. .409, 354. .410 



Seq. No. 


51131 


Seq. ID 


OJ000119_03.0419 


.C20 


Gene No. 


108366 


Strand 






Start 


1 


End 


1008 




Name 


OJ000119 03.0419.C20.o2.tm 


Method 


TBLASTX: Maize 




Start 


805 


End 


947 




GI 


none 


Score 


71 




Exons 


805. .945, 822. .944, 824. .946, 825.-947 






Seq. No. 


51132 


Seq. ID 


OJ000119_03.0419 


.C21 


Gene No. 


108367 


Strand 






Start 


1 


End 


395 




Name 


OJ000119 03.0419.C21.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


395 




GI 


576 1.R1084 


Score 


521 




Exons 


1..29, 142. .395 








GI Descrip. 


'1097875/prf | | 2114377A 0.0e+00 peroxidase : ISOTYPE=RPA [Oryz 




sativa] 1 








Seq. No. 


51132 


Seq. ID 


OJ000119_03.0419 


.C21 


Gene No. 


108367 


Strand 






Start 


1 


End 


395 




Name 


OJ000119 03.0419.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


363 




GI 


7433034 


Score 


405 




Exons 


1..29, 142. .363 








GI Descrip. 


peroxidase (EC 1.11.1.7) (clone prxRPA 


- rice 






gi| 1853974 | dbj I BAA03372.il 


(D14481) putative peroxidase 


[Or 




sativa] 








Seq. No. 


51132 


Seq. ID 


OJ000119_03.0419 


.C21 


Gene No. 


108368 


Strand 






Start 


1627 


End 


5077 




Name 


OJ000119 03.0419.C21.o2.tc 


Method 


TBLASTX: Cress 




Start 


3 


End 


333 




GI 


none 


Score 


74 




Exons 


3. .41, 137.'. 295, 142. .333 








Seq. No. 


51132 


Seq. ID 


OJ000119_03.0419 


.C21 


Gene No. 


108368 


Strand 






Start 


1627 


End 


5077 




Name 


OJ000119 03.0419.C21.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End 


367 




GI 


none 


Score 


171 




Exons 


3. .41, 141. .269, 142. .282, 


143. .268, 283. .366, 284. .367 




Seq. No. 


51132 


Seq. ID 


OJ000119_03.0419 


.C21 


Gene No. 


108368 


Strand 






Start 


1627 


End 


5077 




Name 


OJ000119 03.0419.C21.o2.tm 


Method 


TBLASTX: Maize 





52541 




Start 


137 








End 


369 


GI 


none 








Score 


194 


Exons 


137. .328, 137. .364, 141 


. .362, 


142. .369, 


142. .366 


Seq. No. 


51132 








Seq. ID 


OJ000119_03.0419.C21 


Odild LNtJ • 


1 08368 








Oil C3. 1 l*wi 




Start 


1627 








End 


5077 


Name 


rvronoi 1 q rn 


041 Q 


P?1 nl 

X • ^ X 


. tw 


Method 


TBLASTX: Wheat 


Start 


1621 ~~ 








End 


1959 


GI 


none 








Score 


261 


Exons 


1621. .1959, 


1697. 


.1957, 


1861. 


.1959 




Seq. No. 


51132 








Seq. ID 


OJ000119_03.0419.C21 


Gene No. 


1 08368 

J. \J O J \J o 








Strand 




Start 


1 6?7 








End 


5077 


Name 


o.toooi 1 q 0.3 


.0419. 


C21.o2 


.np 


Method 


AAT/NAP 


Start 


1627 ~~ 








End 


5077 


GI 


41 0?839 








Score 


1263 


Exons 


1 697 9QR3 

±\J£,I • t Z> *J *J f 


4163. 


.4380, 


4685. 


.4771, 5020. .5077 


GI Descrip. 


( AF01 67 1 3^ 


LeOPTl [Lycopersicon esculentum] 


Seq. No. 


51132 








Seq. ID 


OJ000119_03.0419.C21 


Gene No. 


1 08368 

J.UO JUO 








Strand 




Start 


1 697 








End 


5077 


Name 


o.Tnnm 1 q 03 


. U4 iy . 


1 . Ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1 636 ~ 








End 


4796 


GI 


none 








Score 


202 


Exons 


1 636 1 Q71 


1D4J. 


i a en 


lo b4 . 


.1971, 1963. .2196, 2176. .2241, 




?177 ??3n 






ooco 
ZZOO . 


.2350, 2395.-2436, 2455. .2859, 




?S43 28^4 


A 1 CO 

4 loo . 


. 4 3o£, 


4±yu . 


.4381, 4681. .4764, 4683. .4796 


Seq. No. 


51132 








Seq. ID 


OJ000119_03.0419.C21 


Gene No. 


X U CJ J u u 








Strand 




Start 


1 6?7 

X U6 / 








End 


5077 


Name 


ojoooi i q 03 


.0419. 


C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1636 ~~ 








End 


2851 


GI 


none 








Score 


231 


Exons 


1636 1971 


1637. 


.1972, 


1954. 


.2196, 2059.. 2100, 2248.. 2352, 




??S8 ?3S3 


2395. 


.2445, 


2396. 


.2437, 2542.. 2670, 2543.. 266.8, 




2674. .2751, 


2681. 


.2740, 


2707. 


.2847, 2747.. 2851 


Seq. No. 


Rl 1 3? 








Seq. ID 


OJ000119_03.0419.C21 


Gene No. 


1 08368 








Strand 




O Lai L 


1 697 

X t>6 / 








End 


5077 


Name 


o.Tonni 1 q n 3 


.0419. 


C21.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


1 636 ~~ 

X \J J u 








End 


4375 


GI 


none 








Score 


119 


Exons 


1636 1740, 


1843. 


.1971, 


1972. 


.2229, 2269.. 2349, 2395.. 2433, 




2458. .2865, 


2543. 


.2830, 


4190. 


.4375 




Seq. No. 


51132 








Seq. ID 


OJ000119_03.0419.C21 


Gene No. 


108368 








Strand 




Start 


1627 








End 


5077 


Name 


OJ000119 03 


.0419. 


C21.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4158 








End 


4781 


GI 


none 








Score 


142 


Exons 


4158. .4382, 


4190. 


.4381, 


4681. 


.4770, 4683. .4781 



52542 



Seq. No. 


51133 


Seq. ID 


OJ000119_03. 04 


Gene No. 


108369 


Strand 


+ 


Start 


21 


End 


906 


Name 


OJ000119 03.0419.C22.ol.gs 


Method 


GENSCAN 


Start 


21 


End 


906 


GI 


none 


Score 


.71 


Exons 


21. .144, 155. .315, 416. .538, 


589. .906 




Seq. No. 


51133 


Seq. ID 


OJ000119_03 . 04 


Gene No. 


108370 


Strand 


+ 


Start 


1783 


End 


1962 


Name 


OJ000119 03.0419.C22.o2.gs 


Method 


GENSCAN 


Start 


1783 


End 


1962 


GI 


none 


Score 


. 61 


Exons 


1783. .1962 






Seq. No. 


51133 


Seq. ID 


OJ000119JD3.04 


Gene No. 


108371 


Strand 




Start 


1 


End 


6623 


Name 


OJ000119 03-0419. C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5442 


GI 


6069646 


Score 


722 


Exons 


1..339, 622. .950, 4018. .4081, 


4692. .4750, 5334. .5442 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase 




[Oryza sativa] gi | 6907112 | dbj | BAA90 63 9 


1| (AP001129) 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic 




putative non-LTR retroelement 


reverse transcriptase. 




[Oryza sativa] 






Seq. No. 


51133 


Seq. ID 


OJ000119JD3.04 


Gene No. 


108371 


Strand 




Start 


1 


End 


6623 


Name 


OJ000119 03.0419.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


322 


End 


762 


GI 


none 


Score 


159 


Exons 


322. .456, 460. .762 






Seq. No. 


51133 


Seq. ID 


OJ000119_03.04 


Gene No. 


108371 


Strand 




Start 


1 


End 


6623 


Name 


OJ000119 03.0419.C22.o2.tm 


Method 


TBLASTX: Maize 


Start'.-' 


401 


End 


889 


GI 


none 


Score 


208 


Exons 


401.. 889, 403.. 885 






Seq. No. 


51133 


Seq. ID 


OJ000119_03.04 


Gene No. 


108371 


Strand 




Start 


1 


End 


6623 


Name 


OJ000119 03.0419.C22.o3.tw 


Method 


TBLASTX: Wheat 


Start 


3370 


End 


3735 


GI 


none 


Score 


58 


Exons 


3370. .3519, 3437.. 3520, 3544. 


.3735, 3545.-3727, 3622. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



3732 



Seq. No. 
Gene No, 
Start 



51133 

108371 

1 



Seq. ID 

Strand 

End 



OJ000119 03.0419.C22 



6623 



52543 



fii 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ00G119_03.0419.C22.o3.gs 
3388 



Method GENSCAN 
End 6623 
none Score . 69 

3388. .4189, 4502. .5037, 5141. .5390, 6571. .6623 



51133 

108371 

1 

OJ000119_03.0419.C22.o2.np 

3394 

4102839 



Seq. ID OJ000119_03.0419.C22 
Strand 

End 6623 

Method AAT/NAP 

End 6611 

Score 1298 



3394. .4189, 4502. .5061, 5165. .5358, 5460. .5563, 6571. .6611 
(AF016713) LeOPTl [Lycopersicon esculentum] 



51133 

108371 

1 

OJ000119_03.0419.C22.ol.tc 

3403 

none 

3403.. 3522, 3403.. 3579, 3544, 
3827.. 3967, 4049.. 4132, 4499, 
5168.. 5362, 5458.. 5547, 5459, 

51133 

108371 

1 

OJ000119_03.0419.C22.ol.tm 

3403 

none 



Seq. ID OJ000119_03.0419.C22 
Strand 

End 6623 

Method TBLASTX : Cress 

End 5548 

Score 59 

.3741, 3622.. 3741, 3769.. 4158, 
.4981, 4510.. 4980, 5151.. 5360, 
.5548 

Seq. ID OJ000119_03.0419.C22 
Strand 

End 6623 

Method TBLASTX: Maize 

End 4957 

Score 70 



3403. .3606, 3404. .3520, 3544. .3741, 3589. .3738, 3769. .4149, 
3827. .4006, 4061. .4141, 4499.-4777, 4501. .4779, 4741. .4854, 
4834. .4950, 4835. .4954, 4901. .4957 



51133 

108371 

1 

OJ000119_03.0419.C22.o2.ts 

3403 

none 

3403. .3519, 3544. .3741, 3587. 
3998.. 4141, 4000. .4134, 4597, 

51133 

108371 

1 

OJ000119_03.0419.C22.ol.ts 

4723 

none 

4723.. 4980, 4724.. 4963, 5002, 
5458.. 5547, 5459.-5536 

51133 

108371 

1 

OJ000119_03.0419.C22.o3.tm 
5120 



Seq. ID OJ000119_03.0419.C22 
Strand 

End 6623 

Method TBLASTX : Soybean 

End 4698 

Score 59 

.3739, 3769.. 4020, 3827.. 4012, 
.4698, 4607. .4687 

Seq. ID OJ000119_03.0419.C22 
Strand 

End 6623 

Method TBLASTX : Soybean 

End 5547 

Score 159 

.5061, 5151.. 5360, 5162.. 5362, 



Seq. ID OJ000119_03.0419.C22 
Strand 

End 6623 

Method TBLASTX: Maize 

End 5548 



52544 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 114 

5120. .5371, 5136. .5360, 5458. .5547, 5459. .5548 



51133 

108371 

1 

OJ000119_03.0419.C22.o2.tw 

5223 

none 

5223. .5360, 5225.. 5362, 5458. 



Seq. ID OJ000119_03.0419.C22 
Strand 

End 6623 

Method TBLASTX : Wheat 

End 5547 

Score 78 
.5547 



51134 
108372 
1 

OJ000119_03.0419.C23.ol.np 
1 

6539588 
1..43, 1130. .1466 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000119_03.0419.C23 
Strand 

End 14 66 

Method AAT/NAP 

End 14 66 

Score 235 



51134 

108372 

1 

OJ000119_03.0419.C23.ol.gs 

1215 

none 

1215. .1441 



Seq. ID OJ000119_03.0419.C23 
Strand 

End 14 66 

Method GENSCAN 

End 1441 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51135 

108373 

878 

OJ000119_03.0419.C24 .ol.ts 

869 

none 



Seq. ID OJ000119_03.0419.C24 
Strand 

End 1599 

Method TBLASTX : Soybean 

End 1537 

Score 47 



869. .1129, 945. .1115, 1151. .1537, 1191. .1433 



51135 

108373 

878 

OJ000119_03.0419.C24.ol.gs 

878 

none 

878. .1502 



Seq. ID OJ000119_03.0419.C24 
Strand 

End 1599 

Method GENSCAN 

End 1502 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



51135 
108373 
878 

OJ000119_03.0419.C24.ol.np 
878 

4416302 
878.. 1599 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ000119_03.0419.C24 
Strand 

1599 
AAT/NAP 
1599 
735 



End 

Method 

End 

Score 



51135 

108373 

878 

OJ000119 03.0419.C24.ol.tc 



Seq. ID OJ000119_03.0419.C24 
Strand 

End 1599 

Method TBLASTX : Cress 



52545 



Start 899 End 1264 

GI none Score 70 

Exons 899.. 1144, 996.. 1112, 1133.. 1264 



Seq. No. 


51135 




Seq. ID 


OJ000119_03.0419 


.C24 


Gene No. 


108373 




Strand 


- 




Start 


878 




End 


1599 




Name 


OJ000119 03.0419.C24. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


899 




End 


1555 




GI 


none 




■ Score 


377 




Exons 


899. .1555, 909. .1547 










Seq. No. 


51135 




Seq. ID 


OJ000119_03.0419 


.C24 


Gene No. 


108373 




Strand 






Start 


878 




End 


1599 




Name 


OJ000119 03.0419.C24. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


944 




End 


1399 




GI 


none 




Score 


76 




Exons 


944. .1135, 944. .1120, 


1139. 


.1399 









Seq. No. 


51136 




Seq. ID 


OJ000119_03.041 




Gene No. 


108374 




Strand 


- 




Start 


1 




End 


823 


■a :r 


Name 


OJ000119 03 


.0419.C25.ol.np 


Method 


AAT/NAP 


% b~ 


Start 


r 




End 


823 


if\ 


GI 


4416302 




Score 


644 




Exons 


1. .823 








~ ca 


GI Descrip. 


(AF105716) 


copia-type pol polyprotein 


[Zea mays] 


I J 


Seq. No. 


51136 




Seq. ID 


OJ000119_03.041 




Gene No. 


108374 




Strand 






Start 


1 




End 


823 


£ 


Name 


OJ000119 03 


.0419.C25.ol.tm 


Method 


TBLASTX: Maize 


f "1 


Start 


6 




End 


581 




GI 


none 




Score 


278 


is 

1. 11 
? — 


Exons 


6. .98, 93.. 


437, 94. .453, 198. 


.476, 507 


..581, 508. .576 




Seq. No. 


51136 




Seq. ID 


OJ000119_03.041' 


f 5% 


Gene No. 


108374 




Strand 




r 


Start 


1 




End 


823 




Name 


OJ000119 03 


.0419.C25.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6 




End 


407 




-GI 


none 




Score . 


146 




Exons 


6. .74, 96.. 


407, 103. .387 








Seq. No. 


51136 




Seq. ID 


OJ000119_03.041! 




Gene No. 


108374 




Strand 






Start 


1 




End 


823 




Name 


OJ000119 03 


.0419.C25.ol.gs 


Method 


GENS CAN 




Start 


237 




End 


762 




GI 


none 




Score 


.66 




Exons 


237. .762 









Seq. No. 51136 Seq. ID 

Gene No. 108374 Strand 

Start 1 End 

Name OJ000119 03 . 0419 . C25 . ol . tw Method 



OJ000119_03.0419.C25 
823 

TBLASTX: Wheat 



52546 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



249 End 806 

none Score 14 4 

249.-437, 250. .423, 258. .539, 495. .536, 576. .806 



51137 
108375 
1 

OJ000119_03 . 04 19 . C26 . ol . gp 
1 

65408_1.R1084 
1..205, 296. .485 

, 217995/dbj IBAA02840I 1.0e-35 (D13683) peroxidase [Populus 
kitakamiensis] ' 



Seq. ID OJ000119_03.0419.C26 
Strand 

End 485 

Method AAT/GAP 

End 485 

Score 749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51137 
108375 
1 

OJ000119_03.0419.C26.ol.np 
1 

217995 
1..205, 296. .464 

(D13683) peroxidase [Populus kitakamiensis] 



Seq. ID OJ000119_03.0419.C26 
Strand 

End 485 

Method AAT/NAP 

End 4 64 

Score 294 



51137 
108375 

1 " 

OJ000119_03.0419.C26.ol.tm 
2 

none 



Seq. ID OJ000119_03.0419.C26 
Strand 

End 4 85 

Method TBLASTX : Mai ze 

End 459 

Score 53 



2. .28, 3. .236, 82. .207, 294. .458, 295. .459 



51137 

108375 

1 

OJ000119_03.0419.C26.ol.tc 
3 

none 



Seq. ID OJ000119_03.0419.C26 

Strand 

End 485 

Method TBLASTX: Cress 

End 458 

Score 102 



3. .230, 82. .207, 321. .383, 399. .458 



51137 

108375 

1 

OJ000119_03.0419.C26.ol.ts 
3 

5677403 



Seq. ID OJ000119_03.0419.C26 
Strand 

End 4 85 

Method TBLASTX : Soybean 

End 458 

Score 83 



3. .236, 121. .207, 283. .330, 294. .386, 402. .458 

2117620/pir JC4779 6.0e-63 peroxidase (EC 1.11.1.7) 1A - 

alfalfa >gi_971558_emb_CAA62225_ (X90692) peroxidaselA [Medicago 
sativa] 



Seq. No. 51137 

Gene No. 108375 

Start 1 

Name OJ000119_03.0419.C26.ol.tw 

Start 3 

GI none 

Exons 3.. 182, 82.. 180, 97.. 183 



Seq. ID OJ000119_03.0419.C26 

Strand 

End 485 

Method TBLASTX : Wheat 

End 183 

Score 108 



52547 





Seq. No. 


51137 


Seq. ID 


OJ00011y_U3 . 


04 19 . C26 




Gene No. 


108375 


Strand 








Start 


1 


End 


485 






Name 


OJ000119 03.0419.C26.ol.gs 


Method 


GENSCAN 






Start 


206 


End 


458 






GI 


none 


Score 


.5 






Exons 


206. .458 










Seq. No. 


51138 


Seq. ID 


rs -r n a i i q no 

ojoouny uj. 


0419. C2 7 




Gene No. 


108376 


Strand 








Start 


1677 


End 


2990 






Name 


OJ000119 03.0419.C27.ol.gs 


Method 


GENSCAN 






Start 


1677 


End 


2990 






GI 


none 


Score 


.52 






Exons 


1677. .1873, 2558.-2695, 2942. 


.2990 








Seq. No. 


51138 


Seq. ID 


OJ000119_03. 


0419. C27 




Gene No. 


108376 


Strand 








Start 


1677 


End 


2990 






Name 


OJ000119 03.0419.C27.ol.gp 


Method 


AAT/GAP 






Start 


2319 


End 


2836 






GI 


LIB3434-038-P1-K1-F1 


Score 


742 






Exons 


2319.. 2836 








J 


GI Descrip. 


! 5257255/dbj | AP000364 . 1 IAP000364 0.0e+00 Oryza sativa genomic 


n 




DNA, chromosome 8, clone : P0026F07 ' 






y 

3 


Seq. No. 


51139 


Seq. ID 


OJ000119_03. 


0419. C28 




Gene No. 


108377 


Strand 


+ 




y 


Start 


76 


End 


830 




j 


Name 


OJ000119 03-0419. C28.ol-gs 


Method 


GENSCAN 




Ll 


Start 


76 


End 


830 






GI 


none 


Score 


.41 




^, 


Exons 


76. .140, 692. .830 








4 


Seq. No. 


51140 


Seq. ID 


OJ000329_05. 


0424. CI 


= 


Gene No. 


108378 


Strand 


+ 






Start 


823 


End 


915 






Name 


OJ000329 05.0424.Cl.ol.gp 


Method 


AAT/GAP 




sa 


Start 


823 


End 


915 




s? 


GI 


LIB3432-059-P1-K1-D8 


Score 


156 






Exons 


823. .915 










GI Descrip. 


'5734616/dbj IAP000391.1 IAP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0.538C01 ' 








Seq. No. 


51141 


Seq. ID 


OJ000329__05. 


0424 .C2 




Gene No. 


108379 


Strand 


+ 






Start 


4606 


End 


4893 






Name 


OJ000329 05.0424.C2.o2.gs 


Method 


GENSCAN 






Start 


4606 


End 


4893 






GI 


none 


Score 


.54 






Exons 


4606.. 4718, 4776.. 4893 










Seq. No. 


51141 


Seq. ID 


OJ000329JD5. 


0424 .C2 




Gene No. 


108380 


Strand 








Start 


941 


End 


13035 






Name 


OJ000329 05.0424.C2.ol.gs 


Method 


GENSCAN 





52548 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



941 
none 



End 
Score 



4422 
.44 



941. .1095, 20.68. .2137, 2902. .2952, 4291. .4422 



51141 
108380 
941 

OJ000329_05.0424.C2.ol.np 
4166 
7490967 

4166. .4895, 10027 .. 10312 , 10888 .. 1114 9, 12995. .13035 
hypothetical protein SPAC23A1.17 - fission yeast 
(Schizosaccharomyces pombe) gi | 2879805 | emb | CAA16991 . 1 | 
(AL021813) hypothetical protein; extensin-like; with SH3 Src 
homology domain [Schizosaccharomyces pombe] 



Seq. ID OJ000329_05.0424.C2 
Strand 

End 13035 

Method AAT/NAP 

End 13035 

Score 193 



51141 

108380 

941 

OJ000329_05.0424 .C2 .o3.gs 

7260 

none 



Seq. ID OJ000329_05.0424.C2 
Strand 

End 13035 

Method GENSCAN 

End 12981 

Score .42 



7260. .7446, 7702. .7822, 7911. .8116, 9755. .9848, 10014 .. 10211, 
12587. .12723, 12911. .12981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51142 

108381 

1 

OJ000329_05.0424 .C3.ol.np 
1 

4455151 



Seq. ID OJ000329_05.0424 .C3 
Strand 

End 22 63 

Method AAT/NAP 

End 2263 

Score 329 



1..184, 531. .741, 1668. .1746, 2199. .2263 

(AL022603) putative serine/threonine kinase (fragment) 

[Arabidopsis thaliana] 



Seq. No. 


51142 






Seq. ID 


OJ000329_05.0424 


.C3 


Gene No. 


108381 






Strand 






Start 


1 






End 


2263 




Name 


OJ000329 05 


.0424 


.C3.ol. tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


741 




GI 


none 






Score 


89 




Exons 


1..75, 97.. 


123, 


541. .687, 


593.. 688, 68€ 


. .741 




Seq. No.. 


51142 






Seq. ID 


OJ000329_05.0424 


.C3 


Gene No. 


108381 






Strand 






Start 


1 






End 


2263 




Name 


OJ000329 05 


.0424 


,C3.ol. ts 


Method 


TBLASTX : Soybean 




Start 


25 






End 


729 




GI 


none 






Score 


86 




Exons 


25. .75, 114 


. .173 


, 541. .729 


, 599. .688 






Seq. No. 


51142 






Seq. ID 


OJ000329_05.0424 


• C3 


Gene No. 


108381 






Strand 






Start 


1 






. End 


2263 




Name 


OJ000329 05 


.0424 


.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


526 






End 


754 




GI 


none 






Score 


102 





52549 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



526. .681, 541. .687, 599. .688, 697. .741, 701. .754 

51142 Seq. ID OJ000329_05 . 0424 . C3 

108381 Strand 

1 End 2263 

OJ000329JD5 . 0424 . C3 . ol . gs Method GENSCAN 

528 End 2053 

none Score . 98 

528. .741, 1668. .1831, 1946. .2053 



51143 Seq. ID 

108382 Strand 

299 End 

OJ000329_05.0424 .C5.ol.gs Method 

299 End 

none Score 

299. .403, 590. .676, 748. .912, 991. .1392 



OJ000329_05.0424.C5 
+ 

1392 
GENSCAN 
1392 
.89 



Seq. No. 51143 Seq. ID 

Gene No. 108383 Strand 

Start 1578 End 

Name OJ000329_05 . 0424 . C5 . o2 . gs Method 

Start 1578 End 

GI none Score 

Exons 1578.. 2168 



OJ000329_05.0424.C5 

2168 
GENSCAN 
2168 
1 



Seq. No. 51143 Seq. ID 

Gene No. 108384 Strand 

Start 3823 End 

Name 0 JO 0032 9_0 5.0424.C5.o2.np Method 

Start 3235 End 

GI 7488317 Score 

Exons 3235.. 3258, 4978.. 5759, 5792.. 6389, 
GI Descrip. 



OJ000329_05.0424.C5 

6546 
AAT/NAP 
6546 
434 
6526. .6546 



RNA-directed DNA polymerase homolog F19F24.2 - Arabidopsis 
thaliana gi | 4185148 | gb | AAD08951 . 1 | (AC005724) putative non-LTR 
retroelement reverse transcriptase [Arabidopsis thaliana] 



Seq. No. 


51143 








Seq. ID 


OJ000329J35.0424 


.C5 


Gene No. 


108384 








Strand 






Start 


3823 








End 


6546 




Name 


OJ000329 05 


.0424 


.C5.o3. 


gs 


Method 


GENSCAN 




Start 


3823 








End 


6426 




GI 


none 








Score 


.58 




Exons 


3823. .4298, 


5139 


. .5208, 


5518. 


.5711, 6390. .6426 




Seq. No. 


51143 








Seq. ID 


OJ000329_05.0424 


.C5 


Gene No. 


108384 








Strand 






Start 


3823 








End 


6546 




Name 


OJ000329 05 


.0424 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4939 








End 


5182 




GI 


none 








Score 


88 




Exons 


4939. .5076, 


4940 


. .5071, 


5076. 


.5159, 5078. .5182 




Seq. No. 


51143 








Seq. ID 


OJ000329_05.0424 


.C5 


Gene No. 


108384 








Strand 






Start 


3823 








End 


6546 




Name 


OJ000329 05 


.0424 


.C5.o2. 


tm 


Method 


TBLASTX : Maize 





52550 





Start 


5014 


End 


5326 




GI 


none 


Score 


38 




Exons 


5014.. 5076, 5039.. 5074, 5078. 


.5224, 5103. .5228, 5231. .5326 






5247. .5312 








Seq. No. 


51143 


Seq. ID 


OJ000329_05.0424.C5 




Gene No. 


108384 


Strand 






Start 


3823 


End 


6546 




Name 


OJ000329 05.0424 .C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


5332 


End 


6118 




GI 


none 


Score 


70 




Exons 


5332.. 5625, 5399.. 5617, 5725. 


.5763, 5729. .6118, 5838. .5936 




Seq. No. 


51144 


Seq. ID 


OJ000329_05.0424 . C8 




Gene No. 


108385 


Strand 






Start 


1 


End 


1939 




Name 


OJ000329 05.0424.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1939 




GI 


4680204 


Score 


945 




Exons 


1..428, 503. .1939 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


51144 


Seq. ID 


OJ000329_05.0424.C8 




Gene No . 


108385 


Strand 




i J 


Start 


1 


End 


1939 




Name 


OJ000329 05.0424.C8.ol.gs 


Method 


GENSCAN 




Start . 


16 


End 


1924 


£ y 


GI 


none 


Score 


.42 


f * 


Exons 


16. .161, 287. .428, 503. .622, 


668. .1924 






Seq. No. 


51144 


Seq. ID 


OJ000329_05.0424.C8 




Gene No. 


108385 


Strand 






Start 


1 


End 


1939 


r 


Name 


OJ000329 05.0424.C8.ol.tw 


Method 


TBLASTX: Wheat 


f 1 


Start 


893 


End 


1296 




GI 


none 


Score 


84 




Exons 


893. .1063, 1026. .1193, 1058.. 


1294, 1145. .1294, 1156. .1296, 


r ~" 




1186. .1296 






%2 


Seq. No. 


51145 


Seq. ID 


OJ000329_05.0424.C9 


£3 


Gene No. 


108386 


Strand 


+ 




Start 


1 


End 


4010 




Name 


OJ000329 05.0424.C9.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


4010 




GI 


4680186 


Score 


387 




Exons 


1..109, 2919. .2972, 3810. .4010 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


51145 


Seq. ID 


OJ000329_05.0424.C9 




Gene No. 


108387 


Strand 






Start 


49 


End 


4859 




Name 


OJ000329 05.0424 .C9.ol.gs 


Method 


GENSCAN 




Start 


49 


End 


4859 




GI 


none 


Score 


.45 




Exons 


49. .147, 1282. .2836, 4778. .4859 





Seq. No. 



51145 



Seq. ID OJ000329 05. 0424. C9 



52551 



# 



Gene No. 108387 

Start 49 

Name 0 JO 00329_05.0424.C9.ol.gp 

Start 375 

GI 342_1.R1084 

Exons 375.. 852, 962.. 1059, 1142. 

GI Descrip. • 4574406/gb | AAD24042 . 1 | 0. 
sativa] 1 



Strand 
End 

Method 
End 
Score 
1161, 1197. 



4859 
AAT/GAP 
2857 
3915 
.2857 



Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 51145 
Gene No. 108387 
Start 4 9 

Name OJ000329_05 . 0424 . C9 . ol . tw 

Start 1317 
GI none 

Exons 1317.. 1409, 1398.. 1478, 1491. 

1612. .1674, 1677. .1721, 1682. 
1732. .2634 



Seq. ID OJ000329_05.0424.C9 
Strand 

End 4859 
Method TBLASTX : Wheat 
End 2634 
Score 126 

.1631, 1492. .1632, 1611. .1670, 
.1717, 1716. .2633, 1731. .2048, 



Seq. No. 


51145 


Seq. ID 


OJ000329_05.0424.C9 


Gene No. 


108387 


Strand 




Start 


49 


End 


4859 


Name 


OJ000329 05.0424.C9.ol. 


np Method 


AAT/NAP 


Start 


1801 


End 


2928 


GI 


6742729 


Score 


1632 


Exons 


1801. .2928 






GI Descrip. 


(AF121139) RIM2 protein 


. [Oryza sativa] 




Seq. No. 


51145 


Seq. ID 


OJ000329_05.0424.C9 


Gene No. 


108387 


Strand 




Start 


49 


End 


4859 


Name 


OJ000329 05.0424.C9.ol. 


tc Method 


TBLASTX: Cress 


Start 


1899 


End 


2350 


GI 


none 


Score 


92 


Exons 


1899. .2048, 1899. .2342, 


1903. .2346, 1909. .2346, 2168. .2350 


Seq. No. 


51145 


Seq. ID 


OJ000329_05.0424.C9 


Gene No. 


108387 


Strand 




Start 


49 


End 


4859 


Name 


OJ000329 05.0424.C9.ol. 


tm Method 


TBLASTX: Maize 


Start 


2277 


End 


2591 


GI 


none 


Score 


71 


Exons 


2277.. 2507, 2277.. 2591, 


2305. .2580 




Seq. No. 


51145 


Seq. ID 


OJ000329_05.0424 .C9 


Gene No. 


108387 


Strand 




Start 


49 


End 


4859 


Name 


OJ000329 05.0424.C9.o2. 


gp Method 


AAT/GAP 


Start 


3562 


End 


3943 


GI 


uC-osflcyp033a04bl 


Score 


691 


Exons 


3562. .3943 






GI Descrip. 


, 6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


51146 


Seq. ID 


OJ000329_05. 0424. C10 


Gene No. 


108388 


Strand 




Start 


1 


End 


2624 



52552 



r i 



Name 


OJ000329 05. 0424. CIO. ol. 


,np 


Method 


AAT/NAP 


Start 


1 




End 


2175 


GI 


4680203 




Score 


2061 


Exons 


1..65, 505. .2175 








GI Descrip. 


(AF114171) TNP2-lilce protein 


[Sorghum 


bicolor] 


Seq. No. 


51146 




Seq. ID 


OJ000329_05.0424 


Gene No 


108388 




St rand 




Start 


1 




End 


2624 


Name 


OJ000329 05. 0424. C10. ol. 


gs 


Method 


GENSCAN 


Start 


406 




End 


2175 


GI 


none 




Score 


.95 


Exons 


406 217S 








Seq. No. 


51146 




Seq. ID 


OJ000329_05.0424 


Q@ne No . 


108 388 

-L \J U J \J u 




Strand 




Start 


1 




End 


2624 


Name 


ojooo^q 04?4 no 


■f- w 


Method 


TBLASTX: Wheat 


Start 


451 ~ 




End 


690 


GI 


none 




Score 


99 


Exons 


451. .570, 454. .558, 455. 


.571, 


545. . 68E 


i, 568. .690 


Seq. No. 


51146 




Seq. ID 


OJ000329_05.0424 


Gene No. 






Strand 




Start 


1 




End 


2624 


Name 


OJ000329 05 0424 C10 ol 


gp 


Method 


AAT/GAP 


Start 


4 ~ 

*» j -j 




End 


2171 


GI 


342 1.R1084 




Score 


2823 


Exons 


455. .2171 








GI Descrip. 


1 4574406/ab 1 AAD24042 11 


0.0e+00 (AF121139) RIM2 protein 




oaf -i wa 1 ' 
O d 1 L V fl J 








Seq. No. 


51146 




Seq. ID 


OJ000329_05.0424 


Gene No. 


108388 




Strand 




Start 


1 




End 


2624 


Name 


OJ000329 05. 0424. CIO. o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


679 . 




End 


921 


GI 


none 




Score 


211 


Exons 


679 921 








Seq. No. 


51146 




Seq. ID 


OJ000329_05.0424 




108388 

X \J \J ~J KJ \J 




Strand 




Start 


1 




End 


2624 


Name 




tm 


Method 


TBLASTX: Maize 


Start 


751 ~~ 




End 


1209 


GI 


none 




Score 


108 


Exons 


751. .945, 955. .1209, 955 


. .1197 




Seq. No. 


51146 




Seq. ID 


OJ000329_05.0424 


Gene No. 


108388 




Strand 




Start 


1 




End 


2624 


Name 


OJ000329 05. 0424. C10. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


785 




End 


1254 


GI 


none 




Score 


173 


Exons 


785. .991, 785.-994, 790. 


. 993, 


790. .1014, 994. .1092, 995 




1096.. 1200, 1100.. 1189, 


1201. 


.1254, 1202. .1246 



52553 




Seq. No. 51146 

Gene No. 108388 

Start 1 

Name OJ000329_05 . 0424 . CIO . ol 

Start 1042 

GI none 

Exons 1042.. 1383, 1061.. 1198, 

Seq. No. 51146 

Gene No. 108388 

Start 1 

Name OJ000329_05 . 0424 . C10 . ol 

Start 1123 

GI none 

Exons 1123.. 1419, 1141.. 1365, 

Seq. No. 51146 

Gene No. 108388 

Start 1 

Name OJ000329_05 . 0424 . C10 . o2 

Start 1473 

GI none 

Exons 1473.. 1724, 1483.. 1734, 

Seq. No. 51146 

Gene No. 108388 

Start 1 

Name OJ000329_05 . 0424 . C10 . o2 

Start 2036 

GI 2310235 

Exons 2036.. 2175, 2587.. 2624 

GI Descrip. 5852182/emb | CAB55420 . 1 | 
sativa] 

Seq. No. 51147 

Gene No. 108389 

Start 1390 

Name OJ000329_05 . 0424 . Cll . ol 

Start 1390 

GI none 

Exons 1390.. 1460, 2271.. 2326, 
5000.. 5200, 5513.. 5563, 

Seq. No. 51147 

Gene No. 108389 

Start 1390 

Name OJ000329_05 . 0424 .Cll . ol 

Start 4998 

GI 5734728 

Exons 4998.. 5087, 5748.. 5989, 

GI Descrip. (AC007259) Very similar 
[Arabidopsis thaliana] 

Seq. No. 51147 

Gene No. 108389 

Start 1390 . 

Name OJ000329 05 . 0424 .Cll . ol 






Seq. ID 


OJ000329_05. 0424. C10 




Strand 






End 


2624 


tc 


Method 


TBLASTX: Cress 




End 


1390 




Score 


88 


1238. 


.1390 






Seq. ID 


OJ000329_05. 0424. C10 




Strand 






End 


2624 


ts 


Method 


TBLASTX: Soybean 




End 


1552 




Score 


121 


1414. 


.1476, 1469. .1552, 1477. .1551 




Seq. ID 


OJ000329_05. 0424. C10 




Strand 






End 


2624 


tw 


Method 


TBLASTX: Wheat 




End 


1824 




Score 


186 


1484. 


.1726, 1717. .1824 




Seq. ID 


OJ000329_05. 0424 .C10 




Strand 






End 


2624 


gp 


Method 


AAT/GAP 




End 


2624 




Score 


305 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




Seq. ID 


OJ000329_05. 0424 .Cll 




Strand 






End 


7676 


gs 


Method 


GEN SCAN 




End 


7673 




Score 


.44 


2377. 


.2422, 2427. .2740, 4745. .4839, 


5814. 


.5937, 7118. .7361, 7463. .7673 




Seq. ID 


OJ000329J35. 0424. Cll 




Strand 






End 


7676 


np 


Method 


AAT/NAP 




End 


7673 




Score 


442 


6179. 


.6277, 7118. .7361, 7463. .7673 


to receptor-like protein kinases 




Seq. ID 


OJ000329_05. 0424 .Cll 




Strand 






End 


7676 


ts 


Method 


TBLASTX : Soybean 



52554 



Start 
GI 

Exons 



5757 End 7676 

none Score 115 

5757. .5894, 5904. .5960, 6179. .6244, 6256. .6276, 7120. .7275, 

7279..7362, 7467. .7676, 7477. .7674 



Seq. No. 51147 

Gene No. 108389 

Start 1390 

Name OJ000329_05 . 0424 . Cll . ol . tc 

Start 7120 

GI none 

Exons 7120.. 7284, 7279.. 7368, 7283. 
7477.. 7617 



Seq. ID OJ000329_05. 0424 .Cll 
Strand 

End 767 6 

Method TBLASTX : Cress 

End 7625 

Score 48 

.7366, 7458.-7625, 7476. .7571, 



Seq. No. 51147 

Gene No. 108389 

Start 1390 

Name OJ000329_05 . 0424 .Cll . ol . tm 

Start 7120 

GI none 
Exons 



Seq. ID OJ000329JD5. 0424. Cll 
Strand 

End 7 67 6 

Method TBLASTX : Mai ze 

End 7 67 6 

Score 62 



7120. .7284, 7172. .7222, 7270. .7368, 7283. .7351, 7475. .7675, 
7476. .7661, 7476. .7676, 7480. .7674 



Seq. No. 51147 

Gene No. - 108389 

Start 1390 

Name OJ000329_05 . 0424 .Cll . ol . tw 

Start 7126 

GI none 

Exons 7126.. 7284, 7155.. 7232, 7270, 
7471. .7542 



OJ000329_05. 0424. Cll 
7676 

TBLASTX: Wheat 

7542 

83 



.Seq. ID 
Strand 
End 

Method 
End 
Score 

.7368, 7285.. 7362, 7467.. 7541, 



Seq. No. 51148 Seq. ID 

Gene No. 108390 Strand 

Start 712 End 

Name OJ000329_05 . 0424 . C12 . ol . gs Method 

Start 712 End 

GI none Score 

Exons 712.. 776, 1421.. 1439 



OJ000329_05.0424 .C12 
+ 

1439 
GENSCAN 
1439 
. 92 



Seq. No. 51148 

Gene No. 108391 

Start 2410 

Name OJ000329_05 . 0424 .C12.o2.gs 

Start 2410 

GI none 

Exons 2410.. 2608, 2663.. 2808, 2817, 
4414. .5299 



OJ000329_05.0424.C12 

5299 
GENSCAN 
5299 
.78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3059, 3670.. 3833, 4105.. 4206, 



Seq. No. 51148 

Gene No. 108391 

Start 2410 

Name OJ000329JD5 . 0424 . C12 . ol .np 

Start 2597 

GI 7485942 

Exons 2597.. 2620, 3666.. 3822, 4291.. 4636, 4694.. 5209 
GI Descrip. hypothetical protein F21P8.120 - Arabidopsis thaliana 



Seq. ID OJ000329_05.0424.C12 
Strand 

End 5299 

Method AAT/NAP 

End 5209 

Score 156 



52555 




gi I 3021275 I emb | CAA184 70 . 1 1 (AL022347) putative protein 
[Arabidopsis thaliana] gi | 7269171 | emb I CAB79278 . 1 | (AL161559) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


51148 




Seq. ID 


OJ000329_ 


_05.0424 


.C12 


Gene No. 


108392 




Strand 


~ 






Start 


8469 




End 


8541 






Name 


OJ000329 05.0424.C12.o3 


.gs 


Method 


GEN SCAN 






Start 


8469 




End 


8541 






GI 


none 




Score 


.9 






Exons 


8469. .8541 












Seq. No. 


51149 




Seq. ID 


OJ000329_ 


_05.0424 


.C13 


Gene No. 


108393 




Strand 


+ 






Start 


410 




End 


2150 






Name 


OJ000329 05. 0424 .C13.ol 


.gs 


Method 


GENSCAN 






Start 


410 




End 


2150 






GI 


none 




Score 


.82 






Exons 


410. .473, 624. .874, 999 


..1122, 1295. .1561, 1918 


.2150 




Seq. No. 


51149 




Seq. ID 


OJ000329_ 


_05. 0424 


.C13 


Gene No. 


108393 




Strand 


+ 






Start 


410 




End 


2150 






Name 


OJ000329 05.0424.C13.ol 


.np 


Method 


AAT/NAP 






Start 


410 




End 


2052 






GI 


6907086 




Score 


970 






Exons 


410. .1153, 1211. .1482, 


1624. 


.2052 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


51149 




Seq. ID 


OJ000329_ 


_05.0424 


.C13 


Gene No. 


108394 




Strand 


+ 






Start 


12226 




End 


13429 






Name 


OJ000329 05.0424.C13.o4 


. gs 


Method 


GENSCAN 






Start 


12226 




End 


13429 






GI 


none 




Score 


.56 






Exons 


12226. .12244, 12738 .. 13102, 


13276. .13429 






Seq. No. 


51149 




Seq. ID 


OJ000329_ 


_05.0424 


.C13 


Gene No. 


108395 




Strand 








Start 


6641 




End 


10615 






Name 


OJ000329 05.0424.C13.o2 


.np 


Method 


AAT/NAP 






Start 


5957 




End 


7556 






GI 


6539588 




Score 


212 - 






Exons 


5957. .6017, 7279..75S6 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


51149 




Seq. ID 


OJ000329_ 


_05.0424 


.C13 


Gene No. 


108395 




Strand 








Start 


6641 




End 


10615 






Name 


OJ000329 05.0424.C13.o3 


.gs 


Method 


GENSCAN 






Start 


6641 




End 


10615 






GI 


none 




Score 


.44 






Exons 


6641. .6723, 7058. .7204, 


7352 


..7549, 8382. .8647, 


9657. .9706, 




10562. .10615 












Seq. No. 


51149 




Seq. ID 


OJ000329_ 


_05.0424 


.C13 


Gene No. 


108396 




Strand 









52556 




Start 


11717 




End 


11946 








Name 


OJ000329 05.0424.C13.o3 


-np 


Method 


AAT/NAP 








Start 


11717 


End 


11946 








GI 


7510076 




Score 


58 








Exons 


11717. .11946 














GI Descrip. 


hypothetical protein Y50E8A.i 


- Caenorhabditis 


elegans 




Seq. No. 


51150 




Seq. ID 


OJ000129 


05 


0424 


.C14 


OCtlC Vi\J . 


108397 




Strand 


l 








Start 


48 




End 


2825 








Name 


OJ000329 05.0424.C14.ol 


.gs 


Method 


GENSCAN 








Start 


48 




End 


2825 








GI 


none 




Score 


.52 








Exons 


48. .646, 690. .1287, 2051. .2161, 2682.. 


2825 








Seq. No. 


j ii j j. 




Seq. ID 


OJ000329 


_05 


0424 


.C19 


Gene No. 


1 Off ^Qft 

X \J O J J o 




Strand 










o l. a. i- i— 


1UJ / 




End 


9707 








Name 


n.7nnn??Q c\a?a n q ni 


.gs 


Method 


GENSCAN 








Start 


10^7 _ 




End 


6262 








GI 


none 




Score 


.64 








Exons 


1057.. 1193, 1917.. 1990, 


2065. 


.2222, 2367. .2532, 


3252. .3563, 




IfiRI "37Q4 "3P.7Q 401ft 


4379. 


.4514., 6033.. 6262 








Seq. No. 


M 1 M 




Seq. ID 


OJ000329 


_05 


0424 


.C19 


Gene No. 


1UO J JO 




Strand 










Start 


1UJ / 




End 


9707 








Name 


uUUUUj^^ Uw) • Uft c. ft . -? • vJJ. 


.np 


Method 


AAT/NAP 








Start 






End 


7077 








GI 


6721516 




Score 


517 








Exons 


3323..3499, 4414. .4730, 


5145. 


.5385, 6981. .7077 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


51151 




Seq. ID 


OJ000329 


_05 


0424 


.C19 


Gene No. 


108398 




Strand 










Start 


1057 




End 


9707 








Name 


OJ000329 05.0424.C19.o2 


.np 


Method 


AAT/NAP 








Start 


3756 




End 


6282 








GI 


7523494 




Score 


291 








Exons 


3756. .4004, 5734. .5826, 


5869. 


.6282 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


51151 




Seq. ID 


OJ000329 


_05. 


0424 


C19 


Gene No. - 


108398 




Strand 










Start 


1057 




End 


9707 








Name 


OJ000329 05.0424.C19.o3 


.np 


Method 


AAT/NAP 








Start 


6763 


End 


9707 








GI 


4680186 




Score 


175 








Exons 


6763. .6806, 7466. .7570, 


8140. 


.8339, 9652. .9707 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


51152 




Seq. ID 


OJ000329_ 


_05. 


0424 


C20 


Gene No. 


108399 




Strand 










Start 


170 




End 


1351 








Name 


OJ000329 05.0424.C20.ol 


.gs 


Method 


GENSCAN 








Start 


170 




End 


1351 








GI 


none 




Score 


.41 









52557 



Exons 



170.. 380, 1036.. 1224, 1283.. 1351 



Seq. No. 


51153 




Seq. ID 


OJ000329J 


Gene No. 


108400 




Strand 


+ 




i 




End 


iy / d 


Name 


UJUUUJZy U J . U4 Z 1 . L-D . o^ . 


np 


Method 


AA1 / NAP 




1 




End 


ly /D 








Score 




Exons 


1. . / o, 1041. . iy / o 








GI Descrip. 


lAPUUi^/o) nypotnet ical 


. protein [Oryza 


sat iva ] 


Seq. No. 


51153 




Seq. ID 


OJ000329J 


oene lno . 


1U04U1 




Strand 


+ 


C 4- -> v-+- 

Otait 


Z / 1U 




End 


•301 o 
jo LZ 


Name 


UJUUUJ^y Uj.Ufl^l.Lb.Oz. 


gs 


Method 


bhNbLAN 


Of 3 v-+- 


z / 1U 




End 


JO Iz 


C T 
Vjl 


none 




Score 


7 Q 

. / y 


Exons 


z/iu..^y4.3, jddo . . joiz 








Seq. No. 


51153 




Seq. ID 


OJ000329J 


Gene No. 


108402 




Strand 




Start 


307 




End 


636 


Name 


OJ000329 03.0421.C6.ol. 


np 


Method 


AAT/NAP 


Start 


307 




End 


636 


GI 


7484936 




Score 


174 


Exons 


307. .389, 525. .636 









03. 0421. C6 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



DNA-directed DNA polymerase homolog T1F15.3 - Arabidopsis 
thaliana gi | 3176661 | gb | AAC18785 . 1 | (AC004393) Similar to 
putative DNA polymerase gb|M29683 from S. cerevisiae. 
[Arabidopsis thaliana] 



51154 
108403 
416 

OJ000329_03.0421.C7.ol.gp 
416 

uC-osflM202066h05bL 
416. .690, 1450. .1649, 1761. 
'3367520 7.0e-ll (AC004392) 

tyrosine-serine-threonine kinase gb_D12522 from A 
[Arabidopsis thaliana] 1 



OJ000329_ 
+ 

3653 
AAT/GAP 
1827 
959 



03. 0421. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1827 

Similar to protein kinase APK1A 

thaliana 



51154 Seq. ID 

108403 Strand 

416 End 

OJ000329_03 . 0421 . C7 . ol . gs Method 

585 End 

none Score 

585. .690, 733. .843, 1477. .1649, 1761.. 
3010. .3579 



OJ000329_03.0421.C7 
+ 

3653 
GENSCAN 
3579 
.57 

1950, 2364. .2755, 



Seq. No. 51154 Seq. ID 

Gene No. 108403 Strand 

Start 416 End 

Name OJ00032 9_03 . 042 1 . C7 . ol . np Method 

Start 622 End 

GI 7413555 Score 



OJ000329_03.0421.C7 
+ 

3653 
AAT/NAP 
3653 
1193 



52558 




Exons 


622.. 735, 1477.. 


1649, 1758.. 


1950, 2364 


..2755, 2890.. 3162, 




3615. .3653 












GI Descrip. 


(AL162973) ; 


protein kinase-like [Arabidopsis thaliana] 


Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 


Gene No. 


1 HQ A C\A 
1UO 4 Ufl 








Strand 




Of ^ >~-t- 

otart 


5230 








End 


6556 


Name 


OJ000329 03 


C\ A O 1 


. C / . 04 . 


tm 


Method 


TBLASTX: Maize 


Start 


1436 








End 


1849 




none 








Score 


103 


Exons 


1436. .1519, 


1525 


. .1650, 


1525 


..1653, 1532. .1672, 1533. .1652 




1539. .1703, 


1757 


. .1849, 


1758 


..1847, 1759. .1848, 1760. .1849 


Seq. No. 










Seq. ID 


OJ000329_03.0421.C7 


Gene No . 


108404 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


. U4Z 1 


. c / . oz . 


tw 


Method 


TBLASTX: Wheat 


Start 


1491 








End 


1877 


GI 


none 








Score 


110 


Exons 


1491. .1646, 


1553 


. .1630, 


1764 


..1877, 1790. .1873 


Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 


Gene No. 


i n Q A C\ A 

lUo 4 U4 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


. 0421 


. C7 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


1532 








End 


1949 


GI 


none 








Score 


146 


Exons 


1532. .1630, 


1533 


. . 1637 , 


1560 


..1634, 1758. .1949, 1766. .1936 




1773. .1949 












Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 


Gene No. 


108404 








Strand 




Start 










End 


6556 


Name 


OJ000329 03 


A A O 1 

.0421 


. C7 .ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


1533 








End 


3084 


GI 


none 








Score 


141 


Exons 


1533. .1640, 


i c o o 

1538 


1 /TOO 

. . 1639, 


1 "7 C O 

1758 


..1949, 1759. .1953, 1766. .1948, 




2357. .2770, 


2362 


. . 2499, 


2378 


..2761, 2888. .3001, 2889. .3065, 




2889. .3068, 


o o n n 

2890 


. . 3084 








Seq. No. 


. 51154 








Seq. ID 


OJ000329_03.0421.C7 


Gene. No. 


108404 








Strand 




Start 


5230 








End 


6556 


Name 




.0421 


.C7 .ol . 


tm 


Method 


TBLASTX: Maize 


otar t 


1850 








End 


3499 


GI 


none 








Score 


166 


Exons 


1850. .1951, 


1851 


1 n e o 

. . 1952, 


1851 


..1952, 18 


52. .1953, 2364. .2633, 




2369. .2653, 


2369 


. .2632, 


2370 


..2633, 2635.-2769, 2636. .2770. 




2888. .3187, 


2889 


. .3257, 


2890 


..3387, 28 


90. .3384, 3242. .3409, 




3386. .3433, 


3467 


. .3499 








Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 


Gene No. 


108404 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


.0421 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2387 








End 


2757 


GI 


none 








Score 


89 



52559 




Exons 


2387. .2470, 


2401. 


.2463, 


2453. 


.2755, 2464.. 2751, 2482.. 2757 


Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 




X \JO f± V f* 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


.0421. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2387 








End 


2755 


GI 


none 








Score 


87 


Exons 


2387. .2449, 


2404 . 


.2445, 


2456. 


.2755, 2470.. 2754 


Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 




± \J O H VJ H 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


.0421. 


C7.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2889 








End 


3114 


GI 


none 








Score 


256 


Exons 


2889. .3095, 


2890. 


.3114 








Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 


Gene No. 


108404 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


.0421. 


C7.o2. 


np 


Method 


AAT/NAP 


Start 


5230 








End 


6556 


GI 


5734630 








Score 


581 


Exons 


5230. .6556 












GI Descrip. 


(AP000391) 


Similar to Arabidopsis thaliana DNA chromosome 4, 




clone F25I24 (AL049525) 


[Oryza sativa] 




Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 


belle 1NO • 


108404 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


.0421. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5273 








End 


5785 


GI 


none 








Score 


74 


Exons 


5273. .5341, 


5301. 


.5348, 


5351. 


.5461, 5364. .5453, 5519. .5785 


Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 




108404 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


.0421. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5390 








End 


5923 


GI 


none 








Score 


65 


Exons 


5390. .5461, 


5510. 


.5632, 


5510. 


.5803, 5517. .5774, 5834. .5923 


Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 




108404 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


.0421. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6239 








End 


6538 


GI 


none 








Score 


86 


Exons 


6239. .6538, 


6246. 


.6317, 


6366. 


.6536 




Seq. No. 


51154 








Seq. ID 


OJ000329_03.0421.C7 


Gene No. 


108404 








Strand 




Start 


5230 








End 


6556 


Name 


OJ000329 03 


.0421. 


C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


6293 








End 


6518 



52560 





GI 


none 


Score 


141 






Exons 


6293.. 6517, 6366.. 6518 










Seq. No. 


51155 


Seq. ID 


OJ000329_ 


03. 0421. C8 




Gene No . 


lUo 4 UD 


otrana 


+ 






Start 


336 


End 


1305 






Name 


OJ000329 03.0421.C8.ol.gs 


Method 


GENSCAN 






Start 


336 


End 


1293 






GI 


none 


Score 


.53 






Exons 


336. .369, 1052. .1293 










Seq. No. 


51155 


Seq. ID 


OJ000329_ 


03. 0421. C8 




Gene No. 


108405 


Strand 


+ 






Of a r-+- 


336 


End 








Name 


OJ000329 03.0421.C8.ol.np 


Method 


AAT/NAP 






Start 


993 


End 


1305 






GI 


6539588 


Score 


217 






Exons 


993. .1305 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


51155 


Seq. ID 


OJ000329_ 


03. 0421. C8 




Gene No. 


108406 


Strand 


+ 






Start 


7927 


End 


8158 




C£ 


Name 


OJ000329 03-0421. C8-o4.gp 


Method 


7\ n t /PBD 






Start 


7927 


End 


8158 




a% 

i 5 


GI 


3762163 


Score 


411 




yj 


Exons 


7927. .8158 










GI Descrip. 


416321/gb|U03450|PRS416 3.0e- 


23 Yeast 


centromere 


vector pRS416 






with URA3 marker, complete sequence 






J 


Seq. No. 


51155 


Seq. ID 


OJ000329_ 


03. 0421. C8 


Li 


Gene No. 


108407 


Strand 








Start 


2095 


End 


8071 




=* 


Name 


OJ000329 03.0421.C8.ol.tm 


Method 


TBLASTX: Maize 


=? 


Start 


2046 


End 


3612 






GI 


none 


Score 


180 






Exons 


2046.. 2294, 2050.. 2295, 2087. 


.2296, 2178.. 2297, 


2371. .2463, 


=5. 




2383.. 2463, 2385.. 2474, 2385. 


.2474, 2741.. 2953, 


2749. .2874, 






2757.. 2969, 2759. .2956, 2791. 


.2979, 3126.. 3293, 


3127. .3294, 






3131.. 3295, 3132.. 3299, 3388. 


.3471, 3393.. 3470, 


3541. .3612, 


-3 




3543. .3611 









Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



51155 

108407 

2095 

OJ000329_03. 

2095 

none 

2095. .2296, 
4282. .4361, 
7599. .7707, 



2386. 
5193. 
7868. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2462, 2762.. 2956, 



0421.C8.o2.gs 



OJ000329 03.0421. C8 



8071 
GENSCAN 
8071 
. 65 

3130. .3291, 



.5209, 5660.. 5733, 
.8071 



6359. .6583, 



4025. 
7165. 



4090, 
7253, 



51155 Seq. ID 

108407 v Strand 

2095 End 

OJ000329_03 . 04 21 . C8 . ol . tc Method 

2385 End 



OJ000329_03.0421.C8 
8071 

TBLASTX: Cress 
4093 



52561 



GI 

Exons 



none Score 162 

2385. .2429, 2745. .2948, 2759. .2956, 3113. .3199, 3115. .3288, 

3127. .3201, 3188. .3292, 3202. .3291, 3393.-3476, 3399. .3467, 

3537. .3611, 3541. .3612, 3718. .3771, 3728. .3796, 4025. .4093 



Seq. No. 51155 

Gene No. 108407 

Start 2095 

Name OJ000329_03 . 0421 . C8 . o2 . np 

Start 2757 

GI 7503599 

Exons 2757.. 2956, 3130.. 3200, 5097. 
GI Descrip. hypothetical protein F4 6G10.4 



Seq. ID OJ000329_03.0421.C8 
Strand 

End 8071 

Method AAT/NAP 

End 5119 

Score 106 ' 
5119 

- Caenorhabditis elegans 



gi I 3877256 | emb | CAA90544 . 1 1 
[Caenorhabditis elegans] 



(Z50177) similar to lipase 



Seq. No. 51155 Seq. ID OJ000329_03 . 0421 . C8 

Gene No. 108407 Strand 

Start 2095 End 8071 

Name OJ000329_03 . 0421 . C8 . ol . gp Method AAT/GAP 

Start 2772 End 3213 

GI 2443056 Score 518 

Exons 2772.. 2956, 3130.. 3213 

GI Descrip. 3877256/emb | CAA90544 . 1 | 8.0e-16 (Z50177) similar to lipase 
[Caenorhabditis elegans] 



Seq. No. 51155 Seq. ID 

Gene No. 108407 Strand 

Start 2095 End 

Name OJ000329_03 . 042 1 . C8 . ol . ts Method 

Start 3122 End 

GI none Score 
Exons 



OJ000329_03.0421.C8 
8071 

TBLASTX : Soybean 

3464 

91 



3122. .3205, 3122. .3211, 3127. .3222, 3127. .3222, 3214. .3291, 
3393.-3464 



Seq. ID OJ000329_03.0421.C8. 
Strand 

End 8071 

Method AAT/GAP 

End 6019 

Score 816 

3396.-3468, 3541. .3608, 3727. .3774, 4025. .4090, 4282. .4361, 
5660.. 5733, 5966.. 6019 



Seq. No. 51155 

Gene No. 108407 

Start 2095 

Name OJ000329_03 . 042 1 . C8 . o2 . gp 

Start 3396 

GI none 
Exons 



Seq. No. 51155 

Gene No. 108407 

Start 2095 

Name OJ00032 9_03 . 042 1 . C8 . o3 . gp 

Start 7621 

GI 52062_1.R1084 

Exons 7621.. 7927 

GI Descrip. 1 416321/gb | U03450 | PRS416 3.0e-23 Yeast centromere vector pRS416 
with URA3 marker, complete sequence' 



Seq. ID OJ000329_03.0421.C8 
Strand 

End 8071 

Method AAT/GAP 

End 7927 

Score 590 



Seq. No. 
Gene No. 
Start 



51156 

108408 

363 



Seq. ID 

Strand 

End 



OJ000329_03.0421.C9 
1613 



52562 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ00032 9_03 . 0421 . C9 . ol . gs Method GEN SCAN 

363 End 1613 

none Score .99 
363. .507, 1450. .1613 



51157 
108409 
2203 

OJ000329_03. 0421. C10. ol.np 
2203 
6942018 
2203.. 2656 

(AF216581) AP2/EREBP-like transcription factor LEAFY PETIOLE 
[Arabidopsis thaliana] 



Seq. ID OJ000329_03. 0421. C10 
Strand 

End 2656 

Method AAT/NAP- 

End 2 656 

Score 78 



51158 

108410 

893 

OJ000329_03.0421.C12.ol.gs 

893 

none 



Seq. ID OJ000329_03.0421.C12 

Strand + 

End 1919 

Method GENSCAN 

End 1919 

Score . 67 



193. .1056, 1603. .1711, 1827. .1919 



Seq. No. 51158 

Gene No. 108411 

Start 2203 

Name OJ000329_03 . 0421 .C12 .ol .gp 

Start 2203 

GI none 
Exons 



End 

Method 
End 
Score 

2203. .2411, 2678. .2749, 2868. .2930, 3006. .3067, 3626. .3786, 
4921. .5087 



Seq. ID OJ000329_03.0421.C12 
Strand 

5284 
AAT/GAP 
5087 
1278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51158 

108411 

2203 

OJ000329_03.0421.C12.o2.gs 

2856 

none 



Seq. ID OJ000329_03.0421.C12 
Strand 

End 5284 

Method GENSCAN 

End 5284 

Score .73 



2856. .2938, 3626. .3786, 4757. .4868, 4921. .5284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000329_03.0421.C12 
Strand 

End 6119 

Method AAT/GAP 

End 6119 

Score 620 



51158 
108412 
5808 

OJ000329_03.0421.C12.o2.gp 
5808 

16721_2.R1084 
5808. .6119 

f 4454033/emb| CAA23030.il 1.0e-58 (AL035394) putative potassium 
transport protein [Arabidopsis thaliana] 1 



51158 

108413 

6045 

OJ000329_03 . 0421 . C12 . ol . tm 

3004 

none 



Seq. ID OJ000329_03.0421.C12 
Strand 

End 6119 

Method TBLASTX : Maize 

End 5142 

Score 82 



3004. .3075, 3006. .3068, 3617. .3787, 3624.. 3737, 3624. .3797, 



52563 




362S..3789, 4920. .5030, 4921. .5031, 5092. .5142 



Seq. No. 


51158 Seq. ID 


OJ000329_03.0421. 


C12 


Gene No. 


108413 Strand 


- 




Start 


6045 End 


6119 




Name 


OJ000329 03.0421.C12.ol,ts Method 


TBLASTX: Soybean 




Start 


3630 End 


5006 




GI 


none Score 


140 




Exons 


3630. .3788, 3631. .3789, 4944. .5006 






Seq. No. 


51158 Seq. ID 


OJ00032 9_03 . 0421 . 


Clz 


Gene No. 


108413 Strand 






Start 


6045 End 


6119 




Name 


OJ000329 03-0421. C12.ol.np Method 


AAT/NAP 




Start 


6045 End 


6119 




GI 


7108599 Score 


118 




Exons 


6045. .6119 






GI Descrip. 


(AF129479) HAK2 [Hordeum vulgare] 






Seq. No. 


51159 Seq. ID 


OJ000329JD3.0421. 


C13 


Gene No. 


108414 Strand 


+ 




Start 


1 End 


515 




Name 


OJ000329 03.0421.C13.ol.gp Method 


AAT/GAP 




Start 


1 End 


515 




GI 


16721 2.R1084 Score 


995 




Exons 


1..515 






GI Descrip. 


'4454033/emb ICAA23030.il 1.0e-58 (AL035394) putative potassium 




transport protein [Arabidopsis thaliana] 1 




Seq. No. 


51159 Seq. ID 


OJ000329_03.0421. 


C13 


Gene No . 


108415 Strand 






Start 


1 End 


8055 




Name 


OJ000329 03.0421.C13.ol.np Method 


AAT/NAP 




Start 


1 End 


3999 




GI 


7108599 Score 


2866 




Exons 


1..892, 1426. .1680, 1769. .1883, 2005.. 


2057, 2146.. 2406, 






3030.. 3083, 3202.. 3444, 3738.. 3999 






GI Descrip. 


(AF129479) HAK2 [Hordeum vulgare] 






Seq. No. 


51159 Seq. ID 


OJ000329_03.0421. 


C13 


Gene No. 


108415 Strand 






Start 


1 End 


8055 




Name 


OJ000329 03.0421.C13.ol.tm Method 


TBLASTX: Maize 




Start 


3 End 


1562 




GI 


none Score 


77 




Exons 


3. .107, 24. .149, 72. .539, 181. .540, 537. .581, 540. .569, 






561. .872, 564. .893, 565. .894, 1395. .1562, 1424. .1561 




Seq. No. 


51159 Seq. ID 


OJ000329_03.0421. 


C13 


Gene No. 


108415 Strand 






Start 


1 End 


8055 




Name 


OJ000329 03.0421.C13.ol.gs Method 


GENSCAN 




Start 


27 End 


8055 




GI 


none Score 


.77 




Exons 


27. .892, 1426. .1680, 2146.. 2406, 3030. 


.3083, 3239.. 3410, 





3893. .4012, 4426. .4549, 4915. .4996, 8023. .8055 



52564 



Seq. No. 51159 

Gene No. 108415 

Start 1 

Name OJ000329_03 . 0421 . C13 . ol . tc 

Start 285 

GI none 
Exons 



Seq. ID OJ000329_03.0421.C13 
Strand 

End 8055 

Method TBLASTX : Cress 

End 3963 

Score 167 



285.-872, 291. .893, 298. .894, 1395. .1673, 1424. .1675, 
1770. .1880, 1771. .1887, 1991. .2065, 2002. .2076, 2139. .2402, 
2144. .2404, 3203. .3322, 3204. .3314, 3350. .3445, 3351. .3446, 
3736. .3963, 3737. .3934 



Seq. No. 51159 

Gene No. 108415 

Start 1 

Name OJ00032 9_03 . 0421 . C13 . ol . ts 

Start 297 

GI none 

Exons 297.. 872, 297.. 896, 298. .894 



Seq. ID OJ000329_03.0421.C13 



Strand 
End 

Method 

End 

Score 



8055 

TBLASTX : Soybean 

896 

245 



Seq. No. 51159 Seq. ID 

Gene No. 108415 Strand 

Start 1 End 

Name OJ00032 9_03 . 0421 . C13 . o2 . gp Method 

Start 744 End 

GI none Score 

Exons 744.. 862 



OJ000329_03.0421.C13 

8055 
AAT/GAP 
862 
202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51159 

108415 

1 

OJ000329_03, 

1395 

none 

1395. .1667, 
2144. .2221, 



0421.C13.o2.ts 



1424, 
2237. 



.1702, 
.2341 



1430. 



Seq. ID OJ000329_03.0421.C13 
Strand 

End 8055 

Method TBLASTX : Soybean 

End 2341 

Score 188 

.1669, 1809. .1880, 2002. .2076, 



Seq. No. 51159 Seq. ID 

Gene No. 108415 _ Strand 

Start 1 End 

Name OJ000329_03 . 0421 . C13 . o2 . tm Method 

Start 1562 End 

GI none Score 
Exons 



OJ000329_03.0421.C13 
8055 

TBLASTX: Maize 

2366 

136 



1562. .1675, 1563. .1673, 1566. .1682, 1770. .1880, 1770. .1880, 
1801. .1881, 1804. .1881, 1808. .1882, 1994. .2065, 2002. .2076, 
2144. .2353, 2145. .2351, 2145. .2366 



Seq. No. 51159 

Gene No. 108415 

Start 1 

Name OJ000329_03.0421.C13.o3.tm 

Start 2366 

GI none 

Exons 2366.. 2407, 
3317. .3445, 



3029.. 3073, 3186. 
3339..3446, 3355. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000-329 03.0421.C13 



8055 

TBLASTX: Maize 
3447 
176 

.3323, 3203. .3382, 3204. .3323, 
,3447 



Seq. No. 
Gene No. 



51159 
108415 



Seq. ID 
Strand 



OJ000329 03.0421.C13 



52565 



Start 


1 








End 


8055 


Name 


OJ000329 03, 


0421 


C13.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3203 








End 


3446 


GI 


none 








Score 


177 


Exons 


3203. .3325, 


3204. 


.3326, 


3206 


..3331, 3334. .3444, 3335. .3445, 




3336. .3446 












Seq. No. 


51159 








Seq. ID 


OJ000329_03.0421.C13 


Gene No. 


108415 








Strand 




Start 


1 








End 


8055 


Name 


OJ000329 03. 


0421. 


C13.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


3203 








End 


3958 


GI 


none 








Score 


137 


Exons 


3203. .3382, 


3204. 


.3323, 


3350 


..3445, 3357. .3446, 3399. .3446, 




3739. .3936, 


3742. 


.3948, 


.3743 


. .3958 




Seq. No. 


51159 








Seq. ID 


OJ000329_03.0421.C13 




108415 








Strand 


- 


Start 


1 








End 


8055 


Name 


OJ000329 03. 


0421. 


C13.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3764 








End 


3972 


GI 


none 








Score 


150 


Exons 


3764. .3934, 


3772. 


.3972, 


3775 


. .3936 




Seq. No. 


51160 








Seq. ID 


OJ000329_03.0421.C15 




108416 








Strand 


+ 


Start 


45 








End 


3372 


Name 


OJ000329 03. 


0421. 


CIS.ol 


.gs 


Method 


GENSCAN 


Start 


45 








End 


3277 


GI 


none 








Score 


.44 


Exons 


45. .131, 1484. .1845, 2332. .3277 




Seq. No. 


51160 








Seq. ID 


OJ000329_03.0421.C15 


Gene No. 


108416 








Strand 


+ 


Start 


45 








End 


3372 


Name 


OJ000329 03. 


0421. 


C15.ol 


np 


Method 


AAT/NAP 


Start 


48 








End 


3273 


GI 


7362770 








Score 


293 


Exons 


48. .161, 1127. .1198, 1285. .1409, 1505. 


.1845, 1939. .2872, 




3086. .3273 












GI Descrip. 


(AL162651) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


51160 








Seq. ID 


OJ000329_03.0421.C15 


Gene No. 


108416 








Strand 


+ 


Start 


'45 








End 


3372 


Name 


OJ000329 03. 


0421. 


CIS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1482 








End 


2342 


GI 


none 








Score 


134 


Exons 


1482. .1628, 


1489. 


.1626, 


1630 


..1788, 1633. .1782, 1773. .1844, 




1786. .1863, 


1929. 


.2270, 


1938 


..2273, 2152. .2277, 2274. .2342, 




2276. .2341 












Seq. No. 


51160 








Seq. ID 


OJ000329_03.0421.C15 


Gene No. 


108416 








Strand 


+ 


Start 


45 








End 


3372 


Name 


OJ000329 03. 


0421. 


C15.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2359 








End 


2567 



52566 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
2359.. 2565, 2360.. 2566, 2373.. 2567 



198 



51160 

108416 

45 

OJ000329_03.0421.C15.ol.gp 

2500 

none 

2500. .2883 



Seq. ID OJ000329_03.0421.C15 

Strand + 

End 3372 

Method AAT/GAP 

End 2883 

Score 718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



fy Seq. No. 

fl Gene No. 

fj Start 

~ ~ Name 

^ Start 

fU GI 

s Exons 



51160 

108416 

45 

OJ000329_03.0421.C15.o2.tm 

3044 

none 



Seq. ID OJ000329_03.0421.C15 

Strand + 

End 3372 

Method TBLASTX: Maize 

End 3372 

Score 297 



3044.. 3280, 3047.. 3283,. 3055.. 3285, 3079.. 3372 



51161 

108417 

387 

OJ000329_03.0421.C17.ol.gs 

387 

none. 



51161 

108417 

387 

OJ000329_03.0421.C17.ol.gp 

505 

none 

505. .1056 



Seq. ID OJ000329_03.0421.C17 

Strand + 

End 1723 

Method GEN SCAN 

End 1723 

Score . 6 



387. .519, 1149. .1241, 1683. .1723 



Seq. ID OJ000329_03.0421.C17 

Strand + 

End 1723 

Method AAT/GAP 

End 1056 

Score 1026 



Seq. No. 51161 

Gene No. 108418 

Start 4766 

Name OJ000329_03 . 0421 . C17 . o3 . gs 

Start 4766 

GI none 

.Exons 4766.-4852, 4911.. 4981, 5971, 

Seq. No. 51161 

Gene No. 10&419 

Start 6690 

Name OJ000329_03 . 0421 . C17 . o4 . gs 

Start 6690 

GI none 

Exons 6690.. 7388 



Seq. ID OJ000329_03.0421.C17 
Strand + 

6166 
GENSCAN 
6166 
.56 



End 

Method 
End 
Score 
.6166 



Seq. ID OJ000329_03.0421.C17 

Strand + 

End 7388 

Method GENSCAN 

End 7388 

Score 1 



Seq. No. 51161 

Gene No. 108420 

Start 11200 

Name OJ000329_03.0421.C17.o6.gs 

Start 11200 

GI none 



Seq. ID OJ000329_03.0421.C17 

Strand + 

End 15387 

Method GENSCAN 

End 12130 

Score 1 



52567 



Exons 11200. .11533, 11535.. 12130 



Seq. No. 


51161 


Seq. ID 


OJ000329_03.0421 


.C17 


Gene No. 


108420 


Strand 


+ 




Start 


11200 


End 


15387 




Name 


OJ000329 03.0421.C17.o2.np 


Method 


AAT/NAP 




Start 


11324 


End 


15387 




GI 


6751696 


Score 


199 




Exons 


11324. .11555, 11645. .11832, 


14117. .14308, 15238.. 15387 




GI. Descrip. 


(AC018908) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


51161 


Seq. ID 


OJ000329_03.0421 


-C17 


Gene No. 


108420 


Strand 


+ 




Start 


11200 


End 


15387 




Name 


OJ000329 03.0421.C17.o7.gs 


Method 


GEN SCAN 




Start 


13586 


End 


15375 




GI 


none 


Score 


.57 




Exons 


13586. .14335, 14 678 .. 147 62 , 


15074. .15375 





Seq. No. 51161 Seq. ID 

Gene No. 108421 Strand 

Start 2383 End 

Name OJ000329_03 . 0421 . C17 . o2 . gs Method 

Start 2383 End 

GI , none Score 

Exons 2383.. 3470, 3500.. 4562 



OJ000329_03.0421.C17 

4562 
GENSCAN 
4562 
.46 



Seq. No. 51161 Seq. ID OJ000329_03 . 0421 . C17 

Gene No. 108421 Strand 

Start 2383 End 4562 

Name OJ000329_03 . 0421 .C17 . ol . np Method AAT/NAP 

Start 2404 End 4463 

GI 7486629 Score 1431 

Exons 2404.. 4463 

GI Descrip. hypothetical protein F8B4.130 - Arabidopsis thaliana 

gi|4049345|emb|CAA22570.1| (AL034567) putative protein 
[Arabidopsis thaliana] gi | 7270147 | emb | CAB79960 . 1 | (AL161581) 
putative protein [Arabidopsis thaliana] 



Seq. No. 51161 
Gene No. 108422 
Start 8745 

Name OJ000329_03 . 0421 . C17 . ol . tm 

Start 2392 
GI none 

Exons 2392.. 2502, 2522.. 3148, 2524. 

3292.. 3375, 3298.. 3510, 3311. 
3639.. 3905, 3639.. 3875, 3639. 
3777.. 3902, 3898.. 4188, 3918. 
4239. .4403, 4239. .4403 



Seq. ID OJ000329_03.0421.C17 
Strand 

End 11632 

Method • TBLASTX: Maize 

End 4403 

Score 213 
.3510, 2962. .3234, 2980. .3213, 
.3445, 3346. .3507, 3602. .3661, 
.3899, 3640.. 3879, 3652.. 3906, 
.4190, 3930. .4202, 3930. .4112, 



Seq. No. 


51161 


Seq. ID 


OJ000329 


Gene No. 


108422 


Strand 




Start 


8745 


End 


11632 


Name 


OJ000329 03.0421.C17.ol.ts 


Method 


TBLASTX : 


Start 


2536 


End 


2988 


GI 


none 


Score 


323 



52568 




Exons 2536.. 2988 



Seq. No. 


51161 








Seq. ID 


OJOOO329j03.O421.C17 


Gene No. 


108422 








Strand 


- 


Start 


8745 








End 


11632 


Name 


OJ000329 03 


.0421. 


.C17.02 


.tc 


Method 


TBLASTX: Cress 


Start 


2539 








End 


2856 


GI 


none 








Score 


86 


Exons 


2539. .2856, 


2609. 


.2854 








Seq. No. 


51161 








Seq. ID 


OJ000329_03.0421.C17 


Gene No . 


10o4zz 








Strand 




Start 


8745 








End 


11632 


Name 


OJ000329 03 


.0421. 


,C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2869 








End 


4250 


GI 


none 








Score 


72 


Exons 


2869. .2985, 


2977. 


.3225, 


2992. 


.3225, 3029.. 3187, 3298.-3456, 




3298. .3510, 


3510. 


.3629, 


3630. 


.3896, 3642.. 3923, 3802.. 3903, 




3804. .3926, 


3930. 


.4184, 


3933. 


.4250, 3961. .4083 


Seq. No. 


51161 








Seq. ID 


OJ000329_03.0421.C17 


Gene No. 


108422 








Strand 




Start 


8745 








End 


11632 


Name 


OJ000329 03 


.0421. 


C17.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3049 








End 


4026 


GI 


none 








Score 


76 


Exons 


3049. .3213, 


3292. 


.3435, 


3323. 


.3415, 3355.. 3525, 3612.. 3722, 




3640. .3756, 


3642. 


.3875, 


3790. 


.3876, 3910.. 4026, 3924.. 4025 


Seq. No. 


51161 








Seq. ID 


OJ000329_03.0421.C17 


Gene No. 


108422 








Strand 




Start 


8745 








End 


11632 


Name 


OJ000329 03 


.0421. 


C17.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3052 








End 


4184 


GI 


none 








Score 


78 


Exons 


3052. .3225, 


3247. 


.3282, 


3298. 


.3441, 3308.. 3442, 3358.. 3459, 




3639. .3728, 


3648. 


.3875, 


3679. 


.3738, 3739.. 3810, 3930.. 4037, 




3936. .4013, 


3954 . 


.4184 








Seq. No. 


51161 








Seq. ID 


OJ000329_03.0421.C17 


Gene No. 


108422 








Strand 




Start 


8745 








End 


11632 


Name 


OJ000329 03 


.0421. 


C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


6690 








End 


11632 


GI 


none 








Score 


111 


Exons 


6690. .6794, 


6690. 


.6794, 


6816. 


.6890, 6933.. 6968, 11179.. 1130- 




11196. .11306, 11326. .11445, 11540. .11632 


Seq. No. 


51161 








Seq. ID 


OJ000329_03. 0421.C17 


Gene No. 


108422 








Strand • 




Start 


8745 








End 


11632 


Name 


OJ000329 03, 


.0421. 


C17.o5 


. gs 


Method 


GENSCAN 


Start 


8745 








End 


9126 


GI 


none 








Score 


. 64 


Exons 


8745. .8852, 


9058. 


.9126 








Seq. No. 


51162 








Seq. ID 


OJ000329_03.0421.C18 



52569 






Gene No. 


108423 


Strand 


+ 






Start 


253 


End 


899 






Name 


OJ000329 03.0421.C18.ol.np 


Method 


AAT/NAP 






Start 


253 


End 


899 






GI 


7362757 


Score 


212 






Exons 


253.-463, 601. .721, 805. .899 










GI Descrip. 


(AL162651) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


51162 


Seq. ID 


OJ000329_03. 0421 


.C18 




Gene No. 


108424 


Strand 


+ 






Start 


1656 


End 


3135 






Name 


OJ000329 03.0421.C18.o2.np 


Method 


AAT/NAP 






Start 


1656 


End 


3135 






GI 


5042462 


Score 


143 






Exons 


1656.. 1769, 2892.. 3135 










GI Descrip. 


(AC007789) putative negatively light- 


regulated protein 


[Ory 






sativa] 










Seq. No. 


51162 


Seq. ID 


OJ000329_03. 0421 


.C18 




Gene No. 


108425 


Strand 


+ 






Start 


3660 


End 


4222 






Name 


OJ000329 03.0421.C18.o3.np 


Method 


AAT/NAP 






Start 


3660 


End 


4222 






GI 


5360166 


Score 


471 






Exons 


3660.. 4222 










GI Descrip. 


(AF158186) pEachy [Rattus norvegicus] 






~; : 
S "sf 


Seq. No. 


51162 


Seq. ID 


OJ000329_03. 0421 


.C18 


~£ 


Gene No. 


108426 


Strand 


+ 






Start 


5464 


End 


5786 






Name 


OJ000329 03.0421.C18.ol.gp 


Method 


AAT/GAP 






Start 


5464 


End 


5786 




1 jj 


GI 


3762717 


Score 


496 




S 

f =? 


Exons 


5464. .5786 










Seq. No. 


51162 


Seq. ID 


OJ000329_03.0421 


.C18 




Gene No. 


108427 


Strand 








Start 


3358 


End 


5588 






Name 


OJ000329 03.0421.C18.o2.gs 


Method 


GENSCAN 






Start 


3358 


End 


5588 






GI 


none 


Score 


.71 






Exons 


3358.. 3535, 3634.. 3740, 3851 


..4198, 5311. .5588 






Seq. No. 


51162 


Seq. ID 


OJ000329_03.0421 


.C18 




Gene No. 


108427 


Strand 








Start 


3358 


End 


5588 






Name 


OJ000329 03.0421.C18.ol.tc 


Method 


TBLASTX: Cress 






Start 


3660 


End 


4186 






GI 


none 


Score 


207 






Exons 


3660.. 3839, 3683.. 3808, 3881 


..4186, 3970. .4173 






Seq. No. 


51162 


Seq. ID 


OJ000329_03.0421 


.C18 




Gene No. 


108427 


Strand 








Start 


3358 


End 


5588 






Name 


OJ000329 03.0421.C18.ol.ts 


Method 


TBLASTX : Soybean 






Start 


3660 


End 


4219 






GI 


none 


Score 


226 





52570 



Exons 


3660. .3839, 3683. .3808, 


3878. 


.4186, 3880. .4179, 4100. .4219 


Seq. No. 


51162 




Seq. ID 


OJ000329_03.0421.C18 


Gene No. 


108427 




Strand 




Start 


3358 




End 


5588 


Name 


OJ000329 03.0421.C18.ol 


.tm 


Method 


TBLASTX : Maize 


Start 


3660 




End 


3897 


GI 


none 




Score 


281 


Exons 


3660.. 3839, 3692. .3781, 


3877. 


. 3897 




Seq. No. 


51162 




Seq. ID 


OJ000329_03.0421.C18 


Gene No. 


108427 




Strand 




Start 


3358 




End 


5588 


Name 


OJ000329 03.0421.C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4073 




End 


4246 


GI 


none 




Score 


189 


Exons 


4073. .4189, 4075. .4182, 


4100. 


.4246, 4170. .4235 


Seq. No. 


51163 




Seq. ID 


OJ000329_03.0421.C20 


Gene No. 


108428 




Strand 


+ 


Start 


333 




End 


2198 


Name 


OJ000329 03.0421.C20.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


323 




End 


1779 


GI 


none 




Score 


49 


Exons 


323. .367, 578. .607, 644 


. .661, 


799. .825, 


823. .852, 824. .853, 




824. .853, 860. .913, 862 


. .915, 


882. .923, 


909. .977, 924. .1118, 




951. .1019, 1005. .1118, 


1040. . 


1120, 1663 


..1692, 1728. .1775, 




1729. .1773, 1744. .1779 









Seq. No. 51163 

Gene No. 108428 

Start 333 

Name OJ00032 9_03 . 0421 . C20 . ol . np 

Start 333 

GI 7440943 

Exons 333.. 607, 795.. 1118, 1485. 

GI Descrip. ribosomal protein L19.T2H3 
gi 13377797 | gb | AAC28170.il 



Seq. ID OJ000329_03.0421.C20 
Strand + 
End 2198 
Method AAT/NAP 
End 1533 
Score 240 
.1533 

.3 - Arabidopsis thaliana 
(AF075597) Similar to 60S ribosome 



protein L19; coded for by A. thaliana cDNA T04719; coded for by 
A. thaliana cDNA H36046; coded for by A. thaliana cDNA T44067; 
coded for by A. thaliana cDNA T14056; coded for by A. thaliana 
cDNA R90691 [Arabidopsis th> 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51163 Seq. ID 

108428 Strand 

333 End 

OJ000329_03.0421.C20.ol.tm Method 

580 End 

none Score 



OJ000329_03.0421.C20 
+ 

2198 

TBLASTX: Maize 

1119 

45 



580. .615, 802. .852, 819. .854, 824. .886, 862. .915, 866. .913, 
882. .917, 909. .1118, 924. .1118, 931. .1119, 1033. .1119 



Seq. No. 51163 Seq. ID 

Gene No. 108428 Strand 

Start 333 * End 

Name OJ000329_03 . 0421 . C20 . ol . tc Method 

Start 824 End 



OJ000329_03.0421.C20 
+ 

2198 

TBLASTX: Cress 
1118 



52571 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 55 

824. .853, 862. .915, 909. .1118, 924. .1118 



51163 

108428 

333 

OJ000329_03.0421.C20.ol.ts 

824 

none 



Seq. ID OJ000329_03.0421.C20 

Strand + 

End 2198 

Method TBLASTX : Soybean 

End 1118 

Score 56 



824. .853, 824. .853, 862. .915, 875. .913, 909. .1106, 924. .1118 



51163 

108428 

333 

OJ000329_03.0421.C20.ol.gs 

960 

none 

960. .1099, 2152. .2198 
51164 



Seq. ID OJ000329_03.0421.C20 

Strand + 

End 2198 

Method GEN SCAN 

End 2198 

Score .8 



Seq. ID OJ000329_03.0421.C21 



108429 Strand 
1 End 
OJ00032 9_03.0421.C21.ol.np Method 
1 End 
6069646 Score 
1..51, 2674. .3312, 3595.-4578 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 

51164 Seq. ID 

108430 Strand 
5714 End 
OJ000329_03 . 0421 .C21 . o2 . np Method 
5664 End 
7486668 Score 
5664. .6022 

hypothetical protein F8F16 
gi 12827533 | emb | CAA1654 1 . 1| 
[Arabidopsis 
hypothetical 



+ 

4578 
AAT/NAP 
4578 
716 

transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ000329_03.0421.C21 
+ 

6031 
AAT/NAP 
6022 
178 

200 - Arabidopsis thaliana 
(AL021633) hypothetical protein 
thaliana] gi | 7270040 | emb | CAB79856 . 1 | (AL161578) 
protein [Arabidopsis thaliana] 



51164 

108430 

5714 

OJ00032 9_03.0421.C21.o2.gs 

5714 

none 

5714. .6031 



Seq. ID OJ000329_03.0421.C21 

Strand + 

End 6031 

Method GENSCAN 

End 6031 

Score .73 



Seq. No. 51164 Seq. ID 

Gene No. 108431 Strand 

Start 6064 End 

Name OJ000329_03 . 0421 . C21 . o4 . tm Method 

Start 2675 End 



OJ000329_03.0421.C21 
6152 

TBLASTX: Maize 
2866 



52572 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2675. .2866, 2686. .2865 

51164 

108431 

6064 

0 J00032 9_03 . 0 4 2 1 . C2 1 . ol . tm 

2873 

none 

2873.-2962, 2952.. 3434, 2953. 



51164 

108431 

6064 

OJ000329_03.0421.C21.ol.tw 

3166 

none 

3166.. 3462, 3168.. 3431, 344 



Score 



199 



Seq. ID OJ000329_03.0421.C21 
Strand 

6152 

TBLASTX: Maize 
3525 
80 



End 

Method 
End ' 
Score 
.3525 



Seq. ID OJ000329_03.0421.C21 
Strand 

End 6152 

Method TBLASTX : Wheat 

End 3606 

Score 224 



8. .3606, 3513. .3605 



Seq. No. 51164 

Gene No. 108431 

Start 6064 

Name OJ000329_03 . 0421 . C21 .o5 . tm 

Start 3528 

h z GI none 

li Exons 3528.. 3734, 3529.. 3738 

fy Seq. No. 51164 

n Gene No. 108431 

iTs Start 6064 

*z Name OJ000329_03 . 0421 . C2L. o2 . tw 

lf 9 Start 3820 

l U GI none 

s Exons 3820.. 3900, 3821.. 3901, 3974, 



Seq. ID OJ000329_03.0421.C21 
Strand 

End 6152 

Method TBLASTX : Mai ze 

End 3738 

Score 191 



Seq. ID OJ000329_03.0421.C21 
Strand 

End 6152 

Method TBLASTX : Wheat 

End 4153 

Score 72 



,4153, 3997. .4149 



'•■■J 


Seq. No. 


51164 








Seq. ID 


OJ000329_03.0421.C21 




Gene No. 


108431 








Strand 






Start 


6064 








End 


6152 


'sJ 


Name 


OJ000329 03. 


0421, 


.C21.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4093 








End 


4372 


f ^ 


GI 


none 








Score 


318 




Exons 


4093. .4245, 


4100, 


. .4372, 


4103. 


.4288 






Seq. No. 


51164 








Seq. ID 


OJ000329_03.0421.C21 




Gene No. 


108431 








Strand 






Start 


6064 








End 


6152 




Name 


OJ000329 03. 


0421, 


,C21.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5717 








End 


5992 




GI 


none 








Score 


46 




Exons 


5717. .5746, 


5719. 


. .5784, 


5756. 


.5992, 5£ 


570.. 5905, 5896.. 5991 




Seq. No. 


51164 








Seq. ID 


OJ000329_03.0421.C21 




Gene No. 


108431 








Strand 






Start 


6064 








End 


6152 




Name 


OJ000329 03. 


0421. 


.C21.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5726 








End 


6022 




GI 


none 








Score 


42 



52573 



Exons 



5726. .5767, 5783.. 5911, 5927.. 6022 



Seq. No. 51164 Seq. ID 

Gene No. 108431 Strand 

Start 6064 End 

Name OJ00032 9_03 . 04 21 . C21 . ol . tc Method 

Start 5783 End 

GI none Score 

Exons 5783.. 6025, 5923.. 6021 



OJ000329_03.0421.C21 
6152 

TBLASTX: Cress 

6025 

195 



Seq. No. 51164 Seq. ID OJ00032 9_03 . 0421 . C21 

Gene No. 108431 Strand 

Start 6064 End 6152 

Name OJ000329_03 . 0421 . C21 . o2 . gp Method AAT/GAP 

Start 6064 End 6152 

GI LIB3477-003-P1-K1-E9 Score 132 

Exons 6064.. 6152 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 51165 Seq. ID 

Gene No. 108432 Strand 

Start 2575 End 

Name OJ000329_03 . 0421 ,C26. o2 . gs Method 

Start 2575 End 

GI none Score 

Exons 2575.. 2802 



OJ000329_03.0421.C26 
+ 

2802 
GENSCAN 
2802 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51165 Seq. ID 

108433 Strand 

1 End 
OJ000329_03.0421.C26.ol.np Method 

1 End 

6175480 Score 

1..33, 350. .441, 536. .665, 764. .838, 



OJ000329 03.0421.C26 



1304 
AAT/NAP 
1304 
598 
1041. .1151, 



1245. .1304 



XYLOSE ISOMERASE gi | 2130052 | pir | | S654 67 xylose isomerase (EC 
5.3.1.5) - barley gi | 1296809 | emb | CAA64545 | (X95257) xylose 
isomerase [Hordeum vulgare] 



51165 Seq. ID 

108433 Strand 

1 End 

OJ000329_03.0421.C26.ol . tm Method 

34 9 End 

none Score 



OJ000329_03.0421.C26 
1304 

TBLASTX: Maize 

1151 

136 



349. .420, 353.-442, 354. .443, 357. .440, 528. .707, 528. .707, 
529. .708, 757. .840, 758. .841, 764. .850, 1041. .1151, 1042. .1149 



Seq. No. 51165 Seq. ID 

Gene No. 108433 Strand 

Start 1 End 

Name OJ000329_03 . 0421 . C26 . ol . gs Method 

Start 350 End 

GI none Score 
Exons 



OJ000329_03.0421.C26 

1304 
GENSCAN 
1301 
.82 



350. .441, 536. .665, 764. .838, 1041. .1151, 1245. .1301 



52574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51165 

108433 

1 

OJ000329_03.0421.C26.ol.ts 

353 

none 



Seq. ID OJ000329_03.0421.C26 
Strand 

End 1304 

Method TBLASTX : Soybean 

End 1151 

Score 105 



353. .442, 357. .440, 517. .708, 528. .707, 536. .718, 738. .839, 
758. .850, 764. .850, 780. .863, 1011. .1094, 1024. .1098, 
1098. .1151, 1102. .1137 



51165 

108433 

1 

OJ000329_03.0421.C26.ol.tc 

377 

none 



Seq. ID OJ000329_03.0421.C26 
Strand 

End 1304 

Method TBLASTX : Cress 

End 1136 

Score 74 



377. .439, 377. .439, 535. .708, 537. .707, 738. .839, 755. .850, 
755. .850, 780. .854, 1024. .1098, 1041. .1094, 1098. .1136 



Seq. No. 51166 
Gene No. 108434 
Start 1 

Name OJ000329_03 . 0421 . C27 . ol . np 

Start 1 
GI 7428735 
Exons 1..216, 427.. 700, 860.. 1153 

GI Descrip. GTP-binding protein obg - Aquifex aeolicus 

gi | 2984292 | gb| AAC07816 . 1 | (AE000771) GTP-binding protein 

[Aquifex aeolicus] 



Seq. ID OJ000329_03.0421.C27 

Strand + 

End 7195 

Method AAT/NAP 

End 1153 

Score 549 



Seq. No. 51166 

Gene No. 108434 

Start 1 

Name OJ000329JD3 . 0421 . C27 . ol . gs 

Start 93 

GI none 
Exons 



Seq. ID OJ000329_03.0421.C27 

Strand + 

End 7195 

Method GENSCAN 

End 7195 

Score .69 



93. .216, 435. .700, 860. .1151, 1413. .1572, 1730. .1838, 
4340. .4534, 6023. .6082, 6668. .6958, 7067. .7195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51166 

108434 

1 

OJ000329_03 . 0421 . C27 . ol . gp 

1716 

none 

1716. .1838, 1925. .2175 



Seq. ID OJ000329_03.0421.C27 

Strand + 

End 7195 

Method AAT/GAP 

End 2175 

Score 688 



51166 
108435 
11046 

OJ000329_03 . 0421 .C27 . o4 . np 
11046 
5852093 

11046. .11148, 12427. .12567, 14252. .14274 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ000329_03.0421.C27 

Strand + 

End 14743 

Method AAT/NAP 

End 14274 

Score 39 



Seq. No. 



51166 



Seq. ID OJ000329_03.0421.C27 



52575 



Gene No. 108435 Strand + 

Start 11046 End 14743 

Name OJ000329_03. 0421 .C27 .o4 .gs Method GEN SCAN 

Start 13363 End 14743 

GI none Score .46 

Exons 13363. .13562, 14674.. 14743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51166 
108436 
9833 

OJ000329_03.0421.C27.o2.np 
9833 
6815053 

9833.. 10070, 10120. .10275, 10776.. 10922 
(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ000329_03.0421.C27 
Strand 

10922 
AAT/NAP 
10922 
657 



End 

Method 

End 

Score 



51166 

108437 

12169 

OJ000329_03.0421.C27.ol.tm 

161 

none 



Seq. ID OJ000329_03.0421.C27 
Strand 

End 13679 

Method TBLASTX : Maize 

End 1826 

Score 84 



161. .220, 161. .217, 163. .222, 421. .702, 426. .737, 428. .688, 
858. .1151, 860. .1159, 871. .1152, 1407. .1574, 1414. .1593, 
1415. .1573, 1716. .1826, 1721. .1795, 1740. .1823 



Seq. No. 51166 

Gene No. 108437 

Start 12169 

Name OJ000329_03 . 0421 .C27 . ol . ts 

Start 610 

GI none 
Exons 



Seq. ID OJ000329_03.0421.C27 
Strand 

End 13679 

Method TBLASTX : Soybean 

End 1123 

Score 135 



610. .702, 611. .688, 846. .1037, 846. .1004, 860. .1123, 863. .1009 
871. .1104 



Seq. No. 


51166 


Seq. ID 


OJ000329 


_03.0421 


.C27 


Gene No. 


108437 


Strand 








Start 


12169 


End 


13679 






Name 


OJ000329 03.0421.C27.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


858 


End 


1143 






GI 


none 


Score 


311 






Exons 


858. .1019, 860. .1129, 863. 


.1126, 871.. 


1143 






Seq. No. 


51166 


Seq. ID 


OJ000329 


_03.0421 


.C27 


Gene No. 


108437 


Strand 








Start 


12169 


End 


13679 






Name 


OJ000329 03.0421.C27.o3.np 


Method 


AAT/NAP 






Start 


12169 


End 


13679 






GI 


5852093 


Score 


75 






Exons 


12169. .12366, 13614.. 13679 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 








Seq. No. 


51167 


Seq. ID 


OJ000329 


_03.0421 


.C28 


Gene No. 


108438 


Strand 








Start 


804 


End 


1448 






Name 


OJ000329 03.0421.C28.ol.np 


Method 


AAT/NAP 






Start 


804 


End 


1448 







52576 




GI 6069646 Score 311 

Exons 804.. 1448 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


51167 






Seq. ID 


OJ000329_03.0421, 


C2 




Gene No . 


108438 






C +• V -\ T-l /A 

otrana 








Start 


804 






End 


1448 






Name 


OJ000329 03. 


0421.C28.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


822 






End 


1223 






GI 


none 






Score 


97 






Exons 


822. .995, 1074. .1223 












Seq. No. 


CI 1£T 

olio / 






Seq. ID 


OJ000329_03.0421, 


C2 




Gene No. 


108438 






btrana 








Start 


804 






End 


1448 






Name 


r\ Tnnn *50 q n"3 
ujuuu jzy u j • 


U*i Z 1 .L/ZO . OI 


.tm 


Method 


TBLASTX :Maize 






Start 


J-UUy 






End 


1291 






GI 


none 






Score 


124 






Exons 


iuuy . . lz. y u, 


1 A1 1 10QC 


1175. 


.1291 






^ 


Seq. No. 


ci 1 
OllD / 






Seq. ID 


OJ000329_03.0421. 


C2 


f\l 


bene wo. 


108438 






Strand 








Start 


804 






End 


1448 




= 2 


Name 


ujuuuozy uj. 


Ufl £. i . o . O^ 


.tw 


Method 


TBLASTX: Wheat 




i 1 


Start 


i o *3 n 






End 


1392 






GI 


none 






Score 


84 






Exons 


1 OTH 1 "3 G 1 


lO/lQ 1 "3 GO 












Seq. No. 


DllOO 






Seq. ID 


OJ991211_63.0419. 


C4 


r *i 


Gene no. 


108439 






Strand 








Start 


2343 






End 


7427 






Name 


OJ991211 63. 


0419.C4.o2. 


gs 


Method 


GENSCAN 






Start 


2343 






End 


7427 




\ J 


GI 


none 






Score 


.48 




f ^ 


Exons 


2343. .2489, 


5766. .5846, 


6086. 


.6166, 7356.-7427 






Seq. No. 


51169 






Seq. ID 


OJ991211_63.0419. 


C7 




Gene No. 


108440 






Strand 


+ 






Start 


499 






End 


755 






Name 


OJ991211 63. 


0419.C7.ol. 


gs 


Method 


GENSCAN 






Start 


499 






End 


755 






GI 


none 






Score 


.57 






Exons 


499. .755 














Seq. No. 


51170 






Seq. ID 


OJ991211 63.0419. 


C8 




Gene No. 


108441 






Strand 


+ 






Start 


173 






End 


1277 






Name 


OJ991211 63. 


0419.C8.ol. 


gs 


Method 


GENSCAN 






Start 


173 






End 


1277 






GI 


none 






Score 


.76 






Exons 


173. .253, 328. .573, 803 


. ,104£ 


, 1123.. 


L277 






Seq. No. 


51171 






Seq. ID 


OJ991121_44.0419. 


C5 



52577 




Gene No. 


108442 




Strand 


+ 




Start 


98 




End 


231 




Name 


OJ991121 44. 0419. C5 . 


ol . gs 


Method 


GENSCAN 




Start 


98 




End 


231 




GI 


none 




Score 


.48 




Exons 


98. .231 










Seq. No. 


51171 




Seq. ID 


OJ991121_44.0419 


.C5 


Gene No . 


108443 




Strand 






Start . 


1366 




End 


1469 




Name 


OJ991121 44. 0419. C5. 


o2 . gs 


Method 


GENSCAN 




Start 


1366 




End 


1469 




GI 


none 




Score 


.63 




Exons 


1366. .1469 










Seq. No. 


51172 




Seq. ID 


OJ991121_44.0419 


.C6 


Gene No. 


T f\ f> A A A 

1084 44 




Strand 






Start 


163 




End 


733 




Name 


OJ991121 44. 0419. C6. 


ol.gs 


Method 


GENSCAN 




Start 


163 




End 


614 




GI 


none 




Score 


.45 




Exons 


163. .614 










Seq. No. 


51172 




Seq. ID 


OJ991121_44.0419 


.C6 


Gene No. 


108444 




Strand 






Start 


loo 




End 


"7 0 0 

/jo 




Name 


OJ991121 44. 0419. C6. 


ol . np 


Method 


AAT/NAP 




Start 


166 




End 


733 




GI 


4680179 




Score 


754 




Exons 


166. .733 










GI Descrip. 


(AF111709) polyprote 


in [Oryza 


sativa 


subsp. indica] 




Seq. No. 


51172 




Seq. ID 


OJ991121_44.0419 


.C6 


Gene No. 


108444 




Strand 






Start 


163 




End 


733 




Name 


OJ991121 44. 0419. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


211 




End 


638 




GI 


none 




Score 


187 




Exons 


211. .633, 275. .598, 


426.-638 








Seq. No. 


51172 




Seq. ID 


OJ991121_44.0419 


.C6 


Gene No. 


108444 




Strand 






Start 


163 




End 


733 




Name 


OJ991121 44. 0419. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


307 




End 


568 




GI 


none 




Score 


176 




Exons 


307. .567, 308. .568 










Seq. No. 


51173 




Seq. ID 


OJ991121_44.0419 


.CI 


Gene No. 


108445 




Strand 


+ 




Start 


509 




End 


1214 




Name 


OJ991121 44.0419.C11 


. ol . gs 


Method 


GENSCAN 




Start 


509 




End 


1214 




GI 


none 




Score 


.77 




Exons 


509. .885, 910. .1049, 


1051. .1214 






Seq. No. 


51173 




Seq. ID 


OJ991121_44.0419 


.CI 



52578 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



108446 Strand 

1 End 1501 

OJ991121_44 . 04 19 . Cll . ol . np Method AAT/NAP 

1 End 1501 

5852180 Score 526 
1..33, 595. .1042, 1094. .1213, 1424. .1501 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ991121_44.0419.C13 

Strand + 

End 398 

Method AAT/GAP 

End 398 

Score 653 



51174 
108447 
9 

OJ991121_44.0419.C13.ol.gp 
9 

uC-osflcyp033a04bl 
9. .398 

1 6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



""4 

h. =2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51174 
108448 
1 

OJ991121_44.0419.C13.ol.np 
1 

4680186 
1..141, 984. .1095 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991121_44.0419.C13 
Strand 

End 1095 

Method AAT/NAP 

End 1095 

Score 198 



Seq. ID OJ991121_44.0419.C14 
Strand 

End 774 

Method AAT/NAP 

End 774 

Score 569 



51175 
108449 
1 

OJ991121_44.0419.C14.ol.np 
1 

7248394 
1..327, 595. .774 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


51175 






Seq. ID 


OJ991121_44.0419. 


C14 


Gene No. 


108449 






Strand 






Start 


. 1 






End 


774 




Name 


OJ991121 44 


.0419. 


C14 .o2. tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


142 




GI 


none 






Score 


80 




Exons 


2. .142, 11. 


.142 










Seq. No. 


51175 






Seq. ID 


OJ991121_44.0419. 


C14 


Gene No. 


108449 






Strand 






Start 


1 






End 


774 




Name 


OJ991121 44 


.0419. 


C14 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


59 






End 


464 




GI 


none 






Score 


152 




Exons 


59. .412, 74 


. .403, 


102. .404, 


407. .463, 


417. .464 




Seq. No. 


51175 






Seq. ID 


OJ991121_44.0419. 


C14 



52579 



Gene No. 108449 Strand 

Start 1 End 774 

Name OJ991121_44 .0419. C14 . ol .gs Method GENSCAN 

Start 68 End 610 

GI none Score .4 

Exons 68.. 610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51175 

108449 ' 
1 

OJ991121_4 4.0419.C14.ol.tm 

144 

none 



Seq. ID OJ991121_44.0419.C14 

Strand 

End 774 

Method TBLASTX : Mai ze 

End 409 

Score 247 



144 . .404, 144. .398, 146. .409, 146. .409 



Seq. No. 51175 

Gene No. 108449 

Start 1 

Name OJ991121_4 4 . 0419. C14 . ol . ts 

Start 260 

GI none 

Exons 260. .394, 401. .613, 435. .614 

Seq. No. 51176 

Gene No. 108450 

Start 53 

Name OJ991121_44 . 04 19 . C18 . ol . gs 

Start 53 

GI none 

Exons 53.. 439, 886.. 934 



Seq. ID OJ991121_44.0419.C14 

Strand 

End 774 

Method TBLASTX : Soybean 

End ■ 614 

Score 68 



Seq. ID OJ991121_44 .0419.C18 

Strand 

End 934 

Method GENSCAN 

End 934 

Score .84 



Seq. No. 51177 

Gene No. 108451 

Start 918 

Name OJ991121_4 4 . 0419.C19.ol . gs 

Start 918 

GI none 

Exons 918.. 1121 



Seq. ID OJ991121_44 .0419.C19 

Strand + 

End 1121 

Method GENSCAN 

End 1121 

Score .97 



Seq. No. 51177 

Gene No. 108452 

Start 1478 

Name . OJ991121_44 . 0419 .C19 . ol . gp 

Start 1478 

GI 3762465 

Exons 1478.. 2053, 2156.. 2266 

GI Descrip. 4191791 3.0e-29 (AC005917) putative sf21' {Helianthus annuus} 
protein [Arabidopsis thaliana] 



Seq. ID OJ991121_44.0419.C19 
Strand 

3481 
AAT/GAP 
2266 
1219 



End 

Method 

End 

Score 



Seq. No. 


51177 








Seq. ID 


OJ991121 


_44.0419.C19 


Gene No. 


108452 








Strand 






Start 


1478 








End 


3481 




Name 


OJ991121 44 


.0419 


C19.ol 


. ts' 


Method 


TBLASTX: 


Soybean 


Start 


1817 








End 


3474 




GI 


none 








Score 


230 




Exons 


1817. .2056, 


1845 


.2054, 


2153. 


.2338, 2154.. 2333, 


2383. .2433, 




2546. .2608, 


2685 


.2792, 


2839. 


.2946, 2846. .2947, 


3019. .3087, 



52580 






3023. .3073, 


3176 


.3268, 


3360. 


.3458, 3370.. 3474 


Seq. No. 


51177 








Seq. ID 


OJ991121_44.0419.C19 


Gene No. 


108452 








Strand 




Start 


1478 








End 


3481 


Name 


OJ991121 44 


.0419. 


C19.ol 


tm 


Method 


TBLASTX: Maize 


Start 


1830 








End 


2421 


GI 


none 








Score 


317 


Exons 


1830. .2054, 


1832. 


.2083, 


1876. 


.2067, 2147. .2293, 2149. .2322, 




2153. .2332, 


2154. 


.2297, 


2281. 


.2421, 2387. .2419 


Seq. No. 


51177 








Seq. ID 


OJ991121_44 .0419. C19 


Gene No. 


108452 








Strand 




Start 


1478 








End 


3481 


Name 


OJ991121 44 


.0419. 


C19.o2, 


gs 


Method 


GENSCAN 


Start 


1832 






End 


3265 


GI 


none 








Score 


.73 


Exons 


1832. .2053, 


2156. 


.2291, 


2381. 


.2436, 2543. .2599, 2848. .2957, 




3022. .3265 












Seq. No. 


51177 








Seq. ID 


OJ991121_44 .0419.C19 


Gene No . 


108452 








Strand 




Start 


1478 








End 


3481 


Name 


OJ991121 44 


.0419. 


C19.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1832 








End 


2042 


GI 


none 








Score 


63 


Exons 


1832. .2023, 


1838. 


.2041, 


1851. 


.2042 




Seq. No. 


51177 








Seq. ID 


OJ991121_44.0419.C19 


Gene No. 


108452 








Strand 




Start 


1478 








End 


3481 


Name 


OJ991121 44 


.0419. 


C19.ol. 


np 


Method 


AAT/NAP 


Start 


1835 








End 


3481 


GI 


4191791 








Score 


848 


Exons 


1835. .2053, 


2156. 


.2291, 


2381. 


.2436, 2543. .2601, 2690. .2765, 




2848. .2934, 


3022. 


.3082, 


3177. 


.3265, 3363.. 3481 


GI Descrip. 


(AC005917) 


putative SF21 


protein {Helianthus annuus } 




[Arabidopsis thaliana] 








Seq. No. 


51177 








Seq. ID 


OJ991121_44 .0419.C19 


Gene No. 


108452 








Strand 




Start 


1478 








End 


3481 


Name 


OJ991121 44 


.0419. 


C19.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2544 








End 


3474 


GI 


none 








Score 


73 


Exons 


2544. .2600, 


2546. 


.2608, 


2651. 


.2767, 2685.-2789, 2845. .2946, 




2846. .2947, 


3017. 


.3082, 


3022. 


.3087, 3023. .3082, 3039. .3065, 




3176. .3268, 


3179. 


.3262, 


3193. 


.3285, 3375..34S8, 3385.-3459, 




3385. .3474 












Seq. No. 


51177 








Seq. ID 


OJ991121_44.0419.C19 


Gene No. 


108452 








Strand 




Start 


1478 








End 


3481 


Name 


OJ991121 44 


.0419. 


C19.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2697 








End 


3474 


GI 


none 








Score 


102 


Exons 


2697. .2768, 


2837. 


.2953, 


2839. 


.2946, 3019. .3087, 3023. .3079, 



52581 



3167.. 3262, 3176.. 3268, 3360..3458> 3370.. 3474 



Seq. No. 


51178 








Seq. ID 


Gene No . 


108453 








Strand 


Start 


539 








End 


Name 


OJ991121 44 


.0419. 


C20.ol 


.gp 


Method 


Start 


539 








End 


GI 


82020 1.R1084 






Score 


Exons 


539.-657 










GI Descrip. 


•4191791 3. 


Oe-31 


(AC005917) 


putative 




protein [Arabidopsis thaliana] * 


Seq. No. 


51178 








Seq. ID 


Gene No. 


108453 








Strand 


Start 


539 








End 


Name 


OJ991121_44 


. 0419. 


C20 . ol 


.gs 


Method 


Start 


540 








End 


GI 


none 








Score 


Exons 


540. .599 










Seq. No. 


51179 








Seq. ID 


Gene No. 


108454 








Strand 


Start 


932 








End 


Name 


OJ991121 44 


. 0419 . 


C21 . ol 


.gs 


Method 


Start 


932 








End 


GI 


none 








Score 


Exons 


932. .1370, 


1399. . 


1576, 


1653. 


.1720, 31 


Seq. No. 


51179 








Seq. ID 


Gene No. 


108455 








Strand 


Start 


4701 








End 


Name 


OJ991121_44 


.0419. 


C21 . o2 


.gs 


Method 


Start 


4701 








End 


GI 


none 








Score 


Exons 


4701. .4785, 


5185. 


.5294 






Seq. No. 


51180 








Seq. ID 


Gene No. 


108456 








Strand 


Start 


1982 








End 


Name 


OJ991121 44 


.0419. 


C22.ol 


.gs 


Method 


Start 


1982 








End 


GI 


none 








Score 


Exons 


1982. .2049, 


4666. 


.4748, 


5346 


. .5740 


Seq. No. 


51181 








Seq. ID 


Gene No. 


108457 








Strand 


Start 


1021 








End 


Name 


OJ991121 44 


.0419. 


C23.o2 


.gs 


Method 


Start 


1021 








End 


GI 


none 








Score 


Exons 


1021. .1042, 


1301. 


.1401, 


1450 


..1594, H 


Seq. No. 


51181 








Seq. ID 


Gene No. 


108458 








Strand 


Start 


1 








End 


Name 


OJ991121 44 


.0419. 


C23.ol 


.gp 


Method 


Start 


1 








End 



657 

AAT/GAP 

657 

208 



657 

GEN SCAN 

599 

.51 



+ 

3502 
GENSCAN 
3502 
.41 



+ 

5294 
GENSCAN 
5294 
.79 



+ 

5740 
GENSCAN 
5740 
.58 



+ 

2437 
GENSCAN 
2437 
.6 



909 

AAT/GAP 
358 



52582 



GI 4881122 Score 471 

Exons 1..80, 182.. 358 

GI Descrip. 3288564/emb| CAA65776 | 8.0e-43 (X97066) 

1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 



Seq. No. 51181 
Gene No. 108458 
Start 1 

Name OJ991121_4 4 . 04 19 .C23 . ol . np 

Start 1 
GI 7437167 
Exons 1..80, 182. .343, 469. .795 

GI Descrip. probable 1-aminocyclopropane-l-carboxylate synthase (EC 
4.4.1.14) - rice gi I 3288564 | emb | CAA65776 . 1 1 (X97066) 
1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 



Seq. ID OJ991121_44 .0419.C23 
Strand 

End 909 

Method AAT/NAP 

End 7 95 

Score 916 



Seq. No. 51181 

Gene No. 108458 

Start 1 

Name OJ991121_44 . 0419.C23. ol .gs 

Start 183 

GI none 

Exons 183. .343, 469. .795 



Seq. ID OJ991121_44.0419.C23 
Strand 

End 909 

Method GEN SCAN 

End 7 95 

Score 1 



Seq. No. 51181 

Gene No. 108458 

Start 1 

Name OJ991121_44 . 0419 . C23 . o2 . gp 

Start 660 

GI 65275_2.R1084 

Exons 660.. 909 

GI Descrip. ' 3288564/emb | CAA6577 6 | 1.0e-14 (X97066) 

1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] ' 



Seq." ID OJ991121_44 . 0419 .C23 
Strand 

End 909 

Method AAT/GAP 

End 909 

Score 451 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991121_44.0419.C23 
Strand 

End 3983 

Method TBLASTX : Cress 

End 74 4 

none Score 97 

1..87, 3. .95, 188. .346, 189. .347, 469. .522, 562. .744, 611. .718 



51181 

108459 

2843 

OJ991121_44.0419.C23.ol.tc 
1 



51181 

108459 

2843 

OJ991121_44.0419-C23.ol.ts 

3 

none 



Seq. ID OJ991121_44.0419.C23 
Strand 

End 3983 

Method TBLASTX : Soybean 

End 74 4 

Score 67 



3. .95, 16. .78, 182. .343, 183. .344, 472. .522, 562. .744, 611. .733 



51181 

108459 

2843 

OJ991121_44.0419.C23.ol.tw 
3 

none 



Seq. ID OJ991121_44.0419.C23 
Strand 

End 3983 

Method TBLASTX : Wheat 

End 522 

Score 14 6 



3. .95, 182. .346, 183. .347, 285. .383, 469. .522, 485. .502 



52583 





51181 








Cory T D 
OClj. XL/ 


Gene No. 


108459 








Strand 


Start 


2843 








End 


Name 


OJ991121 44. 


0419. 


C23.o2 


. tm 


Method 


Start 


562 








End 


GI 


none 








Score 


Exons 


562. .744, 602. .733 








51181 








OC^ 1 XL/ 


Gene No. 


108459 








Strand 


Start 


2843 








End 


Name 


O.TQQ1 1 ?1 4 4 


04 1 9 

U T X J * 




.tm 


Method 


Start 


9S44 ~ 








End 


GI 


I lUIiC 








Score 


Exons 


2544 2660 


2545 . 


.2661, 


2545. 


.2661 


c Mn 

UC^t IN (J • 


51181 








OcLji X U 


Gene No. 


108459 








Strand 


Start 


2843 








End 


Name 


O.TQQ1 1 ? 1 4 4 


04 1 Q 




.tc 


Method 


Start 


9ft^4 ~~ 








End 


GI 










Score 


Exons 


?fi^4 drifts 


2837 . 


. 3118 








51181 








Oon t n 
Dtr . x u 


Gene No. 


108459 








Strand 


Start 


2843 








End 


Name 


O.TQQ1 1 0 1 4 4 


04 1 Q 

\J *i X J * 




.tm 


Method 


Start 


9P4 ^ ~~ 








End 


GI 


nunc 








Score 


Exons 


9R4^ ^0Q1 


9R 4 4 


9 QQO 


2845. 


.3090 


Qorr Mn 


M 1 fl 1 








JClj. 1U 


Gene No. 


108459 








Strand 


Start 


2843 








End 


Name 


OJ991121 44. 


0419. 


C23.o3 


.gs 


Method 


Start 


2843 








End 


GI 


none 








Score 


Exons 


2843. .3104, 


3882. 


.3983 






Seq. No. 


51181 








Seq. ID 


Gene No. 


108459 








Strand 


Start 


2843 








End 


Name 


OJ991121 44. 


0419. 


C23.o2 


. np 


Method 


Start 


2846 








End 


GI 


82231 








Score 


Exons 


2846. .3091 











OJ991121_44.0419.C23 
3983 

TBLASTX: Maize 

744 

85 



OJ991121_44.0419.C23 
3983 

TBLASTX: Maize 

2661 

190 



OJ991121_44.0419.C23 
3983 

TBLASTX: Cress 

3118 

321 



OJ991121_44 .0419.C23 
3983 

TBLASTX: Maize 

3091 

235 



OJ991121_44.0419.C23 

3983 
GENS CAN 
3983 
.57 



OJ991121_44 .0419.C23 

3983 
AAT/NAP 
3091 
416 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



hypothetical protein 82 - common tobacco chloroplast 
gi I 225200 Iprf I | 1211235AE ORF 82 [Nicotiana tabacum] 



51181 

108459 

2843 

OJ991121_44.0419.C23.o2.ts 

2856 

none 



Seq. ID OJ991121_44.0419. 
Strand 

End 3983 

Method TBLASTX : Soybean 

End 2974 

Score 133 



C23 



52584 



Exons 



2856. .2972, 2858.-2974, 2864. .2974 



Seq. No. 51182 

Gene No. 108460 

Start 2163 

Name OJ991121_44 . 0419 .C24 . ol . gs 

Start 2163 

GI none 

Exons 2163.. 2261, 3123.:3164 



Seq. ID OJ991121_44.0419.C24 

Strand + 

End 3164 

Method GEN SCAN 

End 3164 

Score .54 



Seq. No. 51183 

Gene No. 108461 

Start 299 

Name OJ991121_44 . 0419 . C25 . ol . gs 

Start 299 

GI none 

Exons 299.. 482 



Seq. ID OJ991121_44.0419.C25 

Strand + 

End 4 82 

Method GEN SCAN 

End 4 82 

Score .82 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51184 
108462 
1 

OJ991121_4 4.0419.C27.ol.np 

1 

7487190 



Seq. ID OJ991121_44.0419.C27 
Strand + 

1796 
AAT/NAP 
1796 
298 



End 

Method 
End 
Score 

1..165, 384. .567, 609. .667, 698. .879, 1717. .1796 

hypothetical protein T19L18.1 - Arabidopsis thaliana (fragment) 



51184 

108462 

1 

OJ991121_44.0419.C27 .ol.gs 

371 

none 

371. .964 



Seq. ID OJ991121_44.0419.C27 

Strand + 

End 1796 

Method GENSCAN 

End 964 

Score .46 



Seq. No. 51184 

Gene No. 108462 

Start 1 

Name OJ991121_4 4 . 0419.C27 .ol. tm 

Start 475 

GI none 
Exons 



Seq. ID OJ991121_44.0419.C27 

Strand + 

End 1796 

Method TBLASTX : Mai ze 

End 756 

Score 98 



47S..522, 476. .532, 529. .603, 530. .676, 534. .680, 673. .756, 
674. .736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



51184 

108462 

1 

OJ991121_44 .0419.C27.o2.tm 

811 

none 



Seq. ID OJ991121_44.0419.C27 

Strand + 

End 1796 

Method TBLASTX : Mai ze 

End 1079 

Score 187 



811. .960, 812. .967, 975. .1016, 980. .1024, 1011. .1079 



51185 

108463 

639 

OJ991121_44 .0419. C28. ol.gs 
639 



Seq. ID OJ991121_44.0419.C28 

Strand + 

End 2291 

Method GENSCAN 

End 2274 



52585 




GI 


none 


Score 


.9 


Exons 


639. .794, 943. .1371, 1492. .2274 




Seq. No. 


51185 


Seq. ID 


OJ991121_44 .0419.C28 


Gene No. 


108463 


Strand 


+ 


O +- ^- 4- 

btart 


639 


End 


2291 


Name 


OJ991121 44.0419.C28.ol.np 


Method 


AAT/NAP 


Start 


1466 


End 


2291 


GI 


6671932 


Score 


605 


Exons 


1466. .2291 






GI Descrip. 


(AC016795) unknown protein [Arabidopsis thaliana]- 


Seq. No. 


51185 


Seq. ID 


OJ991121_44 .0419.C28 


Gene No. 


108464 


Strand 




Start 


2254 


End 


2446 


Name 


OJ991121 44.0419.C28.ol.gp 


Method 


AAT/GAP 


Start 


2254 


End 


2446 


GI 


1765 5.R1084 


Score 


298 


Exons 


2254. .2446 






GI Descrip. 


'3288564/emb|CAA65776| 8.0e- 


43 (X97066 


) 




1-aminocyclopropane-l-carboxylic acid 


synthase [Oryza sativ< 


Seq. No. 


51185 


Seq. ID 


OJ991121_44.0419.C28 


Gene No. 


108465 


Strand 




Start 


3071 


End 


6953 


Name 


OJ991121 44.0419.C28.o2.tc 


Method 


TBLASTX: Cress 


Start 


1471 


End 


1899 


GI 


none 


Score 


104 


Exons 


1471.. 1590, 1472.. 1579, 1587 


..1865, 1588. .1845, 1873. .1899 


Seq. No. 


51185 


Seq. ID 


OJ991121_44.0419.C28 


Gene No. 


108465 


Strand 




Start 


3071 


End 


6953 


Name 


OJ991121 44.0419.C28.o3.tm 


Method 


TBLASTX: Maize 


Start 


1493 


End 


1806 


GI 


none 


Score 


93 


Exons 


1493.. 1579, 1504.. 1590, 1587 


..1805, 1588. .1806 


Seq. No. 


51185 


Seq. ID 


OJ991121_44.0419.C28 


Gene No. 


108465 


Strand 




Start 


3071 


End 


6953 


Name 


OJ991121 44.0419.C28.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1642 


End 


2043 


GI 


none 


Score 


212 


Exons 


1642. .1845, 1653. .1844, 1849 


..1944, 1924. .2043, 1933. .2040 


Seq. No. 


51185 


Seq. ID 


OJ991121_44.0419.C28 


Gene No. 


108465 


Strand 




Start 


3071 


End 


6953 


Name 


OJ991121 44 .0419.C28.o2.tm 


Method 


TBLASTX: Maize 


Start 


1882 


End 


2052 


GI 


none 


Score 


269 


Exons 


1882. .2052, 1882. .2052 






Seq. No. 


51185 


Seq. ID 


OJ991121_44.0419.C28 


Gene No. 


108465 


Strand 




Start 


3071 


End 


6953 



52586 



Name 

Start 

GI 

Exons 



OJ991121_44 . 0419. C28 . o2 . gs Method GEN SCAN 
3071 End 6937 

none Score .82 

3071. .3268, 3358. .3510, 3595. .3810, 4002. .4196, 5194. .5310, 
5826.. 6086, 6608.. 6753, 6854.. 6937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51185 Seq. ID 

108465 Strand 

3071 End 

OJ991121_44 . 0419. C28 . o4 . tm Method 

3080 End 

none Score 



OJ991121_44 .0419.C28 
6953 

TBLASTX: Maize 

5263 

140 



3080. .3274, 3084. .3266, 3095. .3271, 3358. .3444, 3588. .3698, 
3594. .3641, 3595. .3696, 4066. .4143, 4140. .4199, 5180. .5263, 
5192. .5260, 5194. .5262 



Seq. No. 51185 

Gene No. 108465 

Start 3071 

Name OJ991121_44 . 0419 .C28 . ol . tc 

Start 5218 

GI none 

Exons 5218.. 5484, 5252.. 5479, 5571, 
5676. .5720 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5672, 



OJ991121 44.0419.C28 



6953 

TBLASTX: Cress 
5720 
67 

5571. .5672,. 5672. .5716, 



Seq. No. 51185 
Gene No. 108465 
Start 3071 

Name OJ991121_44 . 0419 .C28 . ol . tm 

Start 5287 
GI none 

Exons 5287.. 5361, 5287.. 5484, 5291. 

5576.. 5674, 5672.. 5755, 5673. 
6568, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991121 44.0419.C28 



6953 

TBLASTX: Maize 
6953 
88 

5497, 5569. .5673, 5571. .5672, 
5756, 5674. .5757, 5844. .5996, 
,6684, 6605.. 6718, 6623.. 6703, 6852.. 6953, 6852.. 6938 



Seq. No. 

Gene No. 
M Start 
ij Name 
?S start 
f~ GI 
is? Exons 



51185 

108465 

3071 

OJ991121_44 .0419.C28.o2.ts 

5380 

none 



Seq. ID OJ991121_44.0419.C28 
Strand 

End 6953 

Method TBLASTX : Soybean 

End 5794 

Score 56 



5380. .5484, 5574. .5672, 5583. .5672, 5672. .5794, 5676. .5732 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51186 

108466 

2163 

OJ991121_4 4.0419.C29.o2.np 

2163 

6523547 



Seq. ID OJ991121_44.0419.C29 
Strand + 
End 8164 
Method AAT/NAP 
End 7363 
Score 333 

2163. .2229, 3543. .3933, 4920. .4972, 5651. .5708, 6527. .6855, 
6889. .7120, 7287. .7363 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 
Gene No. 
Start 



51186 

108466 

2163 



Seq. ID OJ991121_44.0419.C29 
Strand + 
End 8164 



52587 



Name 

Start 

GI 

Exons 



OJ991 12 1_4 4 . 04 1 9 . C2 9 . o2 . gs Method GENSCAN 

6650 End 8164 

none Score , 96 

6650. .7240, 7325. .7510, 8055. .8164 



Seq. No. 51186 Seq. ID 

Gene No. 108467 Strand 

Start 233 End 

Name OJ991121_44 . 04 19 . C29 . ol . gs Method 

Start 233 End 

GI none Score 
Exons 



OJ991121_44.0419.C29 

5729 
GENSCAN 
5729 
.6 

1823, 1919.. 2013, 



233. .520, 703. .871, 1404. .1481, 1761. 
3931. .4047, 4191. .4341, 4950. .5037, 5183. .5315, 5386. .5625, 
5663. .5729 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51186 

108467 

233 

OJ991121_44 .0419.C29.ol.np 
461 

6729048 



Seq. ID OJ991121_44.0419.C29 



Strand 
End 

Method 

End 

Score 



5729 
AAT/NAP 
2246 
109 



461. .520, 703. .874, 1404. .1481, 1761. .1823, 1916. .2010, 
2135. .2246 



GI Descrip. (AC009177) unknown protein, 3' partial [Arabidopsis thaliana] 



Seq. No. 51186 

Gene No. 108467 

Start 233 

Name' OJ991121_44 . 0419.C29. o2 . tm 

Start 1752 

GI none 

Exons 1752.. 1826, 1753.. 1809, 1904. 

1978. .2010, 2119. .2211, 2133. 

Seq. No. 51186 
Gene No. 1084 68 

Start 7105 

Name OJ991121_44 . 0419 .C29 . ol . tm 

Start 7105 
GI none 

Exons 7105.. 7239, 7106.. 7249, 7138. 

7324. .7359, 7412. .7510, 7424. 
8054. .8167, 8073. .8168, 8636. 
8644. .8754 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991121 44.0419.C29 



5729 

TBLASTX: Maize 
2211 
52 

.1987, 1913. .1987, 1977. .2009, 
.2207 



Seq. ID OJ991121_44.0419.C29 
Strand 

End 8754 
Method TBLASTX : Mai ze 
End 8754 
Score 210 

.7257, 7143. .7289, 7322.. 7366, 
.7513, 7435. .7512, 8052. .8165, 
.8749, 8640'., 8750, 8640.. 8753, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51187 Seq. ID 

108469 Strand 

1 End 

OJ991121_4 4.0419. C30 . ol . np Method 

1 End 

7449342 Score 



OJ991121_44.0419.C30 
+ 

1603 
AAT/NAP 
920 
213 



1..125, 290. .456, 581. .708, 831. .920 

RNA methyltransf erase homolog yf jO - Bacillus subtilis 
gi I 2633126 | emb | CAB12631.il (Z99108) similar to RNA 
methyltransferase [Bacillus subtilis] gi | 2780399 | dbj | BAA24300 . 1 | 
(D78509) YfjO [Bacillus subtilis] 



52588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51187 

108469 

1 

OJ991121_44.0419.C30.ol.gs 

258 

none 



Seq. ID OJ991121_44.0419.C30 

Strand + 

End 1603 

Method GENSCAN 

End 1575 

Score . 7 



258. .456, 563. .706, 807. .986, 1451. .1575 



51187 

108469 

1 

OJ991121_44.0419.C30.ol.tm 

300 

none 



Seq. ID OJ991121_44.0419.C30 

Strand + 

End 1603 

Method TBLASTX: Maize 

End 936 

Score 250 



300. .455, 300. .449, 301. .459, 302. .457, 304. .465, 567. .713, 
577. .711, 579. .713, 580. .753, 783. .926, 807. .935, 808. . 936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51187 

108469 

1 

OJ991121_4 4 .0419.C30.ol.gp 
608 

LIB3474-002-P1-K1-H9 



Seq. ID OJ991121_44.0419.C30 

Strand + 

End 1603 

Method AAT/GAP 

End 1603 

Score 826 



608. .711, 807. .990, 1451. .1603 

'2632987/emb|CAB12493| 5.0e-10 (Z99107) alternate gene name: 
yerS; similar to RNA methyltransf erase [Bacillus subtilis] 1 



51188 
108470 
1 

OJ991121_44.0419.C31.ol.np 
1 

7269841 
1..30, 487. .1351 

(AL161575) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991121_44.0419.C31 

Strand + 

End 1351 

Method AAT/NAP 

End 1351 

Score 390 



51188 
108471 
786 

OJ991121_44.0419.C31.ol.gp 
786 

2564_1.R1084 
786. .1972, 2009. .2056 

, 3288564/emb|CAA65776| 8.0e-43 (X97066) 

1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 1 



Seq. ID OJ991121_44.0419.C31 
Strand 

End 3117 

Method AAT/GAP 

End 2056 

Score 2352 



51188 

108471 

786 

OJ99112 1_4 4 . 04 1 9 . C31 . o2 . gs 

1895 

none 

1895.. 2200, 2260.. 3117 



Seq. ID OJ991121_44.0419.C31 
Strand 

End 3117 

Method GENSCAN 

End 3117 

Score .86 



Seq. No. 
Gene No. 
Start 



51188 

108472 

4267 



Seq. ID OJ991121_44.0419.C31 
Strand 

End 4486 



52589 



Name OJ991121_44 . 0419 . C31 . ol . ts 

Start 482 

GI none 

Exons 482.. 829, 483.. 845 

Seq. No. 51188 

Gene No. 108472 

Start 4267 

Name OJ991 12 1_4 4 . 04 1 9 . C31 . o3 . gs 

Start 4267 

GI none 

Exons 4267.. 4486 



Method TBLASTX : Soybean 
End 845 
Score 384 



Seq. ID OJ991121_44 .0419.C31 
Strand 

End 4486 

Method GEN SCAN 

End 4486 

Score .55 



Seq. No. 51189 

Gene No. 108473 

Start 636 

Name OJ991121_44 . 04 19 . C32 . ol . gs 

Start 636 

GI none 

Exons 636.. 708, 1625.. 1876 



Seq. ID OJ991121_44 .0419.C32 

Strand + 

End 1876 

Method GEN SCAN 

End 1876 

Score .72 



Seq. No. 51190 

Gene No. 108474 

asa Start 27 

k i Name OJ991121_44 . 04 19 . C33 . ol . gs 

^ ' Start 27 

[is GI none 

fij Exons 27.. 162, 1415.. 1523, 1582.. 



Seq. ID OJ991121_44.0419.C33 
Strand 

1738 
GENSCAN 
1738 
.43 



End 

Method 
End 
Score 
1738 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51191 

108475 

2584 

OJ991121_44.0419.C34 .ol.np 

2584 

2062176 



Seq. ID OJ991121_44.0419.C34 

Strand + 

End 4132 

Method AAT/NAP 

End 3629 

Score 340 



2584. .2646, 2677. .2950, 3422. .3629 

(AC001645) Myb-related transcription activator (MybStl) isolog 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51191 

108475 

2584 

OJ991121_44.0419.C34.ol.tm 

2584 

none 



Seq. ID OJ991121_44 .0419.C34 

Strand + 

End 4132 

Method TBLASTX : Mai ze 

End 3635 

Score 83 



2584.. 2637, 3418.. 3543, 3435.. 3635, 3435.. 3632 



Seq. No. 51191 

Gene No. 108475 

Start 2584 

Name OJ991121_4 4 . 04 19 . C34 . ol . gs 

Start 2595 

GI none 

Exons 2595.. 2950, 3454.. 3571, 3764, 

Seq. No. 51191 

Gene No. 108475 



Seq. ID OJ991121_44 .0419.C34 
Strand + 

4132 
GENSCAN 
4132 
.79 



End 

Method 
End 
Score 
.4132 



Seq. ID OJ991121_44 .0419.C34 
Strand + 



52590 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2584 End 

OJ991121_44.0419.C34.ol.ts Method 

2895 . End 

none Score 



4132 

TBLASTX: Soybean 

3635 

84 



2895.. 2966, 2896. .2952, 3434.. 3577, 3435.. 3635 



51191 Seq. ID 

108475 Strand 

2584 End 
OJ991121_44.0419.C34.ol.tc Method 

3434 End 

none Score 

3434. .3577, 3435. .3632, 3435.-3632 

51191 Seq. ID 

108475 Strand 
2584 End 
OJ991121_44.0419.C34.ol.tw Method 
3434 End 
none Score 
3434. .3577, 3435. .3635, 3444. .3632 

51192 Seq. ID 

108476 Strand 
358 End 
OJ991121_44.0419.C35.ol.gs Method 
358 End 
none Score 
358. .404, 1763. .1892 



OJ991121_44 -0419.C34 
+ 

4132 

TBLASTX: Cress 

3632 

277 



OJ991121_44 .0419.C34 
+ 

4132 

TBLASTX: Wheat 

3635 

273 



OJ991121_44.0419.C35 
+ 

1892 
GENSCAN 
1892 
.55 



51192 Seq. ID 

108477 Strand 
2338 End 
OJ991121_44.0419.C35.ol.gp Method 
2338 End 
1255_1.R1084 Score 
2338. .2402 

' 5803242/dbj | AP000399 . 1| AP000399 1.0e-127 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



OJ991121_44.0419.C35 
+ 

2402 
AAT/GAP 
2402 
74 



Seq. No. 51192 Seq. ID 

Gene No. 108478 Strand 

Start ' 2342 End 

Name OJ991121_44 . 0419 . C35 . o2 . gs . Method 

Start 2342 End 

GI none Score 

Exons 2342..2462 



OJ991121_44.0419.C35 

2462 
GENSCAN 
2462 
.74 



Seq. No. 51193 Seq. ID 

Gene No. 108479 Strand 

Start 54 6 End 

Name OJ991121_44 . 0419 -C36 . ol .gs Method 

Start 54 6 End 

GI none Score 

Exons 546.. 638, 704.. 858 



OJ991121_44.0419.C36 
+ 

858 

GENSCAN 

858 

.93 



Seq. No. 



51194 



Seq. ID OJ991121_44 -0419.C37 



52591 



Gene No. 108480 Strand + 

Start 131 End 201 

Name OJ991121_44 . 0419.C37 .ol .gs Method GENSCAN 

Start 131 End 201 

GI none Score .88 

Exons 131.. 201 



Seq. No. 51194 Seq. ID 

Gene No. 108481 Strand 

Start 2363 • End 

Name OJ991121_4 4 . 0419. C37 . o2 . gs Method 

Start 2363 End 

GI none Score 
Exons 



OJ991121_44 .0419.C37 

3454 
GENSCAN 
3454 
.87 



2363. .2473, 2555. .2743, 2773. .2994, 3227. .3454 





Seq. No. 


51195 




Seq. ID 


OJ991121_ 


4 4 


.0419 


C38 




Gene No. 


108482 




Strand 


+ 










O Lai L 








ft 

O O \J 










Name 


OJ991121 44.0419.C38.ol 


.gs 


Method 


GENSCAN 










Start 


463 




End 


880 










GI 


none 




Score 


.59 










Exons 


463. .638, 781. .880 














i-J 


Seq. No. 


51195 




Seq. ID 


OJ991121_ 


44 


.0419 


C38 


~3 


Gene No. 


108483 




Strand 


+ 








;a 


Start 


1892 




End 


2224 










Name 


OJ991121 44.0419.C38.o2 


. gs 


Method 


GENSCAN 










Start 


1892 




End 


2224 










GI 


none 




Score 


.52 










Exons 


1892. .1979, 2148. .2224 
















Seq. No. 


51196 




Seq. ID 


OJ991121_ 


4 4 


.0419 


C39 




Gene No. 


108484 




Strand 


+ 










Start 


31 




End 


1592 










Name 


OJ991121 44.0419.C39.ol 


. gs 


Method 


GENSCAN 










Start 


31 




End 


1592 










GI 


none 




Score 


.71 










Exons 


31. .328, 1276. .1592 














~ 

r ~* 


Seq. No. 


51197 




Seq. ID 


OJ991121_ 


44 


.0419. 


C40 




Gene No. 


108485 




Strand 


+ 










Start 


1 




End 


1790 










Name 


OJ991121 44.0419.C40.ol 


. np 


Method 


AAT/NAP 










Start 


1 


End 


1718 










GI 


3643609 




Score 


640 










Exons 


1..69, 733. .1210, 1283. 


.1427, 


1549. .1718 









GI Descrip. (AC005395) putative CCCH-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 51197 Seq. ID 

Gene No. 108485 Strand 

Start 1 End 

Name OJ991121_44 . 0419.C4 0.ol .gp Method 

Start 528 End 

GI 3061151 Score 

Exons 528.. 852 



OJ991121_44.0419.C40 
+ 

1790 
AAT/GAP 
852 
576 



52592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



51197 Seq. ID 

108485 Strand 

1 End 
OJ991121_4 4 . 0419 . C40 . ol . gs Method 

634 End 

none Score 

634. .1451, 1538. .1790 



OJ991121_44.0419.C40 
+ 

1790 
GEN SCAN 
1790 
.56 



51197 Seq. ID 

108486 Strand 

1963 End 

OJ991121_44 .0419.C40.o2.gp Method 

1963 End 

uC-osflcypl77b01bl Score 
1963. .2349 

'4191791 3.0e-29 (AC005917) putative sf21 {Helianthus annuus } 
protein [Arabidopsis thaliana] 1 



OJ991121_44.0419.C40 
+ 

2349 
AAT/GAP 
2349 
589 



51197 

108487 

2217 

OJ991121_4 4 .0419.C40.ol.tm 

567 

none 



Seq. ID OJ991121_44.0419.C40 
Strand 

End 2525 

Method TBLASTX : Mai ze 

End 1793 

Score 67 



567. .689, 616. .699, 727. .789, 727. .783, 858. .1193, 859. .1209, 
1156. .1197, 1195. .1266, 1200. .1265, 1225. .1266, 1280. .1366, 
1281. .1367, 1356. .1451, 1362. .1400, 1362. .1430, 1399. .1443, 
1503. .1535, 1563. .1589, 1565. .1594, 1575. .1646, 1623. .1739, 
1623. .1700, 1652. .1741, 1724. .1792, 1746. .1793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51197 

108487 

2217 

OJ991121_44.0419.C40, 

858 

none. 

858. .1172, 859. .1173 



ol.tc 



Seq. ID OJ991121_44.0419.C40 
Strand 

End 2525 

Method TBLASTX : Cress 

End 1173 

Score 569 



51197 
108487 
2217 

OJ991121_44.0419.C40.ol.ts 
859 
none 

859. .1179, 861. .1178, 1216. .1248, 1632. .1790, 1647. .1790 



Seq. ID OJ991121_44 .0419.C40 
Strand 

2525 

TBLASTX : Soybean 
1790 
584 



End 

Method 

End 

Score 



51197 

108487 

2217 

OJ991121_44.0419.C40, 

859 

none 

859.. 1011, 859.. 930, 
1183. .1215 



Seq. ID OJ991121_44.0419.C40 
Strand 

End 2525 

ol.tw Method TBLASTX : Wheat 

End 1215 

Score 215 
861. .1007, 1017. .1163, 1018. .1209, 



Seq. No. 
Gene No. 



51197 
108487 



Seq. ID 
Strand 



OJ991121 44.0419.C40 



52593 




Start 


2217 


End 


2525 




Name 


OJ991121_44 .0419.C40.o3.gp 


Method 


AAT/GAP 




Start 


2217 


End 


2525 




GI 


none 


Score 


526 




Exons 


2217. .2525 








Seq. No. 


51198 


Seq. ID 


OJ991121_44 


.0419.C41 


Gene No. 


108488 


Strand 


+ 




Start 


1890 


End 


7503 




Name 


OJ991121_44.0419.C41.ol.gs 


Method 


GENSCAN 




Start 


1890 


End 


7489 




GI 


none 


Score 


.82 




Exons 


1890. .1993, 2068. .2147, 2771.. 


,2908, 6717. .6887, 7038. .7142, 




7316. .7489 








Seq. No. 


51198 


Seq. ID 


OJ991121_44 


.0419. C41 


Gene No. 


108488 


Strand 


+ 




Start 


1890 


End 


7503 




Name 


OJ991121 44.0419.C41.ol.np 


Method 


AAT/NAP 




Start 


6758 


End 


7503 




GI 


5902448 


Score 


1308 




Exons 


6758. .7503 








GI Descrip. 


(AB030283) orf3 [Oryza sativa] 








Seq. No. 


51198 


Seq. ID 


OJ991121_44 


.0419. C41 


Gene No . 


108488 


Strand 


+ " 




Start 


1890 


End 


7503 




Name 


OJ991121 44.0419.C41.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6878 


End 


7168 




GI 


none 


Score 


221 




Exons 


6878. .7168 








Seq. No. 


51199 


Seq. ID 


OJ991121_44 


.0419. C42 


Gene No. 


108489 


Strand 


+ 




Start 


1 


End 


1211 




Name 


OJ991121_44.0419.C42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


583 




GI 


5902447 


Score 


963 




Exons 


1..583 








GI Descrip. 


(AB030283) orf4 [Oryza sativa] 








Seq. No. 


51199 


Seq. ID 


OJ991121_44 


.0419. C42 


Gene No . 


108489 


Strand 


+ 




Start 


1 


End 


121-1 




Name 


OJ991121 44.0419.C42.ol.gs 


Method 


GENSCAN 




Start 


196 


End 


1211 




GI 


none 


Score 


.5 




Exons 


196. .482, 629. .829, 968. .1081, 


1153. .1211 




Seq. No. 


51200 


Seq. ID 


OJ991121_40 


.0419. CI 


Gene No. 


108490 


Strand 


+ 




Start 


464 


End 


3678 




Name 


OJ991121 40.0419.Cl.ol.gs 


Method 


GENSCAN 




Start 


464 


End 


3678 




GI 


none 


Score 


.67 




Exons 


464. .570, 973. .1106, 1938. .2013, 2837. 


.2940, 3160. 


.3536, 



3562. .3678 



52594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51200 Seq. ID 

108490 Strand 

464 End 

OJ991121_40.0419.Cl.ol.gp Method 

1429 End 

61605_3.R1084 Score 
1429. .1731 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



OJ991121_40.0419.C1 
+ 

3678 
AAT/GAP 
1731 
434 



51200 

108491 

2100 

OJ991121_4 0.0419.Cl.ol.np 



OJ991121 40. 0419. CI 



Seq. ID 
Strand 

End 6023 
Method AAT/NAP 
2100 End 6023 

6063554 Score 434 

2100. .2274, 2906. .2933, 3251. .3473, 3591. .3874, 5948. .6023 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


51200 


Seq. ID 


OJ991121_40.0419.C1 




Gene No. 


108491 


Strand 






Start 


2100 


End 


6023 


%J 


Name 


OJ991121 40.0419.Cl.o3.gp 


Method 


AAT/GAP 


zi- - 


Start 


2260 


End 


2687 


? : ; 

\ y 


GI 


2428185 


Score 


825 




Exons 


2260. .2687 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 


\ jj 




indica{GLA4) genomic DNA, chromosome 4 


, BAC clone :tl7804 


r : ; 
: 


Seq. No. 


51200 


Seq. ID 


OJ991121_40.0419.C1 




Gene No. 


108491 


Strand 






Start 


2100 


End 


6023 


TL 3 


Name 


OJ991121 40.0419.Cl.o4.gp 


Method 


AAT/GAP 




Start 


2703 


End 


3826 




GI 


101153 1.R1084 


Score 


1026 


k .J 


Exons 


2703.. 2933, 3251.. 3595, 3801. 


3826 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza sativa 


?=?: 
L _i 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 1 




Seq. No. . . 


51200 


Seq. ID 


OJ991121_40.0419.C1 




Gene No. 


108491 


Strand 






Start 


2100 


End 


6023 




Name 


OJ991121 40.0419.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


4397 


End 


4789 




GI 


none 


Score 


82 




Exons 


4397. .4486, 4476. .4649, 4508.. 


4627, 4700. .4789, 4701. .4787 




Seq. No. 


51200 


Seq. ID 


OJ991121_40.0419.C1 




Gene No. 


108491 


Strand 






Start 


2100 


End 


6023 




Name 


OJ991121 40.0419.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4469 


End 


4757 




GI 


none 


Score 


248 




Exons 


4469. .4594, 4482. .4757, 4676.. 


4750 





52595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51201 Seq. ID OJ991121_4 0 . 04 19 . C2 

108492 Strand + 

1 End 740 

OJ991 12 1_4 0 . 04 1 9 . C2 . o2 . np Method AAT/NAP 

1 End 740 

7106528 Score 94 

1.-187, 598. .740 

(AP001278) EST D40774 (S2920 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51201 
108493 
63 

OJ991121_40.0419.C2.ol.np 
63 

7406712 
63. .575, 2503.. 2562 

(AJ237995) putative ripening-related P-450 enzyme [Vitis 
vinif era] 



Seq. ID OJ991121_40.0419.C2 
Strand 

End 2949 

Method AAT/NAP 

End 2562 

Score 461 



Seq. No. 51201 

Gene No. 108493 

Start 63 

Name OJ991121_40 . 0419 . C2 . ol . ts 

Start 64 

GI none 

Exons 64.. 570, 66.-569 



Seq. ID OJ991121_40. 0419.C2 
Strand 

End 2 94 9 

Method TBLASTX : Soybean 

End 570 

Score 216 



Seq. No. 51201 

Gene No. 108493 

Start 63 

Name OJ991121_40.0419.C2.ol.tc 

Start 66 

GI none 

Exons 66.. 143, 135.. 566, 205.. 555 



Seq. ID OJ991121_40.0419.C2 
Strand 

End 2949 

Method TBLASTX : Cress 

End 566 

Score 237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51201 

108493 

63 

OJ991121_40.0419.C2.ol.tw 

102 

none 



Seq. ID OJ991121_40. 0419.C2 
Strand 

End 294 9 

Method TBLASTX : Wheat 

End 4 05 

Score 67 



102. .134, 138. .293, 2-32. .291, 297. .386, 300. .404, 301. .405 



51201 

108493 

63 

OJ991121_40.0419.C2.ol.tm 

136 

none 



Seq. ID OJ991121_40.0419.C2 
Strand 

End 294 9 

Method TBLASTX : Maize 

End 590 

Score 165 



136. .291, 136. .282, 137. .292, 138. .293, 295. .570, 306. .590 



51201 

108493 

63 

OJ991121_40.0419.C2.ol.gp 



Seq. ID OJ991121_40.0419.C2 
Strand 

End 294 9 

Method AAT/GAP 



52596 



Start 572 End 717 

GI 21474_1.R1084 Score 255 

Exons 572.. 717 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
^ Start 
CH Name 
f[j Start 
□ GI 
i.i Exons 



51201 

108493 

63 

OJ991121_40.0419.C2.ol.gs 

1016 

none 



Seq. ID OJ991121_40.0419.C2 
Strand 

End 294 9 

Method GENSCAN 

End 294 9 

Score . 94 



1016. .1201, 1281. .1379, 1474. .1546, 1631. .1741, 2121. .2949 



51202 
108494 
1 

OJ991121_40.0419.C3.ol.np 
1 

4680204 
1. .1230 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991121_40.0419.C3 
Strand 

End 1230 

Method AAT/NAP 

End 1230 

Score 742 



51202 

108494 

1 

OJ991121_40.0419.C3.ol.gs 
35 

none 

35. .869, 881. .1215 



Seq. ID OJ991121__40.0419.C3 
Strand 

End 1230 

Method GENSCAN 

End 1215 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51202 

108494 

1 

OJ991121_40.0419.C3.ol.tw 

185 

none 



Seq. ID OJ991121_40.0419.C3 
Strand 

End 1230 

Method TBLASTX : Wheat 

End 588 

Score 84 



185. .355, 318. .485, 350. .586, 437. .586, 448. .588, 478. .588 



51203 
108495 
34 

OJ991121_40.0419.C4.ol.gp 
34 

342_1.R1084 
34. .390, 488. .4126 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ991121_40.0419.C4 

Strand + 

End 4126 

Method AAT/GAP 

End 4126 

Score 6239 



Seq. No. 51203 

Gene No. 108495 

Start 34 

Name OJ991121_40 . 04 19 . C4 . o2 . gp 

Start 36 

GI 342_1.R1084 

Exons 36.. 390, 488.. 4126 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ991121_40. 0419.C4 

Strand + 

End 4126 

Method AAT/GAP 

End 4126 

Score 6235 



52597 




sativa] ' 





Seq. No. 


51203 








Seq. ID 


OJ991121 


_40.0419.C4 




Gene No. 


108496 








Strand 








Start 


799 








End 


4130 






Name 


OJ991121 40 


.0419 


.C4.ol. 


gs 


Method 


GEN SCAN 






Start 


799 








End 


4130 






GI 


none 








Score 


.62 






Exons 


799. .2019, 


2212. 


.2609, 


2632. . 


3142, 3317.. 3631, 


3726. .4130 




beq • no . 










Seq. ID 


OJ991121 






Gene No. 


108496 








Strand 








Start 


799 








End 


4130 






Name 


OJ991121 40 


.0419 


,C4.ol. 


np 


Method 


AAT/NAP 






Start 


820 








End 


4129 


- 




GI 


4680203 








Score 


3208 






Exons 


820. .1794, 


2071. 


.2301, 


2455. . 


4129 








GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 






Seq. No. 


51203 








Seq. ID 


OJ991121 


_40.0419.C4 




Gene No. 


108496 








Strand 








Start 


799 








End 


4130 






Name 


OJ991121 40 


.0419 


.C4.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


889 








End 


2188 






GI 


none 








Score 


47 




\ J£ 


Exons 


889.-966, 905. .940, 955 


i nor 

► . . 1035 


, 971. .1024, 1040. 


.1120, 


cn 




1042. .1158, 


1042 


. .1161, 


1064 . 


.1162, 1165. .1224, 


1166. .1228, 


ry 




1230. .1295, 


1231 


. .1275, 


1235 . 


.1276, 1270. .2187, 


1286. .2188, 


p 




1463. .2188 
















Seq. No. 


51203 








Seq. ID 


OJ991121 


_40.0419.C4 




Gene No. 


108496 








Strand 






f LI 


Start 


799 








End 


4130 




= 


Name 


OJ991121 40 


.0419 


.C4.ol. 


tc 


Method 


TBLASTX: 


Cress 


S3 


Start 


1453 








End 


1900 






GI 


none 








Score 


101 






Exons 


1453. .1602, 


1453 


. .1896, 


1457. 


.1900, 1463.. 1900 






Seq. No. 


51203 








Seq. ID 


OJ991121 


_40.0419.C4 


•a ss. 


Gene No. 


108496 








Strand 








Start 


799 








End 


4130 




is sr. 


Name 


OJ991121 40 


.0419 


.C4.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start . 


1796 








End 


2274 






GI 


none 








Score 


74 






Exons 


1796. .2005, 


1798 


. .2274, 


2059. 


.2136 








Seq. No. 


51203 








Seq. ID 


OJ991121 


40 . 04 19 . C4 




Gene No. 


108496 








Strand 








Start 


799 








End 


4130 






Name 


OJ991121 40 


.0419 


.C4.o3. 


tw 


Method 


TBLASTX: 1 


Wheat 




Start 


2189 








End 


2595 






GI 


none 








Score 


75 






Exons 


2189. .2275, 


2194 


. .2274, 


2308. 


.2526, 2348. .2530, 


2536. .2595, 






2549. .2593 
















Seq. No. 


51203 








Seq. ID 


OJ991121 


_40.0419.C4 




Gene No. 


108496 








Strand 







52598 



Start 
Name 
Start 
GI 

Exons 



7 99 End 

OJ991121_40 . 04 19 . C4 . o2 . ts Method 

2633 End 

none Score 
2633. .2875 



4130 

TBLASTX : Soybean 

2875 

216 



Seq. No. 51203 

Gene No. 108496 

Start 799 

Name 0 J991 12 1__4 0.0419.C4.ol.tm 

Start 2705 

GI none 

Exons 2705.. 2899, 2909.. 3163, 2909. 

Seq. No. 51203 

Gene No. 108496 

Start 799 

Name OJ991121_40 . 04 19 . C4 . o2 . tw 

Start 2739 

GI none 

Exons 2739. .2945, 2739.. 2948, 2744. 

2949. .3041, 3050. .3151, 3054. 

aw Seq. No. 51203 

*f Gene No. 108496 - 

U Start 799 

ff! Name OJ991121_40.0419.C4 .o2 . tc 

fjj Start 2996 

GI none 

Exons 2996.-3337, 3015.. 3152, 3192., 

%J Seq. No. 51203 

fij Gene No. 108496 

'J Start 799 

Name OJ991121_40 . 0419 . C4 . ol . ts 

\% Start 3077 

GI none 

M Exons 3077.. 3373, 3095.. 3319, 3423. 

?5 Seq. No. 51203 

11 Gene No. 108496 

k ~ Start 799 

Name OJ991121_40 . 04 19 . C4 . o4 . tw 

Start 3427 

GI none 

Exons 3427.. 3612, 3437.. 3616, 3438. 
3686.. 3793, 3687.. 3824 



Seq. ID OJ991121_40.0419.C4 
Strand 

End 4130 

Method TBLASTX : Mai ze 

End 3163 

Score 101 
.3151 

Seq. ID OJ991121_40.0419.C4 
Strand 

End 4130 

Method TBLASTX : Wheat 

End 3209 

Score 173 

,2947, 2744. .2968, 2948. .3046, 
,3143, 3150. .3209, 3155. .3208 

Seq. ID OJ991121_40.0419.C4 
Strand 

4130 

TBLASTX: Cress 
3344 
92 



End 

Method 
End 
Score 
.3344 



Seq. ID OJ991121_40.0419.C4 
Strand 

End 4130 

Method TBLASTX : Soybean 

End 3506 

Score 108 
.3506, 3431. .3505 

Seq. ID OJ991121_40.0419.C4 
Strand 

End 4130 

Method TBLASTX : Wheat 

End 3824 

Score 122 

.3608, 3609. .3689, 3612. .3680, 



Seq. No. 


51204 




Seq. ID 


OJ991121 


Gene No. 


108497 




Strand 




Start 


155 




End 


279 


Name 


OJ991121 


40. 0419.C5.ol.gs 


Method 


GENSCAN 


Start 


155 




End 


279 


GI 


none 




Score 


.51 


Exons 


155. .238, 


274. .279 






Seq. No. 


51205 




Seq. ID 


OJ991121 



52599 




Gene No. 


108498 


Strand 


+ 


Start 


638 


End 


1588 


Name 


OJ991121_40 . 0419 . C6 . ol . gs 


Method 


GENSCAN 


Start 


638 


End 


1588 


GI 


none 


Score 


. 64 


Exons 


638. .756, 1482. .1588 






Seq. No. 


51206 


Seq. ID 


/"\ T A A "1 "1 A "1 A C\ A VI "1 A f* ~~l 

OJ991121 40. 0419. C7 


Gene No. 


108499 


Strand 


+ 


Start 


1569 


End 


3165 


Name 


OJ991121 40 . 04 19 . C7 . ol . gs 


Method 


GENSCAN 


Start 


1569 


End 


"3 A A "1 

3041 


GI 


none 


Score 


. 78 


Exons 


1 r~ s~ f\ i /"o n OA/I/" A 1 C A A A vl 1 

1569. .1689, 2046. .2150, 2241. 


A A A T 

. 304 1 




Seq. No. 


51206 


Seq. ID 


OJ99H21 40.04l9.C7 


Gene No. 


1084 99 


Strand 


+ 


Start 


1569 


End 


3165 


Name 


OJ991121 40.0419.C7.ol.np 


Method 


AAT/NAP 


Start 


1787 


End 


3165 


GI 


5734621 


Score 


111 


Exons 


1787. .1949, 2760. .2829, 3069. 


.3165 




GI Descrip. 


(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond 




a region of the predicted gene.; Similar to ABC transporter- 




(U43892) [Oryza sativa] 






Seq. No. 


51207 


Seq. ID 


OJ99ll2l_40.04l9.C8 


Gene No. 


108500 


Strand 


+ 


Start 


1 


End 


1980 


Name 


OJ991121 40.0419.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1980 


GI 


6691191 


Score 


934 


Exons 


1..1210, 1928. .1980 






GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 


Seq. No. 


51207 


Seq. ID 


OJ99ll21_40.04l9.C8 


Gene No. 


108500 


Strand 


+ 


Start 


1 


End 


1980 


Name 


OJ991121 40.0419.C8.ol.gs 


Method 


GENSCAN 


Start 


163 


End 


1387 


GI 


none 


Score 


.81 


Exons 


163.. 511, 1281.. 1387 






Seq. No. 


51207 


Seq. ID 


OJ991121_40.0419.C8 


Gene No. 


108501 


Strand 




Start 


175l' 


End 


1972 


Name 


OJ991121 40.0419.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4 


End 


381 


GI 


none 


Score 


443 


Exons 


4. .381, 6. .197, 10. .381 






Seq. No. 


51207 


Seq. ID 


OJ991121_40.0419.C8 


Gene No. 


108501 


Strand 




Start 


1751 


End 


1972 


Name 


OJ991121 40.0419.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


139 


End 


528 


GI 


none 


Score 


257 



52600 



Exons 



139. .528, 279. .527 



Seq. No. 51207 

Gene No. 108501 

Start 1751 

Name OJ991121_40 . 04 19 .C8 . ol . ts 

Start 241 

GI none 

Exons 241. .306, 306. .575, 307.. 576, 



Seq. ID OJ991121_40.0419.C8 
Strand 

End 1972 

Method TBLASTX : Soybean 

End 588 

Score 73 

307. .588 



Seq. No. 51207 

Gene No. 108501 

Start 1751 

Name OJ991121_40 . 0419 .C8 .o3. tw 

Start 385 

GI none 

Exons 385.-597, 390.. 572, 578.. 622 



Seq. ID OJ991121_40.0419.C8 
Strand 

End 1972 

Method TBLASTX : Wheat 

End 622 

Score 227 



Seq. No. 51207 

Gene No. 108501 

Start 1751 

Name OJ991121_40 . 04 19 . C8 . o2 . tw 

Start 664 

GI none 

Exons 664. .759, 666. .749, 746. .796, 
974. .1132 



Seq. ID OJ991121_40.0419.C8 
Strand 

End 1972 

Method TBLASTX : Wheat 

End 1133 

Score 114 

750. .866, 861. .923, 930. .1133, 



fij Seq. No. 51207 

Gene No. 108501 

M Start 1751 

Name OJ991121_40 . 0419 . C8 . o2 . gs 

w Start 1751 

FU GI none 

Exons 1751.. 1972 



Seq. ID OJ991121_40.0419.C8 
Strand 

End 1972 

Method GENS CAN 

End 1972 



Score 



93 



Seq. No. 51208 

Gene No. 108502 

Start 256 

Name OJ991121_40 . 04 19 . C9 . ol . gs 

Start 256 

GI none 

Exons 2S6..342 



Seq. ID OJ991121__40.0419.C9 

Strand + 

End 342 

Method GEN SCAN 

End 342 



Score 



,93 



Seq. No. 51209 

Gene No. 108503 

Start 143 

Name OJ991121_40 . 0419 .C10 . ol . gp 

Start 143 

GI 3760783 

Exons 143.. 44 9 



Seq. ID OJ991121_40. 0419. C10 

Strand + 

End 44 9 

Method AAT/GAP 

End 44 9 



Score 



585 



Seq. No. 51209 

Gene No. 108504 

Start 2135 

Name OJ991121_40 . 0419 . C10 . o2 . gp 

Start 2135 

GI LIB3477-003-P1-K1-E9 



Seq. ID OJ991121_40. 0419. C10 
Strand 

End 2235 

Method AAT/GAP 

End 2235 



Score 



111 



52601 



Exons 2135.. 2235 

GI Descrip. 1 2498586/sp | Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 







sativa] * 








Seq. No. 


51210 


Seq. ID 


OJ991121 




Gene No. 


108505 


Strand 


- 




Start 


74 


End 


1046 




Name 


OJ991121 40.0419.C12.ol.gs 


Method 


GENSCAN 




Start 


74 


End 


1046 




GI 


none 


Score 


.69 




Exons 


74. .704, 1036. .1046 








Seq. No. 


51211 


Seq. ID 


OJ991121 




Gene No. 


108506 


Strand 


+ 




Start 


361 


End 


2030 




Name 


OJ991121 40.0419.C15.ol.np 


Method 


AAT/NAP 




Start 


361 


End 


1488 




GI 


7340881 


Score 


126 




Exons 


361. .929, 1202. .1335, 1441.. 


1488 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


51211 


Seq. ID 


OJ991121 


i. -J 


Gene No. 


108506 


Strand 


+ 




Start 


361 


End 


2030 


K .J 


Name 


OJ991121 40.0419.C15.ol.gs 


Method 


GENSCAN 


f n 


Start 


791 


End 


2030 


f . ; 5 
: Li 


GI 


none 


Score 


.53 


L «l 


Exons 


791. .904, 1650. .2030 






H : 1 


Seq. No. 


51212 


Seq. ID 


OJ991121 




Gene No. 


108507 


Strand 


+ 


i cr 


Start 


2196 


End 


2659 


s 


Name 


OJ991121 40.0419.C16.ol.np 


Method 


AAT/NAP 




Start 


2196 


End 


2659 




GI 


5852181 


Score 


119 


. ^ 


Exons 


2196. .2339, 2407. .2659 






at 


GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 




^ EE* 


Seq. No. 


51212 


Seq. ID 


OJ991121 




Gene No. 


108508 


Strand 






Start 


1513 


End 


4059 




Name 


OJ991121 40.0419.C16.ol.gs 


Method 


GENSCAN 




Start 


1513 


End 


4059 




GI 


none 


Score 


.73 




Exons 


1513.. 1616, 2611.. 2659, 3166 


. .4059 





Seq. No. 51212 

Gene No. 108508 

Start 1513 

Name OJ991121_40. 0419.C16.o3.np 

Start 1567 

GI 7406712 

Exons 1567.. 1587, 3229.. 4056 

GI Descrip. (AJ237995) putative ripening-related P-450 enzyme [Vitis 
vinif era] 



Seq. ID OJ991121_40.0419.C16 
Strand 

End 4059 

Method AAT/NAP 

End 4056 

Score 4 88 



52602 




Seq. No. 


51212 








Seq. ID 


OJ991121_40.0419.C16 


Gene No. 


108508 








Strand 




Start 


1513 








End 


4059 


Name 


OJ991121 40 


.0419 


.C16.o2 


.np 


Method 


AAT/NAP 


Start 


2322 








End 


2864 


GI 


7340909 








Score 


125 


Exons 


2322. .2555, 


2611 


. .2864 








GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51212 








Seq. ID 


OJ991121_40.0419.C16 


Gene No. 


108509 








Strand 




J Lai L 










End 


6799 


Name 


OJ991121 40 


04 1 Q 

• U 4 X J 


pi o? 


. LIU 


Method 


TBLASTX: Maize 


Start 


3164 








End 


3528 


GI 


none 








Score 


42 


Exons 


3164. .3205, 


jIDj 


790Q 


71 fi^ 
jIDj . 


.3215, 3166.. 3216, 3216.. 3359, 




3217. .3405, 


199Q 


74 fift 

• O M DO , 


779 7 


.3454, 3458.. 3523, 3466.. 3528 


Seq. No. 


51212 








Seq. ID 


OJ991121_40.0419.C16 


Canp Mo 


1UO JU J 








Strand 




Start 


6145 








End 


6799 


Name 


OJ991121 40 


• u ft jl y 


PI o9 




Method 


TBLASTX: Cress 


Start 


3271 








End 


4053 


GI 


none 








Score 


98 


Exons 


3271. .3528, 


^ £0 1 


771 1 


7 7 m 


.3927, 3767.. 3940, 4030.. 4053 


Seq. No. 


51212 








Seq. ID 


OJ991121_40.0419.C16 


Gene No. 


108509 








Strand 




O LCti L, 


61 4S 








End 


6799 


Name 


OJ991121 40 


04 1 Q 


PI fi o9 


. Lb 


Method 


TBLASTX: Soybean 


Start 


3595 








End 


3963 


GI 


none 








Score 


34 


Exons 


3595. .3618, 


"3 ^ Q ^ 
j j " j • 


• J / fi fx , 


76Q9 


.3745, 3754.. 3921, 3755.. 3940, 




3808. .3963 












Seq. No. 


51212 








Seq. ID 


OJ991121_40.0419.C16 


flana Mo 


1 ORSOQ 








Strand 




Start 


6145 








End 


6799 


Name 


OJ991121 40 


0 4 1 Q 


LID .Ol 




Method 


TBLASTX: Wheat 


Start 


3679 








End 


3954 


GI 


none 








Score 


41 


Exons 


3679. .3705, 


«3DO J. 


.J / UD, 


71 ^4 


.3921, 3755.. 3937, 3793.. 3954 


Seq. No. 


51212 








Seq. ID 


OJ991121_40.0419.C16 


(^onQ Mo 










Strand 




Start 


6145 








End 


6799 


Name 


OJ991121 40 


.0419. 


C16.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3728 








End 


4059 


GI 


none 








Score 


233 


Exons 


3728. .3940, 


3730. 


.3927, 


3790. 


.3966, 4027.. 4059 


Seq. No. 


51212 








Seq. ID 


OJ991121_40.0419.C16 


Gene No . 


108509 








Strand 




Start 


6145 








End 


6799 


Name 


OJ991121 40 


.0419. 


C16.o2 


. gs 


Method 


GENS CAN 


Start 


6145 








End 


6799 


GI 


none 








Score 


.5 



52603 



Exons 6145.. 6560, 6619.. 6799 

Seq. No. 51212 

Gene No. 108509 

Start 6145 

Name OJ991121_4 0 . 0419 . CI 6. ol . tc 

Start 6204 

GI none 
Exons 



Seq. ID OJ991121_40.0419.C16 
Strand 

End 6799 

Method TBLASTX : Cress 

End 6531 

Score 111 



6204. .6308, 6310. .6489, 6311. .6490, 6492. .6530, 6493. .6531 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



51212 

108509 

6145 

OJ991121_40.0419.C16.ol.tm 

6204 

none 



Seq. ID OJ991121_40.0419.C16 
Strand 

End 6799 

Method TBLASTX : Mai ze 

End 6531 

Score 58 



6204. .6308, 6205. .6309, 6305. .6490, 6310. .6489, 6317. .6508, 
6492.. 6530, 6493.. 6531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51212 

108509 

6145 

OJ991121_4 0.0419.C16.ol.ts 

6204 

none 



Seq. ID OJ991121_40.0419.C16 
Strand 

End 6799 

Method TBLASTX : Soybean 

End 6531 

Score 146 



6204. .6308, 6310. .6489, 6311. .6490, 6492. .6530, 6493. .6531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51212 
108509 
6145 

OJ991121_4 0.0419.C16.o4.np 
6205 
2501578 
6205. .6645 

ETHYLENE-INDUCIBLE PROTEIN HEVER gi | 2129913 | pir || S60047 
ethylene-responsive protein 1 - Para rubber tree gi 11209317 
(M88254) ethylene-inducible protein [Hevea brasiliensis] 



Seq. ID OJ991121_40.0419.C16 
Strand 

End 6799 

Method AAT/NAP 

End 6645 

Score 272 



51213 

108510 

60 

OJ991121_40.0419.C18.ol.gs 
60 

none 
60. .238 



Seq. ID QJ991121_40.0419.C18 

Strand + 

End 238 

Method GEN SCAN 

End 238 

Score . 52 



Seq. No. 51214 
Gene No. 108511 
Start 1 

Name OJ991121_4 0 . 0419 . C20 . ol . np 

Start 1 
GI 6630699 
Exons 1..21, 212.. 298 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ991121_40.0419.C20 

Strand + 

End 298 

Method AAT/NAP 

End 298 

Score 71 



52604 





Seq. No. 


51214 




Seq. ID 


OJ991121_40.0419.C20 




Gene No. 


108512 




Strand 






Start 


461 




End 


6640 




LNCtllLC 


OJ991121 40.0419.C20.ol 


.gs 


Method 


GEN SCAN 




Start 


461 




End 


6625 




GI 


none 




Score 


.5 




Exons 


461. .566, 1728. .1760, 1955.. 


2040, 3218 


..3352, 3452.. 3550, 






3647. .3719, 3821. .3931, 


4021 


..4194, 4283. .4464, 4534. .4930, 






5182. .5396, 5471. .5593, 


6161 


. .6625 






Seq. No. 


51214 




Seq. ID 


OJ991121_40.0419.C20 




Gene No. 


108512 




Strand 






Start 


461 




End 


6640 




Name 


OJ991121 40.0419.C20.o2 


.np 


Method 


AAT/NAP 




Start 


949 




End 


6640 




GI 


4680204 




Score 


780 




Exons 


949..994, 3234. .3352, 3647.. 


3719, 3821 


..3931, 4021. .4194, 






4283. .6640 










GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 






Seq. ID 


OJ991121_40.0419.C20 




bene inu . 


108512 




Strand 






Start 


4 61 




End 


6640 




Name 


OJ991121 40.0419.C20.o2 


. tw 


Method 


TBLASTX: Wheat 


■a 


Start 


3853 




End 


4214 


%J 


GI 


none 




Score 


49 


r rs 

i : c 


Exons 


3853.. 3933, 3860.. 3934, 


4008 


..4214, 4011. .4205 


Fy 


Seq. No. 


51214 




Seq. ID 


OJ991121_40.0419.C20 




belle NO . 


108512 




Strand 






Start 


461 




End 


6640 


-H! 


Name 


OJ991121 40.0419.C20.ol 


.tw 


Method 


TBLASTX: Wheat 


-: U 


Start 


5621 




End 


6021 


■= 


GI 


none 




Score 


53 


fl 


Exons 


5621.. 5698, 5622.. 5702, 


5780 


..5920, 5785. .6021, 5827. .6021 




Seq. No. 


51215 




Seq. ID 


OJ991121_40.0419.C21 




oene lno . 


108513 




Strand 


+ 




Start 


264 




End 


1555 




Name 


OJ991121 40.0419.C21.ol 


gs 


Method 


GENSCAN 




Start 


264 


End 


1555 




GI 


none 




Score 


.42 




Exons 


264. .345, 1355. .1555 










Seq. No. 


51215 




Seq. ID 


OJ991121_40.0419.C21 




Gene No. 


108514 




Strand 






Start 


76 




End 


1621 




Name 


OJ991121 40.0419.C21.ol 


np 


Method 


AAT/NAP 




Start 


76 




End 


1621 




GI 


6063554 




Score 


273 




Exons 


76. .249, 885. .938, 1524, 


.1621 





GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 



51215 
108514 



Seq. ID OJ991121_40.0419.C21 
Strand 



52605 



3 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



76 



End 

Method 
End 
Score 



1621 
AAT/GAP 
667 
765 



OJ991121_40.0419.C21.ol.gp 
236 

2428185 
236. .667 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



51215 
108514 
76 

OJ991121_4 0.0419.C21.o2.gp 
683 

101153_1.R1084 
683. .933 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID OJ991121_40.0419.C21 
Strand 

End 1621 

Method AAT/GAP 

End 933 

Score 396 



51216 
108515 
1 

OJ991121_40.0419.C22.ol.np 
1 

4680203 
1..1153 

(AF114171) TNP2-like protein [sTorghum bicolor 



Seq. ID OJ991121_40.0419.C22 
Strand 

End 1236 

Method AAT/NAP 

End 1153 

Score 1004 



51216 

108515 

1 

OJ991121_40.0419.C22.ol.gs 

115 

none 

115. .372, 478. .1236 

51216 

108515 

1 

OJ991121_40.0419.C22.o2.tw 

127 

none 



Seq. ID OJ991121_40.0419.C22 
Strand 

End 1236 

Method GENSCAN 

End 1236 

Score . 62 



Seq. ID OJ991121_40.0419.C22 
Strand 

End ' 1236 

Method TBLASTX : Wheat 

End 507 

Score 50 



127. .249, 131. .250, 256. .321, 280. .396, 295. .396, 397. .507, 
404. .505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



51216 

108515 

1 

OJ991121_40.0419.C22.ol.tm 

298 

none 



Seq. ID OJ991121_40.0419.C22 
Strand 

End 1236 

Method TBLASTX : Maize 

End 699 

Score 75 



298. .498, 343. .498, 380. .526, 508. .582, 598. .699 



51216 

108515 

1 

OJ991121_40.0419.C22.ol.tc 
343 



Seq. ID OJ991121_40.0419.C22 
Strand 

End 1236 

Method TBLASTX : Cress 

End 687 



52606 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
.«» Start 
GI 

Exons 

FLJ Seq. No. 
f~ E Gene No. 
1% Start 

Name 
^3 start 
fU GI 

Exons 



none 



Score 



47 



343. .501, 386. .460, 508. .687, 542. .658 



51216 

108515 

1 

OJ991121_40.0419.C22.o2.ts 

421 

none 

421. .501, 508. .687, 509.. 661 

51216 

108515 

1 

OJ991121_40.0419.C22.ol.tw 

508 

none 



Seq. ID OJ991121_40.0419.C22 
Strand 

End 1236 

Method TBLASTX : Soybean 

End 687 

Score 66 



Seq. ID OJ991121_40.0419.C22 
Strand 

End 1236 

Method TBLASTX : Wheat 

End 1062 

Score 53 



508. .570, 568. .687, 581. .658, 718. .1062, 737. .1030 



51216 
108515 
1 

OJ991121_40.0419.C22.ol.ts 
718 
none 

718. .993, 719. .973, 1000. .1029 

51217 
108516 
602 

OJ991121_40.0419.C23.ol.gs 
602 
none 
602.. 636 



Seq. ID OJ991121_40.0419.C22 
Strand 

End 1236 

Method TBLASTX : Soybean 

End 1029 

Score 146 



Seq. ID OJ991121_40.0419.C23 
Strand 

End 636 

Method GENSCAN 

End 636 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



51217 
108517 
7 95 

OJ991121_40.0419.C23.ol.np 
795 

6063554 
795. .967, 1447. .1470 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ991121_40.0419.C23 
Strand 

End 1470 

Method AAT/NAP 

End 1470 

Score 109 



51218 

108518 

59 

OJ991121_40.0419.C24.ol.gs 
59 

none 

59. .128, 136. .449 

51218 

108519 

945 



Seq. ID OJ991121_40.0419.C24 

Strand + 

End 449 

Method GENSCAN 

End 449 

Score .74 



Seq. ID OJ991121_40.0419.C24 
Strand 

End 5178 



52607 



Name 


OJ991121 40 


.0419 


-C24.ol 


.np 


Method 


AAT/NAP 


Start 


886 








End 


5178 


GI 


4680179 








Score 


5578 


Exons 


886. .4265, 


4293. 


.5178 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


51218 








Seq. ID 


OJ991121_40.0419 


bene ino • 










Strand 




Start 


945 








End 


5178 


Name 


OJ991121 40 


.0419 


.C24.o2 


.gs 


Method 


GENSCAN 


Start 


945 








End 


5085 


GI 


none 








Score 


.49 


Exons 


945. .1385, 


1 A O O 


.1676, 


1902. . 


3480, 3622.. 5085 


Seq. No. 


51218 








Seq. ID 


OJ991121_40.0419 


ociie inu . 


i no m q 








Strand 




Start 


945 








End 


5178 


Name 


OJ991121 40 


n a 1 o 
. U4 l y 


.C24.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


975 








End 


1263 


GI 


none 








Score 


74 


Exons 


975. .1112, 




1262, 982.. 1167, 1146 


..1259, 1192. .1263 


Seq. No. 


51218 








Seq. ID 


OJ991121_40.0419 


Gene No. 


108519 








Strand 




C +- a r-+- 


y 4 o 








End 


5178 


Name 


OJ991121 40 


C\ A 1 ft 

. U4 1 y 


. C*:4 . Ol 


. tm 


Method 


TBLASTX: Maize' 


Start 


1125 








End 


1710 


GI 


none 








Score 


100 


Exons 


1125. .1550, 


i i or 


1 -JOT 


114 O . 


.1430, 1387. .1551, 1546. .1 




1548. .1709, 


1 c c c 


1 T 1 ft 

. .1710 








Seq. No. 


51218 








Seq. ID 


OJ991121_40.0419 


uene ino ■ 


1 f)Q CI Q 








Strand 




Start 


945 








End 


5178 


Name 


OJ991121 40 


.0419 


.C24.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1263 








End 


1889 


GI 


none 








Score 


258 


Exons 


1263. .1889,- 


1 oo4 


. .1830 








Seq. No. 


51218 








Seq. ID 


OJ991121_40.0419 




1UO 31 j 








Strand 




Start 


945 








End 


5178 


Name 


OJ991121 40 


.0419 


.C24.o3 


.tm 


Method 


: TBLASTX: Maize 


Start 


1758 








End 


2050 


GI 


none 








Score 


68 


Exons 


1758. .2048, 


1761 


. .1916, 


1762. 


.2049, 1949.. 2050 


Seq. No. 


51218 








Seq. ID 


OJ991121_40.0419 


uene wo . 










Strand 




Start 


945 








End 


5178 


Name 


OJ991121 40 


.0419 


.C24.02 


.ts 


Method 


TBLASTX : Soybean 


Start 


1848 








End 


2108 


GI 


none 








Score 


98 


Exons 


1848. .2066, 


1848 


. .2108, 


1849. 


.2097 




Seq. No. 


51218 








Seq. ID 


OJ991121_40.0419 


Gene No. 


108519 








Strand 





52608 



Start 945 End 

Name OJ991121_40. 0419.C24 .ol . tc Method 

Start 1872 End 

GI none Score 

Exons 1872.. 2015, 1873. .2013, 2016.. 2198 

Seq. No. 51218 Seq. ID 

Gene No. 108519 Strand 

Start 94 5 End 

Name OJ991121_40. 0419.C24 .o2 . tw Method 

Start 1896 End 

GI none Score 

Exons 1896.. 2432, 1900.. 2253 



5178 

TBLASTX: Cress 

2198 

87 



OJ991121_40.0419.C24 
5178 

TBLASTX: Wheat 

2432 

301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



51218 

108519 

945 

OJ991121_40.0419.C24 .o2.tm 

2463 

none 

2463. .2816, 2470. .2811 

51218 

108519 

945 

OJ991121_40.0419.C24 ,o3.tw 

2463 

none 

2463. .2813, 2463. .2888, 2470. 

51218 

108519 

945 

OJ991121_40.0419.C24.o3.ts 

2634 

none 

2634. .2882, 2637. .2810 

51218 

108519 

945 

OJ991121_40.0419.C24.o5.tm 

2823 

none 

2823.. 3155, 2824.. 3102 

51218 

108519 

945 

OJ991121_40.0419.C24 .o5.tw 
2889 
none 

2889.. 3152, 2890.. 3150 

51218 
108519 
945 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2886 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ991121_40.0419.C24 
5178 

TBLASTX: Maize 

2816 

190 



OJ991121_40.0419.C24 
5178 

TBLASTX: Wheat 

2888 

254 



OJ991121_40.0419.C24 
5178 

TBLASTX : Soybean 

2882 

67 



OJ991121_40. 0419.C24 
5178 

TBLASTX: Maize 

3155 

150 



OJ991121_40.0419.C24 
5178 

TBLASTX: Wheat 

3152 

249 



OJ991121 40.0419.C24 



5178 



52609 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
; Start 
f Name 
n Start 

LJ gi 

2 Exons 

* Seq. No. 
^ Gene No. 
U Start 

Name 
Start 

J GI 

* Exons 

1 Seq. No. 
1 Gene No. 

* Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ991121_40, 

2904 

none 

2904. .3155, 
3267. .3299 

51218 

108519 

945 

OJ991121_40, 

3210 

none 

3210. .3653, 

51218 

108519 

945 

OJ991121_40, 

3240 

none 

3240. .3722, 

51218 

108519 

945 

OJ991121_40. 

3372 

none 

3372. .3686 

51218 

108519 

945 

OJ991121_40. 

3660 

none 

3660. .3851, 

51218 

108519 

945 

OJ991121_40. 

3855 

none 

3855. .4208, 

51218 

108519 

945 

OJ991121_40. 

4542 

none 

4542. .4892 

51218 

108519 

945 



0419.C24.ol.ts 



2914. .3147, 3210. 



0419.C24.o4.tm 
3415. .3657 

0419.C24.o4.tw 
3243. .3698, 3283. 

0419.C24.o4.ts 



0419.C24.o7.tm 
3706. .3813 

0419.C24.o8.tw 
3930. .4208 

0419.C24 .o6.tw 



Method TBLASTX : Soybean 
End 3299 
Score 180 

.3263, 3220.. 3261, 3267.. 3299, 



Seq. ID OJ991121_40.0419.C24 
Strand 

End 5178 

Method TBLASTX : Maize 

End 3657 

Score 70 



Seq. ID OJ991121_40.0419.C24 
Strand 

End 5178 

Method TBLASTX : Wheat 

End 3723 

Score 211 
.3723 

Seq. ID OJ991121_40.0419.C24 
Strand 

End 5178 

Method TBLASTX: Soybean 

End 368 6 

Score 195 



Seq. ID OJ991121_40.0419.C24 
Strand 

End 5178 

Method TBLASTX : Mai ze 

End 3851 

Score 106 



Seq. ID OJ991121_40.0419.C24 
Strand 

End 5178 

Method TBLASTX : Wheat 

End 4208 

Score 56 



Seq. ID OJ991121_40.0419.C24 
Strand 

End 5178 

Method TBLASTX : Wheat 

End 4892 

Score. 315 



Seq. ID OJ991121_40. 0419.C24 
Strand 

End 5178 



52610 



Method 
End 
Score 



Name OJ991121_40 . 04 19 . C24 . 06 . tm 

Start 4554 

GI none 

Exons 4554.-4892, 4647.. 4892 

Seq. No. 51218 

Gene No. 108519 

Start 945 

Name OJ991121_40 . 0419 .C24 . o9 . tw 

Start 4944 

GI none 

Exons 4944.. 5117, 4944.. 5171, 4945.. 5142 



TBLASTX: Maize 

4892 

65 



Seq. ID OJ991121_40.0419.C24 
Strand 

End 5178 

Method TBLASTX : Wheat 

End , - 5171 

Score 54 



Seq. No. 51219 

Gene No. 108520 

Start 1 

Name OJ99112 1_40 . 0419. C25 . ol . np 

Start 1 

GI 6983861 

Exons 1..707 

GI Descrip. (AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



Seq. ID OJ991121_40.0419.C25 
Strand 

707 

AAT/NAP 
707 
1195 



End 

Method 

End 

Score 



Seq. No. 51219 

Gene No. 108520 

Start 1 

Name OJ991121_40 . 04 19 .C25 . ol . gs 

Start 93 

GI none 

Exons 93.. 707 



Seq. ID OJ991121_40.0419.C25 
Strand 

End 707 

Method GENSCAN 

End 707 

Score .5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51220 

108521 

745 

OJ991121_40.0419.C30.ol.gs 

745 

none 

745. .797, 886. .945, 1324.. 



Seq. ID OJ991121_40.0419.C30 

Strand + 

End 1394 

Method GENSCAN 

End 1394 

Score .71 



1394 



51220 
108522 
2305 

OJ991121_40.0419.C30.ol.np 
2302 
6714352 
2302. .2939 

(AC015986) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991121_40.0419.C30 

Strand + 

End 2939 

Method AAT/NAP 

End 2939 

Score 307 



51220 

108522 

2305 

OJ991121_40.0419.C30.o2.gs 

2305 

none 

2305. .2910 



Seq. ID OJ991121_40.0419.C30 

Strand + 

End 2939 

Method GENSCAN 

End 2910 

Score .43 



Seq. No. 



51220 



Seq. ID OJ991121_40.0419.C30 



52611 





UCllC Vi\J ■ 


1 Oft 




Strand 


+ 




Start 


2305 




End 


2939 




Name 


OJ991121 40.0419.C30.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


2599 




End 


2931 




GI 


none 




Score 


66 




Exons 


2599.. 2652, 2688.-2762, 


2689. 


.2760, 2775. .2876, 2776. .2931 




Seq. No. 


51220 




^Pd TD 


OJ991121 40 0419 C^0 




UCllC LNU • 


1UU Jtt 




9t" ranH 
oli aiiu, 


+ 




Start 


2305 




End 


29^9 

*1 _7 J Zf 




Name 


OJ991121 40.-0419.C30.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2602 




End 


2931 




GI 


none 




Score 


74 




Exons 


2602. .2655, 2689.. 2766, 


2776. 


.2931 






Seq. No. 


51221 




Seq. ID 


OJ991121_40.0419.C31 




Gene No. 


108523 




Strand 


+ 




Start 


1 




End 


4261 




Name 


OJ991121 40.0419.C31.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


374 




GI 


4914330 




Score 


163 




Exons 


1. .374 










GI Descrip. 


(AC005489) F14N23.16 [Arabidopsis thaliana] 


^ S5? 


Seq. No. 


51221 




Seq. ID 


pitqqi 1 oi /in n/i i q r^i 


i Jj 


Gene No. 


108523 




Strand 


+ 


? ™ 


Start 


1 




End 


A O C\ 
H £ Dl 




Name 


OJ991121 40.0419.C31.o2. 


np 


Method 


AAT/NAP 


f ^ 


Start 


30 




End 


4261 


is? 


GI 


4680341 




Score 


537 




Exons 


30. .205, 2091. .2208, 2235. .2321, 2380. 


.2737, 2992.. 3080, 






4154. .4261 










GI Descrip. 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp. indica 


- 

r *i 


Seq. No. 


51221 




Seq. ID 


OJ991121_40.0419.C31 






108523 




Strand 


+ 


"Si 


Start 


1 




End 


4261 


r * 


Name 


OJ991121 40.0419.C31.ol. 


gs 


Method 


GENS CAN 


i : 


Start 


84 




End 


380 


f 1 


GI 


none 




Score 


.54 


f T 


Exons 


84. .380 










.Seq. No. 


51221 




Seq. ID 


OJ991121_40.0419.C31 




f^ono Mo 


108524 




Strand 






Start 


2088 




End 


3305 




Name 


OJ991121 40.0419.C31.o2. 


gs 


Method 


GENSCAN 




Start 


2088 




End 


3305 




GI 


none 




Score 


.83 




Exons 


2088.. 2329, 2557.. 2669, 


3259. 


.3305 






Seq. No. 


51221 




Seq. ID 


OJ991121_40.0419.C31 




Gene No. 


108525 




Strand 






Start 


4114 




End 


4261 




Name 


OJ991121 40.0419.C31.o3. 


np 


Method 


AAT/NAP 




Start 


4114 




End 


4261 




GI 


7523512 




Score 


132 




Exons 


4114. .4261 









52612 




GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


51222 


Seq. ID 


OJ991121 


_40. 


0419 


.C34 




108526 


Strand 










Start 


582 


End 


1274 








Name 


OJ991121 40.0419.C34.ol.gs 


Method 


GENSCAN 








Start 


582 


End 


1274 








GI 


none 


Score 


. 68 








Exons 


582. .652, 912. .983, 1148. .1274 










Seq. No. 


51223 


Seq. ID 


OJ991121 


_40. 


0419 


.C35 


ucne ino . 


108527 


Strand 










Start 


637 


End 


908 








Name 


OJ991121 40.0419.C35.ol.gs 


Method 


GENSCAN 








Start 


637 


End 


908 








GI 


none 


Score 


.67 








Exons 


637. .704, 881. .908 












Seq. No. 


51224 


Seq. ID 


OJ991121 


_40. 


0419 


.C36 


Gene No. 


108528 


Strand 


+ 










1226 


End 


1511 








Name 


OJ991121 40.0419.C36.ol.np 


Method 


AAT/NAP 








Start 


1226 


End 


1511 








GI 


3164130 


Score 


171 








Exons 


1226. .1511 












GI Descrip. 


(D78 600) cytochrome P450 monooxygenase 


[Arabidopsis 


thalian 


Seq. No. 


51224 


Seq. ID 


OJ991121 


_40. 


0419 


.C36 


ucUc LNU . 


108529 


Strand 










Start 


374 


End 


1509 








Name 


OJ991121 40.0419.C36.ol.gs 


Method 


GENSCAN 








Start 


374 


End 


1449 








GI 


none 


Score 


.66 








Exons 


374. .581, 1301. .1449 












Seq. No. 


51224 


Seq. ID 


OJ991121 


_40. 


0419 


.C36 


Gene No. 


108529 


Strand 










O Lai L 


374 


End 


1509 








Name 


OJ991121 40.0419.C36.ol.tm 


Method 


TBLASTX: Maize 




Start 


1253 


End 


1509 








GI 


none 


Score 


73 








Exons 


1253. .1348, 1261.. 1347, 1336. 


.1452, 1337. .1459, 


1362. . 1508, 




1363. .1509 












Seq. No. 


51225 


Seq. ID 


OJ991121_ 


_40. 


0419 


.C37 


oene iNo . 


108530 


Strand 










Start 


2539 


End 


2757 








Name 


OJ991121 40.0419.C37.ol.gs 


Method 


GENSCAN 








Start 


2539 


End 


2757 








GI 


none 


Score 


.71 








Exons 


2539. .2757 












Seq. No. 


51226 


Seq. ID 


OJ991121_ 


_40. 


0419 


.C38 


Gene No. 


108531 


Strand 


+ 








Start 


1 


End 


11.97 








Name 


OJ991121 40.0419.C38.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1197 









52613 



GI 5915833 Score 542 

Exons 1..74, 577.. 1197 

GI Descrip. CYTOCHROME P450 76C3 gi | 2979550 I gb | AAC06159 . 1 1 (AC003680) 
putative cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 

End 

Score 



51226 
108531 
1 

OJ991121_40. 0419.C38.ol.gs 
144 
none 

144. .176, 577. .1179 

51226 
108531 
1 

OJ991121_40. 0419.C38.ol.ts 
558 
none 

558. .788, 565.-765, 820. .1143, 822. .1133 



Seq. ID OJ991121_40.0419.C38 
Strand + 

1197 
GENSCAN 
1179 
. 9 



Seq. ID OJ991121_40.0419.C38 
Strand + 

1197 

TBLASTX : Soybean 
1143 
158 



End 

Method 

End 

Score 



51226 

108531 

1 

OJ991121_40.0419.C38.ol.tm 

575 

none 



Seq. ID OJ991121_40.0419.C38 

Strand + 

End 1197 

Method TBLASTX : Mai ze 

End 1103 

Score 133 



575. .763, 576. .803, 577. .765, 789. .935, 790. .936, 805. .942, 
940. .1101, 946. .1047, 948. .1103, 969. .1103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51226 

108531 

1 

OJ991121_40.0419.C38.ol.tc 

576 

none 



Seq. ID OJ991121_40.0419.C38 

Strand + 

End 1197 

Method TBLASTX: Cress 

End 1173 

Score 193 



576. .791, 577. .765, 805. .1104, 822. .1103, 1096. .1173 



51226 

108531 

1 

OJ991121_40.0419.C38.ol.tw 

834 

none 



Seq. ID OJ991121_40.0419.C38 

Strand + 

End 1197 

Method TBLASTX : Wheat 

End 1137 

Score 122 



834. .938, 835. .939, 946. .1101, 948. .1097, 1104. .1133, 1105. .1137 



51227 

108532 

1 

OJ991121_40.0419.C39.ol.np 
1 

5915832 



Seq. ID OJ991121_40.0419.C39 

Strand + 

End 14 94 

Method AAT/NAP 

End 1494 

Score 53 



1..55, 1168. .1319, 1462. .1494 

CYTOCHROME P450 76C2 gi | 297954 9 | gb | AAC06158 . 1 | (AC003680) 
putative cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 



51227 



Seq. ID OJ991121 40.0419.C39 



52614 



Gene No. 108532 Strand + 

Start 1 End 14 94 

Name OJ991121_40 . 04 19 . C39 . ol . gs Method .GENSCAN 

Start 1176 End 1346 

GI none Score . 78 

Exons 1176.. 1346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51228 
108533 
366 

OJ991121_4 0.0419.C42.ol.gs 
366 
none 

366. .422, 659. .829, 1220. .1369 



Seq. ID OJ991121_40.0419.C42 

Strand + 

End 1369 

Method GENSCAN 

End 1369 

Score . 7 



51228 
108534 
1 

OJ991121_40.0419.C42.ol.np 
1 

5922623 
1..79, 247. .401, 778. .862 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ991121_40.0419.C42 
Strand 

End 8 62 

Method AAT/NAP 

End 8 62 

Score 237 



51229 
108535 
1 

OJ991121_40.0419.C45.ol.np 
1 

6721517 
1..38, 91. .154 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. ID OJ991121_40.0419.C45 
Strand 

End 154 

Method AAT/NAP 

End 154 

Score 96 



51229 

108535 

1 

OJ991121_40.0419.C45.ol.gs 
21 

none 
21. .154 



Seq. ID OJ991121_40.0419.C45 
Strand 

End 154 

Method GENSCAN 

End 154 

Score .9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



51230 

108536 

692 

OJ991121_40.0419.C4 6.ol.gs 

692 

none 



51231 

108537 

314 

OJ991121_40.0419.C47.ol.gs 

314 

none 



Seq. ID OJ991121_40.0419.C46 

Strand + 

End 27 92 

Method GENSCAN 

End 27 92 

Score . 63 



692. .1262, 1946. .2048, 2663. .2792 



Seq. ID OJ991121_40.0419.C47 
Strand 

End 3612 

Method GENSCAN 

End 3560 

Score .83 



52615 



Exons 



314. .336, 2499. .2528, 3368. .3560 



Seq. No. 51231 Seq. ID 

Gene No. 108537 Strand 

Start 314 End 

Name OJ991121_40 . 04 19 . C47 . ol . gp Method 

Start 705 End 

GI 4716319 Score 

Exons 705.. 1033 



OJ991121_40.0419.C47 

3612 
AAT/GAP 
1033 
571 



Seq. No. 51231 Seq. ID 

Gene No. 108537 Strand 

Start 314 End 

Name 0 J991 12 1_4 0 . 04 1 9 . C4 7 . o2 . gp Method 

Start 3323 End 

GI 4716318 Score 

Exons 3323.. 3612 



OJ991121_40.0419.C47 

3612 
AAT/GAP 
3612 
449 



Seq. No. . 51232 

Gene No. 108538 

Start 502 

Name OJ991 121_4 0 . 04 19 . C4 9 . o2 . gp 

Start 502 

GI 61605_3.R1084 

Exons 502.. 738 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_40.0419.C49 
738 

AAT/GAP 

738 

321 



(X98321) peroxidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51233 

108539 

6865 

OJ991121_41.0421.C3.ol.np 

6865 

7486214 

6865.. 6892, 8588.. 9256, 101 
11833. .11952, 12065. .12193, 
14212. .14421, 14510. .14822, 
16123. .16394, 16477 .. 16604 , 
17725. .17974, 18094 .. 18278 , 
hypothetical protein F26P21 
gi I 3688173 | emb | CAA21201.il 
[Arabidopsis thaliana] gi | 7 
putative protein [Arabidops 

51233 

108539 

6865 

OJ991121_41.0421.C3.o2.gs 

8461 

none 



Seq. ID OJ991121_41.0421.C3 
Strand + 
End 19217 
Method AAT/NAP 
End 19217 
Score 3433 
62. .10269, 10574. .10782, 
12274. .12399, 13678 .. 13795 , 
15419. .15512, 15734. .15842, 
16712. .1694 6, 17450. .17638, 
18366. .18 609, 19099. .19217 
.40 - Arabidopsis thaliana 
(AL031804) putative protein 
270239 | emb | CAB80009 . 1 | (AL161582) 
is thaliana] 

Seq. ID OJ991121_41.0421.C3 

Strand + 

End 19217 

Method GENSCAN 

End 19146 

Score .9 



8461. .9293, 10154 .. 10269, 10574 .. 10782, 11833 11952 , 
12065. .12193, 12751. .12855, 13678 .. 13795, 14212 .. 14421 , 
14510. .14822, 15419. .15512, 15804 .. 15842, 16477 .. 16604 , 
16712. .16946, 17450 .. 17638 , 17725 .. 18008 , 18098 .. 18278 , 
18438. .18608, 18784 .. 18866, 18999. .19146 



Seq. No. 



51233 



Seq. ID OJ991121 41. 0421. C3 



52616 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
. Gene No . 
Start 
Name 
Start 
GI 

Exons 



108539 Strand + 

6865 End 19217 

OJ991 121_4 1 . 04 21 . C3 . o2 . gp Method AAT/GAP 

16122 End 16813 

uC-osflm202107b01bl Score 942 
16122. .16394, 16477 .. 1 6604 , 16712.. 16813 

, 762924/emb 1X85998 | DMELAST 7.0e-22 D.melanogaster mRNA for 
elastin-like protein* 



51233 Seq. ID 

108539 Strand 

6865 End 

OJ991121_4 1 . 0421 . C3 . o4 . gp Method 

18764. End 

none Score 

18764. .18866, 18999. .19217 



OJ991121_41.0421.C3 
+ 

19217 
AAT/GAP 
19217 
538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
IT; Gene No. 
flj Start 
fi Name 
r; Start 
^ GI 

Exons 

== GI Descrip. 



Seq. No. 

Gene No. 
□ Start 

Name 
b " Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51233 

108540 

19363 

OJ991121_41.0421.C3.o5.gp 

19363 

none 

19363. .19647 

51233 

108541 

20620 

OJ991121_41.0421.C3.o2.np 

20620 

7486814 

20620. .20643, 23876 .. 23971, 
25113. .25292, 274 85 .. 27585, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 

24555 

32991 



OJ991121_41.0421.C3 
+ 

19647 
AAT/GAP 
19647 
524 



24644, 
33014 



OJ991121_ 
+ 

33014 
AAT/NAP 
33014 
488 

24761. 



41. 0421. C3 



,25009, 



hypothetical protein M7J2.190 - Arabidopsis thaliana 
gi|2980806|emb|CAA18182.1| (AL022197) putative protein 
[Arabidopsis thaliana] 



51233 Seq. ID 

108541 Strand 
20620 End 
OJ991121_4 1 . 0421 . C3 . o5 . gs Method 
23852 End 
none Score 

23852. .23971, 24555 .. 24644, 24761 

27265. .27354, 2744 1 .. 27585, 27609 



OJ991121_41.0421.C3 
+ 



33014 
GENSCAN 
30384 
.56 

24946, 25113. 
27776, 30278. 



.25292, 
.30384 



51233 

108541 

20620 

OJ991121_41.0421.C3.o7.gp 
24800 

uC-osflcyp078g04bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24800. .25009, 25113 .. 25292 , 27485.. 27585 

, 2980806/emb|CAA18182.1| 4.0e-44 (AL022197) putative protein 
[Arabidopsis thaliana] 1 



OJ991121_41.0421.C3 
+ 

33014 
AAT/GAP 
27585 
922 



Seq. No. 



51233 



Seq. ID OJ991121_41.0421.C3 



52617 



Gene No. 108541 

Start 20620 

Name OJ991121_41 . 0421 . C3 . 08 . gp 

Start 31903 

GI uC-osroM202030ellal 

Exons 31903. .32323 

GI Descrip. '4191780 3.0e-12 (AC005917) 
[Arabidopsis thaliana] 1 



Strand 
End 

Method 

End 

Score 



+ 

33014 
AAT/GAP 
32323 
838 



putative cytokinin oxidase 



Con Klr\ 


jIZjj 




Gene No. 


108542 




Start 


35713 




Name 


OJ991121 41. 0421. C3 . 


o7 . gs 


Start 


35713 




GI 


none 




Exons 


35713. .35726, 35777. 


.35928, 


Cart NT r\ 

oeq. in 0 . 






Gene No. 


108543 




Start 


39417 




Name 


OJ991121 41. 0421. C3 . 


08 . gs 


Start 


39417 




GI 


none 




Exons 


39417. .39594 




oeq. wo. 


51233 




Gene No. 


108544 




Start 


2722 




Name 


OJ991121 41. 0421. C3. 


ol.gp 


Start 


704 




GI 


2310331 




Exons 


704. .881, 955. .1067 




oeq. JNO . 


51233 




Gene No. 


108544 




Start 


2722 




Name 


OJ991121 41. 0421. C3. 


ol . gs 


Start 


2722 


GI 


none 




Exons 


2722..2737, 3186.. 3367 


Seq. No. 


51233 




Gene No. 


108545 




Start 


20059 




Name 


OJ991121 41. 0421. C3. 


o3 . gs 


Start 


20059 




GI 


none 




Exons 


20059. .20085, 20449. 


.20605, 


Seq. No. 


51233 




Gene No. 


108546 




Start 


22891 




Name 


OJ991121 41. 0421. C3. 


o4 . gs 


Start 


22891 




GI 


none 




Exons 


22891. .22926, 23053. 


.23148 



Seq. ID OJ991121_41.0421.C3 

Strand + 

End 36461 

Method GENSCAN 

End 36461 

Score .55 
36427. .36461 

Seq. ID OJ991121_41.0421.C3 

Strand + 

End 39594 

Method GENSCAN 

End 39594 

Score .89 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand. 
End 

Method 

End 

Score 



OJ991121_41.0421.C3 

3367 
AAT/GAP 
1067 
484 



OJ991121_41.0421.C3 

3367 
GENSCAN 
3367 
.63 



OJ991121_41.0421.C3 

20773 
GENSCAN 
20773 
.4 



20610. .20773 

OJ991121 41. 0421. C3 



Seq. ID 
Strand 
End 

Method 

End 

Score 



23148 
GENSCAN 
23148 
.95 



52618 



Seq. No. 51233 Seq. ID 

Gene No. 108547 Strand 

Start 23951 End 

Name 0 J991 12 1_4 1 . 04 2 1 . C3 . 06 . gp Method 

Start 23951 End 

GI -none Score 

Exons 23951. .24383 



OJ991121_41.0421.C3 

24383 
AAT/GAP 
24383 
854 



Seq. No. 51233 Seq. ID 

Gene No. . 108548 Strand 
Start 32194 End 

Name OJ991121_4 1 . 0421 . C3 . o4 . tm Method 

Start 10166 End 

GI none Score 

Exons 10166. .10267, 10174 .. 10266, 102 15 10268 , 10530 

10573. .10785, 10573 .. 10782 , 10670 10783, 11829 

11829. .11930, 11830. .11931 



OJ991121 41. 0421. C3 



34755 

TBLASTX: Maize 
11931 
111 

10631, 
11927, 



Seq. No. 51233 

Gene No. 108548 

Start 32194 

Name OJ991121_4 1 . 0421 . C3 . o5 . tc 

Start 10572 

GI none 

Exons 10572. .10619, 10573 10785, 
11832. .11954 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_41.0421.C3 
34755 

TBLASTX: Cress 

11955 

236 



10600. .10797, 11830. .11955, 



Seq. No. 51233 

Gene No. 108548 

Start 32194 

Name OJ991121_41 . 0421 . C3 . 06 . tm 

Start 12060 

GI none 

Exons 12060. .12194, 
12062. .12196, 



12061. .12201, 
12265. .12402, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12061. .12195, 
12271. .12378, 



OJ991121 41. 0421. C3 



34755 

TBLASTX: Maize 
13396 
69 

12062. .12226, 
12273. .12419, 



12273. . 12419, 13334 .. 13396, 13334.. 13393 



Seq. No. 51233 Seq. ID 

Gene No. 108548 Strand 

Start 32194 End 

Name OJ991121_4 1 . 0421 . C3 . 08 . tm Method 

Start 14296 End 

GI none Score 

Exons 14296. .14421, 14298 14 420 , 

14509. .14625, 14604. .14624 



OJ991121_41.0421.C3 
34755 

TBLASTX: Maize 
14625 
172 

14336. . 14425, 14506 .. 14 574 , 



Seq. No. 51233 
Gene No. 108548 
Start 32194 

Name OJ991121_4 1 . 0421 . C3 . ol . tm 

Start 14626 
GI none 
Exons 14626. 

15418. 

16086. 

16122. 



,14820, 14627, 

,15516, 15419. 

,16238, 16111. 

,16406, 16468. 

16713. .16739, 16713. 



,14818, 
,15514, 
,16395, 
.16608, 
,16739 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14638 

15731 



OJ991121 41. 0421. C3 



34755 

TBLASTX: Maize 
16739 
148 

14823, 15378 
15850, 15733 



16120. 
16475. 



,16248, 16121. 



15512, 
15843, 
16396, 



16609, 16476. .16610, 



52619 



Seq. No. 51233 Seq. ID 

Gene No. 108548 . Strand 

Start 32194 End 

Name OJ991121_4 1 . 042 1 . C3 . ol . tc Method 

Start 16176 End 

GI none Score 

Exons 16176. .16406, 16178 .. 16399, 16468 16584 , 16474 

16476. .16583, 16578 .. 16610 , 16579 16608 , 16712 

16713.. 16760 



OJ991121 41. 0421. C3 



34755 

TBLASTX: Cress 
16760 
270 

16569, 
16747, 



Seq. No. 51233 
Gene No. 108548 
Start 32194 

Name ' OJ991121_4 1 . 0421 . C3 . o3 . tm 

Start 16782 
GI none 

Exons 16782. .16940, 16785 16958 , 

17429. .17638, 17447 17638 , 
17722. .17922, 17724.. 17912 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991121 41. 0421. C3 



34755 

TBLASTX: Maize 
17922 
189 

16786. . 16959, 16790 .. 16948 , 
17560. .17640, 17721 .. 1784 6, 



Seq. No. 51233 

Gene No. 108548 

Start 32194 

Name OJ991121_4 1 . 0421 . C3 . o2 . tc 

Start 17511 

GI none 

Exons 17511. .17600, 17513 .. 17641, 
17754. .17951 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121 41. 0421. C3 



34755 
TBLASTX: 
17952 
88 



Cress 



17513. .17647, 1774 3 17 952 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51233 Seq. ID 

108548 Strand 

32194 End 

0 J9 91 1 2 1_4 1.0421.C3.o2.tm Method 

18095 End 

none Score 



OJ991121_41.0421.C3 
34755 

TBLASTX: Maize 

19230 

267 



18095. .18283, 18096 .. 18284 , 18099 18278 , 18 100 .. 18279, 

18355. .18462, 18363 .. 18611, 18364 18609, 18365 .. 18 610 , 

18784. .18867, 18784 .. 18870, 18991 .. 1914 6, 18 998 .. 19147 , 

19008. .19145, 19011. .19160, 19166 19222, 19173 .. 19229, 

19179. .19223, 19183.. 19230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51233 Seq. ID 

108548 Strand 

32194 End 

OJ991121_41.0421.C3.o3.tc Method 

24 962 End 

none Score 



OJ991121_41.0421.C3 
34755 

TBLASTX: Cress 

27779 

67 



24962. .25015, 24973. . 25026, 25110 .. 25292, 25112 .. 25306, 
27478. .27567, 27485 .. 27556, 27551 .. 2758 6, 27 674 27766, 
27675. .27779 



Seq. No. 51233 Seq. ID 

Gene No. 108548 Strand 

Start 32194 End 

Name OJ991121_4 1 . 0421 . C3 . o5 . tm Method 

Start 25103 End 



OJ991121_41.0421.C3 
34755 

TBLASTX: Maize 
25319 



52620 






GI 


none 




Score 


283 




Exons 


25103. .25297, 25104 


. .25319 








Seq. No. 


51233 




Seq. ID 


OJ991121_41.0421 




C an es. XT /"v 

uene ino. 


1 fift ft 




Strand 






Start 


32194 




End 


34755 




Name 


OJ991121 41. 0421. C3 


,o6.gs 


Method 


GEN SCAN 




Start 


32194 




End 


34672 




GI 


none 




Score 


.93 




Exons 


32194. .32488, 32584 


. .33274, 


34060. .34672 




Seq. No. 


51233 




Seq. ID 


OJ991121_41.0421 




Gene No. 


108548 




Strand 






C +- -a r-j- 


J J. .7*1 




End 


34755 




Name 


• OJ991121 41. 0421. C3 


. o3.np 


Method 


AAT/NAP 




Start 


32197 




End 


34675 




GI 


3882018 




Score 


1739 




Exons 


32197. .32488, 32584 


. .33274, 


34060. .34675 




GI Descrip. 


(Y18377) cytokinin 


oxidase 


[Zea mays] 






Seq. No. 


51233 




Seq. ID 


OJ991121_41.0421 




bene no. 


1 Oft t^A ft 
lUoOfi 0 




Strand 






Start 


32194 




End 


34755 


- as. 


Name 


OJ991121 41. 0421. C3 


.o7.tc 


Method 


TBLASTX: Cress 


: if 


Start 


32200 




End 


32451 


o 


GI 


none 




Score 


135 


ffl 


Exons 


32200. .32451, 32213 


. .32377 






i Li 


Seq. No. 


51233 




Seq. ID 


OJ991121_41.0421 


*rj 


Gene No. 


108548 




Strand 




: : a 
=- i-= 


OLalL 






End 


34755 




Name 


OJ991121 41. 0421. C3 


. o7 . tm 


Method 


TBLASTX: Maize 


ry 


Start 


32260 




End 


32822 


_ 


GI 


none 




Score 


83 




Exons 


32260. .32397, 32267 


. .32377, 


32410. .32451, 32583 .. 32618, 


j 




32625. .32822 










Seq. No. 


51233 




Seq. ID 


OJ991121_41.0421 




bene wo . 


1 HP ^A ft 




Strand 




r -s 


Start 


32194 




End 


■34755 




Name 


OJ991121 41. 0421. C3 


.06. tc 


Method 


TBLASTX: Cress 




Start 


32580 




End 


32813 




GI 


none 




Score 


103 




Exons 


32580. .32813, 32581 


. .32733 








Seq. No. 


51233 




Seq. ID 


OJ991121_41.0421 




bene no. 






Strand 






Start 


32194 




End 


34755 




Name 


OJ991121 41. 0421. C3 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


33183 




End 


34234 




GI 


none 




Score 


78 




Exons 


33183. .33266, 33184 


. .33297, 


34058. .34234, 34059. .34181 




Seq. No. 


51233 




Seq. ID 


OJ991121_41.0421 




Gene No. 


108548 




Strand 






Start 


32194 




End 


34755 




Name 


OJ991121 41. 0421. C3 


. o9.gp 


Method 


AAT/GAP 



52621 



• 





Start 


34339 




End 


34755 




GI 


uC-osroM202030ellbl 




Score 


786 




Exons 


34339. .34755 










GI Descrip. 


, 3341978/gb|AAC27500| 3.0e-19 


(AF044603) cytokinin oxidase 






mays] 1 










Seq. No. 


51234 




Seq. ID 


OJ991121_41.0421.C4 




Liene no . 


108549 




Strand 


- 




Start 


2406 




End 


3707 




.Name 


OJ991121 41.0421.C4.ol. 


gs 


Method 


GENSCAN 




Start 


2406 




End 


3707 




GI 


none 




Score 


.5 




Exons 


2406.. 2541, 3685.. 3707 










Seq. No. 


51235 




Seq. ID 


OJ991121_41.0421.C5 




Gene No. 


108550 




Strand 


+ 




O Lai L 


1 




End 


2001 




Name 


OJ991121 41.0421.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


2001 




GI 


5852093 




Score 


71 




Exons 


1..60, 145. .261, 1973.. 


2001 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




£3 


Seq. No. 


51235 




Seq. ID 


OJ991121_41.0421.C5 




Gene No. 


108551 




Strand 




i z 


Start 


2825 




End 


6468 ■ 


L : i 


Name 


OJ991121 41.0421.C5.ol. 


gs 


Method 


GENSCAN 


r i ? 


Start 


2825 




End 


6449 


f H 


GI 


none 




Score 


.56 




Exons 


2825.-2897, 4108. .4305, 


4752. . 


4845, 5691. .6111, 6241. .6449 




Seq. No. 


51235 




Seq. ID 


OJ991121_41.0421.C5 


ry 


Gene No. 


108551 




Strand 






Start 


2825 




End 


6468 


[3 


Name 


OJ991121 41.0421.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5528 




End 


6452 




GI 


none 




Score 


58 




Exons 


5528.. 5623, 5539.-5625, 


5635. . 


5724, 5651. .5731, 5717. .5833, 



5731. .5796, 5815. .5853, 6241. .6441, 6241. .6450, 6242. .6451, 
6246. .6452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



51235 
108551 
2825 

OJ991121_41.0421.C5.o2.np 
5542 
2062176 
5542. .6064, 6239. .6451 

(AC001645) Myb-related transcription activator (MybStl) isolog 
[Arabidopsis thaliana] 



Seq. ID OJ991121_41.0421.C5 
Strand 

End 6468 

Method AAT/NAP 

End 6451 

Score 394 



51235 

108551 

2825 

OJ991121_41.0421.C5.ol.tc 

5575 

none 



Seq. ID OJ991121_41.0421.C5 
Strand 

End 64 68 

Method TBLASTX : Cress 

End 6451 

Score 69 



52622 



Exons 


5575. .5724, 


5597. 


.5734, 5731 


..5778, 5815. .5877, 


6238. .6378 




6239. .6376, 


6250. 


.6381, 6382 


..6450, 6383. .6451 




Seq. No. 


51235 






Seq. ID 


OJ991121 


_41.0421.C5 


Gene No. 


108551 






Strand 








989S 






End 


6468 




Name 


OJ991121 41. 


0421. 


C5.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


5596 






End 


6468 




GI 


none 






Score 


250 




Exons 


5596. .5622, 


5659. 


.5724, 5731 


. .5778, 6244. .6450, 


6245. .6451 




6250. .6468, 


6252. 


.6458 








Seq. No. 


51235 






Seq. ID 


OJ991121 


_41.0421.C5 










Strand 






Start 


2825 






End 


6468 




Name 


OJ991121 41. 


0421. 


C5.ol.tw 


Method 


TBLASTX : 


Wheat 


Start 


6244 






End 


6451 




GI 


none 






Score 


135 




Exons 


6244. .6450, 


6250. 


.6441, 6251 


. .6451 






Seq. No. 


51236 






Seq. ID 


OJ991121 


_41. 0421. C6 


Gene No. 


108552 






Strand 


+ 




Qf art 


5556 






End 


8157 




Name 


OJ991121 41. 


0421. 


C6.o2 .np 


Method 


AAT/NAP 




Start 


5556 






End 


8157 




GI 


6686396 






Score 


347 




Exons 


5556. .5606, 


7675. 


.8157 








GI Descrip. 


(AC007234) F1E22. 


10 [Arabidopsis thaliana] 




Seq. No. 


51236 






Seq. ID 


OJ991121 


_41.0421.C6 


Gene No. 


108553 






Strand 


+ 




Start 


9348 






End 


14275 




Name 


OJ991121 41. 


0421. 


C6 . o3 . gs 


Method 


GEN SCAN 




Start 


9348 






End 


14275 




GI 


none 






Score 


.84 




Exons 


9348.-9362, 


10081 


..10224, 11047. .11166, 


11739. . 


11934, 




12186. .12284 


, 12742. .12793, 


13012. .1314 


8, 13230 


. .13330, 



13422. .13480, 13826 .. 13871, 14000 .. 14079, 14185. .14275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51236 Seq. ID 

108553 Strand 
9348 End 
OJ991121_4 1 . 0421 . C6 . o2 . gp Method 
10090 End 
LIB3477-009-P1-K1-F8 Score 
10090. .10327, 11739.. 11933 

, 5302799/emb|CAB46041.1| 7.0e-15 (Z97341) gibberellin 
oxidase-like protein [Arabidopsis thaliana] 1 



OJ991121_41.0421.C6 
+ 

14275 
AAT/GAP 
11933 
811 



51236 

108553 

9348 

OJ991121_41.0421.C6.o3.np 

10220 

6523052 



Seq. ID OJ991121_41.0421.C6 

Strand + 

End 14275 

Method AAT/NAP 

End 14080 

Score 738 



10220. .10327, 11739. .11934, 12186 12284 , 12742 12793, 
13012. .13136, 13236. .13330, 13422 .. 134 80, 13635 .. 13691 , 



52623 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13826. .13871, 14000.. 14080 

(AL133314) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991121_41.0421.C6 

Strand + 

End 14275 

Method AAT/GAP 

End 13223 

Score 629 



51236 
108553 
9348 

OJ991121_41.0421.C6.o3.gp 
12888 

LIB3432-018-P1-K1-G11 
12888. .13223 

, 3819376/emb|AJ234593.1 IHVU234593 2.0e-ll Hordeum vulgare 
genomic DNA fragment; clone MWG0852.uni ! 



OJ991121_41.0421.C6 
+ 

14459 
AAT/GAP 
14459 
437 



2074 
' AAT/GAP 
2074 
425 



Seq. No. 


51236 








Seq. ID 


Gene No. 


108554 








Strand 


Start 


14230 








End 


Name 


OJ991121 41 


.0421 


.C6.o4. 


gp 


Method 


Start 


14230 








End 


GI 


3760290 








Score 


TP \r f\ C 


14230. .14459 








Seq. No. 


51236 








Seq. ID 


Gene No. 


108555 








Strand 


Start 


1 








End 


Name 


OJ991121 41 


.0421 


.C6.ol. 


gp 


Method 


Start 


1836 








End 


GI 


2431150 








Score 


Exons 


1836. .2074 










GI Descrip. 


3819376/emb 


IAJ234593.il 


HVU234593 2 . Oe 




DNA fragment; clone MWG0852. 


uni 


Seq. No. 


51236 








Seq. ID 


Gene No. 


108556 








Strand 


Start 


7648 








End 


Name 


OJ991121 41 


.0421 


.C6.o2. 


gs 


Method 


C +- -» -.4- 

o tart 


7648 








End 


GI 


none 








Score 


Exons 


7648. .8258, 


8511 


. .8586 






Seq. No. 


51236 








Seq. ID 


Gene No. 


108556 








Strand 


Start 


7648 








End 


Name 


OJ991121 41 


.0421 


.C6.ol. 


tm 


Method 


Start 


7657 








End 


GI 


none 








Score 


Exons 


7657. .7995, 


7666 


. .8142, 


7854 


. .8180 


Seq. No. 


51236 








Seq. ID 


Gene No. 


108556 








Strand 


Start 


7648 








End 


Name 


OJ991121 41 


.0421 


.C6.ol. 


ts 


Method 


Start 


7675 








End 


GI 


none 








Score 


Exons 


7675. .8157, 


7875 


. .8108 






Seq. No. 


51236 








Seq. ID 


Gene No. 


108556 








Strand 



8586 
GENSCAN 
8586 
.84 



8586 

TBLASTX: Maize 

8180 

351 



8586 

TBLASTX: Soybean 

8157 

344 



52624 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7 648 End 
OJ99112 1_4 1 . 04 2 1 . C6 . o2 . tc Method 
7852 End 
none Score 
7852. .7944, 7938. .8168, 7951. .8139 



8586 

TBLASTX: Cress 

8168 

72 



51236 

108557 

10268 

OJ991121_41.0421.C6.o2.ts 

10268 

none 

10268. .10342, 11725 11871, 
12185. .12280, 12185. .12274, 
13022. .13135, 13208. .13333, 
13416. .13481, 13421. .13480, 
13999. .1407 6, 14 000. .14080, 



Seq. ID OJ991121_41.0421.C6 

Strand 
' End 14275 

Method TBLASTX : Soybean 

End 14275 

Score 66 
11736. .11948, 11739. .11939, 
12741. .12794, 13004 .. 13135, 
13228. .13326, 13407 .. 134 66, 
13639. .13692, 13824 .. 1388 3, 
14175. .14255, 14 177 .. 14275 ' 



Seq. No. 51236 

Gene No. 108557 

Start 10268 

Name OJ991121_41 . 0421 . C6 . ol . tc 

Start 11695 

GI none 

Exons 11695. .11838, 11734 
11739. .11942, 12182 



13235. .13333, 13243. 
13621. .13692, 13641. 



Seq.. ID OJ991121_41.0421.C6 
Strand 

14275 

TBLASTX: Cress 
13864 
83 

11935, 
13135, 



End 

Method 
End. 
Score 

11838, 11736. .11972, 11738 
12277, 12738. .12794, 12995 



,13329, 13416. .13481, 13421. 
,13694, 13820.. 13864 



,13480, 



Seq. No. 51236 Seq. ID 

Gene No. 108557 Strand 

Start 10268 End 

Name OJ991 12 1_4 1 . 0 4 2 1 . C6 . o2 . tm Method 

Start 11772 End 

GI none Score 
Exons 



OJ991121_41.0421.C6 
14275 

TBLASTX: Maize 

13333 

266 



11772. .11939, 11772. .11942, 12162 .. 12275, 12182 .. 12280, 

12185. .12274, 1218 6 .. 12275, 12235 .. 12291, 12740 .. 127 99, 

12741. .12794, 12995 .. 13135, 13016 13135, 13065 .. 13136, 

13208. .13333, 13210 .. 13329, 13229.. 13333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51236 
108557 
10268 

OJ991121_41.0421.C6.o3.tm 
13416 
none 

13416. .13481, 13421. .13480, 13426 
13636. .13695, 13820 .. 13879, 13824 
14000. .14080, 14010 
14175. .14273, 14177 



Seq. ID OJ991121_41.0421.C6 
Strand 

End 14275 
Method TBLASTX : Mai ze 
End 14275 
Score 111 

13485, 13633. .13680, 
13865, 13999. .14079, 
14081, 14019. .14141, 14125 .. 14247 , 
14275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



51237 Seq. ID 

108558 Strand 

5871 End 

OJ991121_30. 0419.Cl.ol.np Method 

5871 End 

4680179 Score 



OJ991121_30.0419.C1 
+ 

10435 
AAT/NAP 
10435 
7873 



52625 



Exons 5871.. 10435 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 51237 

Gene No. 108558 

Start 5871 

Name OJ991121_30 . 0419 . CI . o7 . tw 

Start 6138 

GI none 

Exons 6138.. 6497, 6263.. 6496 

Seq. No. 51237 

Gene No. 108558 

Start 5871 

Name OJ991121_30. 04 19. CI .06. tm 

Start 6378 

GI none 

Exons 6378.. 6710, 6378.. 6662, 6395. 

Seq. No. 51237 

Gene No. 108558 

Start 5871 

Name OJ991121_30.0419.Cl.o8. tm 

Start 7014 

GI none 

Exons 7014.. 7334, 7067.. 7159 



sativa subsp. indica] 

Seq. ID OJ991121_30.0419.C1 

Strand + 

End 10435 

Method TBLASTX : Wheat 

End 6497 

Score 2 98 



Seq. ID OJ991121_30.0419.C1 

Strand + 

End 10435 

Method TBLASTX : Maize 

End 6710 

Score 212 
.6565 

Seq. ID OJ991121_30.0419.C1 

Strand + 

End 10435 

Method TBLASTX: Maize 

End 7334 

Score 18 4 



Seq. No. 51237 Seq. ID 

Gene No. 108558 Strand 

Start 5871 End 

Name OJ991121_30 . 0419 . CI . 08 . tw Method 

Start 7017 End 

GI none Score 

Exons 7017.. 7226, 7067.. 7165, 7226. 

Seq. No. 51237 * Seq. ID 

Gene No. 108558 Strand 

Start 5871 End 

Name 0 J9 9112 1_3 0.0419. CI. o4.tw Me t hod 

Start 7596 End 

GI none Score 

Exons 7596.. 8078, 7700.. 8035, 7725.. 8069 

Seq. No. 51237 Seq. ID 

Gene No. 108558 Strand 

Start 5871 End 

Name OJ99112 1_30 . 04 1 9 . CI . o5 . tm Method 

Start 7608 End 

GI none Score 

Exons 7608.. 7895, 7706.. 7897 

Seq. No. 51237 Seq. ID 

Gene No. 108558 Strand 

Start 5871 End 

Name OJ991121_30 . 04 19. CI .o4 . ts Method 

Start 7 632 End 

GI none Score 



OJ991121_30.0419.C1 
+ 

10435 

TBLASTX: Wheat 
7439 
152 

,7366, 7248..7439, 7277. .7432 

OJ991121_30.0419.C1 
+ 

10435 

TBLASTX: Wheat 
8078 
550 



OJ991121_30.0419.C1 
+ 

10435 

TBLASTX: Maize 

7897 

322 



OJ991121_30.0419.C1 
+ 

10435 

TBLASTX : Soybean 

7946 

183 



52626 



Exons 7632.. 7946, 7748.. 7945 



Seq. No. 51237 

Gene No. 108558 

Start 5871 

Name OJ991121_30 . 04 19 . CI . o3 . tm 

Start 7965 

GI none 
Exons 



Seq. ID OJ991121 30. 0419. CI 



Strand 
End 

Method 

End 

Score 



+ 

10435 

TBLASTX: Maize 

8465 

161 



7965. .8144, 8130. .8465, 8216. .8347, 8372. .8422 



Seq. No. 51237 

Gene No. 108558 

Start 5871 

Name OJ991121_30 . 04 1 9 . CI . ol . t s 

Start 8019 

GI none 
Exons 



Seq. ID OJ991121_30.0419.C1 

Strand + 

End 10435 

Method TBLASTX : Soybean 

End 8414 

Score 57 



8019. .8051, 8019. .8063, 8055. .8414, 8055. .8135, 8150. .8413 



Seq. No. 


. 51237 








Seq. ID 


OJ991121_30.0419 


Gene No. 


108558 








Strand 


-f- 


Start 


5871 








End 


10435 


Name 


OJ991121 30. 


0419. 


Cl.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8127 








End 


8429 


GI 


none 








Score 


400 


Exons 


8127. .8429, 


8147. 


.8428 








Seq. No. 


51237 








Seq. ID 


OJ991121 30.0419 


Gene No. 


108558 








Strand 


+ 


Start 


5871 








End 


10435 


Name 


OJ991121 30. 


0419. 


Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


8430 








End 


8939 


GI 


none 








Score 


628 


Exons 


8430. .8939, 


8462. 


.8773, 


8472. 


.8855 




Seq. No. 


51237 








Seq. ID 


OJ991121_30.0419 


Gene No. 


108558 








Strand 


+ 


Start 


5871 








End 


10435 


Name 


OJ991121 30. 


0419. 


Cl.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


8436 








End 


8681 


GI 


none 








Score 


203 


Exons 


8436. .8681 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51237 
108558 
5871 

OJ991121_30.0419.Cl.o2.tm 
8502 
none 

8502. .8855, 8504. .8770, 8556. .8867 



Seq. ID OJ991121_30.0419.C1 



51237 



Strand 
End 

Method 
End 
Score 



+ 

10435 

TBLASTX: Maize 

8867 

488 



108558 Strand 
5871 End 
OJ991121_30 . 04 19 . CI . o3 . tw Method 
8943 End 
none Score 
8943. .9422, 8976. .9389, 9167. .9421 



Seq. ID OJ991121_30.0419.C1 



+ 

10435 

TBLASTX: Wheat 

9422 

589 



52627 



beg. no. 










beq. lu 


OTQQ1 1 01 "3 ft fl/1 1 Q r'l 

ujyyiizi ju.u^iy.ui 


Gene No. 


108558 








Strand 


+ 


Start 


5871 








End 


10435 


Name 


OJ991121 30 


.0419. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9129 








End 


9446 


GI 


none 








Score 


89 


Exons 


9129. .9302, 


9303. 


.9446, 


9305. 


.9445 




O A s-v XT A 

beq. NO. 


jI^Ij / 








beq. id 


r>TQQ1 1 01 *3 ft ft /I 1 Q r'l 

ujyyu^i Ju.u4iy.L,i 


Gene No. 


108558 








Strand 


+ — 


Start 


5871 








End 


10435 


Name 


OJ991121 30 


.0419. 


Cl.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


9210 








End 


9470 


pi 


none 








Score 


299 


Exons 


9210. .9470, 


9215. 


.9469 








beq. no. 


CI OOT 








beq. id 


ujyyuzi ou. U4iy .Li 


Gene No. 


108558 








Strand 


+ 


Start 


5871 








End 


10435 


Name 


OJ991121 30 


.0419. 


Cl.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


9269 








End 


9560 


GI 


none 








Score 


386 


Exons 


9269. .9556, 


9270. 


.9560 








Seq. No. 


CI OOT 

OliJ / 








beq. ID 


O TQQ1 1 01 Q ft ft ^ 1 Q 1 

ujyyiizi ou.U4iy.ci 


Gene No. 


108558 








Strand 


+ 


Start 


5871 








End 


10435 


Name 


OJ991121 30 


.0419. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9429 








End 


10051 


GI 


none 








Score 


480 


Exons 


9429. .9833, 


9431. 


.9829, 


9823. 


.10050, 


9824. .10051 


Seq. No. 


51237 








Seq. ID 


OJ991121_30.0419.C1 


Gene No . 


IUojjo 








Strand 


+ 


Start 


5871 








End 


10435 


Name 


OJ991121 30 


.0419. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9609 








End 


10210 


GI 


none 








Score 


226 


Exons 


9609. .9770, 


9617. 


.9763, 


9768. 


.9830, 9770.. 9853, 9823. .1019' 




9824. .10210 












Seq. No. 


51237 








Seq. ID' 


OJ991121_30.0419.C1 


Gene No. 


108558 








Strand 


+ 


Start 


5871 








End 


10435 


Name 


OJ991121 30 


.0419. 


Cl.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


10054 








End 


10425 


GI 


none 








Score 


378 



Exons 



10054. .10110, 10055. .10390, 10085 .. 10165, 10150 .. 102 66, 
10229. .10369, 10372.. 10425 



Seq. No. 51237 

Gene No. 108558 

Start 5871 

Name OJ991121_30 . 0419 .CI .o7 . tm 

Start 10214 

GI none 



Seq. ID OJ991121_30.0419.C1 

Strand + 

End 10435 

Method TBLASTX: Maize 

End 10411 

Score 197 



52628 



Exons 



10214. .10411 



Seq. No. 51238 Seq. ID 

Gene No. 108559 Strand 

Start 2827 End 

Name OJ991121_30 . 04 19 . C3 . o2 . gs Method 

Start 2827 End 

GI none Score 

Exons 2827.. 2945, 3121.. 3190 



OJ991121_30.0419.C3 

3190 
GENS CAN 
3190 
.77 



Seq. No. 51239 Seq. ID 

Gene No. 108560 Strand 

Start 67 End 

Name OJ991121_30 . 0419 .C4 . ol . gs Method 

Start 67 End 

GI none Score 

Exons 67. .198, 681.. 895 



OJ991121_30.0419.C4 
+ 

895 

GENSCAN 

895 

.94 



Seq. No. 51239 

Gene No. 108561 

Start 2706 

Name OJ991121_30 . 0419 . C4 . o2 . gs 

Start 2706 

GI none 

Exons 2706.. 3644 



Seq. ID OJ991121_30.0419.C4 
Strand 

End 3644 

Method GENSCAN 

End 3644 

Score . 5 



Seq. No. 51239 
Gene No. 108561 
Start 2706 

Name OJ991121_30 . 04 1 9 . C4 . ol . np 

Start 2751 
GI 2129830 
Exons 2751.. 3459, 3523.. 3638 

GI Descrip. heat shock transcription factor 31 - soybean (fragment) 

gi|671867 | emb | CAA8707 9 | (Z46955) heat shock transcription factor 
31 [Glycine max] 



Seq. ID OJ991121_30.0419.C4 
Strand 

End 3644 

Method AAT/NAP 

End 3638 

Score 275 



Seq. No. 51240 

Gene No. 108562 

Start 1548 

Name OJ991121_30. 0419.C5.o2 .gs 

Start 1548 

GI none 

Exons 1548.. 1724, 2142. .2331, 2423. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2690, 4053.. 4245 



OJ991121_30.0419.C5 

4245 
GENSCAN 
4245 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51241 Seq. ID 

108563 Strand 

165 End 

OJ991 121_30 . 04 19 . C7 . ol . gs Method 

165 End 

none Score 



.OJ991121_30.0419.C7 
+ 

1301 
GENSCAN 
1301 
.41 



165. .220, 495.-576, 877. .962, 1283. .1301 



51242 

108564 

634 

OJ991121_30.0419.C8.ol.gs 



Seq. ID OJ991121_30.0419.C8 
Strand 

End 2320 

Method GENSCAN 



52629 



Start 634 

GI none 

Exons 634.. 745, 2223.. 2320 

Seq. No. 51243 

Gene No. 108565 

Start 150 

Name OJ991 12 1_30 . 04 1 9 . C9 .ol . gs 

Start 150 

GI none 

Exons 150.. 278, 1407.. 1524, 1996. 

Seq. No. 51243 

Gene No. 108566 

Start 2387 

Name 0 J991 12 1_30 . 04 19 . C9 . o2 . gs 

Start 2387 

GI none 

Exons 2387. .2652 



End 
Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2213 

Seq. ID 

Strand 

End 

Method 

End 

Score 



2320 
.57 



OJ991121_30.0419.C9 
+ 

2213 
GENSCAN 
2213 
.83 



OJ991121_30.0419.C9 
+ 

2652 
GENSCAN 
2652 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51244 Seq. ID OJ991121_30 . 0419 . C10 

108567 Strand + 

1 End 5813 

OJ991121_30.0419.C10.ol.np Method AAT/NAP 

1 End 2330 

7434417 Score 1299 

1..489, 574. .913, 1007. .1809, 1857. .2166, 2205. .2330 

hypothetical protein T26D22.12 - Arabidopsis thaliana 

gi|3047096|gb|AAC13608.1| (AF058826) similar to eukaryotic 

protein kinase domains (Pfam: pkinase . hirim, score: 189.74) 

[Arabidopsis thaliana] 



51244 

108567 

1 

OJ991121_30.0419.C10.o2.np 
46 

5295955 



46. .91, 253. .431, 1778. .2129, 4075. .4144, 4688 
(AB026295) Similar to Epstein-Barr virus (EBV) 
[Oryza sativa] 



Seq. ID OJ991121_30. 0419. C10. 

Strand + 

End 5813 

Method AAT/NAP 

End 5813 

Score 298 

.4802, 5479. .5813 
genome. (V01555) 



Seq. No. 


51244 






Seq. ID 


OJ991121 


Gene No. 


108567 






Strand 


+ 


Start 


1 






End 


5813 


Name 


OJ991121 30. 0419. C10 


ol 


gs 


Method 


GENSCAN 


Start 


49 






End 


2373 


GI 


none 






Score 


.54 


Exons 


49. .2231, 2313. .2373 










Seq. No. 


51244 






Seq. ID 


OJ991121 


Gene No. 


108567 






Strand 


+ 


Start 


1 






End 


5813 


Name 


OJ991121 30. 0419. C10 


o2 


gs 


Method 


GENSCAN 


Start 


3520 






End 


3900 


GI 


none 






Score 


.86 


Exons 


3520. .3900 











52630 



ill 



Seq. No. 


51244 








Seq. ID 


OJ991121_30.0419. 


C10 


Gene No. 


108568 








Strand 








2482 










2898 




Name 


OJ991121 30 


.0419. 


ClO.ol 


.gp 


Method. 


AAT/GAP 




Start 


2482 








End 


2898 




GI 


55965 1.R1084 






Score 


751 




Exons . 


2482. .2898 














GI Descrip. 


, 5091597/gb|AC007858.1| 


10A19I 


3.0e-ll 


Oryza sativa chromosome 




. BAC 10A19I, 


complete sequence 








Seq. No. 


51244 








Seq. ID 


OJ991121_30.0419. 


C10 


Gene No . 


lUoDDy 








Strand 






Start 


5582 








End 


5764 




Name 


OJ991121 30, 


. 04 i y . 


CIO . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1 








End 


2157 




GI 


none 








Score 


77 




Exons 


1.-114, 676, 


. . / DO , 


HOD . 


"1 O "7 o 

,12 11 , 


1182. .1310, 1287. .1409, 






1288. .1767, 


1461. 


.1766, 


1906. 


.2157 






beq. No. 


C T O A A 

bl^44 








Seq. ID 


OJ991121_30.0419. 


C10 


Gene No. 


108569 








Strand 






Start 


5582 








End 


5764 




Name 


OJ991121 30, 


.0419. 


C10 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1138 








End 


1386 




GI 


none 








Score 


109 




Exons 


1138. .1254, 


1141. 


.1233, 


1146. 


.1259, 1243. .1386, 1245. .1385 


beq. No. 


C 1 1 A A 








Seq. ID 


OJ991121_30.0419. 


C10 


Gene No. 


108569 








Strand 






Start 


5582 








End 


5764 




Name 


OJ991121 30, 


, 0419 . 


C10 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1183 








End 


1604 




GI 


none 








Score 


315 




Exons 


1183. .1602, 


1185. 


.1406, 


1461. 


.1604 






O XT /-x 

beq. no. 


C 1 O A A 

Olz44 








Seq. ID 


OJ991121_30.0419. 


C10 


Gene No. 


108569 








Strand 






Start 


5582 








End 


5764 




Name 


OJ991121 30. 


. 0419 . 


C10 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1374 








End 


1769 




GI 


none 








Score 


88 




Exons 


1374. .1418, 


1375. 


.1428, 


1440. 


.1769, 1441. .1767 




beq. No. 


51244 








Seq. ID 


OJ991121_30.0419. 


C10 


Gene No. 


108569 








Strand 






Start 


5582 








End 


5764 




Name 


OJ991121 30. 


,0419. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1387 








End 


1986 




GI 


none 








Score 


485 




Exons 


1387. .1710, 


1389. 


.1709, 


1713. 


.1781, 1714. .1776, 1903. .1986 


Seq. No. 


51244 








Seq. ID 


OJ991121_30.0419. 


C10 


Gene No. 


108569 








Strand 






Start 


5582 








End 


5764 




Name 


OJ991121 30. 


0419. 


C10.O3 


. gs 


Method 


GEN SCAN 




Start 


5582 








End 


5764 





52631 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
5582. .5721, 5755. .5764 

51245 
108570 
4 67 

OJ991121_30.0419-Cll.ol.gs 
467 

none Score 
467. .775, 863. .984, 1414. .1519 



.6 



Seq. ID OJ991121_30.0419.C11 
Strand 

End 1519 
Method GENSCAN 
End 1519 
.68 



Seq. ID OJ991121_30.0419.C12 
Strand + 

8882 



51246 
108571 

5014 End 
OJ991121_30 .0419. C12 . o2 . gp Method AAT/GAP 
4928 End 5437 

1631513 Score 478 

4928.. 5161, 5326.. 5437 



51246 

108571 

5014 

OJ991121_30.0419.C12.o2.gs 

5014 

none 

5014. .5161, 5326. .5537, 6290. 
7883.. 7933, 8023.. 8091 



Seq. ID OJ991121_30.0419.C12 

Strand + 

End 8882 

Method GENSCAN 

End 8091 

Score .78 

.6396, 6562. .6670, 7572. .7742, 



Seq. No. 51246 

Gene No. 108571 

Start 5014 

Name OJ991121_30 . 0419 .C12 . o2 .np 

Start 6317 

GI 7484833 

Exons 6317.. 6396, 6562.. 6684, 
GI Descrip. 



OJ991121_30.0419.C12 
+ 

8882 
AAT/NAP 
8882 
185 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7601. .7756, 8783.. 8882 
carbonic anhydrase homolog T13K14.150 - Arabidopsis thaliana 
gi I 5262789 | emb | CAB45894.il (AL080282) carbonic anhydrase-like 
protein [Arabidopsis thaliana] gi | 7268896 | emb | CAB79099 . 1 1 
(AL161554) carbonic anhydrase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



51246 

108572 

1276 

OJ991121_30.0419.C12.ol.gp 
1062 

LIB3431-060-P1-N1-H12 
1062. .1351, 1439. .1561 
'3318613/dbj IBAA31583.il 2. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_30.0419.C12 

4038 
AAT/GAP 
1561 
780 



0e-10 (AB016064) mitochondrial 



phosphate transporter [Zea mays] • 

51246 Seq. ID 

108572 Strand 

1276 End 

OJ991121_30.0419.C12.ol.gs Method 

1276 End 

none Score 



OJ991121_30.0419.C12 

4038 
GENSCAN 
4038 
.94 



52632 



Exons 


1276. .1351, 


1439. 


.1563, 


1675. 


.1889, 1914. .1963, 


2138. .2499, 




3188. .3553, 


3788. 


.3975, 


4002. 


.4038 






Seq. No. 


51246 








Seq. ID 


OJ991121 


_30.0419.C12 


Gene No. 


108572 








Strand 






Start 


1276 








End 


4038 




Name 


OJ991121 30 


.0419. 


C12.ol. 


np 


Method 


AAT/NAP 




Start 


1291 








End 


3496 




GI 


3318615 








Score 


1105 




Exons 


1291. .1351, 


1439. 


.1563, 


1675. 


.1889, 2000.. 2043, 


2138. .2499, 




3188. .3496 














GI Descrip. 


(AB016065) : 


mitochondrial phosphate transporter 


[Oryza sativa] 


Seq. No. 


51246 








Seq. ID 


OJ991121 


_30.0419.C12 


Gene No. 


108573 








Strand 






Start 


9082 








End 


11720 




Name 




C\A 1 Q 






Method 


TBLASTX : 


Cress 


Start 


1316 








End 


3302 




GI 


none 








Score 


83 




Exons 


1316. .1351, 


1433. 


.1558, 


11 JO . 


.1557, 1438. .1563, 


1674 . .1826, 




1675. .1908, 


1676. 


.1888, 


1 Q7 Q 


.2026, 2001.. 2042, 


2002. .2037, 




2137. .2502, 


2143. 


.2322, 


^.1 jU . 


.2527, 3185.. 3301, 


3210. .3302 


Seq. No. 


51246 








Seq. ID 


OJ991121 


_30.0419.C12 


Gene No. 


108573 








Strand 






o u ax. l. 










End 


11720 




Name 


OJ991121 30 


.0419. 


C12.ol. 


L.S 


Method 


TBLASTX: 


Soybean 


Start 


1322 








End 


3305 




GI 


none 








Score 


212 




Exons 


1322. .1342, 


1438. 


.1563, 


1 £7 ^ 
ID / O . 


.1908, 1676. .1888, 


2001. .2042, 




2137. .2502, 


2150. 


.2527, 


3185. 


.3301, 3210.. 3305 




Seq. No. 


51246 








Seq. ID 


OJ991121 


_30.0419.C12 


Gene No. 


108573 








Strand 






Start 


9082 








End 


11720 




Marnp 


O.TQQ1 1 ?i ^o 


.0419.C12.ol. 


tin 


Method 


TBLASTX: 


Lid _L £+ C 


Start 


1438 








End 


3406 




GI 


none 








Score 


125 




Exons 


1438. .1566, 


1438. 


.1563, 


1 A A 9 


.1579, 1675.. 1908, 


1676. .1888, 




2001. .2033, 


2001. 


.2042, 


2002. 


.2037, 2137.. 2502, 


2158. .2325, 




2159. .2527, 


3185. 


.3319, 


3210. 


.3314, 3314.. 3406 




Seq. No. 


51246 








Seq. ID 


OJ991121 


_30.0419.C12 












Strand 






Start 


9082 








End 


11720 




Name 


OJ991121 30 


.0419. 


C12.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2013 








End 


2503 




GI 


none 








Score 


282 




Exons 


2013. .2042, 


2137. 


.2502, 


2138. 


.2503 






Seq. No. 


51246 








Seq. ID 


OJ991121 


_30.0419.C12 


Gene No. 


108573 








Strand 






Start 


9082 








End 


11720 




Name 


OJ991121 30 


.0419. 


C12.o3. 


gs 


Method 


GENS CAN 




Start 


9082 








End 


11720 




GI 


none 








Score 


.85 




Exons 


9082. .9107, 


9426. 


.9618, 


9716. 


.9996, 10295. .11093, 11365 .. 11517 , 



52633 



11635. .11720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



J. jf Seq. No. 

I J Gene No. 

y Start 

^1 Name 

i7i Start 

1 = GI 

Exons 

C=J GI Descrip. 



51246 

108573 

9082 

OJ991121_30.0419.C12.o2.tm 

9382 

none 



Seq. ID OJ991121_30.0419.C12 
Strand 

End 11720 

Method TBLASTX : Mai ze 

End 9999 

Score 314 



9382.. 9618, 9383.. 9610, 9701.. 9997, 9702.. 9998, 9703.. 9999 



51246 
108573 
9082 

OJ991121_30.0419.C12.o3.np 
9385 
4874270 

9385.. 9618, 9716.. 9996, 10295.. 11033 
(AC007354) T16B5.8 [Arabidopsis thaliana] 



Seq. ID OJ991121_30.0419.C12 
Strand 

End 11720 

Method AAT/NAP 

End 11033 

Score 1067 



51246 

108573 

9082 

OJ991121_30.0419.C12.o2.tc 

9568 

none 



Seq. ID OJ991121_30.0419.C12 
Strand 

End 11720 

Method TBLASTX : Cres s 

End 9995 

Score 55 

9568. .9624, 9569. .9631, 9707. .9841, 9714. .9842, 9845. .9958, 
9845. .9994, 9849. .9995 



51246 
108573 
9082 

OJ991121_30.0419.C12.o3.gp 
9780 
2799503 
9780. .9996, 10294. .10480 

4874270/gb|AAD31335.1|AC007354_8 3.0e-13 (AC007354) T16B5.8 
[Arabidopsis thaliana] 



Seq. ID OJ991121_30.0419.C12 
Strand 

End 11720 

Method AAT/GAP 

End 10480 

Score 628 



Seq. No. 


51246 


Seq. ID 


OJ991121_30.0419.C12 


Gene No. 


108573 


Strand 




Start 


9082 


End 


11720 


kJ Name 


OJ991121 30.0419.C12.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9801 


End 


10403 


GI 


none 


Score 


179 


Exons 


9801.. 9998, 9803.. 10006, 9840 


. .10016, 


10293. .10403 


Seq. No. 


51246 


Seq. ID 


OJ991121_30.0419.C12 


Gene No. 


108573 


Strand 




Start 


9082 


End 


11720 


Name 


OJ991121 30.0419.C12.o4.gp 


Method 


AAT/GAP 


Start 


10968 


End 


11287 


GI 


uC-osflM202014f!2bl 


Score 


558 


Exons 


10968. .11287 






GI Descrip. 


, 4874270/gb|AAD31335.1|AC007354 8 3.0e 


-13 (AC007354) T16B5. 




[Arabidopsis thaliana] 1 






Seq. No. 


51247 


Seq. ID 


OJ991121_30.0419.C13 



52634 



Gene No. 


108574 


Strand 










Start 


702 


End 


876 








Name 


ojyyiizi 30 . 04 l y . ci J . oi . gs 


Method 


GENS CAN 








Start 


t n o 
/02 


End 


O 1 c 

876 








GI 


none 


Score 


O H 

. 87 








Exons 


T AO n-in OH A OH C 

702 .. 839, 874 . . 8 / 6 












Seq. No. 


51248 


Seq. ID 


OJ991121 


O A 

30 . 


A A 1 O 

0419. 


C15 


Gene No. 


108575 


Strand 


+ 








Start 


275 


End 


598 








Name 


ojyyiizi jo . 04 l y . cio . oi . gs 


Metnoa 


/"* TP KT O 7\ XT 

GEN SCAN 








Start 


O "7 C 

275 


End 


c n o 

598 








GI 


none 


Score 


. 68 








Exons 


2 / 5 . .598 












beq. no. 


CI o^o 

51248 


Seq. ID 


A TA A1 1 OI 

ojyy 1121 


o r» 
30 . 


0419. 


C15 


Gene No. 


108576 


Strand 










Start 


374 


End 


514 








Name 


ojyyii2i 30 . 04 iy . cio . oi . gp 


Method 


AAT/GAP 








Start 


374 


End 


514 








GI 


none 


Score 


243 








Exons 


374 . .514 












Seq. No. 


51249 


Seq. ID 


OJ991121 


30 . 


0419. 


C18 


Gene No. 


108577 


Strand 


+ 








Start 


267 


End 


2349 








Name 


OJ991121 30.0419.C18.ol.np 


Method 


AAT/NAP 








Start 


267 


End 


o o o c 

2335 








GI 


6069653 


Score 


1 1 A C 

1105 








Exons 


267. .1203, 1396.. 2335 












GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


51249 


Seq. ID 


OJ991121_ 


30 . 


0419. 


C18 


k^ene jno. 


108577 


Strand 


+ 








Start 


267 


End 


2349 








Name 


OJ991121 30.0419.C18.o2.np 


Method 


AAT/NAP 








Start 


728 


End 


2349 








GI 


5734635 


Score 


251 








Exons 


728. .1107, 1254.. 1652, 2032. 


.2349 











W GI Descrip. (AP000391) hypothetical protein [Oryza sativa] 



tl Seq. No. 


51250 


Seq. ID 


OJ991121_30. 


0419. C19 


Gene No. 


108578 


Strand 


+ 




Start 


615 


End 


2085 




Name 


OJ991121 30.0419.C19.ol.gs 


Method 


GENSCAN 




Start 


615 


• End 


2085 




GI 


none 


Score 


.59 




Exons 


615. .935, 977. .1003, 1410.. 


1601, 1789. 


.1919, 2029.. 


2085 


Seq. No. 


51250 


Seq. ID 


OJ991121_30. 


0419. C19 


Gene No. 


108579 


Strand 


+ 




Start 


2466 


End 


2695 




Name 


OJ991121 30.0419.C19.ol.gp 


Method 


AAT/GAP 




Start 


2466 


End 


2695 




GI 


52217 1.R1084 


Score 


407 




Exons 


2466.-2695 








GI Descrip. 


, 3688528/emb|CAA06243.1| 1. 


0e-14 (AJ004958) pre-pro 


-TPE4A 



52635 




protein [Pisum sativum] ' 



Seq. No. 


51250 




Seq. ID 


OJ991121_30.0419. 


C19 


Gene No . 


lUoOoU 




Strand 


+ 




btart 


O 1 1 O 




End 


4 U / 4 




Name 


ojyyiizi 


.U4iy.ciy.oz. gs 


Method 


GENSCAN 




btart. 






T-l _ _J 

End 


a m a 
4 U / 4 






none 




Score 


1 




Exons 


3111 . .4074 










Seq. No. 


51250 




Seq. ID 


OJ991121_30.0419. 


C19 


Gene No. 


108580 




Strand 


+ 




btart 






End 


4074 




Name 


ATOfli 1 oi on 

ojyyiizi ju 


n /i i n /-> t n A i 

.U4i9.ciy.oi. np 


Method 


AAT/NAP 




Start 


O 1 O 1 




End 


4074 




GI 






Score 


472 




Exons 


OIOI A f\1 A 

Sill . .4074 










GI Descrip. 


/7\T 1 OOOI C\ 

(AL1 3 6 315 J 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


51250 




Seq. ID 


OJ991121_30.0419. 


C19 


bene no. 


1 f>OCO 1 

lUobo 1 




Strand 


+ 




Start 


n a o o 




End 


12217 




Name 


ojyyiizi 30 


.0419.C19.o4.gs 


Method 


GENSCAN 




Start 


n a o o 

y4ob 




End 


12217 




GI 


none 




Score 


.85 




Exons 


o/ioo nc/"n 

9488 . . 9569, 


10395. .10581, 10647. .10734 


, 12197.. 12217 




Seq. No. 


51250 




Seq. ID 


OJ991121_30.0419. 


C19 


Gene No. 


108582 




Strand 






Start 


7170 




End 


8705 




Name 


OJ991121 30 


.0419.C19.o2.np 


Method 


AAT/NAP 




Start 


7156 




End 


8457 




GI 


7486848 




Score 


853 




Exons 


7156. .8162, 


8229. .8457 









s GI Descrip. hypothetical protein T10P11.1 - Arabidopsis thaliana 

p gi|2262136|gb|AAC78251.1|AAC78251 (AC002330) predicted protein 

vj of unknown function [Arabidopsis thaliana] 

^ gi|4263520|gb|AAD15346.1| (AC004044) predicted protein of 

7 Z unknown function [Arabidopsis thaliana] 

gi|7269757|emb|CAB77757.1| (AL161495) predicted protein of 

O unknown function [Arabidopsis thaliana] 



Seq. No. 


51250 








Seq. ID 


OJ991121_30.0419.C19 


Gene No. 


108582 








Strand 




Start 


7170 








End 


8705 


Name 


OJ991121 30. 


0419 


C19.o3 


.gs 


Method 


GENSCAN 


Start 


7170 








End 


8705 


GI 


none 








Score 


1 


Exons 


7170. .8705 












Seq. No. 


51250 








Seq. ID 


OJ991121_30.0419.C19 


Gene No. 


108583 








Strand 




Start 


13368 








End 


13432 


Name 


OJ991121 30. 


0419. 


C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3108 








End 


3591 


GI 


none 








Score 


179 


Exons 


3108. .3296, 


3109. 


.3297, 


3321. 


.3398, 3322.. 3540, 3471.. 3560, 



52636 



3526. .3591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51250 

108583 

13368 

OJ991121_30, 

3147 

none 

3147. .3209, 
3334. .3525 



0419.C19.ol.tw 



3148.. 3210, 3219. 



Seq. ID OJ991121_30.0419.C19 
Strand 

End 13432 

Method TBLASTX : Wheat 

End 3525 

Score 55 

.3296, 3229. .3297, 3333.. 3386, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51250 

108583 

13368 

OJ991121_30, 

3157 

none 

3157. .3321, 
3508. .3729, 



0419.C19.ol.tc 



3165.. 3320, 3307, 
3847. .4068 



Seq. ID OJ991121_30.0419.C19 
Strand 

End 13432 

Method TBLASTX : Cress 

End 4068 

Score 105 

.3480, 3312.. 3404, 3496.. 3525, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51250 

108583 

13368 

OJ991121_30. 

3208 

none 

3208. .3297, 
3783. .3986 



0419.C19.o2.ts 



3334.. 3534, 3538. 



Seq. ID OJ991121_30.0419.C19 
Strand 

End 13432 

Method TBLASTX: Soybean . 

End 4062 

Score 78 

.3651, 3673.. 3738, 3769.. 4062, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■*3 



51250 

108583 

13368 

OJ991121_30, 

3688 

none 

3688. .3840, 
3829. .4074, 



0419.C19.o2.tm 



3711.. 3839, 3760. 
3944. .4078 



Seq. ID OJ991121_30.0419.C19 
Strand 

End 13432 

Method TBLASTX : Mai ze 

End 4078 

Score 111 

.3882, 3774. .4070, 3803. .3844, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51250 

108583 

13368 

OJ991121_30, 

7157 

none 

7157. .7231, 
7257. .7358, 



0419.C19.o4.tm 



7160.. 7234, 7161. 
7259.-7342, 7287. 



Seq. ID OJ991121_30.0419.C19 
Strand 

End 13432 

Method TBLASTX: Maize 

End 7358 

Score 84 

.7232, 7162. .7269, 7233.. 7262, 
.7358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51250 

108583 

13368 

OJ991121_30. 

7178 

none 

7178. .7597, 



0419.C19.ol.ts 



Seq. ID OJ991121_30.0419.C19 
Strand 

End 13432 

Method TBLASTX : Soybean 

End 7 604 

Score 289 



7182. .7568, 7185. .7604 



Seq. No. 
Gene No. 



51250 
108583 



Seq. ID OJ991121_30.0419.C19 
Strand 



52637 




Start 


13368 








End 


13432 




Name 


OJ991121 30. 


0419 


.C19.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7188 








End 


7358 




GI 


none 








Score 


72 




Exons 


7188. .7268, 


7192 


. .7269, 


7272. 


.7358, 7287.. 7358 




Seq. No. 


51250 








Seq. ID 


OJ991121 


_30.0419.C19 


Gene No. 


108583 








Strand 






Start 


13368 








End 


13432 




Name 


OJ991121 30. 


0419 


C19.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7472 








End 


7648 




GI 


none 








Score 


109 




Exons 


7472. .7564, 


7473 


.7568, 


7476. 


.7568, 7572. .7646, 


7576. .7647, 



7577. .7648 



Seq. No. 51250 

Gene No. 108583 

Start 13368 

Name OJ991121_30 . 0419 . C19 . o5 . tm 

Start 8259 

GI none 

Exons 8259..8366, 8260.. 8349, 8460. 

8670. .8744, 8670. .8744 



OJ991121_30.0419.C19 
13432 

TBLASTX : Maize 

8744 

115 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8504, 8464. .8505, 8641. .8688, 



Seq. No. 51250 Seq. ID 

Gene No. ' 108583 Strand 

Start 13368 End 

Name OJ991121_30 . 04 19 . C19 . o5 . gs Method 

Start 13368 End 

GI none Score 

Exons 13368. .13432 



OJ991121_30.0419.C19 

13432 
GENSCAN 
13432 
.86 



Seq. No. 51251 Seq. ID 

Gene No. 108584 Strand 

Start 190 End 

Name OJ991121_30. 0419.C21.ol .gp Method 

Start 190 End 

GI 5038976 Score 

Exons 190.. 743 



OJ991121_30.0419.C21 
+ 

743 

AAT/GAP 

743 

1086 



Seq. No. 51251 Seq. ID 

Gene No. 108585 Strand 

Start , 1 End 

Name OJ991121_30 .0419. C21 . ol . np Method 

Start 1 End 

GI 6523044 Score 

Exons 1..335, 378.. 581 

GI Descrip. (AL132976) putative protein [Arabidopsis thaliana] 



OJ991121_30.0419.C21 
605 

AAT/NAP 
581 
350 



Seq. No. 51251 Seq. ID 

Gene No. 108585 Strand 

Start 1 End 

Name OJ991121_30 . 04 19 . C2 1 . ol . gs Method 

Start 10 End 

GI none Score 

Exons 10.. 605 



OJ991121_30.0419.C21 
605 

GENSCAN 

605 

.79 



52638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51251 

108585 

1 

OJ991121_30.0419.C21.ol.ts 
19 

none 



Seq. ID OJ991121_30.0419, 
Strand 

End 605 

Method TBLASTX : Soybean 

End 270 

Score 51 



C21 



19. .60, 19. .54, 55. .87, 57. .233, 57. .86, 138. .260, 139. 



51251 

108585 

1 

OJ991121_30.0419.C21.ol.tm 

138 

none 

138. .245, 153. .263, 154. .264 



Seq. ID OJ991121_30.0419 
Strand 

End 605 

Method TBLASTX : Mai ze 

End 264 

Score 145 



.270 
.C21 





Seq. No. 


51252 


Seq. ID 


OJ991121 




Gene No. 


108586 


Strand 


+ 




Start 


1 


End 


705 




Name 


OJ991121 30.0419.C22.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


705 




GI 


6983857 


Score 


348 




Exons 


1. .705 








GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 


s? 


Seq. No. 


51253 


Seq. ID 


OJ991121 




Gene No. 


108587 


Strand 






Start 


314 


End 


631 




Name 


OJ991121 30.0419.C23.ol.np 


Method 


AAT /NAP 




Start 


314 


End 


545 


z 


GI 


5042454 


Score 


102 




Exons 


314. .545 






y 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


51253 


Seq. ID 


OJ991121 




Gene No. 


108587 


Strand 






Start 


314 


End 


631 




Name 


OJ991121 30.0419.C23.ol.gs 


Method 


GENSCAN 




Start 


368 


End 


631 




GI 


none 


Score 


.44 




Exons 


368. .410, 523. .631 








Seq. No. 


51254 


Seq. ID 


OJ991211 




Gene No. 


108588 


Strand 


+ 




Start 


279 


End 


938 




Name 


OJ991211 35.0420.Cl.ol.gs 


Method 


GENSCAN 




Start 


279 


End 


938 




GI 


none 


Score 


. 63 




Exons 


279. .362, 447. .623, 692. .778, 


784 . . 938 






Seq. No. 


51255 


Seq. ID 


OJ991211 




Gene No. 


108589 


Strand 


+ 




Start 


955 


End 


1961 




Name 


OJ991211 35.0420.C2.ol.gs 


Method 


GENSCAN 




Start 


955 


End 


1961 




GI 


none 


Score 


.76 




Exons 


955. .1017, 1512.. 1581, 1876.. 


1961 





.C22 



.C23 



.C23 



.CI 



.C2 



52639 



9 



Seq. No. 51255 Seq. ID 

Gene No. 108590 Strand. 

Start 2393 End 

Name OJ991211_35 . 0420 . C2 . o2 . gp Method 

Start 2393 End 

GI uC-osflcyp033a04bl Score 

Exons 2393..24S8 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ991211_35.0420.C2 
+ 

2458 
AAT/GAP 
2458 
107 



Seq. No. 


51255 




Seq. ID 


OJ991211_ 


35. 0420. C2 


Lxene wo. 


luoo y i 




Strand 






Start 


2326 




End 


2460 




Name 


OJ991211 35. 0420. C2 


. o 1 . np 


Method 


AAT/NAP 




Start 


2326 




End 


2460 




GI 


4680186 




Score 


194 




Exons 


2326. .2460 










GI Descrip. 


(AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 




Seq. No. 


51256 




Seq. ID 


OJ991211_ 


35. 0420. C3 


Gene No. 


108592 




Strand 


+ 




Start 


1 




End 


5459 




= Name 


OJ991211 35. 0420. C3 


,o3.np 


Method 


AAT/NAP 




3 Start 


1 




End 


5459 




n GI 


3641252 




Score 


217 




il Exons 


1..31, 3997. .4175, 


4221. . 


4479, 4844. .5153, 5376. 


.5459 


Z GI Descrip. 


(AF053127) leucine- 


rich receptor-like 


protein kinase [Malus 




domestica] 










3 Seq. No. 


51256 




Seq. ID 


OJ991211_ 


35. 0420. C3 


II Gene No. 


108592 




Strand 


+ 




Start 


1 




End 


5459 




_ Name 


OJ991211 35. 0420. C3 


. ol . gs 


Method 


GENSCAN 




i Start 


268 




End 


752 




J GI 


none 




Score 


.57 




^ Exons 


268. .340, 667. .752 











Seq. No. 51256 Seq. ID 

Gene No. 108592 Strand 

Start 1 End 

Name OJ991211_35 . 0420 . C3 . ol . gp Method 

Start 1184 End 

GI uC-osflcyp033a04bl Score 

Exons 1184.. 1565 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP0 00570 3 
DNA, chromosome 1, clone : P0711E10 1 



OJ991211_35.0420.C3 
+ 

5459 
AAT/GAP 
1565 
671 



Oe-59 Oryza sativa genomic 



Seq. No. 51256 Seq. ID 

Gene No. 108592 Strand 

Start 1 End 

Name OJ99121 1_35 . 0420 . C3 . o3 . gp Method 

Start 2156 End 

GI uC-osflcyp033a04bl Score 

Exons 2156.. 2179, 2270.. 2588 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3. Oe-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ991211_35.0420.C3 
+ 

5459 
AAT/GAP 
2588 
527 



52640 




Seq. No. 


51256 




Seq. ID 


OJ991211_35.0420 


.C3 


Gene No . 


108593 




Strand 






Start 


1 




End 


6591 




Name 


OJ991211 35.0420.C3.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


5627 




GI 


5852180 




Score 


440 




Exons 


1..262, 314. .432, 1414 


. .1467, 


5533. .5627 




GI Descrip. 


(AL117265) zhbOOOlO.l 


[Oryza 


sativa] 






Seq. No. 


51256 




Seq. ID 


OJ991211_35.0420 


.C3 


Gene No . 


108593 




Strand 






Start 


1 




End 


6591 




Name 


OJ991211 35.0420.C3.o2 


.np 


Method 


AAT/NAP 




Start 


1117 




End 


6591 




GI 


4680186 




Score 


367 




Exons 


1117. .1317, 2155. .2206 


, 6571. 


.6591 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 




Sea No 


51257 




Seq. ID 


OJ991211_35.0420 


C4 


Gene No. 


1 Oft 




Strand 


+ 




Start 


1 9^ 




End 


1355 




Name 


UJ:7:7X^.XX J J . . . Ol 


. gs 


Method 


GEN SCAN 




Start 


1 9"3 




End 


1355 




GI 


none 




Score 


.91 




Exons 


i 90 1 q-7 c a £ 1 ui; 










Seq. No. 


51257 




Seq. ID 


OJ991211_35.0420 


.C4 


Gene No . 


1 OP. ^ QR 




Strand 


+ 




Start 


1 £09 




End 


4261 




Name 


r»TQQ1911 0/190 P/l 


. np 


Method 


AAT/NAP 




Start 


1 £09 ~~ 
X DUZ 




End 


4261 




GI 


4 doux / y 




Score 


2702 




Exons 


1602.. 2686, 2720. .4261 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




O ~ • LMU t 


51257 




Seq. ID 


OJ991211 35.0420 




Gene No. 


108595 




Strand 


+ 




Start 


1602 




End 


4261 




Name 


OJ991211 35.0420.C4.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1818 




End 


2044 




GI 


none 




Score 


211 




Exons 


1818. .1838, 1845. .2042, 


f 1847. 


.2044 








51257 




Seq. ID 


OJ991211 35.0420 




Gene No. 


108595 




Strand 


+ 




Start 


1602 




End 


4261 




Name 


OJ991211 35.0420.C4.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2078 




End 


2429 




GI 


none 




Score 


294 




Exons 


2078. .2272, 2079. .2429 










Seq. No. 


51257 




Seq. ID 


OJ991211_35.0420 


.C4 


Gene No. 


108595 




Strand 


+ 




Start 


1602 




End 


4261 




Name 


OJ991211 35.0420.C4.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2079 




End 


2441 





52641 




GI 


none 








Score 


235 


Exons 


2079. .2441, 


2093, 


, . 2209 








Seq. No. 


51257 








Seq. ID 


OJ9912H 35. 0420. C4 


Gene No. 


108595 








Strand 


+ 


Start 


1602 








End 


4261 


Name 


OJ991211 35. 


, 0420 . 


C4 . o4 . 


, tm 


Method 


TBLASTX : Maize 


Start 


2711 








End 


3064 


GI 


none 








Score 


188 


Exons 


2711 . . 3064 












Seq. No. 


51257 








Seq. ID 


OJ991211_35 . 0420 ,C4 


Gene No. 


108595 








Strand 


+ 


Start 


1602 








End 


4261 


Name 


OJ991211_35 . 


, 0420 . 


C4 . o4 . 


tw 


Method 


TBLASTX : Wheat 


Start 


2747 








End 


3184 


GI 


none 








Score 


164 


Exons 


2747 . .2956, 


o a a -i 

2803 . 


. 2955, 


3001 . 


.3114, 3002. .3115, 3143. .3184 


Seq. No. 


51257 








Seq. ID 


OJ991211_35.0420.C4 


Gene No. 


108595 








Strand 


+ 


Start 


1602 








End 


4261 


Name 


OJ991211 35. 


0420 . 


C4 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3280 








End 


3766 


GI 


none 








Score 


52 


Exons 


3280. . 3723, 


3284 . 


. 3334, 


3389. 


.3766 




Seq. No. 


51257 








Seq. ID 


OJ991211_35.0420.C4 


Gene No. 


108595 








Strand 


+ 


Start 


1602 








End 


4261 


Name 


OJ991211 35. 


0420 . 


C4 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


3295 








End 


3585 


GI 


none 








Score 


276 


Exons 


3295 . . 3585, 


3296 . 


. 3583 








Seq. No. 


51257 








Seq. ID 


OJ991211_35.0420.C4 


Gene No. 


108595 








Strand 


+ 


Start 


1602 








End 


4261 


Name 


OJ991211 35. 


0420 . 


C4 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3653 








End 


4153 


GI 


none 








Score 


167 


Exons 


3653 . . 3832 , 


3661 . 


. 3807, 


3839. 


.4153, 3979. .4023, 4060. .4110 


Seq. No. 


51257 








Seq. ID 


OJ991211_35.0420.C4 


Gene No. 


108595 








Strand 


+ ■ 


Start 


1602 








End 


4261 


Name 


OJ991211_35 . 


0420. 


C4 .ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3707 








End 


4102 


GI 


none 








Score 


57 


Exons 


3707 . . 3739, 


3709. 


. 3738, 


3743. 


.4102, 3745. .3783, 3811.. 4101 


Seq. No. 


51257 








Seq. ID 


OJ991211_35.0420.C4 


Gene No. 


108595 








Strand 


+ 


Start 


1602 








End , 


4261 


Name 


OJ991211 35. 


0420. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3815 








End 


4216 


GI 


none 








Score 


4 92 



52642 



Exons 



3815. .4216, 3817. .4215 



Seq. No. 51258 

Gene No. 108596 

Start 1 

Name OJ991211_35 . 0420 . C5 . ol . np 

Start 1 

GI 6983860 

Exons 1..1525 

GI Descrip. (AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 



Seq. ID OJ991211_35.0420.C5 

Strand + 

End 1528 

Method AAT/NAP 

End 1525 

Score 2196 

kafirin cluster; Ty3-Gypsy type 



Seq. No. 51258 Seq. ID 

Gene No. 108596 Strand 

Start 1 End 

Name OJ991211_35 . 04 20 . C5 . ol . gs Method 

Start 3 End 

GI none Score 

Exons 3.. 605, 857.. 1528 



OJ991211_35.0420.C5 
+ 

1528 
GEN SCAN 
1528 
.59 



Seq. No. 51258 Seq. ID 

Gene No. 108596 Strand 

Start 1 End 

Name OJ991211_35 . 0420 . C5 . o2 . tw Method 

Start 3 End 

GI none Score 

Exons 3.. 515, 23.. 514 



OJ991211_35.0420.C5 
+ 

1528 

TBLASTX: Wheat 

515 

632 



Seq. No. 51258 Seq. ID 

Gene No. 108596 Strand 

Start 1 End 

Name OJ991211_35 . 0420 . C5 . ol . tc Method 

Start 222 End 

GI none Score 

Exons 222.. 395, 396.. 539, 446.. 538 



OJ991211_35.0420.C5 
+ 

1528 

TBLASTX: Cress 

539 

90 



Seq. No. 51258 Seq. ID 

Gene No. 108596 Strand 

Start 1 End 

Name OJ991211_35 . 0420 . C5 . ol . ts Method 

Start 303 End 

GI none Score 

Exons 303. .563, 382. .564, 431. .562 



OJ991211_35.0420.C5 
+ 

1528 

TBLASTX : Soybean 

564 

286 



Seq. No. 51258 Seq. ID 

Gene No. 108596 Strand 

Start 1 End 

Name OJ991211_35 . 0420 . C5 . o2 . tm Method 

Start 362 End 

GI none Score 

Exons 362.. 649, 363.. 653 



OJ991211_35.0420.C5 
+ 

1528 

TBLASTX: Maize 

653 

361 



Seq. No. 51258 Seq. ID 

Gene No. 108596 Strand 

Start 1 End 

Name OJ9912 11_35 . 04 20 . C5 . ol . tw Method 

Start 522 End 



OJ991211_35.0420.C5 
+ 

1528 

TBLASTX: Wheat 
1147 



52643 




GI 


none Score 


408 




Exons 


522. .869, 578.-844, 615. .959, 874. .1035, 878. .1147, 893 


. .1144 


Seq. No. 


51258 Seq. ID 


OJ991211_35.0420 


.C5 


Gene No . 


108596 Strand 


+ 




Start 


1 End 


1528 




Name 


OJ991211 35.0420.C5.ol.tm Method 


TBLASTX: Maize 




Start 


702 End 


1300 




GI 


none Score 


260 




Exons 


702. .929, 704. .943, 707. .1300, 787. .1161, 1022. .1285 




Seq. No. 


M 9 Sft 9f*rr T D 


O.TQQ1 91 1 0490 


.C5 


Gene No . 


1 fiPRQfi Cf ranH 
1UD ji?D OLIdllU 


-j_ 




Start 


1 PnH 
J_ EjilQ. 


1 R9fi 
1 JZO 




Name 








Start 


X X*± I EjIIU. 


1 & P o 

140U 




GI 


none o^uic 


-J -L _? 




Exons 


1147. .1416, 1148. .1480, 1151. .1459 






Seq. No. 


oeq. x u 


O.TQQ1 91 1 0490 


.C6 


tjene ino . 


luooy / otranu. 


4. 
r 




Start 


H U LilU 


X / -7 O 




Name 


OTQQ1 01 1 nA9H P£ ^1 nc Maf h^H 

uuy jIlII jo.ufizu.^D.oj..gs rictnou. 






Start 


^ u iii no. 






GI 


none ocore 


Q9 




Exons 


40. .93, 1115. .1243, -1674. .1793 






Seq. No. 


51260 Seq. ID 


OJ991211_35.0420 


.C7 


bene ino . 


108598 Strand 


+ 




Start 


99 End 


277 




Name 


OJ991211 35.0420.C7.ol.gs Method 


GENSCAN 




Start 


99 End 


277 




GI 


none Score 


.72 




Exons 


99. .277 






Seq. No. 


51260 Seq. ID 


OJ991211_35.0420 


.C7 


Gene No. 


108599 Strand 


+ 




Start 


1199 End 


2338 




in allies 


OJ991211 35.0420.C7.ol.np Method 


AAT/NAP 




Start 


1199 End 


2338 




GI 


6907106 Score 


317 




Exons 


1199. .1374, 1563. .1809, 1845. .2131, 2205. .2338 




GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


51260 Seq. ID 


OJ991211_35.0420 


.C7 


Gene No . 


108600 Strand 






Start 


970 End 


2236 




Name 


OJ991211 35.0420.C7.o2.gs Method 


GENSCAN 




Start 


970 End 


2236 




GI 


none Score 


.58 




Exons 


970. .1118, 1285. .1592, 1627. .1741, 1765. .1885, 1949. .2236 


Seq. No. 


51261 Seq. ID 


OJ991211_35.0420 


.C9 


Gene No. 


108601 Strand 






Start 


500 End 


769 




Name 


OJ991211_35.0420.C9.ol.gs Method 


GENSCAN 






52644 







Start 500 

GI none 

Exons 500.. 686, 696.. 769 

Seq. No. 51262 

Gene No. 108602 

Start 903 

Name OJ991211_35 . 0420 . Cll .ol . tm 

Start 889 

GI none 
Exons 



End 
Score 



769 
.41 



Seq. ID OJ991211_35. 0420. Cll 
Strand 
End 

Method 
End 
Score 



1345 

TBLASTX: Maize 

1345 

53 



889.-942, 903. .941, 1038. .1286, 1039. .1287, 1281. .1310, 
1307. .1345 



Seq, No. 51262 Seq. ID 

Gene No. 108602 Strand 

Start 903 End 

Name OJ991211_35 . 0420 . Cll . ol . gs Method 

Start 903 End 

GI none Score 

Exons 903.. 1244 



OJ991211_35. 0420. Cll 

1345 
GENSCAN 
1244 
.97 



Seq. No. 51263 Seq. ID OJ991211_ 

Gene No. 108603 Strand + 

Start 471 End 788 

Name OJ991211_35 . 0420 . C12 . ol . gp Method AAT/GAP 

Start 471 End 788 

GI none Score 4 67 

Exons 471.. 788 



35.0420.C12 



Seq. No. 51263 Seq. ID 

Gene No. 108604 Strand 

Start 1007 End 

Name OJ991211_35 . 0420 .C12 . ol . gs Method 

Start 1007 End 

GI none Score 

Exons 1007.. 1198 



OJ991211_35.0420.C12 
+ 

1198 
GENSCAN 
1198 
.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51264 Seq. ID OJ991211_35 . 0420 . C13 

108605 Strand 

1 End 2498 

OJ991211_35 . 0420 . C13 . ol ,np Method AAT/NAP 

1 End 2498 

5107831 Score 1725 

1. .2498 

(AF149413) contains similarity to protein kinase domains (Pfam 
F00069, Score=162.6, E=6.8e-45, N=l) and leucien rich repeats 
(Pfam PF00560, Score=210.7, E=2.2e-59, N=10) [Arabidopsis 
thaliana] 



Seq. No. 51264 Seq. ID 

Gene No. 108605 Strand 

Start 1 End 

Name OJ991211_35 . 0420 . C13 . ol . gs Method 

Start 58 End 

GI none Score 

Exons 58.. 2224, 2315.. 2498 



OJ991211_35.0420.C13 

2498 
GENSCAN 
2498 
.42 



52645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51264 Seq. ID OJ991211_35 . 0420 . C13 

108605 Strand 

1 End 24 98 

OJ991211_35 . 0420 . C13 . ol . gp Method AAT/GAP 

687 End 1189 

LIB3475-001-P1-K2-G8 Score 986 

687. .1189 

1 5107831/gb|AAD40144.1|AF149413_25 5.0e-28 (AF149413) contains 
similarity to protein kinase domains (Pfam F00069, Score=162.6, 
E=6.8e-45, N=l) and leucien rich repeats (Pfam PF00560, 
Score=210.7, E=2.2e-59, N=10) [Arabidopsis thaliana] 1 

OJ991211 35.0420.C13 



51264 Seq. ID 

108605 Strand 
1 End 
OJ991211_35 . 0420 .C13 . o2 . gp Method 
1520 End 
25162_1.R1084 Score 
1520. .2450 

, 5107831/gb|AAD40144 .1 |AF14 9413_25 3 
similarity to protein kinase domains 
£=6.86-45, N=l) and leucien rich repeats (Pfam PF00560, 
Score=210.7, E=2.2e-59, N=10) [Arabidopsis thaliana] ? 



2498 
AAT/GAP 
2450 
1821 

Oe-47 (AF149413) contains 
(Pfam F00069, Score=162.6, 



Seq. No. 51264 Seq. ID 

Gene No. 108606 Strand 

Start' 3792 End 

Name OJ991211_35 . 0420 . C13 . o2 . ts Method 

Start 1 End 

GI none Score 

Exons 1..150, 3. .179, 183. .329 



OJ991211_35.0420.C13 
5003 

TBLASTX : Soybean 

329 

86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51264 

108606 

3792 

OJ991211_35 
3 

none 

3. .158, 4.. 
751. .783, 7 
891. .1097, 
894. .1073, 
904. .1005, 
1107. .1166, 
1167. .1655, 
1239. .1541, 
1399. .1698, 
1606. .1647, 
1680. .1772, 
1971. .2090, 
2097. .2300, 
2118. .2309, 



.0420.C13.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211 35.0420.C13 



150, 

56. .8 

891. . 

895. . 

966. . 
1158 
1167 
1249 
1404 
1608 
1680 
1971 
2100 
2118 



174. .353, 
69, 828.. 

1073, 891 

1074, 900 
1118, 966 
..1295, 1 
. .1655, 
. .1548, 
. .1541, 
. .1904, 
. .1904, 
. .2084, 
. .2267, 
. .2249, 



411. 
893, 
. .103 
. .105 
. .107 
164. . 
170. . 
258. . 
450. . 
627. . 
821. . 
971 
109 
118 



5003 

TBLASTX: Cress 
2342 
114 

.554, 433..S43, 696. .881 
828. .872, 834. .1094, 885 
1, 892. .1062, 894. .1100, 
5, 903.. 1070, 903.. .1103, 
3, 975. .1073, 976. .1095, 
1469, 1167. .1904, 1167.. 
1262, 1171.. 1512, 1197.. 
1494, 1269.. 1670, 1383.. 
1647, 1458.. 1547, 1599.. 
1785, 1659.. 1904, 1680.. 
1898, 1917.. 2081, 1965.. 
2081, 1980.. 2090, 2076.. 
2270, 2109.. 2267, 2116.. 
2267, 2121.. 2240, 2199.. 



. .1058, 



1550, 
1655, 
1655, 
1667, 
1967, 
2174, 
2312, 
2268, 
2342 



Seq. No. 51264 Seq. ID 

Gene No. 108606 Strand 

Start 3792 End 

Name OJ991211 35 . 0420 . C13 . o2 . tm Method 



OJ991211_35.0420.C13 
5003 

TBLASTX: Maize 



52646 



Start 


3 




End 


578 




GI 


none 




Score 


119 




Exons 


3. .158, 4.. 


156, 177.. 338, 426 


.578, 430. .546 




Seq. No. 


51264 






\JU Zt j ± J. X 


_35.0420.C13 


bene inu . 


1UODUD 




Cf rand 






Start 


3792 




FnH 

Hil 1U 






Name 


OJ991211 35 


.0420.C13.ol.tw 




TRT.A^TY * 

1 DlinO 1 A. . 


Wheat 


Start 


21 






1 




GI 


none 




Score 


97 




Exons 


21. .158, 22 


..159, 177. .341 








Seq. No. 


51264 




Seq. ID 


OJ991211 


_35.0420.C13 


Gene No. 


108606 




Strand 






Start 


3792 




End 


5003 




Name 


OJ991211 35 


.0420.C13.ol. tm 


Method 


TBLASTX: 


Maize 




825 




End 


2300 




GI 


none 




Score 


335 




Exons 


825. .887, 891. .1106, 891. .1094, 906.. 


1073, 975. 


.1094, 




1158. .1427, 


1167. .1514, 1170.. 


1550, 1240.. 1671, 


1242. .1670, 




1662. .1904, 


1680. .1730, 1971.. 


2069, 2012.. 2083, 


2097. .2300, 




2100. .2240 










Seq. No. 


51264 




Seq. ID 


OJ991211 


_35.0420.C13 


Gene No. 


108606 




Strand 






Start 


3792 




End 


5003 




Name 


OJ991211 35 


.0420.C13.ol.ts 


Method 


TBLASTX : 


Soybean 


otaiL 


825 




End 


2312 




GI 


none 




Score 


206 




Exons 


825. .1094, 


882. .1070, 891. .1043, 966. 


.1094, 1137. .1514, 




1173. .1550, 


1233.. 1925, 1246.. 


1788, 2034. .2090, 


2094 . .2267, 




2097. .2279, 


2100.. 2240, 2109.. 


2312, 2118. .2213, 


2181. .2300, 




2205. .2249 










Seq. No. 


51264 




Seq. ID 


OJ991211 


_35.0420.C13 


bene inq . 


108606 




Strand 






Start 


3792 




End 


5003 




Name 


OJ991211 35 


.0420.C13.o2.gs 


Method 


GENSCAN 




Start 


3792 




End 


5003 




GI 


none 




Score 


.66 




Exons 


3792. .3870, 


4032.. 4165, 4848.. 


5003 






Seq. No. 


51265 




Seq. ID 


OJ991211 


_35.0420.C15 


bene ino . 


108607 




Strand 


+ 




Start 


189 




End 


1845 




Name 


OJ991211 35 


.0420.C15.ol.gs 


Method 


GENSCAN 




Start 


189 




End 


1845 




GI 


none 




Score 


.72 




Exons 


189. .230, 1280. .1472, 1721. .1845 






Seq. No. 


51265 




Seq. ID 


OJ991211 


_35.0420.C15 


Gene No. 


108608 




Strand 






Start 


1297 




End 


3968 




Name 


OJ991211 35 


.0420.C15.ol.np 


Method 


AAT/NAP 




Start 


1297 




End 


3968 




GI 


6063554 




Score 


92 




Exons 


1297. .1449, 


1762.. 1968, 3939.. 


3968 







52647 



GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 51265 

Gene No. 108609 

Start 4160 

Name OJ991211_35 . 0420 . C15 . o3 . gs 

Start 4160 

GI none 

Exons 4160.. 4306, 8419.. 8431, 9013. 
11333. .11621 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_35.0420.C15 

11621 
GENSCAN 
11621 
. 69 



9160, 9412. .9665, 10558 10666, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51265 Seq. ID 

108609 Strand 

4160 End 

OJ991211_35.0420.C15.ol.gp Method 

8535 End 

21437 1.R1084 Score 



OJ991211_35.0420.C15 

11621 
AAT/GAP 
9569 
823 



8535. .8635, 8728. .8788, 9013. .9160, 9412. .9569 

•4093155 1.0e-36 (AF088281) phytochrome-associated protein 1 

[Arabidopsis thaliana] ' 



Seq. No. 51265 Seq. ID 

Gene No. 108609 Strand 

Start 4160 End 

Name OJ991211_35 . 0420 . C15 . o2 . np Method 

Start 8689 End 

GI 4093155 Score 

Exons 8689.-8788, 9013.. 9145, 9412.. 9663, 
GI Descrip. 



OJ991211_35.0420.C15 

11621 
AAT/NAP 
11217 
340 

11170. .11217 



(AF088281) phytochrome-associated protein 1 [Arabidopsis 
thaliana] 



Seq. No. 51265 Seq. ID 

Gene No. 108609 Strand 

Start 4160 End 

Name OJ991211_35 . 0420 . C15 . o2 . gp Method 

Start 11309 End 

GI 2311130 Score 

Exons 11309. .11617 



OJ991211_35.0420.C15 

11621 
AAT/GAP 
11617 
537 



Seq. No. 51265 

Gene No. 108610 

Start 14877 

Name OJ991211_35 . 0420 .C15 . ol . tc 

Start 9015 

GI none 

Exons 9015.. 9128, 9015.. 9128, 9404. 

9423.. 9533, 9584.. 9676, 9597. 



Seq. ID OJ991211_35.0420.C15 
Strand 

End 15101 

Method TBLASTX : Cress 

End 9676 

Score 67 

.9523, 9413.. 9529, 9414. .9530, 
.9653 



Seq. No. 51265 

Gene No. 108610 

Start 14877 

Name OJ991211_35 . 0420 . C15 . ol . ts 

Start 9015 

GI none 

Exons 9015.. 9179, 9015.. 9179, 9404'. 



Seq. ID OJ991211_35.0420.C15 
Strand 

End 15101 

Method TBLASTX : Soybean 

End 9683 

Score 151 

.9523, 9413. .9529, 9414. .9545, 



52648 



9587.. 9679, 9588.. 9683 





Seq. No. 


51265 








Seq. ID 


OJ991211 




Gene No. 


108610 








Strand 






o tar t 


140 / / 








End 


15101 




Name 


r\ TQQi o 1 1 'jc; 

ujyyi^n od , 


U4ZU . 


blO . Ol . 


, tm 


Method 


TBLASTX : i 




otart 










End 


9640 






none 








Score 


122 




Exons 


y4 Jl . . yooz / 


Q A "3 O 

y4 . 


Q C A E> 


y 4 / 4 . 


.9542, 9535. .9633, 






yoob . . 963o 














Seq. No. 


51265 








Seq. ID 


OJ991211 




Gene No . 


108610 








Strand 






Start 


14877 








End 


15101 




Name 


OJ991211 35. 


0420. 


do . 04 . 


.gs 


Method 


GENSCAN 




Start 


14877 








End 


15101 




C T 
bl 


none 








Score 


.65 




Exons 


14877. .15101 












Seq. No. 










Seq. ID 


OJ991211 




Gene No. 


108611 








Strand 


+ 




C +- ~~ 4- 

b rart 


1226 








End 


6017 




Name 


OJ991211 35. 


0420. 


C16 . ol . 


,gs 


Method 


GENSCAN 




Start 


1226 








End 


6017 


_ 

3 


GI 


none 








Score 


.48 


3 


Exons 


1226. .1333, 


4360. 


A A T O 

. 44 / J, 


a a i n 

4o /y . 


.4771, 5309.. 5522, 


n 




5712. .5906, 


5941. 


. 6017 










Seq. No. 


51266 








Seq. ID 


OJ991211 




Gene No . 


108612 








Strand 


+ 


y 


Start 


8384 








End 


8584 


j 


Name 


OJ991211 35. 


0420. 


C16 . Oo . 


gs 


Method 


GENSCAN 




btart 


8384 








End 


8584 




bl 


none 








Score 


.74 




Exons 


8384. .8584 












4 


Seq. No. 


51266 








Seq. ID 


OJ991211 




Gene No . 


108613 








Strand 


+ 




otart 


10474 








End 


10943 




Name 


OJ991211 35. 


0420. 


C16.o4. 


gs 


Method 


GENSCAN 




otart 


10474 






End 


10943 


=5 


bl 


none 








Score 


.62 




Exons 


10474. .10639 


, 10651.. 10943 








Cart XT /-> 

oeq. no. 


51266 








Seq. ID 


OJ9912U 




Gene No. 


108614 








Strand 






Start 


6066 








End 


7806 




Name 


OJ991211 35. 


0420. 


CI6.0I. 


gp 


Method 


AAT/GAP 




Start 


6066 






End 


7806 




GI 


10605 3.R1084 






Score 


1368 




Exons 


6066. .6340, 


6443. 


.6529, 


7297. 


.7467, 7567. .7806 




GI Descrip. 


■445612/prf | 


I1909359A 4. 


Oe-54 


ribosomal protein 






tuberosum] 1 














Seq. No. 


51266 








Seq. ID 


OJ991211_ 




Gene No. 


108614 








Strand 






Start 


6066 








End 


7806 



52649 





Name 


A Tfim 111 or 

OJ991211 35 


. 0420 


.C16 . o2 


.gs 


Method 


GENSCAN 




Start 


6196 








End 


7692 




GI 


none 








Score 


.74 




Exons 


6196 . . 6232, 


6312 


. . 6340, 


6443 . 


.6529, 7297. .7467, 7567. .7692 




Seq. No. 


51266 








Seq. ID 


OJ991211_35.0420.C16 




Gene No . 


108614 








Strand 






Start 


6066 








End 


7806 




Name 


OJ991211_35 


.0420 


.C16.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


6234 








End 


7669 




GI 


none 








Score 


114 




Exons 


6234 . . 634 l, 


6443 


. . 6535, 


6444 . 


.6530, 7297. .7470, 7298. .7414, 






7567 . . 7668, 


7571 


. .7669 










Seq. No. 


51266 








Seq. ID 


OJ991211_35.0420.C16 




Gene No. 


108614 








Strand 






otart 


6066 








End 


7806 




Name 


OJ991211 35. 


0420 


.C16.ol 


.np 


Method 


AAT/NAP 




Start 


6314 








End 


7680 




bl 


5932542 








Score 


490 




Exons 


6314. .6340, 


6443 


. .6529, 


7297. 


.7467, 7567. .7680 




GI Descrip. 


(AC009465) putative ribosomal 


protein 


sl9 or s24 [Arabidops 






thaliana] 














Seq. No. 


51266 








Seq. ID 


OJ991211_35.0420.C16 


i a 


Gene No. 


108614 








Strand 




r n 


Start 


6066 








End 


7806 




Name 


OJ991211_35 . 


0420 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 


i y 


Start 


6443 








End 


7707 




GI 


none 








Score 


140 




Exons 


6443. .6535, 


6444 


. .6530, 


7297. 


.7470, 7298. .7420, 7375. .7425, 






7567. .7707, 


7568 


. .7705 








i y 


Seq. No. 


51266 








Seq. ID 


OJ991211_35.0420.C16 




Gene No. 


108614 








Strand 




L 1 


Start 


6066 








End 


7806 




Name 


OJ991211 35. 


0420 


.C16.ol 


ts 


Method 


TBLASTX: Soybean 


? 


Start 


7273 








End 


7669 




GI 


none 








Score 


145 


C3 


Exons 


7273. .7470, 


7295 


. .7420, 


7567. 


.7668, 7568. .7669 




beq. No. 


51266 








Seq. ID 


OJ991211_35.0420.C16 




Gene No. 


108614 








Strand 






Start 


6066 








End 


7806 




Name 


OJ991211 35. 


0420 


,C16.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7297 








End 


7726 




GI 


none 








Score 


157 




Exons 


7297. .7329, 


7336 


. .7365, 


7411. 


.7470, 7567. .7695, 7568. .7726, 






7628. .7702 














Seq. No. 


51267 








Seq. ID 


OJ991211_35.0420.C17 




Gene No. 


108615 








Strand 


+ 




Start 


58 








End 


483 




Name 


OJ991211 35. 


0420 


C17.ol. 


gs 


Method 


GENSCAN 




Start 


58 








End 


483 




GI 


none 








Score 


1 




Exons 


58. .483 













52650 



Seq. No. 


51267 




Seq. ID 


OJ991211_35.0420.C17 


Gene No. 


108616 




Strand 




Start 


1 




End 


836 


Name 


OJ991211 35.0420.C17.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


836 


GI 


5852171 




Score 


172 


Exons 


1..58, 406. .739, 782. .836 






GI Descrip. 


(AL117265) zhbOOOl.l [Oryza sativa] 




Seq. No. 


51267 




Seq. ID 


OJ991211_35.0420.C17 


Gene No. 


108617 




Strand 




Start 


995 




End 


2087 


Name 


OJ991211 35.0420.C17.o2. 


np 


Method 


AAT/NAP 


Start 


995 




End 


2087 


GI 


5777617 




Score 


87 


Exons 


995. .1100, 2059. .2087 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Sen No 


M 9 fift 




Seq. ID 


OJ991211_35.0420.C18 


Gene No. 


1UO DIO 




Strand 


+ 


Start 


1 ft HQ 




End 


3795 


Name 


PiTQQ1911 0490 PI ft nl 


gs 


Method 


GENSCAN 


Start 


1809 




End 


3795 


GI 


none 




Score 


.4 


Exons 


1 ftOQ 9114 "367^ ^7QR 








Seq. No. 


CI 0£Q 




Seq. ID 


OJ991211_35.0420.C19 


Gene No. 


1 fiRCI Q 
1UD Ol zJ 




Strand 


+ 


Start 


Dfi 4 




End 


4964 


Name 


HTQQ1911 "3^ 0490 PI Q ^1 


tc 


Method 


TBLASTX: Cress 


Start 


643 




End 


4605 


GI 


none 




Score 


118 


Exons 


643. .732, 644. .739, 644. 


.733, 


645. .734 


, 1226. .1327, 1227.. 1322, 




1229. .1747, 1231. .1743, 


1370. 


1744, 1420. .1749, 2814. .2930, 




2931. .2981, 3005. .3184, 


3006. 


3185, 3226. .3264, 3246. .3419, 




3390. .3446, 3498. .3566, 


3561. 


3680, 3656.. 3757, 3657.. 3776, 




3663.-3776, 3883.. 3957, 


3888. 


4088, 3888. .4079, 4185. .4340, 




4268.-4426, 4270. .4341, 


4380. 


4601, 4384. .4605, 4390. .4605 


Seq. No. 


51269 




.Seq. ID 


OJ991211_35.0420.C19 




108619 




Strand 


+ 


Start 


644 




End 


4964 


Name 


OJ991211 35.0420.C19.o4. 


tw 


Method 


TBLASTX ".Wheat 


Start 


643 




End 


1306 


GI 


none 




Score 


128 


Exons 


643. .723, 644. .724, 1149 


..1301, 1157.. 


1300, 1171.. 1305, 




1172. .1306 








Seq. No. 


51269 




Seq. ID 


OJ991211_35.0420.C19 


Gene No. 


108619 




Strand 


+ 


Start 


644 




End 


4964 


Name 


OJ991211 35.0420.C19.ol. 


gs 


Method 


GENSCAN 


Start 


644 


End 


4629 


GI 


none 




Score 


.46 


Exons 


644.-722, 1182. .1748, 2812. .3605, 3892 


..4079, 4188. .4629 



52651 



Seq. No. 51269 Seq. ID OJ991211_35 . 0420 . C19 

Gene No. 108619 Strand + 

Start 644 End 4964 

Name OJ991211_35 . 0420 . C19 . ol .np Method AAT/NAP 

Start 644 End 4629 

GI 7488211 Score 2518 

Exons 644. .722, 1182. .1748, 2812. .3488, 3519. .3776, 3892. .4079, 

4188. .4629 

GI Descrip. probable sugar transport protein F23E12.140 - Arabidopsis 

thaliana gi I 3080420 | emb | CAA18739 . 1 1 (AL022604) putative sugar 
transporter protein [Arabidopsis thaliana] 

gi|7270482|emb|CAB80247.1| (AL161587) putative sugar transporter 
protein [Arabidopsis thaliana] 





Seq. No. 


51269 








Seq. ID 


OJ991211_35.0420.C19 




Gene No . 


108619 








Strand 


+ 




Start 


644 








End 


4964 




Name 


r\ TQQ 10 11 "3 C; 


. U4ZU . 


Liy . oz 


. till 


W _ 4_ 1— -J 

Metnou 


i dLAc i x : Ma i z e 




Start 


1257 








End 


1563 




GI 


none 








Score 


222 




Exons 


1257. .1562, 


1258. 


.1563, 


1270. 


.1563 






Seq. No. 


51269 








Seq. ID 


OJ991211_35.0420.C19 




Gene No. 


108619 








Strand 


+ 




Start 


644 








End 


4964 




Name 


OJ991211 35 


.0420. 


C19.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1274 








End 


2849 


= y 


C T 


none 








Score 


603 




Exons 


1274. .1750, 


1279. 


.1749, 


1605. 


.1769, 26 


i08. .2849 




Seq. No. 


51269 








Seq. ID 


OJ991211_35.0420.C19 


tar 


Gene No. 


108619 








Strand 


+ 


i y 


Start 


644 








End 


4964 


= 


Name 


OJ991211 35 


.0420. 


C19.ol 


.tw 


Method 


TBLASTX: Wheat 


f ^ 


Start 


1466 








End 


1696 


- w 


GI 


none 








Score 


365 




Exons 


1466. .1696, 


1468. 


.1695 










Seq. No. 


51269 








Seq. ID 


OJ991211_35.0420.C19 




Gene No. 


108619 








Strand 


+ 




Start 


644 








End 


4964 




Name 


OJ991211 35 


.0420. 


C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1645 








End 


4801 




GI 


none 








Score 


111 




Exons 


1645. .1749, 


1645. 


.1761, 


1646. 


.1750, 2764. .2874, 2768. .3187, 






2808. .3776, 


2811. 


.3788, 


3882. 


.4082, 3882. .4079, 4185. .4616, 






4186. .4617, 


4646. 


.4687, 


4742. 


.4801 






Seq. No. 


51269 








Seq. ID 


OJ991211_35.0420.C19 




Gene No. 


108619 








Strand 


+ 




Start 


644 








End 


4964 




Name 


OJ991211 35 


.0420. 


C19.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1696 








End 


3071 




GI 


none 








Score 


76 




Exons 


1696. .1749, 


1697. 


.1750, 


2800. 


.2874, 2808. .2906, 2810. .2905, 






2811. .2930, 


2891. 


.2989, 


2922. 


.2990, 2988.. 3071 



52652 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51269 

108619 

644 

OJ991211_35.0420.C19.o3.ts 

2852 

none 



Seq. ID OJ991211_35.0420.C19 

Strand + 

End 4 964 

Method TBLASTX : Soybean 

End 3371 

Score 144 



2852. .3004, 2853. .3005, 2990. .3118, 3006. .3119, 3006. .3119, 
3113. .3151, 3114. .3143, 3132. .3371, 3199. .3252 



51269 
108619 
644 

OJ991211_35.0420.C19.ol.gp 
3042 

29902_1.R1084 
3042. .3500 

, 3080420/emb | CAA18739.il 5.0e-31 (AL022604) putative sugar 
transporter protein [Arabidopsis thaliana] 1 



Seq. ID OJ991211_35.0420.C19 

Strand + 

End 4964 

Method AAT/GAP 

End 3500 

Score 907 



51269 

108619 

644 

OJ991211_35.0420.C19.ol.ts 

3404 

none 



Seq. ID OJ991211_35.0420.C19 

Strand + 

End 4964 

Method TBLASTX : Soybean 

End 4617 

Score 79 



3404. .3451, 3405. .3449, 3492. .3521, 3525. .3560, 3582. .3776, 
3591. .3788, 3882. .4079, 3883. .3951, 3891. .4085, 4185. .4607, 
4276. .4614, 4327. .4617 



Seq. ID OJ991211_35.0420.C19 

Strand + 

End 4 964 

Method AAT/GAP 

End 4109 

Score 731 



Seq. No. 


51269 


Gene No. 


108619 


Start 


64 4 


Name . . 


OJ991211 35. 


Start 


4362 


GI 


none 


Exons 


4362. .4409, 


Seq. No. 


51269 


Gene No. 


108619 


Start 


644 


Name 


OJ991211 35. 


Start 


4493 


GI 


3637 1.R1084 


Exons 


4493. .4964 


GI Descrip. 


'3080420/emb 




transporter 



51269 
108619 
644 

OJ991211_35.0420.C19.o2.gp 
3543 

7237_1.R1084 
3543. .3776, 3892.. 4109 

, 3080420/emb|CAA18739.1| 1 . Oe-35 (AL022604) putative sugar 
transporter protein [Arabidopsis thaliana] 1 

Seq. ID OJ991211_35.0420.C19 

Strand + 

End 4 964 

O.C19.o2.tw Method TBLASTX : Wheat 

End 4638 

Score 70 

4362. .4409, 4366. .4413, 4413. .4631, 4414. .4608, 4420. .4638 

Seq. ID OJ991211_35.0420.C19 

Strand + 

End 4964 

O.C19.o3.gp Method AAT/GAP 

End 4964 

Score 905 



52653 



Seq. No. 51270 Seq. ID 

Gene No. 108620 Strand 

Start 88 End 

Name OJ991211_35 . 0420 . C20 . ol . gs Method 

Start 88 End 

GI none Score 

Exons 88.. 194, 395.. 593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991211_35.0420.C20 
+ 

593 

GEN SCAN 

593 

.71 



OJ991211 35.0420.C20 



51270 Seq. ID 

108621 Strand 
744 End 5952 

OJ991211_35 . 0420 . C20 . ol . np Method AAT/NAP 
656 End 5905 

7109485 Score 1556 

656. .733, 759.-966, 1033. .1154, 1355. .1515, 1591. .1844, 
1924. .2084, 2281. .2481, 2596. .2702, 2858. .3037, 3122. .3217, 
3318. .3399, 3493. .4125, 5280. .5390, 5461. .5538, 5648. .5731, 
5825. .5905 

(AC016662) putative kinesin [Arabidopsis thaliana] 



51270 

108621 

744 

OJ991211_35.0420.C20.o2.gs 

744 

none 



Seq. ID OJ991211_35.0420.C20 
Strand 

End 5952 

Method GENSCAN 

End 5952 

Score .78 



744. .1151, 1343. .1515, 1591. .1844, 1924. .2083, 2319. .2481, 
2596. .2702, 2858. .3037, 3122. .3217, 3318. .3426, 3520. .4977, 
5316. .5390, 5648. .5731, 5825. .5952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51270 

108621 

744 

OJ991211_35.0420.C20.ol.tw 

1083 

none 

1083. .1154, 1340.. 1387, 1355. 
1431. .1529, 1569. .1685, 1589. 

51270 

108621 

744 

OJ991211_35.0420.C20.ol.tm 

1343 

none 

1343. .1519, 1402. .1527, 1403. 
1588. .1659, 1589. .1846, 1590. 
2005. .2085 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211 35.0420.C20 



5952 

TBLASTX: Wheat ■ 
1687 
82 

.1447, 1355. .1516, 1419. .1517, 
,1687, 1590.. 1685 



Seq. ID OJ991211_35.0420.C20 
Strand 

End 5952 

Method TBLASTX : Mai ze 

End 2085 

Score 138 

.1519, 1408.. 1527, 1576. .1692, 
.1847, 1915.. 2082, 1926. .2081, 



Seq. No. 51270 

Gene No. 108621 

Start 744 

Name OJ991211_35 . 0420 . C20 . ol . tc 

Start 1355 

GI none 

Exons 1355.. 1516, 1422.. 1517, 1589. 

1926. .2060, 2060. .2092, 2278. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1846, 1590 
.2493, 2314 



OJ991211 35.0420.C20 



5952 

TBLASTX: Cress 
3218 
81 

1847, 1915. .2061, 
2475, 2596. .2703, 



52654 



2597. .2704, 2860. .2931, 2871. .3038, 2989. .3039, 3096. .3218 



Seq. No. 51270 

Gene No. 108621 

Start 744 

Name OJ991211_35 . 0420 . C20 . ol . ts 

Start 1454 

GI none 

Exons 1454.. 1516, 1473.. 1520, 1589. 
1915. .2058, 1926.. 2057 



Seq. ID OJ991211_35.0420.C20 
Strand 

End 5952 

Method TBLASTX : Soybean 

End 2058 

Score 55 

.1846,. 1590. .1847, 1914. .2057, 



Seq. No. 51270 

Gene No. 108621 

Start 744 

Name OJ991211_35 . 0420 . C20 . o2 . ts 

Start 2302 

GI none 

Exons 2302.. 2478, 2316.. 2375, 2326. 

2597. .2704, 2871. .2933, 2955. 



Seq. ID OJ991211_35.0420.C20 
Strand 

End 5952 

Method TBLASTX : Soybean 

End 3227 

Score 43 

.2478, 2411. .2482, 2596. .2697, 
.3038, 2956. .3051, 3096. .3227 



Seq. No. 51270 
Gene No. 108621 
Start 744 

Name OJ991211_35 . 0420 . C20 . o2 . tm 

Start 2368 
GI none - 

Exons 2368.. 2481, 2371.. 2481, 2596. 

2856. .3038, 2871.. 3038, 2872. 
3118. .3189, 3538. .3792, 3763. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2697, 
.3039, 
.3915 



OJ991211_35.0420.C20 
5952 

TBLASTX: Maize 
3915 
69 

2597. .2704, 2855. .3028, 
2902. .3039, 3096. .3227, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51270 
108621 
744 

OJ991211_35 . 0420 . C20 . o3 . tm 
3991 



OJ991211 35.0420.C20 



none 

3991. 

4435. 

4795. 

5462. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4056, 4225. .4290, 4402. .4455, 4408. .4455, 4408 
4506, 4588.-4674, 4588. .4656, 4615. .4683, 4768 
4866, 4825.-4896, 5286.. 5390, 5287.. 5388, 5461 
5536 



5952 

TBLASTX: Maize 

5536 

62 



.4476, 
,4854, 
,5535, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51270 Seq. ID 

108621 Strand 

744 End 

OJ991211_35 . 0420 . C20 . o2 . tc Method 

5286 End 

none Score 



OJ991211_35.0420.C20 
5952 

TBLASTX: Cress 

5908 

148 



5286. .5447, 5287. .5412, 5291. .5413, 5291. .5452, 5453. .5536, 
5455. .5535, 5627. .5734, 5634. .5732, 5639. .5740, 5818. .5850, 
5819. .5908 



Seq. No. 51271 Seq. ID 

Gene No. 108622 Strand 

Start 347 End 

Name OJ991211_35 . 0420 . C22 . ol . gs Method 

Start 347 End 

GI none Score 



OJ991211_35.0420.C22 
388 

GENSCAN 

388 

.47 



52655 



Exons 



347. .388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51272 
108623 
1296 

OJ991211_35.0420.C23.o2.np 
1296 
7106528 
1296. .1375, 



2129. .2631, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2681. .2804, 



OJ991211_ 
+ 

4103 
AAT/NAP 
4103 
132 
3904. .4103 



35.0420.C23 



(AP001278) EST D40774 (S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



51272 

108623 

1296 

OJ991211_35.0420.C23-ol.gs 

1940 

none 



Seq. ID OJ991211_35.0420.C23 

Strand + 

End 4103 

Method GENS CAN 

End 4022 

Score . 65 



1940. .1989, 2240. .2367, 2702. .2773, 2817. .2911, 3349. .3421, 
3883. .4022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51272 Seq. ID 

108623 Strand 

1296 End 

OJ991211_35.0420.C23.ol.np Method 

2026 End 

6907106 Score 
2026. .2912 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



OJ991211_35.0420.C23 
+ 

4103 
AAT/NAP 
2912 
166 



51272 

108624 

3937 

OJ991211_35.0420.C23.ol.gp 
3937 

21474_1.R1084 
3937. .4080 

'3894159 2.0e-10 (AC005312) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_35.0420.C23 

4080 
AAT/GAP 
4080 
24 3 



hypothetical protein [Arabidopsis 



Seq. ID 

Strand 

End 

"Method 

End 

Score 



OJ991211 35.0420.C23 



51272 
108625 
4365 

OJ991211_35.0420.C23.o2.gp 
4158 

LIB3477-003-P1-K1-E9 
4158. .4266 

, 24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



5374 
AAT/GAP 
4266 
97 



Seq. No. 51272 Seq. ID 

Gene No. 108625 Strand 

Start 4365 End 

Name OJ991211_35 . 0420 . C23 . o2 . gs Method 

Start 4365 End 



OJ991211_35.0420.C23 

5374 
GENS CAN 
5374 



52656 




GI 


none 


Score 


.77 






Exons 


4365.. 4550, 4823.-4895, 4980. 


.5090, 5187.. 5374 






Seq. No. 


51272 


Seq. ID 


OJ991211 


_35.0420 


.C23 


Gene No. 


108626 


Strand 








Q+- a r-+- 
otait 


5318 


End 


ft ^ 






Name 


OJ991211 35.0420.C23.o3.np 


Method 


A A f /MA D 






Start 


5318 


End 


ft *3 






GI 


6742729 


Score 


1 jo 






Exons 


5318. .5483 










GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq. No. 


51272 


Seq. ID 


OJ991211 


_35.0420 


.C23 


Gene No. 


108626 


Strand 








Start 


5318 


End 


5483 






Name 


OJ991211 35.0420.C23.o3.gp 


Method 


AAT/GAP 






Start 


5324 


End 


5483 






GI 


342 1.R1084 


Score 


282 






Exons 


S324..5483 










GI Descrip. 


■4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 










Seq. No. 


51273 


Seq. ID 


OJ9910U 


_10.0419 


.C5 


Gene No. 


108627 


Strand 


- 






Start 


284 


End 


1196 






Name 


OJ991011 10.0419.C5.ol.gs 


Method 


GEN SCAN 






Start 


284 


End 


1196 






GI 


none 


Score 


. 63 






Exons 


284. .1196 










Seq. No. 


51274 


Seq. ID 


OJ991011 


_10.0419 


.C6 


Gene No . 


108628 


Strand 


+ 






Start 


241 


End 


396 






Name 


OJ991011 10.0419.C6.ol.gs 


Method 


GENSCAN 






Start 


241 


End . 


396 






GI 


none 


Score 


.5 






Exons 


241. .396 










Seq. No. 


51275 


Seq. ID 


OJ991011_ 


JL0.0419 


.C7 


Gene No. 


108629 


Strand 


+ 






O Lai L 


1 


End 


1779 






Name 


OJ991011 10.0419.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1779 






GI 


6721512 


Score 


92 






Exons 


1..76, 104. .237, 1731. .1779 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


51275 


Seq. ID 


OJ991011_ 


_10.0419 


.C7 


Gene No . 


108629 


Strand 


+ 






Start 


1 


End 


1779 






Name 


OJ991011 10.0419.C7.ol.gs 


Method 


GENSCAN 






Start 


125 


End 


999 






GI 


none 


Score 


.87 






Exons 


125. .237, 536. .716, 862. .999 










Seq. No. 


51276 


Seq. ID 


OJ991011_ 


_10.0419 


.C9 


Gene No. 


108630 


Strand 









52657 



Start 


1 


End 


995 




Name 


OJ991011 10.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


995 




GI 


4803944 


Score 


106 




Exons 


1..223, 950. .995 








GI Descrip. 


(AC006264) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


51276 


Seq. ID 


OJ99l0ll_l0 . 04 19 . 


C9 


Gene No. 


108630 


Strand 






Start 


1 


End 


995 




Name 


OJ991011 10.0419.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


101 


End 


224 




GI 


none 


Score 


92 




Exons 


101. .223, 111. .224, 114. .224 






Seq. No. 


51276 


Seq. ID 


OJ99l0ll_l0 .0419. 


C9 


Gene No. 


108630 


Strand 






Start 


1 


End 


995 




Name 


OJ991011_10.0419.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


101 


End 


224 




GI 


none 


Score 


92 




Exons 


101. .223, 102. .224 








Seq. No. 


51277 


Seq. ID 


OJ99l0ll_l0 .0419. 


C10 


Gene No. 


108631 


Strand 






Start 


254 


End 


1013 




Name 


OJ991011_10.0419.C10.ol.gs 


Method 


GENSCAN 




Start 


254 


End 


1013 




GI 


none 


Score 


. 61 




Exons 


254 . .295, 903. . 1013 








Seq. No. 


51277 


Seq. ID 


OJ991011 10.0419. 


C10 


Gene No. 


108631 


Strand 






Start 


254 


End 


1013 




Name 


OJ991011 10.0419.C10.ol.gp 


Method 


AAT/GAP 




Start 


525 


End 


949 




GI 


none 


Score 


784 




Exons 


525. .949 








Seq. No. 


51278 


Seq. ID 


OJ991011_10. 0419. 


Cll 


Gene No. 


108632 


Strand 


+ 




Start 


320 


End 


454 




Name 


OJ991011 10.0419.Cll.ol.gs 


Method 


GENSCAN 




Start 


320 


End 


454 




GI 


none 


Score 


A 7 




Exons 


320. .454 








Seq. No. 


51278 


Seq. ID 


OJ991011_10.0419. 


Cll 


Gene No. 


108633 


Strand 


+ 




Start 


654 


End 


1021 




Name 


OJ991011 10.0419.Cll.ol.np 


Method 


AAT/NAP 




Start 


654 


End 


1021 




GI 


7523502 


Score 


111 




Exons 


654. .756, 982. .1021 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


51279 


Seq. ID 


OJ991011_10.0419. 


C12 



52658 



Gene No. 108634 Strand + 

Start 1 End 99 

Name OJ991011_10 . 0419 . C12 . ol . np Method AAT/NAP 

Start 1 End 99 

GI 6539588 Score 88 

Exons 1..99 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 51279 
Gene No. 108635 
Start 1 

Name OJ991011_10 . 0419 . C12 . o2 .np 

Start 1 
GI 6063554 
Exons 1..83, 1483.. 1660 

GI Descrip. (AP000615) ESTs AU075609 (C63344) , C71850 (E0464) , C98611 (E0464) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ991011_10.0419.C12 

Strand + 

End 1660 

Method AAT/NAP 

End 1660 

Score 233 



Seq. No. 51279 

Gene No. 108636 

Start 1204 

Name OJ991011_10 . 0419 . C12 . ol . gs 

Start 1204 

GI none 

Exons 1204.. 1331, 1387.. 1465 



Seq. ID OJ991011_10.0419.C12 
Strand 

End 14 65 

Method GENSCAN 

End 14 65 

Score .72 



?y Seq. No. 51280 

[3 Gene No. 108637 

H Start 587 

~;Z Name OJ991011_10.0419.C14 .ol.gs 

if Start 587 

i ^ GI none 

= Exons 587.. 695, 1192.. 1388 



Seq. ID OJ991011_10.0419.C14 

Strand + 

End 1388 

Method GENSCAN 

End 1388 

Score .71 



Seq. No. 51281 

Gene No. 108638 

Start 136 

Name OJ991011_10 . 04 19 . C17 . ol . gs 

Start 136 

GI none 

Exons 136. . 344 



Seq. ID OJ991011_10.0419.C17 

Strand 

End 34 4 

Method GENSCAN 

End 34 4 

Score .88 



Seq. No. 51282 

Gene No. 108639 

Start 1312 

Name OJ991011_10 . 0419 . C18 . o2 . gs 

Start 1312 

GI none 

Exons 1312.. 1425, 1672.. 1787, 1844, 



Seq. ID OJ991011_10.0419.C18 
Strand 

End 2009 

Method GENSCAN 

End 2009 

Score .8 
.2009 



Seq. No. 51283 

Gene No. 108640 

Start 1 

Name OJ991011_10 . 0419 . C19 . ol . np 

Start 1 

GI 4680180 



Seq. ID OJ991011_10.0419.C19 

Strand + 

End 1254 

Method AAT/NAP 

End 1254 

Score 308 



52659 



Exons 1..21, 1040.. 1254 
GI Descrip. (AF111709) polyprotein 

Seq. No. 51283 

Gene No. 108640 

Start 1 

Name OJ991011_10 . 0419.C19. ol , 

Start 4 60 

GI none 

Exons 4 60... 62 4 



[Oryza sativa subsp. indica] 

Seq. ID OJ991011_10.0419.C19 

Strand + 

End 1254 

gs Method GEN SCAN 

End 624 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51283 

108641 

1587 

OJ991011_10.0419.C19.o2, 

1587 

none 

1587.. 1931, 1938.. 2038, 
2818. .3105, 3272. .3416, 

51283 

108641 

1587 

OJ991011_10.0419.C19.o2. 

1590 

6691716 

1590.. 2038, 2112.. 2225, 
3074.. 3176, 3259.. 3455, 
(AP0004 92 ) hypothetical 
gi | 6691717 | dbj | BAA89397 . 
[Oryza sativa] 



Seq. ID OJ991011_10.0419.C19 
Strand 

End 4741 
gs Method GENSCAN 

End 4741 

Score .86 
2112. .2225, 2289. .2478, 2553. .2740, 
3634. .3967, 4621. .4741 



np 



2376 
3644 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991011 10.0419.C19 



4741 
AAT/NAP 
4703 
2531 

2478, 2553. .2740, 2818. .2997, 
4186, 4377.. 4703 
protein [Oryza sativa] 
1| (AP000570) hypothetical protein 





Seq. No. 


51284 








Seq. ID 


OJ991011 




Gene No. 


108642 








Strand 


+ 




Start 


1 








End 


424 


's. sir 


Name 


OJ991011 10. 


0419. 


C20.ol 


. gs 


Method 


GENSCAN 




Start 


1 








End 


424 




GI 


none 








Score 


.86 


w 


Exons 


1..79, 399.. 


424 










E 5 


Seq. No. 


51284 








Seq. ID 


OJ991011 




Gene No. 


108643 








Strand 






Start 


1213 








End 


1811 




Name 


OJ991011 10. 


0419. 


C20.o2 


. gs 


Method 


GENSCAN 




Start 


1213 






End 


1811 




GI 


none 








Score 


.67 




Exons 


1213. .1502, 


1658. 


.1811 










Seq. No. 


51285 








Seq. ID 


OJ991011 




Gene No. 


108644 








Strand 


+ 




Start 


1 








End 


175 




Name 


OJ991011 10. 


0419. 


C21.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


175 




GI 


none 








Score 


280 




Exons 


1..175 














Seq. No. 


51285 








Seq. ID 


OJ991011 



52660 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



108645 Strand 

1 End 366 

OJ991011JL0 . 04 19 . C21 . ol . np Method AAT/NAP 
1 End 366 

5091523 Score 89 

1. .366 

(AB023482) Similar to Gallus gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 

51286 Seq. ID OJ991011_10 . 04 19 . C22 

108646 Strand 

1 End 1201 

OJ991011_10.0419.C22.ol.np Method AAT/NAP 
1 End 1201 

5922631 Score 80 

1..82, 804. .1201 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


51287 




Seq. ID 


OJ991011 


Gene No. 


108647 




Strand 


+ 


Start 


784 




End 


1396 


Name 


OJ991011 10.0419.C23.ol 


.gs 


Method 


GENSCAN 


Start 


784 




End 


1396 


GI 


none 




Score 


.6 


Exons 


784. .868, 1329. .1396 








Seq. No. 


51287 




Seq. ID 


OJ991011 


Gene No. 


108648 




Strand 




Start 


1674 




End 


4378 


Name 


OJ991011 10.0419.C23.ol 


. np 


Method 


AAT/NAP 


Start 


1674 




End 


3028 


GI 


7340868 




Score 


30 


Exons 


1674. .1704, 2905. .3028 








GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51287 




Seq. ID 


OJ991011 


Gene No. 


108648 




Strand 




Start 


1674 




End 


4378 


Name 


OJ991011 10.0419.C23.o2 


.gs 


Method 


GENSCAN 


Start 


1808 




End 


4378 


GI 


none 




Score 


.76 


Exons 


1808. .1919, 2665. .2785, 


4264. 


.4378 




Seq. No. 


51288 




Seq. ID 


OJ991011 


Gene No. 


108649 




Strand 


+ 


Start 


1 




End 


1650 


Name 


OJ991011 10.0419.C24.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


1650 


GI 


7340909 




Score 


91 


Exons 


1..24, 1194. .1650 








GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 



52661 



Seq. No. 51288 

Gene No. 108650 

Start 688 

Name OJ991011_10 . 0419. C24 . ol . gs 

Start 688 

GI none 

Exons 688. .833, 1447. .1549 



Seq. ID OJ991011_10.0419.C24 
Strand 

End 1549 

Method GENS CAN 

End 1549 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51289 

108651 

947 

OJ991011_10.0419.C25.ol.gs 

947 

none 

947. .1033, 1228. .1314 



Seq. ID OJ991011_10.0419.C2,5 
Strand 

End 1314 

Method GEN SCAN 

End 1314 

Score . 4 



51290 
108652 
1 

OJ991011_10.0419.C26.ol.np 
1 

7340909 
1. .239 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ991011__10.0419.C26 
Strand 

2565 
AAT/NAP 
239 
119 



End 

Method 

End 

Score 



51290 

108652 

1 

OJ991011_10.0419.C26.o2.np 
1 

7486881 



Seq. ID OJ991011_10.0419.C26 
Strand 

End 2565 

Method AAT/NAP 

End 2565 

Score 138 



1..60, 1018. .1101, 1147. .1301, 1965. .2163, 2228.-2565 
hypothetical protein T12H17.150 - Arabidopsis thaliana 
gi I 2827553 | emb | CAA16561.il (AL021635) predicted protein 
[Arabidopsis thaliana] gi | 7269122 | emb | CAB79231 . 1 | (AL161557] 
predicted protein [Arabidopsis thaliana] 



51290 

108653 

2514 

OJ991011__10.0419.C26.ol.gp 

2514 

428720 

2514. .2742 



Seq. ID OJ991011_10.0419.C26 
Strand 

End 2742 

Method AAT/GAP 

End 2742 

Score 424 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



51290 

108654 

4012 

OJ991011_10.0419.C26.ol.tm 

1048 

none 



Seq. ID OJ991011_10.0419.C26 
Strand 

End 5229 

Method TBLASTX : Maize 

End 2166 

Score 72 



1048.. 1143, 1049.. 1144, 1228.. 1287, 1229.. 1300, 1963.. 2109, 
2017.. 2166, 2019. .2165 



51290 
108654 



Seq. ID OJ991011_10.0419.C26 
Strand 



52662 



Start 


4012 




End 


5229 


Name 


OJ991011_10. 0419.C26.o2 


.gs 


Method 


GENS CAN 


Start 


4012 




End 


5229 


GI 


none 




Score 


. 68 


Exons 


4012. .4118, 4441. . 4 6 96, 


4765. 


. 5229 




Seq. No. 


51291 




Seq. ID 


OJ991011 


Gene No. 


108655 




Strand 


+ 


Start 


294 




End 


328 


Name 


OJ991011 10.0419.C27.ol 


.gs 


Method 


GENSCAN 


Start 


294 




End 


328 


GI 


none 




Score 


.49 


Exons 


294 . .328 








Seq. No. 


51291 




Seq. ID 


OJ991011 


Gene No. 


108656 




Strand 




Start 


270 




End 


370 


Name 


OJ991011_10.0419.C27.ol 


.np 


Method 


AAT/NAP 


Start 


270 




End 


370 


GI 


7340905 




Score 


104 


Exons 


270. .370 








GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51292 




Seq. ID 


OJ991011 


Gene No. 


108657 




Strand 


+ 


Start 


42 




End 


573 


Name 


OJ991011 10.0419.C31.ol 


. gs 


Method 


GENSCAN 


Start 


42 




End 


573 


GI 


none 




Score 


.83 


Exons 


42. .181, 444. .573 








Seq. No. 


51293 




Seq. ID 


OJ991011 


Gene No. 


108658 




Strand 




Start 


44 




End 


169 


Name 


OJ991011 10.0419.C32.ol 


.gs 


Method 


GENSCAN 


Start 


44 




End 


169 


GI 


none 




Score 


. 91 


Exons 


44. .169 








Seq. No. 


51294 




Seq. ID 


OJ991011 


Gene No. 


108659 




Strand 




Start 


2523 




End 


2964 


Name 


OJ991011 10.0419.C34.o2 


-gp 


Method 


AAT/GAP 


Start 


2523 


End 


2964 


GI 


4107138 




Score 


673 


Exons 


2523. .2964 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza : 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone: tl7804 



Seq. No. 51294 

Gene No. 108659 

Start 2523 

Name OJ991011_10 . 0419.C34 .ol .gp 

Start 2571 

GI 61605_1.R1084 

Exons 2571.. 2844 

GI Descrip. 1 5852170/emb | AL117265 . 1 1 OST17804 1.0e-137 Oryza sativa 



Seq. ID OJ991011_10.0419.C34 
Strand 

End 2964 

Method AAT/GAP 

End 2844 

Score 4 65 



52663 



• 



indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 51295 

Gene No. 108660 

Start 1812 

Name OJ991011_10 . 04 19 . C35 . o2 . gp 

Start 1812 

GI 101153_1.R1084 

Exons 1812.. 2041, 2499.. 2546 

GI Descrip. 1 5852170/emb | ALII 72 65 . 1 1 OST17804 1.0e-115 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID OJ991011_10.0419.C35 

Strand + 

End 2546 

Method AAT/GAP 

End 2546 

Score 390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51295 

108661 

1203 

OJ991011_10.0419.C35.ol.np 

1203 

6063554 



Seq. ID OJ991011_10.0419.C35 
Strand 

End 5194 

Method AAT/NAP 

End 5194 

Score 156 



1203. .1377, 2012. .2040, 2711. .2928, 2996. .3108, 3159. .3269, 
5151. .5194 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


51295 


Seq. ID 


OJ991011_10. 


0419. 


C35 


Gene No. 


108661 


Strand 








Start 


1203 


End 


5194 






Name 


OJ991011 10.0419.C35.o2.gs 


Method 


GENSCAN 






Start 


3981 


End 


4115 






GI 


none 


Score 


.75 






Exons 


3981. .4115 










Seq. No. 


51296 


Seq. ID 


OJ991011_10. 


0419. 


C36 


Gene No. 


108662 


Strand 








Start 


1 


End 


151 






Name 


OJ991011 10.0419.C36.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


151 






GI 


6721512 


Score 


55 






Exons 


1. .151 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


51297 


Seq. ID 


OJ991011_10. 


0419. 


C37 


Gene No. 


108663 


Strand 


+ 






Start 


261 


End 


1606 






Name 


OJ991011 10.0419.C37.ol.np 


Method 


AAT/NAP 






Start 


261 


End 


1606 






GI 


4803944 


Score 


154 






Exons 


261. .388, 1528. .1606 










GI Descrip. 


(AC006264) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


51297 


Seq. ID 


OJ991011_10. 


0419. 


C37 


Gene No. 


108664 


Strand 








Start 


783 


End 


1080 






Name 


OJ991011 10.0419.C37.ol.tm 


Method 


TBLASTX: Maize 




Start 


128 


End 


386 






GI 


none 


Score 


80 






Exons 


128. .181, 131. .184, 251. .337, 252. .386, 


273. .383 







52664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51297 

108664 

783 

OJ991011_10.0419.C37.ol.ts 

128 

none 



Seq. ID OJ991011_10.0419.C37 
Strand 

End 1080 

Method TBLASTX : Soybean 

End 386 

Score 89 



128. .181, 134. .181, 251. .337, 258. .386, 258. .386 



51297 

108664 

783 

OJ991011_10.0419.C37.ol.gs 

783 

none 

783. .919, 974. .1080 



Seq. ID OJ991011_10.0419.C37 
Strand 

End 1080 

Method GENSCAN 

End 1080 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51298 
108665 
1 

OJ991011_10.0419.C38.ol.np 
1 

4803944 

1..261, 353. .599, 680. .1033, 1169. .1289 

(AC0062 64) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991011_10.0419.C38 
Strand + 

1297 
AAT/NAP 
1289 
757 



End 

Method 

End 

Score 



51298 

108665 

1 

OJ991011_10.0419.C38.ol.tm 

164 

none 



Seq. ID OJ991011_10.0419.C38 

Strand . + 

End 1297 

Method TBLASTX : Mai ze 

End 1288 

Score 122 



164. .223, 167. .262, 181. .309, 184. .261, 305. .601, 335. .601, 
351. .602, 483. .557, 677. .1042, 677. .721, 679. .918, 770. .994, 
909. .1013, 970. .1035, 1132. .1284, 1172. .1288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51298 

108665 

1 

OJ991011_10.0419.C38.ol.ts 

167 

none 



Seq. ID OJ991011_10.0419.C38 

Strand + 

End 1297 

Method TBLASTX : Soybean 

End 1297 

Score 107 



167. .262, 184. .240, 341. .601, 351. .602, 483. .557, 677. .859, 
679. .849, 878. .1033, 899. .1012, 1166. .1297, 1171. .1269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51298 

108665 

1 

OJ991011_10.0419.C38.ol.gs 

185 

none 



Seq. ID OJ991011_10.0419.C38 

Strand + 

End 1297 

Method GENSCAN 

End 1297 

Score .82 



185. .261, 353. .599, 680. .1033, 1169. .1297 



51298 

108665 

1 

OJ991011 10.0419.C38.ol.tc 



Seq. ID OJ991011_10.0419.C38 

Strand + 

End 1297 

Method TBLASTX : Cress 



52665 



Start 
GI 

Exons 



200 End 595 

none Score 99 

200. .262, 202. .270, 350. .460, 351. .593, 366.'. 449, 485. .595, 
503. .595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51298 
108665 
1 

OJ991011_10.0419.C38.ol.gp 
416 

43164_1.R1084 
416. .599, 680. .995 

'4803944/gb|AAD29817.1|AC006264_25 5 . 0e-35 (AC006264) putative 
C2-domain protein (prosite: PD0C00380) [Arabidopsis thaliana] 1 



Seq. ID OJ991011_10.0419.C38 

Strand + 

End 1297 

Method AAT/GAP 

End 995 

Score 819 



51299 
108666 
1 

OJ991011_10.0419.C39.ol.gp 
1 

12843_1.R1084 
1. .196 

'4803944/gb|AAD29817.1 |AC006264_25 3.0e-18 (AC006264) putative 
C2-domain protein (prosite: PD0C00380) [Arabidopsis thaliana] ' 



Seq. ID OJ991011_10.0419.C39 

Strand + 

End 196 

Method AAT/GAP 

End 196 

Score 392 



Seq. No. 


51300 




Seq. ID 


OJ991011 


Gene No. 


108667 




Strand 


+ 


Start 


379 




End 


7130 


Name 


OJ991011 10.0419.C44. 


ol . gs 


Method 


GENSCAN 


Start 


379 




End 


3552 


GI 


none 




Score 


.65 


Exons 


379. .935, 1153. .2239, 


2616. 


.3105, 3245 


. .3552 


Seq. No. 


51300 




Seq. ID 


OJ991011 


Gene No. 


108667 




Strand 


+ 


Start 


379 




End 


7130 


Name 


OJ991011 10.0419.C44. 


ol . np 


Method 


AAT/NAP 


Start 


2091 




End 


5228 


GI 


7489803 




Score 


3372 


Exons 


2091. .5228 








GI Descrip. 


pol protein homolog - 


maize 


retrotransposon Opi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



51300 

108667 

379 

OJ991011_10.0419.C44.o2.gs 

3745 

none 



Seq. ID OJ991011_10.0419.C44 

Strand + 

End 7130 

Method GENSCAN 

End 7130 

Score .42 

3745. .4169, 4337. .4559, 4740. .4788, 6153. .6308, 6351. .6505, 
6539.. 6983, 7027.. 7130 



Seq. No. 51300 

Gene No. 108668 

Start 7270 

Name OJ991011 10 . 0419 .C44 . o7 . tm 



Seq. ID OJ991011_10.0419.C44 
Strand 

End 7424 

Method TBLASTX: Maize 



52666 






Start 


151 








End 


555 




GI 


none 








Score 


221 




Exons 


151. .555, 204. .440 










Seq. No. 


si **no 








Seq. ID 


OJ991011_10.0419.C44 




Gene No . 


1UODOO 








Strand 








7 970 

/ Z r U 








End 


7424 




Name 


o.tqqi mi in 


04 1 Q 


CAA oS 


. tm 


Method 


TBLASTX: Maize 




Start 


9*34 9 — 








End 


2645 




GI 


none 








Score 


94 




Exons 


9^4 9 94 £1 


9 ?4 4 


94 S7 


2458. 


.2583, 2459.-2584, 2508. .2585, 






2585. .2635, 


2586. 


.2645 










Seq. No. 


si ^oo 








Seq. ID 


OJ991011_10.0419.C44 




Gene No. 


ino 

1UO DDO 








Strand 






OLaiL 


7 97 n 

/ Z 1 U 








End 


7424 




Name 


o,tqqi mi in 


041 Q 

. U 4 J. j • 


p A A o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


9 sni — 

L Jul 








End 


3077 




GI 


none 








Score 


97 




Exons 


2501. .2584, 


2503. 


.2580, 


2586. 


.2753, 2591.. 2734, 2765.. 2791, 






2765. .2791, 


2789. 


.3076, 


2793. 


.3077 






Seq. No. 


ci onn 








Seq. ID 


OJ991011_10.0419.C44 




bene ino . 


XUO DDO 








Strand 


- 


^ ~Z 


Start 


7 97n 

/ Z / U 








End 


7424 




Name 


r> tqqi m i 1 n 


04 1 Q 
. U fi X ^ . 


P4 4 o9 
\^*± fl • oz 


. tm 


Method 


TBLASTX: Maize 


i n 


Start 


9 £4 S 








End 


3110 


ru 


GI 


none 








Score 


597 




Exons 


2645. .3109, 


2646. 


.3110 










Seq. No. 


si "^nn 








Seq. ID 


OJ991011_10.0419.C44 




bene ino . 


1UO ODD 








Strand 






Start 


797n 

/ Z 1 U 








End 


7424 




Name 


otqqi m i in 


0 4 1 Q 

• U 4 X -? • 


P4 4 

bft fi • Oj 


.ts 


Method 


TBLASTX : Soybean 


f i 


Start 


z / uu 








End 


3101 




GI 


none 








Score 


50 




Exons 


2700. .2792, 


2790. 


.3101 








~ ;~ 


Seq. No. 


si ^oo 








Seq. ID 


OJ991011_10.0419.C44 


El 


bene ino . 










Strand 




r ^ 


Start 


7970 
/ Z I U 








End 


7424 




Name 


otqqi m 1 1 n 


04 1 Q 


CM 4 r\4 
ft . Ofl 


.tm 


Method 


TBLASTX: Maize 




Start 


J J 3D 








End 


3861 




GI 


none 








Score 


438 




Exons 




jjDO • 


. JOJO , 


3570. 


.3860 






Seq. No. 


51300 








Seq. ID 


OJ991011_10.0419.C44 




Gene No. 


108668 








Strand 






Start 


7270 








End 


7424 




Name 


OJ991011 10, 


.0419. 


C44.ol 




Method 


TBLASTX : Soybean 




Start 


3594 








End 


4201 




GI 


5509260 








Score 


65 




Exons 


3594 . .3644, 


3594. 


.3809, 


3595. 


.3813, 3819.. 4196, 3820.. 4200, 






3971. .4201 














GI Descrip. 
















Seq. No. 


51300 








Seq. ID 


OJ991011_10.0419.C44 



52667 



Gene No. 108668 

Start 7270 

Name 0 J9910 1 1_1 0 . 0 4 1 9 . C4 4 . o 1 . tw 

Start 3736 

GI none 

Exons 3736.. 3810, 3841.. 4188, 3843. 

Seq. No. 51300 

Gene No. 108668 

Start ' 7270 

Name OJ991011_10 . 04 19 . C4 4 . o2 . tc 

Start 3802 

GI none 

Exons 3802.. 4083 



Strand 
End 

Method 
End 
Score 
.4187 



7424 

TBLASTX: Wheat 

4188 

85 



Seq. ID OJ991011_10.0419.C44 
Strand 

End 7424 

Method TBLASTX : Cres s 

End 4083 

Score 202 



Seq. No. 51300 

Gene No. 108668 

Start 7270 

Name OJ991011_10.0419.C4 4 .o3. tm 

Start 3862 

GI none 

Exons 3862.. 4212, 3862.. 4191, 3864. 
4200. .4325, 4205.. 4327 



Seq. ID OJ991011_10.0419.C44 
Strand 

End 7424 

Method TBLASTX : Maize 

End 4329 

Score 485 

4208, 4188. .4328, 4195. .4329, 



% _ Seq. No. 51300 

%-J Gene No. 108668 

£n Start 7270 

fil Name OJ991011_10. 0419.C44 ,o6.tm 

Start 4370 

GI none 

Exons 4370.. 4552, 4371.. 4553 



S3 



Seq. ID OJ991011_10.0419.C44 
Strand 

End 7424 

Method TBLASTX : Mai ze 

End 4553 

Score 253 



Seq. No. 51300 

Gene No. 108668 

Start 7270 

Name OJ991011_10.0419.C4 4 . o3 . tw 

Start 4371 

GI none 

Exons 4371.. 4523, 4551.. 4787 



Seq. ID OJ991011_10.0419.C44 
Strand 

End 7424 

Method TBLASTX : Wheat 

End 47 87 

Score 91 



^ Seq. No. 51300 

" rf Gene No. 108668 

Start 7270 

Name OJ991011_10 . 04 19 . C4 4 . ol . tm 

Start 4554 

GI none 

Exons 4554.. 5225, 4562.. 5080, 4935. 

Seq. No. 51300 

Gene No. 108668 

Start 7270 

Name OJ991011_10 . 0419 . C44 . o2 . ts 

Start 4572 

GI none 

Exons 4572.. 4970, 4781.. 4960, 4980. 



Seq. ID OJ991011_10.0419.C44 
Strand 

End 7424 
Method TBLASTX: Maize 
5231 
969 



End 
Score 
.5231 



Seq. ID OJ991011_10.0419.C44 
Strand 

End 7424 

Method TBLASTX : Soybean 

End 5213 

Score 297 
.5213 



Seq. No. 



51300 



Seq. ID OJ991011_10.0419.C44 



52668 



Gene No . 


1 HQ CCQ 
lUOODO 








otrana 






Start 


7270 








End 


7424 




Name 


OJ991011 10. 


0419. 


,C44.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4752 








End 


5210 




GI 


none 








Score 


71 




Exons 


4752. .4841, 


4845. 


.4979, 


4965. 


.5210 






Seq. No. 


51300 








Seq. ID 


OJ991011_10.0419. 


.C44 


Gene No . 


lUoDDO 








Strand 






Start 


7270 








End 


7424 




Name 


OJ991011 10. 


0419. 


C44.o3. 


gs 


Method 


GENSCAN 




Start 


7270 








End 


7424 




GI 


none 








Score 


.93 




Exons 


7270. .7424 














Seq. No. 


51301 








Seq. ID 


OJ991011_10.0419. 


.C45 


Gene No . 


lUo Dby 








Strand 






Start 


1035 








End 


1590 




Name 


OJ991011 10. 


0419. 


C45.ol. 


gs 


Method 


GENSCAN 




Start 


1035 








End 


1590 




GI 


none 








Score 


.45 




Exons 


1035. .1310, 


1481. 


.1590 










Seq. No. 


51302 








Seq. ID 


OJ991011_10.0419, 


.C46 


Gene No . 


lUob/U 








Strand 


+ 




Start 


30 








End 


2298 




Name 


OJ991011 10. 


0419. 


C46.ol. 


gs 


Method 


GENSCAN 




Start 


30 








End 


2298 




GI 


none 








Score 


.56 




Exons 


30. .377, 927 


'..1061, 1237 


..1353, 1601.. 


1832, 1856.. 2298 




Seq. No. 


51302 








Seq. ID 


OJ991011_10.0419. 


,C46 


Gene No . 


i n q an i 








Strand 


+ 




Start 


3240 








End 


4325 




Name 


OJ991011 10. 


0419. 


C4 6.o2. 


gs 


Method 


GENSCAN 




Start 


3240 








End 


4325 


1 


GI 


none 








Score 


.43 




Exons 


3240. .3251, 


3966. 


.4325 










Seq. No. 


51303 








Seq. ID 


OJ991011_10.0419, 


,C47 


Gene No. 


108672 








Strand 


+ 




Of 3 *~f- 

o tar c 


1 








End 






Name 


OJ991011 10. 


0419. 


C47.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


695 




GI 


4680186 








Score 


109 




Exons 


1..114, 516. 


.695 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


51303 








Seq. ID 


OJ991011JL0.0419. 


,C47 


Gene No . 


108673 








Strand 






Start 


1172 








End 


1737 




Name 


OJ991011 10. 


0419. 


C47.ol. 


gs 


Method 


GENSCAN 




Start 


1172 






End 


1737 




GI 


none 








Score 


.67 




Exons 


1172. .1297, 


1581. 


.1737 










Seq. No. 


51304 








Seq. ID 


OJ991011_10.0419. 


C48 



52669 



Gene No. 108674 Strand + 

Start 517 End 614 

Name OJ991011_10 . 0419 . C48 . ol . gs Method GENSCAN . 

Start 517 End 614 

GI none Score .41 

Exons 517.. 532, 583. .614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51305 
108675 
582 

OJ991011_10.0419.C4 9.ol.np 
582 

5042463 
582. .752, 1291. .1310 

(AC007789) unknown protein [Oryza sativa] 



Seq. ID OJ991011_10.0419.C49 

Strand + 

End 1310 

Method AAT/NAP 

End 1310 

Score 96 



51306 
108676 
1 

OJ991011_10.0419.C50.ol.np 
1 

4416302 
1. .764 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ991011_10.0419.C50 
Strand 

End 764 

Method AAT/NAP 

End 764 

Score 782 



51306 

108676 

1 

OJ991011_10.0419.C50.ol.tm 
1 

none 

1..483, 2. .475 

51306 

108676 

1 

OJ991011_10.0419.C50.o2.ts 
58 

none 

58. .282, 119. .277 



Seq. ID OJ991011_10.0419.C50 

Strand 

End 7 64 

Method TBLASTX : Maize 

End 4 83 

Score 277 



Seq. ID OJ991011_10.0419.C50 
Strand 

End 764 

Method TBLASTX : Soybean 

End 282 

Score 87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51306. 

108676 

1 

OJ991011_10.0419.C50.ol.tw 

229 

none 



Seq. ID OJ991011_10.0419.C50 

Strand 

End 764 

Method TBLASTX : Wheat 

End 660 

Score 51 



229. .486, 347. .475, 511. .660, 521. .652 



Seq. No. 51306 

Gene No. 108676 

Start 1 

Name OJ991011_10. 0419.C50 .ol . ts 

Start 289 

GI none 
Exons 



Seq. ID OJ991011_10.0419.C50 

Strand 

End 764 

Method TBLASTX : Soybean 

End 699 

Score 41 



289. .699, 299. .370, 413. .475, 536..682 



52670 





Seq. No. 


51306 




Seq. ID 


OJ991011_10.0419.C50 






10867 6 

-LVOV / U 




J Li aiiu 






Start 


1 




End 


764 




Name 


OJ991011 10.0419.C50.ol 


.gs 


Method 


GENSCAN 




Start 


341 




End 


564 




GI 


none 




Score 


.46 




Exons 


341. .564 










Seq. No. 


51306 




Seq. ID 


OJ991011_10.0419.C50 






108676 




St ra nd 






Start 


1 




End 


764 




Name 


OJ991011 10.0419.C50.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


505 




End 


762 




GI 


none 




Score 


73 




Exons 


505. .762, 550. .759 










Seq. No. 


51307 




Seq. ID 


OJ991011_10.0419.C51 






108677 




St* rand 






Start 


216 




End 


339 




Name 


OJ991011 10.0419.C51.ol 


. gs 


Method 


GENSCAN 




Start 


216 




End 


339 




GI 


none 




Score 


.49 




Exons 


216. .339 








f 1 


Seq. No. 


51308 




Seq. ID 


OJ991011_10.0419.C53 


f'k 


Gene No. 


108678 




Strand 


+ 




Start 


3193 




End 


5838 


I Li 


Name 


OJ991011 10.0419.C53.o2 


.gs 


Method 


GENSCAN 


f ^ 


Start 


3193 




End 


5838 


\ ; H 


GI 


none 




Score 


.76 


at 


Exons 


3193. .3280, 3368. .3551, 


3633. 


.3960, 4339. .4680, 4837. .4896, 


- — 

i y 




4967. .5080, 5159. .5206, 


5260. 


.5838 






Seq. No. 


51308 




Seq. ID 


OJ991011_10.0419.C53 


f i; 


Gene No. 


108679 




Strand 






Start 


100 




End 


314 




Name 


OJ991011 10.0419.C53.ol 


.gp 


Method 


AAT/GAP 


jf= =5= 


Start 


100 




End 


314 


□ 


GI 


101153 1.R1084 




Score 


301 




Exons 


100. .314 










GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza sativa 






indica (GLA4) genomic DNA, chromosome 4 


, BAC clone: 1 17804 1 




Seq. No. 


51308 




Seq. ID 


OJ991011_10.0419.C53 






108680 




Strand 






Start 


6194 




End 


7738 




Name 


OJ991011 10.0419.C53.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6183 




End 


6433 




GI 


none 




Score 


44 




Exons 


6183. .6224, 6188. .6433, 


6261. 


.6431 






Seq. No. 


51308 




Seq. ID 


OJ991011_10.0419.C53 




Gene No. 


108680 




Strand 






Start 


6194 




End 


7738 




Name 


OJ991011 10.0419.C53.ol 


.np 


Method 


AAT/NAP 




Start 


6194 




End 


7385 




GI 


4544372 




Score 


588 



52671 




Exons 6194.. 7385 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


51308 








Seq. ID 


OJ991011_10.0419 


.C53 


Gene No. 


108680 








Strand 


- 




Start 


6194 








End 


7738 




Name 


OJ991011 10. 


0419. 


C53.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


6209 








End 


6616 






none 










7 7 




Exons 


6209. .6616, 


6210. 


.6416 










Seq. No. 


51308 








Seq. ID 


OJ991011_10.0419 


.C53 


Gene No. 


108680 








Strand 


- 




Start 


6194 








End 


7738 




Name 


OJ991011 10. 


0419. 


C53.o3 


.gs 


Method 


GENSCAN 




Start 


6371 








End 


7738 






none 








Score 


7 £ 




Exons 


6371. .7188, 


7261. 


.7399, 


7454 . 


.7738 






Seq. No. 


51308 








Seq. ID 


OJ991011_10.0419 


.C53 


Gene No. 


108680 








Strand 


- 




Start 


6194 








End 


7738 




Name 


OJ991011 10. 


0419. 


C53.ol 


;ts 


Method 


TBLASTX : Soybean 




Start 


6776 








End 


7177 




(IT 


none 








Score 






Exons 


6776. .7177, 


6962. 


.7069 










Seq. No. 


51308 








Seq. ID 


OJ991011_10.0419 


.C53 


Gene No. 


108680 








Strand 


- 




Start 


6194 








End 


7738 




Name 


OJ991011 10. 


0419. 


C53.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6797 








End 


7162 






none 








Score 


ft ^ 




Exons 


6797. .7021, 


7019. 


.7162 










Seq. No. 


51308 








Seq. ID 


OJ991011_10.0419 


.C53 


Gene No. 


108680 








Strand 


- 




Start 


6194 








End 


7738 




Name 


OJ991011 10. 


0419. 


C53.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


6953 








End 


7333 




GI 


none 








Score 


164 




Exons 


6953. .7000, 


7031. 


.7333 










Seq. No. 


51309 








Seq. ID 


OJ991011_10.0419 


.C54 


Gene No. 


108681 








Strand 






Start 


1 








End 


1419 




Name 


OJ991011 10. 


0419. 


C54.ol 


np 


Method 


AAT/NAP 




Start 


1 








End 


1419 




GI 


7248394 








Score 


1030 




Exons 


1..450, 718. 


.1419 











GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R01 65 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



52672 






Seq. No. 


51309 




Seq. ID 


OJ991011_10.0419 


C54 




Gene No. 


1 HQ £Q 1 
1UO DO 1 




Strand 








Start 


1 




End 


1419 






Name 


OJ991011 10.0419.C54.ol.tm 




Method 


TBLASTX : Maize 






Start 


6 




End 


313 






GI 


none 




Score 


137 






Exons 


6. .188, 37. .189, 186. .311, 


188. .313, 194. .313 






Seq. No. 


51309 




beq . l u 


riTQQi m 1 in n/iQ 
vjjyyiuii lu.u^iy 


C54 




Gene No . 


108681 




Strand 








Start 


1 




End 


1419 






Name 


OJ991011 10.0419.C54.ol.tw 




Method 


i biiAb i a : wneat 






Start 


186 






c; Q c 
Dob 






GI 


none 




Score 








Exons 


186. .527, 197. .535, 530. .586, 


c/n col 








Seq. No. 


51309 




C«/^ T Pi 

beq. 1JJ 


ujyyiuii iu.u<iiy 


C54 




Gene No . 


108681 




Strand 








Start 


1 




End 


1419 






Name 


OJ991011 10.0419.C54.o2.tm 




Method 


i bJjAb i a : Maize 






Start 


314 




bna 








GI 


none 




Score 


1 Q Q 

i y y 






Exons 


314. .532, 315. .527, 332. .532 








1 1 


Seq. No. 


51309 




C ^ T Pi 

beq. iu 


HTQQ1 m 1 1 n n^iQ 

ujyyxuii iu.u4iy 


C54 




bene no. 


108681 




Strand 






US 


Start 


i 
x 




End 


1419 




fy 


Name 


OJ991011 10.0419.C54.ol.ts 




Method 


i dLAo 1a : boyoean 






Start 


383 




T-l _ _J 

End 


*7 *0 C 




Lij 


GI 


none 




Score 


iuy 




i 1 


Exons 


383. .517, 524. .736 










s =? 


Seq. No. 


51309 




C n /-r T PS 

beq. lu 


ATQQ1 1 i n n A 1 Q 

ujyyiuii iu.u4iy 


C54 




Gene No . 


108681 




Strand 






XT 


Start 


1 




End 


1419 






Name 


OJ991011 10.0419.C54.ol.gs 




Method 


CjhlNbLAN 




hi 


Start 


572 




End 


I 1 TO 

II f z 






GI 


none 




Score 


o o 
. az 




i. -j 


Exons 


572. .998, 1114. .1172 












Seq. No. 


51310 




Seq. ID 


OJy9iUzi IJ.U41y. 


CI 




Gene No . 


108682 




Strand 


+ 






Start 


513 




End 


1023 






Name 


OJ991021 13.0419.Cl.ol.gs 




Method 


GEN SCAN 






Start 


513 




End 


1023 






GI 


none 




Score 


.59 






Exons 


513. .779, 871. .1023 












Seq. No. 


51311 




Seq. ID 


OJ991021_13.0419. 


C2 




Gene No. 


108683 




Strand 


+ 






Start 


2203 




End 


2527 






Name 


OJ991021 13.0419.C2.o2.gp 




Method 


AAT/GAP 






Start 


2203 




End 


2527 






GI 


uC-osflM2020116f05al 




Score 


650 






Exons 


2203. .2527 












GI Descrip. 


, 5852172/emb|CAB55410.1| 4. 


Oe 


-11 (AL117265) zhb0002.1 [Oryza 



sativa] ' 



52673 



Seq. No. 51311 

Gene No. .108684 

Start 1 

Name OJ991021_13 . 0419 . C2 . ol . np 

Start 1 

GI 5306242 

Exons 1..211, 1554.. 1596 

GI Descrip. (AC006438) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991021_13.0419.C2 
Strand 

End 1596 

Method AAT/NAP 

End 1596 

Score 139 



Seq. No. 51311 

Gene No. 108684 

Start 1 

Name OJ991021_13 . 04 19 . C2 . ol . gs 

Start 57 

GI none 

Exons 57.. 269 



Seq. ID OJ991021_13.0419.C2 
Strand 

End 1596 

Method GENSCAN 

End 269 

Score .53 



Seq. No. 51311 

Gene No. 108684 

Start 1 

Name OJ991021_13 . 0419 . C2 . ol . gp 

Start 73 

GI none 

Exons 73.. 455 



Seq. ID OJ991021_13.0419.C2 
Strand 

End 1596 

Method AAT/GAP 

End 455 

Score 726 



Seq. No. 51311 

fy Gene No. 108685 

fj Start 1601 

hi Name OJ991021JL3 . 0419 . C2 . o3 . tm 

Start 9 

lf 3 GI none 

Exons 9.. 167, 37.. 225 



Seq. ID OJ991021_13.0419.C2 
Strand 

End 5571 

Method TBLASTX : Mai ze 

End 225 

Score 160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51311 

108685 

1601 

OJ991021_13.0419.C2.o2.np 

1601 

3075399 



Seq. ID OJ991021_13.0419.C2 
Strand 

End 5571 

Method AAT/NAP 

End 5562 

Score 444 



1601. .1704, 2828. .3271, 4040. .4205, 4343. .4570, 4741. .4916, 
5458. .5562 

(AC004484) putative SF16 protein {Helianthus annuus} 
[Arabidopsis thaliana] 



Seq. No. 51311 

Gene No. 108685 

Start 1601 

Name OJ991021_13 . 04 19 . C2 . ol . tm 

Start 2591 

GI none 
Exons 



Seq. ID OJ991021_13.0419.C2 
Strand 

End 5571 

Method TBLASTX: Maize 

End 3215 

Score 37 



2591. .2617, 2614. .2679, 2618. .2680, 2834. .2887, 2835. .2903, 
2912.. 3214, 2920.. 3213, 2937.. 3215 



Seq. No. 
Gene No. 
Start 



51311 

108685 

1601 



Seq. ID OJ991021_13.0419.C2 
Strand 

End 5571 



52674 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991021_13.0419.C2.ol.tw 

2895 

none 

2895. .2948, 2897. .3310, 2897. 

51311 

108685 

1601 

OJ991021_13.0419.C2.o2.tm 

3216 

none 

3216. .3266, 3216. .3266, 3217. 
4097. .4216, 4341. .4547, 4342. 
4734. .4904, 4740. .4802, 4741. 
5513. .5569, 5518. .5571 

51311 

108685 

1601 

OJ991021_13.0419.C2.o3.gp 

4060 

2427772 

4060. .4205, 4343. .4570, 4741. 



Method TBLASTX : Wheat 
End 3310 
Score 291 

.3286, 3045. .3287, 3157. .3309 

Seq. ID OJ991021_13.0419.C2 
Strand 

End 5571 

Method TBLASTX : Mai ze 

End 5571 

Score 70 

.3267, 3217. .3267, 4096. .4215, 
.4566, 4343. .4567, 4718. .4786, 
.4905, 4747. .4887, 5482. .5568, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4805 



OJ991021_13.0419.C2 

5571 
AAT/GAP 
4805 
727 



3075399 3.0e-16 (AC004484) SF16-like protein [Arabidopsis 
thaliana] 



51312 
108686 
2246 

OJ991021_13.0419.C3.ol.gs 
2246 
none 

2246. .2353, 3220. .3225, 3650. .3811, 4763. .4925, 5012 
5243. .5519, 5625.-5823, 5953.-6274, 7283. .7361, 9544 
10132. .10231 



Seq. ID OJ991021_13.0419.C3 
Strand + 

10231 
GENSCAN 
10231 
.7 



End 

Method 

End 

Score 



,5150, 
,9647, 



""•4 Seq. No. 

Gene No. 
1^ Start 
=~ Name 

Start 
53 GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51312 

108686 

2246 

OJ991021_13.0419.C3.ol.gp 
3596 

1190 2.R1084 



Seq. ID OJ991021_13.0419.C3 

Strand + 

End 10231 

Method AAT/GAP 

End 6489 

Score 2939 



3596. .3811, 4763..492S, 5012. .5150, 5243. .5519, 5625.-5823, 
5953. .6489 

f 1125691/emb|CAA63965| 0.0e+00 (X94301) DnaJ protein [Solanum 
tuberosum] ' 

51312 Seq. ID OJ991021_13 . 04 19 . C3 

108686 Strand + 

2246 End 10231 

OJ991021_13.0419.C3.ol.np Method AAT/NAP 

3662 End 6275 

1169382 Score 1789 

3662. .3811, 4763. .4927, 5011. .5150, 5243. .5519, 5625. .5823, 
5953.. 6275 

DNAJ PROTEIN HOMOLOG 2 gi | 542196 | pir | | S42031 LDJ2 protein - leek 
gi|454303|emb|CAA54720| (X77632) LDJ2 [Allium porrum] 



52675 




Sea No. 


51312 








Seq. ID OJ991021 


13. 0419. C3 


Gene No. 


108687 








Strand 




Start 


10537 








End 10850 




Name 


OJ991021 13 


.0419. 


C3.o2. 


gp 


Method AAT/GAP 




Start 


10537 








End 10850 




GI 


5607599 








Score 597 




Exons 


10537. .10850 










Seq. No. 


51312 








Seq. ID OJ991021 


_13.0419.C3 


Gene No. 


108688 








Strand 




Start 


11178 








End 11468 




Name 


OJ991021 13 


.0419. 


C3.ol. 


tm 


Method TBLASTX: 


Maize 


Start 


3558 ~~ 








End 6283 




GI 


none 








Score 45 




Exons 


3558. .3599, 


3559. 


.3597, 


3588. 


.3626, 3589.. 3621, 


3659. .3826, 




3661. .3825, 


4746. 


.4916, 


4760. 


.4894, 4760. .4918, 


4762. .4917, 




5012 . . 5149, 


5013. 


.5150, 


5047. 


.5151, 5050.. 5154, 


5243. .5518, 




5246 5416, 


5286. 


.5420, 


5469. 


.5519, 5479.. 5520, 


5618. .5821, 




5623 5862, 


5625 . 


.5822, 


5979. 


.6140, 5981.. 6100, 


5981. .6169, 




5982 6170, 


6242 . 


. 6283 








Seq. No. 


51312 








Seq. ID OJ991021 


_13.0419.C3 


fipnp Mo 


108688 








Strand - 




Start 


11178 








End 11468 




Name 


OJ991021 13 


. 0419 . 


C3.o2. 


tw 


Method TBLASTX: 


Wheat 


Start 


3659 ~~ 








End 4894 




GI 


none 








Score 259 




Exons 


3659 3826, 


3659. 


.3748, 


3661. 


.3825, 3867.. 3899, 


4746. .4859, 




4760. .4870, 


4760. 


.4870, 


4865. 


.4894 




Seq. No. 


51312 








Seq. ID OJ991021 


_13.0419.C3 


Gene No. 


108688 

V \J \J w w 








Strand 




Start 


11178 








End 11468 




Name 


OJ991021 13 


.0419. 


C3.ol. 


ts 


Method TBLASTX: 


Soybean 


Start 


3673 ~ 








End 6277 




GI 


none 








Score 71 




Exons 


3673 3717. 


3674 . 


.3718, 


3719. 


. 3769, 3748 . . 3825, 


3749. .3826, 




4743 4859 


4760 . 


.4861, 


4760. 


.4876, 4868. .4894, 


4877. .4921, 




5000 5152 


5010 . 


.5150, 


5046. 


.5153, 5047.. 5151, 


5243. .5305, 




5245 . . 5406, 


5246. 


.5356, 


5286. 


.5420, 5332.. 5409, 


5414. .5518, 




5469. .5519, 


5479. 


.5526, 


5618. 


.5707, 5625.-5696, 


5678. .5821, 




5684. .5773, 


5685. 


.5822, 


5689. 


.5826, 5913.. 6170, 


5951. . 6169, 




6242. . 6277 












Seq. No. 


51312 








Seq. ID OJ991021 


_13.0419.C3 


Gene No. 


108688 








Strand 




Start 


11178 








End 11468 




Name 


OJ991021 13 


.0419. 


C3.ol. 


tc 


Method TBLASTX: 


Cress 


Start 


3679 








End 6170 




GI 


none 








Score 209 




Exons 


3679. .3825, 


.3680. 


.3826, 


4760. 


.4894, 4760. .4918, 


4761. .4910, 




4768. .4911, 


4900. 


.4926, 


5006. 


.5143, 5046.. 5153, 


5047. .5151, 




5240. .5416, 


5241. 


.5393, 


5245. 


.5397, 5246.. 5518, 


5286. .5420, 




5469. .5519, 


5618. 


.5821, 


5621. 


.5773, 5625.. 5822, 


5910. .6170, 



5951.. 6094 

52676 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51312 
108688 
11178 

OJ991021_13.0419.C3.ol.tw 
5036 



none 
5036 
5243 



Seq. ID OJ991021_13.0419.C3 
Strand 

11468 

TBLASTX: Wheat 
6170 
90 



End 

_ Method 

End 
Score 

5113, 5043. .5150, 5046. .5150, 5047. .5151, 5050. .5154, 
5398, 5243.-5356, 5286. .5420, 5316. .5402, 5414. .5518, 
5469. .5519, 5479. .5535, 5618. .5821, 5621. .5773, 5623. .5829, 
5625. .5822, 5913. .6170, 5951. .6112, 5958. .6140 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021 13. 0419. C3 



51312 
108688 
11178 

OJ991021_13.0419.C3.o3.gp 
11178 

62293_1.R1084 
11178. .11468 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



11468 
AAT/GAP 
11468 
517 



3322. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3524, 



OJ991021_ 
+ 

8557 
AAT/NAP 
8521 
6713 
3570. .4141, 



4184 . .4335, 



51313 Seq. ID OJ991021 13. 0419. C4 

108689 
2436 

OJ991021_13.0419.C4.ol.np 
2436 
5922631 

2436. .2560, 2819. .3063, 
4462. .5387, 5994. .8521 

(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



to a 



51313 

108689 

2436 

OJ991021_13.0419.C4.o2.gs 

2436 

none 

2436. .3102, 3307. .4335, 4462. 



Seq. ID OJ991021_13.0419.C4 

Strand + 

End 8557 

Method GENSCAN 

End 8557 

Score .69 



,4676, 4767. .4859, 4865. 



5476. .5749, 5957. .6130, 6440. .6546, 6619. .7615, 7700. 



.5379, 
,8557 



51313 Seq. ID 

108690 Strand 
12852 End 
OJ991021_13.0419.C4 .o2.gp Method 
12852 End 
5816562 Score 
12852. .13262 

6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ991021_13.0419.C4 
+ 

13262 
AAT/GAP 
13262 
634 



52677 



Seq. No. 


51313 




Seq. ID 


OJ991021 


_13. 


0419 


.C4 


Gene No . 


108691 




Strand 


+ 








Start 


14099 




End 


14559 








Name 


OJ991021 13.0419 


. C4.o5.gs 


Method 


GEN SCAN 








Start 


14099 




End 


14559 








GI 


none 




Score 


. 6 








Exons 


14099. .14203, 14497.. 14559 












Seq. No. 


51313 




Seq. ID 


OJ991021 


_13. 


0419 


.C4 


Gene No . 


108692 




Strand 


+ 








Start 


15860 




End 


16132 








Name 


OJ991021 13.0419 


C4 . o7 . gs 


Method 


GEN SCAN 








Start 


15860 


End 


16132 








GI 


none 




Score 


.99 








Exons 


15860. . 16132 














Seq. No. 


51313 




Seq. ID 


OJ991021 


_13. 


0419 


.C4 


Gene No . 


108693 




Strand 










Start 


731 




End 


1894 








Name 


OJ991021 13.0419 


C4 . ol . gs 


Method 


GEN SCAN 








Start 


731 




End 


1894 








GI 


none 




Score 


.8 








Exons 


731. .1119, 1486. 


1604, 1845. 


.1894 










Seq. No. 


51313 




Seq. ID 


OJ991021 


_13. 


0419 


.C4 


Gene No. 


108694 




Strand 










Start 


1975 




End 


2734 








Name 


OJ991021 13.0419 


C4 .ol.gp 


Method 


AAT/GAP 








Start 


1975 




End 


2734 








GI 


5816562 




Score 


646 








Exons 


1975. .2389, 2711 


.2734 













GI Descrip. 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



Seq. No. 51313 

Gene No. 108695 

Start 8863 

Name OJ991021_13. 0419.C4 .o3.gs 

Start 8863 

GI none 
Exons 



Seq. ID OJ991021_13.0419.C4 
Strand 

End 11814 

Method GENSCAN 

End 11814 

Score . 8 



8863. .9317, 9411. .9515, 9587. .9776, 9851. .10050, 10116 .. 10474 , 
10551. .10869, 10926. .11814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51313 

108695 

8863 

OJ991021_13.0419.C4.o2.np 

8890 

6691716 



Seq. ID OJ991021_13.0419.C4 
Strand 

End 11814 

Method AAT/NAP 

End 11814 

Score 2462 



8890. .9337, 9411. .9531, 9681. .9776, 9851. .10038, 10116 10295 , 

10374. .10474, 10551 .. 10728, 10926. .11814 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 
Gene No. 



51313 
108696 



Seq. ID OJ991021_13.0419.C4 
Strand 



52678 




Start 


13214 








End 


15683 


Name 


OJ991021 13 


.0419 


.C4.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


3746 








End 


4148 


GI 


none 








Score 


283 


Exons 


3746. .4015, 


3747 


. .4148 








Seq. No. 


51313 








Seq. ID 


OJ991021__13.0419 


Gene No. 


i no cc\c 
lUooyb 








Strand 




Start 


13214 








End 


15683 


Name 


OJ991021 13 


.0419 


.C4.o6. 


tw 


Method 


TBLASTX : Wheat 


Start 


4728 








End 


5404 


GI 


none 








Score 


106 


Exons 


4728. .4856, 


4948 


. .5184, 


4952. 


.5182, 5231. .5404 


Seq. No. 


51313 








beq. ID 




Gene No. 


lUooyb 








Strand 




Start 


13214 








T-l _ _J 

End 


lODO 3 


Name 


OJ991021 13 


.0419 


.C4.o7. 


tm 


Method 


TBLASTX : Maize 


Start 


5035 








End 


5212 


GI 


none 








Score 


1 O 1 


Exons 


5035. .5181, 


5036 


. .5212 








Seq. No. 


51313 








Seq. ID 


OJyyiOzi io.U4iy 


Gene No . 


i a o c a c 








Strand 




Start 


13214 








End 


T C f O O 


Name 


OJ991021 13 


.0419 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5404 








End 


5860 


GI 


none 








Score 


a ft r 

4 96 


Exons 


5404. .5859, 


5405 


. .5860 








Seq. No. 


51313 








Seq. ID 


OJ9910zl 13.0419 


Gene No . 


i a o c c\ c 

108696 








Strand 




Start 


13214 








End 


15683 


Name 


OJ991021 13 


.0419 


.C4.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


5444 








End 


5809 


GI 


none 








Score 


138 


Exons 


5444. .5668, 


5675 


. .5809 








Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419 


Gene No. 


108696 








Strand 




Start 


13214 








End 


15683 


Name 


OJ991021 13 


.0419, 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5534 








End 


5890 


GI 


none 








Score 


350 


Exons 


5534. .5890, 


5575, 


. .5868 








Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419 


Gene No . 


1 A O £ A C 

108696 








Strand 




Start 


13214 








End 


15683 


Name 


OJ991021 13, 


.0419, 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5918 








End 


6301 


GI 


none 








Score 


312 


Exons 


5918. .6301, 


5927, 


. .6253, 


6022. 


.6300 




Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419 


Gene No. 


108696 








Strand 




Start 


13214 








End 


15683 



52679 



1.1. 

■ — 

'%J 

U 



Name 


OJ991021 13. 


0419. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5975 








End 


6399 




GI 


none 








Score 


409 




Exons 


5975.-6394, 


6019. 


.6399, 


6076. 


.6396 






Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419. 


C4 


beilC LNU • 










OLI dllU. 






Start 


13214 








End 


15683 




Name 


OJ991021 13. 


0419. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6053 








End 


6445 




GI 


none 








Score 


269 




Exons 


6053. .6409, 


6070. 


.6213, 


6086. 


.6445 






Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419. 


C4 


bene lnu . 
















Start 


13214 








End 


15683 




Name 


OJ991021 13. 


0419. 


C4.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


6470 








End 


6688 




GI 


none 








Score 


202 




Exons 


6470. .6688 














Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419. 


C4 


bene lnu . 


1UO D-JO 














Start 


13214 








End 


15683 




Name 


OJ991021 13. 


0419. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6680 








End 


7068 




GI 


none 








Score 


264 




Exons 


6680. .7066, 


6688. 


.6783, 


6820. 


.7068 






Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419. 


C4 


bene lnu . 


1uOu7U 








DLL CtilU. 






Start 


13214 








End 


15683 




Name 


OJ991021 13. 


0419. 


C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


6689 








End 


7111 




GI 


none 








Score 


404 




Exons 


6689. .7111, 


6694. 


.7035 










Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419. 


C4 












Strand 






Start 


13214 








End 


15683 




Name 


OJ991021 13. 


0419. 


C4.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


6742 








End 


7015 




GI 


none 








Score 


127 




Exons 


6742. .6792, 


6743. 


.6913, 


6770. 


.6898, 6917.. 7015, 6949.. 7014 


Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419. 


C4 


bene lno . 










Strand 






Start 


13214 








End 


15683 




Name 


OJ991021 13. 


0419. 


C4.ol0 


.tw 


Method 


TBLASTX: Wheat 




Start 


7127 








End 


7426 




GI 


none 








Score 


139 




Exons 


7127. .7261, 


7129. 


.7260, 


7315. 


.7383, 732 


8. .7426 




Seq. No. 


51313 








Seq. ID 


OJ991021_13.0419. 


C4 


Gene No. 


108696 








Strand 






Start 


13214 








End 


15683 




Name 


OJ991021 13. 


0419. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 





52680 




C 4- y4- 


74 9 *3 

/ 4 Z O 






Lna 


f 1 0 0 




none 






Score 


AO A 
4 Z 4 




74 9^ 774 


7494 

/ 4 c. 4 . 


774 7 77 


7 7ft £ 




Con Mn 


M *31 ^ 






ocq • ±U 


DTQQ1091 1 "3 041Q CA 


Gene No. 


108696 






Strand 




Start 


13214 






End 


15683 


LN diUC 


UO?31U^i. lO. 


04 1 Q 

U 4 J. -7 • 


L/4 • O J . LW 


Method 


TBLASTX: Wheat 


o Lai L 


74 97 _ 

/ 4 Z / 






End 


7818 




none 






Score 


395 


Exons 


7 4 97 7 ^Pft 


7 4 9 Q 


7740 74 "30 


.7816, 7625. .7798, 7771. .7818 


Opr. Mrt 


jijij 






Seq. ID 


OJ991021_13.0419.C4 


Gene No. 


108696 






Strand 




Start 


13214 






End 


15683 


IN CllUC 


D.TQQI 091 1 ^ 


04 1 Q 


04 1-111 
V_,4 . OJ . LIU 


Method 


TBLASTX: Maize 


D Ldl L 


/ 0 O O 






End 


8161 


V3l 


none 






Score 


92 




700Q 7Qft£ 


7 ft ft Q 


7QO7 7Q7Q 


.8052, 7982. .8065, 8075. .8161 


O C L] . LN U • 


^1 ^ 






Seq. ID 


OJ991021_13.0419.C4 


Gene No. 


108696 






Strand 




Start 


13214 






End 


15683 


Name 


O.TQQ1 091 1 ^ 


04 1 Q 

U 4 1 * 


P 4 0 9 1-1*7 

V_/4 • \J£. • LW 


Method 


TBLASTX: Wheat 


OLdX L 


7Q-37 — 






End 


8545 




none 






Score 


361 




7QQ7 p^QQ 


7 Q R 4 
/ ^ 0 4 . 


ft040 ft Oft 1 


.8110, 8092. .8220, 8414. .8545 


oeq . lno . 


m ^1 ^ 






Seq. ID 


OJ991021_13.0419.C4 


Gene No. 


108696 






Strand 




Start 


13214 






End 


15683 


IN aaiic 


O.TQQ1 091 1 ^ 


04 1 Q 
U41 


C4 . 04 . LIU 


Method 


TBLASTX: Maize 




0 z 4 0 






End 


8506 


vjl 


none 






Score 


164 




ft94*} R49S 


ft ^fiS 


ft494 P404 
. 0 4 Z 4 , O 4 U 4 . 


.8505, 8408. .8506 


OC^t INL> • 


SI "31 "3 






Seq. ID 


OJ991021_13.0419.C4 


Gene No. 


108696 






Strand 




Start 


13214 






End 


15683 


LN CJ.1UC 


O.TQQ1 091 1 ^ 


04 1 Q 

Wll 


C 4 n ft 1- Tat 
■ (JO ■ L W 


Method 


TBLASTX: Wheat 


C-j- -J 

D LdlL 


1 1 404 ~~ 






End 


11694 


v3l 


none 






Score 


54 


Exons 


1 1 404 1 1 £Q4 

114U4. .110.74 


114 
, 114 


41 1 1 cm/ 

41. .11334 






Con KTrt 
JC\j ■ INL» • 


m ^1 ^ 






Seq. ID 


OJ991021_13.0419.C4 


fZpnp No 

VJ I 1 ! W • 


108696 

1 W U U y U 






Strand 




Start 


13214 






End 


15683 


Name 


OJ991021 13. 


0419. 


C4 . o3 .np 


Method 


AAT/NAP 


Start 


13147 






End 


15551 


GI 


118124 






Score 


91 


Exons 


13147. .13184 


, 14940. .15176, 15463.. 15551 



GI Descrip. CYSTEINE PROTEINASE EP-B 4 PRECURSOR gi | 8238 6 | pir | UQ1110 

cysteine proteinase (EC 3.4.22.-) EP-B 4 precursor - barley 

gi| 1146118 (U19384) cysteine proteinase EPB2 precursor [Hordeum 

vulgare] 

Seq. No. 51313 Seq. ID OJ991021_13 . 04 19 . C4 



52681 






Gene No. 


108696 


Strand 






Start 


13214 


End 


15683 




Name 


OJ991021 13.0419.C4.o4.gs 


Method 


GEN SCAN 




Start 


13214 


End 


13402 




GI 


none 


Score 


.92 




Exons 


13214. .13402 








Seq. No. 


51313 


Seq. ID 


OJ991021_13.0419.C4 




Gene No. 


108696 


Strand 






Start 


13214 


End 


15683 




Name 


OJ991021 13.0419.C4.o6.gs 


Method 


GENSCAN 




Start 


14843 


End 


15683 




GI 


none 


Score 


1 




Exons 


14843. .15237, 15395. .15683 








Seq. No. 


51314 


Seq. ID 


OJ991021_13.0419.C5 




Gene No. 


108697 


Strand 


+ 




Start 


1 


End 


451 




Name 


OJ991021 13 . 0419 . C5 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


451 




GI 


4510378 


Score 


260 




Exons 


1..56, 90. .169, 215. .451 








GI Descrip. 


(AC007017) putative RING zinc 


finger protein [Arabidopsis 


f *1 




thaliana] 






\d 


Seq. No. 


51314 -•• 


Seq. ID 


OJ991021_13.0419.C5 


r ri 


Gene No. 


108698 


Strand 


+ 




Start 


3329 


End 


5625 


1 J: 


Name 


OJ991021 13.0419.C5.ol.ts 


Method 


TBLASTX: Soybean 


: ; J 


Start 


101 


End 


3572 




GI 


none 


Score 


50 


i y 


Exons 


101. .160, 232. .420, 233. .424, 


3513. .3572 




Seq. No. 


51314 


Seq. ID 


OJ991021_13.0419.C5 


f i 


Gene No. 


108698 


Strand 


+ 




Start 


3329 


End 


5625 




Name 


OJ991021 13.0419.C5.ol.gp 


Method 


AAT/GAP 


M 


Start 


3221 


End 


5606 


w 


GI 


54546 1.R1084 


Score 


948 


f ^ 


Exons 


3221. .3431, 3533.-3634, 5204.. 


5361, 5518. .5606 




GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genoi 






DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


51314 


Seq. ID 


OJ991021_13.0419.C5 




Gene No. 


108698 


Strand 


+ 




Start 


3329 


End 


5625 




Name 


OJ991021 13.0419.C5.o2.gs 


Method 


GENSCAN 




Start 


3329 


End 


5625 




GI 


none 


Score 


.65 




Exons 


3329. .3431, 3491. .3634, 5204.. 


5361, 5518.. 5625 




Seq. No. 


51314 


Seq. ID 


OJ991021_13.0419.C5 




Gene No. 


108698 


Strand 


+ 




Start 


3329 


End 


5625 




Name 


OJ991021 13.0419.C5.o2.np 


Method 


AAT/NAP 




Start 


3341 


End 


5622 




GI 


6671934 


Score 


339 



52682 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3341. .3431, 3533. .3634, 5204. .5361, 5518. .5622 
(AC016795) unknown protein [Arabidopsis thaliana] 



51314 

108698 

3329 

OJ991021_13 . 04 19 . C5 . ol . tm 

3413 

none 



Seq. ID OJ991021_13.0419.C5 

Strand + 

End 5625 

Method TBLASTX : Maize 

End 5607 

Score 38 



3413. .3436, 3541. .3639, 3543. .3638, 5202. .5360, 5203. .5367, 
5514. .5600, 5518. .5607 



Seq. No. 51314 

Gene No. 108698 

Start 3329 

Name OJ991021_13 . 0419 . C5 . ol . tw 

Start 3535 

GI none 
Exons 



Seq. ID OJ991021_13.0419.C5 

Strand + 

End 5625 

Method TBLASTX : Wheat 

End 5571 

Score 55 



3535.. 3588, 3535.. 3600, 3579.. 3632, 3579.. 3638, 3580.. 3639, 
5202. .5360, 5202. .5360, 5203. .5367, 5203. .5361, 5204. .5362, 
5518. .5571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51315 

108699 

1 

OJ991021_13.0419.C6.ol.np 
1 

6119519 



Seq. ID OJ991021_13.0419.C6 

Strand + 

End 5210 

Method AAT/NAP 

End 4809 

Score 144 



1..183, 765. .857, 998. .1075, 1368. .1563, 2302. .2576, 2715. .2810, 
3145. .3229, 3314. .3767, 4774. .4809 

(AC011560) hypothetical protein [Arabidopsis thaliana] 



51315 

108699 

1 

OJ991021_13.0419.C6.o2.np 
1 

6119519 



Seq. ID OJ991021_13.0419.C6 

Strand + 

End 5210 

Method AAT/NAP 

End 5210 

Score 146 



1..183, 765. .857, 998. .1075, 1368. .1563, 2302. .2576, 2715. .2810, 
3145.. 3229, 3314.. 3843, 3935.. 3982, 5028.. 5210 
(AC011560) hypothetical protein [Arabidopsis thaliana] 



51315 

108699 

1 

OJ991021_13.0419.C6.ol.gs 

781 

none 



Seq. ID OJ991021_13.0419.C6 

Strand + 

End 5210 

Method GENSCAN 

End 5074 

Score .87 



781. .818, 1364. .1532, 2289. .2576, 2682. .2798, 3145. .3843, 
3935. .4422, 4984. .5074 



Seq. No. 51315 

Gene No. 108699 

Start 1 

Name OJ991021_13 . 0419 . C6 . ol . tm 

Start 1364 

GI none 



Seq. ID OJ991021_13.0419.C6 

Strand + 

End 5210 

Method TBLASTX : Mai ze 

End 2577 

Score 131 



52683 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1364. .1540, 1365. .1535, 2299.-2466, 2301. .2438, 2407. .2577, 
2436.. 2576, 2437.. 2577 



51316 
108700 
1 

OJ991021_13.0419.C7.ol.np 
1 

6119519 
1. .1315 

(AC011560) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991021_13.0419.C7 
Strand + 

1315 
AAT/NAP 
1315 
283 



End 

Method 

End 

Score 



51316 
108701 
229 

OJ991021_13.0419.C7.ol.tm 
177 
none 

177. .311, 193. .345, 252. 
301. .399, 301. .408, 301. 
325. .441, 328. .447, 364. 
370. .468, 378. .452, 379, 
412. .606, 466. .489, 499, 
556. .612, 556. .606, 556, 
568. .753, 571. .648, 610, 
709. .837, 717. .848, 844. 
1010. .1075, 1072. .1206, 
1206.. 1319, 1207.. 1320, 
1511. .1582, 1540. .1590, 
1661. .1693 



Seq. ID OJ991021_13.0419.C7 
Strand 

End 1693 
Method TBLASTX : Maize 
End 1693 
Score 60 
.338, 26S..387, 280. .399, 296. .346, 
.399, 307. .429, 319. .441, 324. .392, 
.468, 364. .462, 366. .398, 367. .468, 
.483, 379. .516, 391. .534, 412. .555, 
.561, 520. .561, 520. .558, 520. .561, 
.672, 556. .609, 556. .663, 562. .666, 
.651, 616. .699, 661. .705, 709. .840, 
.918, 923. .1042, 931. .1026, 1009. .1086, 
1078. .1203, 1079. .1210, 1146. .1211, 
1214. .1342, 1412. .1444, 1499. .1555, 
1544. .1591, 1545. .1589, 1628. .1690, 



Seq. No. 51316 

Gene No. 108701 

Start 229 

Name OJ991021_13 . 04 19 . C7 . ol . gs 

Start 229 

GI none 

Exons 229.. 986, 1037.. 1079 

Seq. No. 51317 

Gene No. 108702 

Start 20 

Name OJ99102 1_13 . 04 1 9 . C8 . ol . gp 

Start * 20 

GI 2443140 

Exons 20.. 354 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_13.0419.C7 

1693 
GENS CAN 
1079 
.98 



OJ991021_13.0419.C8 
+ 



354 

AAT/GAP 

354 

657 



Seq. No. 51317 

Gene No. 108703 

Start 686 

Name OJ991021_13 . 04 19 . C8 . ol . gs 

Start 686 

GI none 

Exons 686.. 1547, 1991.. 2134, 2256. 

3195. .3419, 3545. .3676 



Seq. ID OJ991021_13.0419.C8 

Strand + 

End 3838 

Method GENSCAN 

End 3676 

Score . 98 
.2408, 2532. .2647, 2915. .3082, 



Seq. No. 



51317 



Seq. ID OJ991021_13.0419.C8 



52684 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



108703 
686 

OJ991021_13.0419.C8.ol.np 
686 

7428007 

686. .1547, 1991. 
3195. .3419, 3545 



Strand 
End 

Method 
End 
Score 
.2408, 2532. 
,3838 

calcium-dependent protein kinase (EC 2.7.1.-) - maize (strain 
W64A) gi|3320104|emb|CAA07481.1| (AJ007366) calcium-dependent 
protein kinase [Zea mays] 



2134, 2256. 
.3658, 3766. 



+ 

3838 
AAT/NAP 
3838 
2236 

.2647, 2915. .3082, 



51317 Seq. ID 

108703 Strand 

686 End 

OJ991021_13 . 04 19 . C8 . o2 . gp Method 

1349 End 

LIB34 34-043-P1-K1-E11 Score 



OJ991021_13.0419.C8 

+ 

3838 
AAT/GAP 
2310 
660 



1349. .1547, 1991. .2133, 2254. .2310 

' 3320104 /emb | CAA074 81 1 6.0e-56 (AJ007366) calcium-dependent 
protein kinase [Zea mays] 1 



51317 Seq. ID 

108703 Strand 

686 End 

OJ991021_13.0419.C8.o3.gp Method 

3265 End 

LIB34 33-04 4-P1-K1-F12 Score 
3265. .3621 

1 3320104/emb | CAA07481 1 5 . 0e-14 (AJ007366) calcium-dependent 
protein kinase [Zea mays] 1 



OJ991021_13.0419.C8 
+ 

3838 
AAT/GAP 
3621 
610 



51317 

108704 

5328 

OJ991021_13.0419.C8.ol.tc 

686 

none 



OJ991021 13. 0419. C8 



Seq. ID 
Strand 
End 

Method 
End 
Score 

686. .712, 715. .744, 716. .766, 871. .903, 872. .898, 1019. .1561, 
1105. .1563, 1980. .2132, 1986. .2132, 1987. .2133, 2006. .2137, 
2252. .2407, 2254. .2394, 2264. .2413, 2534. .2650, 2534. .2644, 
2536. .2652, 2906. .3079, 2912. .3082, 2914. .3081, 3194. .3367, 
3195. .3419, 3544. .3627, 3545. .3589 



7903 

TBLASTX: Cress 

3627 

52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



51317 

108704 

5328 

OJ991021_13.0419.C8.o2.ts 

1046 

none 

1046. .1561, 1105. .1548, 1980. 
2263.. 2403, 2534.. 2650, 2534, 
2914. .3063, 3177. .3242, 3188. 

51317 

108704 

5328 

OJ991021 13.0419.C8.o2.tm 



Seq. ID OJ991021_13.0419.C8 
Strand 

End 7903 

Method TBLASTX : Soybean 

End 3604 

Score 625 

.2141, 1987. .2133, 2252. .2407, 
.2650, 2554. .2652, 2912. .3082, 
.3331, 3195.. 3419, 3545.. 3604 

Seq. ID OJ991021_13.0419.C8 
Strand 

End 7 903 

Method TBLASTX : Maize 



52685 






Start 


1078 








End 


1552 






GI 


none 








Score 


154 






Exons 


1078. .1194, 


1079. 


.1552, 


1105. 


.1548 








Seq. No. 


51317 








Seq. ID 


OJ991021 


_13.0419.C8 




Gene No . 


108704 








Strand 








Start 


5328 








End 


7903 






Name 


OJ991021 13. 


0419. 


C8.o3. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


1228 








End 


1498 






GI 


none 








Score 


373 






Exons 


1228. .1497, 


1229. 


.1498 












Seq. No. 


51317 








Seq. ID 


OJ991021 


_13.0419.C8 




Gene No. 


108704 








Strand 








Start 


5328 








End 


7903 






Name 


OJ991021 13. 


0419. 


C8.o4. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


1505 








End 


2407 






GI 


none 








Score 


80 






Exons 


1505. .1561, 


1507. 


.1551, 


1980. 


.2132, 1987. .2133, 


2252. .2407, 






2254. .2406 
















Seq. No. 


51317 








Seq. ID 


OJ991021 


_13.0419.C8 




Gene No . 


108704 








Strand 








Start 


5328 








End 


7903 






Name 


OJ991021 13. 


0419. 


C8.o4. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1983 








End 


2407 






GI 


none 








Score 


233 




f i 


Exons 


1983. .2132, 


1987. 


.2133, 


1990. 


.2148, 2252. .2407, 


2254. .2406 


— 


Seq. No. 


51317 








Seq. ID 


OJ991021 


_13.0419.C8 




Gene No. 


108704 








Strand 






m 


Start 


5328 








End 


7903 






Name 


OJ991021 13. 


0419. 


C8.o3. 


tm 


Method 


TBLASTX: 


Maize 


f 1 


Start 


2565 








End 


3407 




V : 


GI 


none 








Score 


123 






Exons 


2565. .2648, 


2572. 


.2652, 


2573. 


.2650, 2912. .3082, 


2914. .3081, 






2925. .3083, 


2965. 


.3084, 


3194. 


.3373, 3195. .3407, 


3333. .3395 




Seq. No. 


51317 








Seq. ID 


OJ991021 


_13.0419.C8 


?T 


Gene No. 


108704 








Strand 








Start 


5328 








End 


7903 






Name 


OJ991021 13. 


0419. 


C8.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2954 








End 


3669 






GI 


none 








Score 


49 






Exons 


2954. .3079, 


2992. 


.3081, 


2993. 


.3082, 3177. .3242, 


3194. .3367, 






3195. .3419, 


3544. 


.3612, 


3545. 


.3613, 3631-. .3669 






Seq. No. 


51317 








Seq. ID 


OJ991021 


_13.0419.C8 




Gene No . 


108704 








Strand 








Start 


5328 








End 


7903 






Name 


OJ991021 13. 


0419. 


C8.o4. 


gp 


Method 


AAT/GAP 






Start 


5317 








End 


7324 






GI 


none 








Score 


818 






Exons 


5317. .5701, 


7270. 


.7324 












Seq. No. 


51317 








Seq. ID 


OJ991021 


_13.0419.C8 




Gene No. 


108704 








Strand 







52686 




Start 


5328 






End 


7903 


Name 


OJ991021 13. 


0419.C8.o2. 


gs 


Method 


GEN SCAN 


Start 


5328 






End 


7879 


GI 


none 






Score 


. 96 


Exons 


5328. .5347, 


7270. .7879 








Seq. No. 


51317 






Seq. ID 


OJ991021_13.0419 


Gene No. 


108704 






Strand 




Start 


5328 






End 


7903 


Name 


OJ991021 13. 


0419.C8.o2. 


np 


Method 


AAT/NAP 


Start 


7247 






End 


7903 


GI 


7486009 






Score 


845 


Exons 


7247. .7903 










GI Descrip. 


hypothetical 


protein F22O6.250 - Arabidopsis thaliana 




gil 488 6290 | emb I CAB4345C 


.11 (AL050300) 


putative protein 




[Arabidopsis 


thaliana] 








Seq. No. 


51317 






Seq. ID 


OJ991021_13.0419 


Gene No . 


108704 






Strand 




Start 


5328 






End 


7903 


Name 


\JU Zt -L \J £. X 1J • 




I— ILL 


Method 


TBLASTX: Maize 


Start 


7266 






End 


7901 


GI 


none 






Score 


767 


Exons 


7266. .7901, 


7268. .7825, 


7767. 


.7898, 7849. .7899 


Seq. No. 


51317 






Seq. ID 


OJ991021_13.0419 


Cpnp Wo 


108704 






Strand 




Start 


5328 






End 


7903 


Name 








Method 


TBLASTX: Cress 


Start 


7349 






End 


7804 


GI 


none 






Score 


461 


Exons 


7349. .7804, 


7350. .7799 








Seq. No. 


51317 






Seq. ID 


OJ991021_13.0419 


Gene No. 


108704 






Strand 




Start 


5328 






End 


7903 


Name 


OJ991021 13. 


0419.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7352 






End 


7903 


GI 


none 






Score 


482 


Exons 


7352. .7825, 


7353. .7826, 


7782. 


.7874, 7849. .7884, 7849. .71 




7877. .7903 










Seq. No. 


51317 






Seq. ID 


OJ991021JL3.0419 


Gene No . 


108704 






Strand 




Start 


5328 






End 


7903 


Name 


OJ991021 13. 


0419.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7377 






End 


7655 


GI 


none 






Score 


426 


Exons 


7377. .7655, 


7379. .7654 








Seq. No. 


51318 






Seq. ID 


OJ991021_13.0419 


Gene No. 


108705 






Strand 


+ 


Start 


1853 






End 


4993 


Name 


OJ991021 13. 


0419.C9.ol. 


gs 


Method 


GENSCAN 


Start 


1853 






End 


4993 


GI 


none 






Score 


.62 


Exons 


1853. .4993 











52687 



Seq. No. 


51318 


Seq. ID 


OJ991021 


_13. 


0419. 


C9 




108705 


Strand 


+ 








Start 


1853 


End 


4993 








Name 


OJ991021 13.0419.C9.ol.np 


Method 


AAT/NAP 








Start 


1853 


End 


4990 








GI 


6907089 


Score 


4488 








Exons 


1853. .4990 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


51318 


Seq. ID 


OJ991021 


_13. 


0419. 


C9 


Gene No. 


108706 


Strand 


+ 








Start 


11735 


End 


13013 








Name 


OJ991021 13.0419.C9.o4.np 


Method 


AAT/NAP 








Start 


11735 


End 


13013 








GI 


7523512 


Score 


139 








Exons 


11735. .11755, 12885.. 13013 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 









Seq. No. 51318 Seq. ID 

Gene No. 108707 Strand 

Start 13918 End 

Name OJ991021_13 . 04 19 . C9 . o5 . np Method 

Start 13918 End 

GI 7340920 Score 

Exons 13918. .14064 

GI Descrip. (AP001550) hypothetical protein [Oryza sativa] 



OJ991021_13.0419.C9 
+ 

14064 
AAT/NAP 
14064 
110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51318 Seq. ID 

108708 Strand 

44103 End 

OJ991021JL3 . 04 1 9 . C9 . 06 . gs Method 

44103 End 

none Score 



OJ991021_13.0419.C9 
+ 

49001 
GENSCAN 
49001 
.63 



44103. .44105, 45964 .. 4 6085, 47017. 
48340. .48361, 48529. .49001 



,47110, 48157. .48231, 



Seq. No. 51318 Seq. ID 

Gene No. 108708 Strand 

Start 44103 End 

Name OJ991021_13 . 04 1 9 . C9 . 06 . gp Method 

Start 45661 End 

GI 90742_1.R1084 Score 

Exons 45661.. 45739 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ991021_13.0419.C9 
+ 

49001 
AAT/GAP 
45739 
99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51318 Seq. ID 

108709 Strand 

5616 End 

OJ991021_13 . 04 19 . C9 . o2 . np Method 

5616 End 

7228457 Score 



OJ991021_13.0419.C9 

11743 
AAT/NAP 
11743 
9515 



5616. .7161, 7228. .8379, 8502. .9337, 9401. .11333, 11395. .11743 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



52688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51318 Seq. ID 

108710 Strand 

11972 End 

OJ991021_13.0419.C9.o3.np Method 

11972 End 

5042454 Score 



OJ991021_13.0419.C9 

25470 
AAT/NAP 
24278 
144 



11972. .12032, 12432. .12602, 18438 .. 184 84 , 24250. .24278 
(AC007789) putative polyprotein [Oryza sativa] 



51318 
108710 
11972 

OJ991021_13.0419.C9.o6.np 
18887 
4510383 
18887. .18994, 19898.. 21216 

(AC007017) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991021_13.0419.C9 
Strand 

End 25470 

Method AAT/NAP 

End 21216 

Score 1267 



51318 

108710 

11972 

OJ991021_13.0419.C9.o2.gp 
22295 

uC-osflcypl78d09al 
22295. .22519, 22645.. 22871 
'3790587 5.0e-24 (AF079182) 
[Arabidopsis thaliana] ' 

51318 

108710 

11972 

OJ991021_13.0419.C9.o7.np 

22693 

3790587 

22693. .22990, 23075 .. 23172 , 
23924. .23986, - 25184. .25230, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_13.0419.C9 

25470 
AAT/GAP 
22871 
868 



RING-H2 finger protein RHF2a 



Seq. ID 
Strand 
End 

Method 

End 

Score 
23277. .23639, 
25329. .25470 



OJ991021 13. 0419. C9 



25470 
AAT/NAP 
25470 
792 

23742, 



.23850, 



GI Descrip. (AF079182) RING-H2 finger protein RHF2a [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51318 Seq. ID 

108710 Strand 

11972 End 

OJ991021_13 . 04 1 9 . C9 . o3 . gp Method 

23535 End 

569794 Score 



OJ991021_13.0419.C9 

25470 
AAT/GAP 
23993 
502 



23535. .23639, 23751 .. 23850, 23924.. 23993 

3790587 5.0e-24 (AF079182) RING-H2 finger protein RHF2a 

[Arabidopsis thaliana] 



51318 
108711 
29093 

OJ991021_13.0419.C9.o3.gs 
29093 



End 

Method 
End 

none Score 
29093. .29294, 30342 .. 304 60, 30538 .. 307 62 , 31188 .. 31355 , 
31438. .31553, 31886 .. 32029, 32882 .. 33704 , 33709 .. 33854 , 



Seq. ID OJ991021_13.0419.C9 
Strand 

34102 
GENSCAN 
34102 
.79 



52689 



33904. .34102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51318 

108711 

29093 

OJ991021_13.0419.C9.o8.np 

30350 

729092 



Seq. ID OJ991021_13.0419.C9 
Strand 

End 34102 

Method AAT/NAP 

End 33657 

Score 1781 



30350. .30460, 30538 .. 30762 , 31188 .. 31355, 31438 .. 31553, 

31647. .31802,. 3188 9 .. 32029, 32882.. 33657 

CALCIUM-DEPENDENT PROTEIN KINASE, ISOFORM AK1 (CDPK) 

gi| 477484 Ipir | IA49082 calcium-dependent protein kinase isoform 

AK1 - Arabidopsis thaliana gi 1304105 (L14771) calcium-dependent 

protein kinase [Arabidopsis thaliana] 



Seq. No. 51318 

Gene No. 108712 

Start 36683 

Name OJ991021JL3 . 0419 . C9 . o4 . gs 

Start 36683 

GI none 

Exons 36683. .37165 



Seq. ID OJ991021_13.0419.C9 
Strand 

End 37165 

Method GEN SCAN 

End 37165 

Score .55 



Seq. No. 51318 

Gene No. 108713 

Start 38545 

Name OJ99102 1_13 . 04 19 . C9 . o5 . gs 

Start 38545 

GI none 
Exons 



Seq. ID OJ991021_13.0419.C9 
Strand 

End 43507 

Method GENSCAN 

End 43507 

Score .76 



38545. .38601, 39780 .. 39857 , 40609 4 1537 , 41587 41681, 
43464. .43507 



f[j Seq. No. 

Gene No. 

U. Start 

-~ Name 

"J Start 

M GI 

n Exons 



51318 

108713 

38545 

OJ991021_13.0419.C9.o4.gp 

39285 

3768571 

39285. .39731 



Seq. ID OJ991021_13.0419.C9 
Strand 

End 43507 

Method AAT/GAP 

End 39731 

Score 749 



Seq. No. 51318 

Gene No. 108713 

Start 38545 

Name OJ991021_13. 04 19 . C9 . o5 . gp 

Start 40639 

GI 11249JL.R1084 

Exons 40639. .41236 

GI Descrip. '3790587 5.0e-24 (AF079182) RING-H2 finger protein RHF2a 
[Arabidopsis thaliana] 1 



Seq. ID OJ991021_13.0419.C9 
Strand 

End 43507 

Method AAT/GAP 

End 41236 

Score 1132 



Seq. No. 51318 

Gene No. 108714 

Start 46353 

Name OJ991021_13 . 0419. C9.o2 . tw 

Start 1547 

GI none 
Exons 



Seq. ID OJ991021_13.0419.C9 
Strand 

End 49778 

Method TBLASTX : Wheat 

End 20327 

Score 424 



1547. .1585, 1656.. 1694, 20049 20327 , 20051.. 20326 



52690 



Seq. No. 51318 Seq. ID 

Gene No. 108714 Strand 

Start 46353 End 

Name OJ99102 1_13 . 04 19 . C9 . olO . tm Method 

Start 1931 End 

GI none Score 
Exons 



OJ991021_13.0419.C9 
4 9778 

TBLASTX: Maize 

40954 

67 



1931. .2071, 39300. .39356, 39300 .. 39353, 39301 .. 39357 , 
39313. .39354, 39357 .. 39386, 39359 .. 39424 , 39399 394 61, 

39465, 39585. 
39694, 39771. 
39847, 40669. 
40954 



39399. .39452, 39400 

39587. .39691, 39587 

39772. .39828, 39779 

40852. .40950, 40871 



,39689, 39585. 
,39827, 39771. 
,40728, 40836. 



,39683, 
,39827, 
,40865, 



Seq. No. 


51318 








Seq. ID 


OJ991021_13.0419.C9 


Gene No. 


108714 








Strand 




Start 


46353 








End 


49778 


Name 


OJ991021JL3. 


0419 


.C9.ol3 


. tw 


Method 


TBLASTX: Wheat 


Start 


ioby 








End 


6222 


GI 


none 








Score 


77 


Exons 


2869. .2970, 


5625 


. .5750, 


5629. 


.5751, 5825.. 6220, 5884.. 6222 




5939. .6217 












Seq. No. 


51318 








Seq. ID 


OJ991021_13.0419.C9 


Gene No. 


108714 








Strand 




Start 


46353 








End 


49778 


Name 


ojyyiuzi ij. 


U4 iy 


. cy . oy . 


tw 


Method 


TBLASTX: Wheat 


Start 


6223 








End 


6604 


GI 


none 








Score 


167 


Exons 


6223. .6603, 


6254 


. .6499, 


6262. 


.6600, 6548. .6604 


Seq. No. 


51318 








Seq. ID 


OJ991021_13.0419.C9 


Gene No. 


108714 








Strand 




Start 


46353 








End 


49778 


Name 


OJ991021_13. 


0419 


.C9.o8. 


tm 


Method 


TBLASTX: Maize 


otart 


t>4uy 








End 


6741 


GI 


none 








Score 


102 


Exons 


6409. .6621, 


6418 


. .6471, 


6431. 


.6724, 6446.. 6595, 6520.. 6741 


Seq. No. 


51318 








Seq. ID 


OJ991021_13.0419.C9 


Gene No. 


108714 








Strand 




Start 


46353 








End 


49778 


Name 


OJ991021 13. 


0419 


.C9.ol5 


. tw 


Method 


TBLASTX: Wheat 


Start 


6934 








End 


7246 


GI 


none 








Score 


63 


Exons 


6934. .7194, 


7045 


. .7233, 


7070. 


.7246 




Seq. No. 


51318 








Seq. ID 


OJ991021_13.0419.C9 


Gene No. 


108714 








Strand 




Start 


46353 








End 


49778 


Name 


OJ991021 13. 


0419 


.C9.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


6994 








End 


7560 


GI 


5666795 








Score 


68 


Exons 


6994. .7194, 


7249 


. .7386, 


7462. 


.7560 




GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


51318 








Seq. ID 


OJ991021_13.0419.C9 



52691 




Gene No. 


108714 








Strand 






o uar u 


46353 








End 


49778 




Name 


OJ991021 13. 


0419 


.C9.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


7249 








End 


10707 




GI 


none 








Score 


93 




Exons 


7249. .7398, 


7250 


. .7387, 


7432. 


.7683, 7433. .7618, 7459. .7707 




10654. .10707 












Seq. No. 


Ji jIO 








Seq. ID 


OJ991021_13.0419 


-C9 




108714 








Strand 


- 




Start 


46353 








End 


49778 




Name 




u h l y 


,C9.ol4 


.tw 


Me luou 


i tJij/\o i a . wnea u 




Start 










End 


8544 




GI 


none 








Score 


48 




Exons 


OZDO . . 0 4 1 o , 


O Z D / 


. .8544, 


8450. 


.8539 






Seq. No. 


ci -ii Q 
D 1J1 O 








Seq. ID 


OJ991021_13.0419 


.C9 


(aene wo . 


108714 








Strand 


- 




Start 


46353 








End 


49778 




Name 


O TQQ1 H9 1 1 "3 
VJU :7 1 UZ 1 1j. 


fl /l 1 Q 
U f± 1 !? 


.C9.o4. 


ts 




i dj_lh.o i a . ooyoean 




Start 


q o HQ 
ooUo 








End 


8680 




GI 


none 








Score 


83 




Exons 


O jUo • . O J JO , 




.8680, 


8538. 


.8663 






Seq. No. 










Seq. ID 


OJ991021JL3.0419 


.C9 


uene wo . 


108714 








Strand 


- 




Start 


46353 








End 


49778 




Name 


vu jjXUZI 1 j . 


A/11 Q 
U ft 1 Z7 


C9.o7. 


tm 


MeunOu 


i oio/\o i a . lYiai ze 




Start 


O 4 Jl 








End 


8816 




GI 


none 








Score 


193 




Exons 




OJJ/ 


.8815, 


8538. 


.8816 






Seq. No. 


CI Ol Q 








Seq. ID 


OJ991021 13.0419 


.C9 


oene wo . 


108714 








Strand 


- 




Start 


46353 








End 


49778 




Name 


n tqqi no i 1 "3 

UU 3j1UZ1 lO . 


n/i q 

Ufi 1 Z? 


C9.o8. 


tw 


LYie unoa. 


TT3T 2i CTY • TaTVi a a +• 




Start 


Q C C C 
OJJJ 








End 


8866 




GI 


none 








Score 


193 




Exons 


OJJJ . .OOOD, 


on CQ 
O 0 DO 


.8858 










Seq. No. 


CI Ol Q 








Seq. ID 


OJ991021_13.0419 


.C9 


oene ino . 


108714 








Strand 


- 




Start 


46353 








End 


49778 




Name 


OJ991021 13. 


0419, 


C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


8843 








End 


9199 




GI 


none 








Score 


124 




Exons 


8843. .9148, 


8843. 


.9199, 


8853. 


.9164 






Seq. No. 


51318 








Seq. ID 


OJ991021_13.0419 


.C9 


bene no . 


108714 








Strand 






Start 


46353 








End 


49778 




Name 


OJ991021 13. 


0419. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8867 








End 


9330 




GI 


none 








Score 


215 




Exons 


8867. .9328, 


8873. 


.9328, 


8874. 


.9329, 8887.. 9330 




Seq. No. 


51318 








Seq. ID 


OJ991021_13.0419 


-C9 



52692 




Gene No. 


108714 




ot rana 






Start 


46353 




End 


49778 




Name 


OJ991021 13. 0419. C9. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


8924 




End 


9289 




GI 


none 




Score 


120 




Exons 


8924.. 9058, 9065.. 9289 








Seq. No. 


51318 




Seq. ID 


OJ991021_13.0419, 


C9 


Gene No . 


108714 




Strand 






Start 


46353 




End 


49778 




Name 


OJ991021 13. 0419. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


9494 




End 


9980 




GI 


none 




Score 


174 




Exons 


9494.. 9979, 9525.. 9785, 9807.. 9980 






Seq. No. 


Dljlo 




Seq. ID 


OJ991021_13.0419. 


C9 


Gene No. 


1 Uo / 1 4 




Strand 






> -y~4- 


A coco 




End 


49778 




Name 


ujyyiuzi i-3.u4iy.uy. 


OIU . tw 


Method 


TBLASTX: Wheat 




Start 


1 All C 

1U / 1 0 




End 


11267 




GI 


none 




Score 


95 




Exons 


1 u / 1 d . . iu y / z , iu/4y. 


1 nQOQ 

. luyoo , 


10955. .11053, 10956. .11048, 






11060. .11107, 11232. 


.11267 








Seq. No. 


CI Q 

3 1 JlO 




Seq. ID 


OJ991021_13.0419. 


C9 


Gene No . 


1 A Q "7 1 ^ 
lUo / 14 




Strand 






Start 


/l C "3 c; 0 
4 0 JO J 




End 


49778 




Name 


ujyyiu^i iJ.u^iy.Ly. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


1 n q 1 *7 
lUol / 




End 


11102 




GI 


none 




Score 


92 




Exons 


1 1 rice 1 AQi Q 

lUol / . . IIUOD, lUolo. 


111 PiO 

. 111U*: 








Seq. No. 


51318 




Seq. ID 


OJ991021_13.0419. 


C9 


Gene No. 


1 ncm a 
lUo / 14 




Strand 






Start 


4 DJOJ 




End 


49778 




Name 


ujyyiuzi io.U4iy.Ly. 


Oj . tS 


Method 


TBLASTX : Soybean 




Start 


18144 




End 


25457 




C T 


none 




Score 


196 




Exons 


18144. .18191, 18322. 


.18345, 


22831. .22998, 22835 .. 22993, 






23072. .23188, 23074. 


.23184, 


23257. .23316, 23569 .. 23637 , 






23592.-23639, 23739. 


.23852, 


23743. .23817, 23921 .. 2398 6, 






23929. .24000, 23932. 


.23988, 


25182. .25244, 25183 .. 25299, 






25183. .25230, 25318. 


.25425, 


25326. .25457 




Seq. No. 


51318 




Seq. ID 


OJ991021_13.0419. 


C9 


Gene No. 


108714 




Strand 






o tart 


46353 




End 


49778 




Name 


OJ991021 13. 0419. C9. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


20028 




End 


20671 




GI 


none 




Score 


599 




Exons 


20028. .20132, 20036. 


.20491, 


20037. .20492, 20452 .. 204 93, 






20498. .20581, 20499. 


.20582, 


20550. .20669, 20570. .20671 




Seq. No. 


51318 




Seq. ID 


OJ991021_13.0419. 


C9 


Gene No. 


108714 




Strand 






Start 


46353 




End 


49778 




Name 


OJ991021 13. 0419. C9. 


ol . ts 


Method 


TBLASTX: Soybean 





52693 





Start 


20036 




End 


20962 




GI 


none 




Score 


213 




Exons 


20036. .20362, 20039. 


.20500, 


20043. .20501, 204 98 .. 20581 , 






20573. .20800, 20574. 


.20774, 


20841. .20948, 20846. .20962 




Seq. No. 


51318 






O.TQQ1 091 1 ^ 04 1 Q 






1 0R71 4 




Cf rand 






Start 


46353 




End 


49778 




Name 


OJ991021 13. 0419. C9. 


o2.tc 


L1C L11UU 


1 DLino ± /\ • coo 




Start 


20036 




End 


20476 




GI 


none 




Score 


411 




Exons 


20036. .20476, 20037. 


.20471 








Seq. No. 


51318 




Seq. ID 


OJ991021JL3.0419 




Gene No. 


108714 




Strand 








IwJJJ 




End 


49778 




Name 


OJ991021 13. 0419. C9. 


o3.tc • 


Method 


TBLASTX: Cress 




Start 


20498 




End 


21118 




GI 


none 




Score 


37 




Exons 


20498. .20602, 20571. 


.20609, 


20576. .20776, 20601 .. 20774 , 






20843. .21118 










Seq. No. 


51318 




Seq. ID 


OJ991021_13.0419 




Gene No. 


108714 




Strand 








A fi^S? 

lOJJJ 




End 


49778 




Name 


OJ991021 13. 0419. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 


In 


Start 


20627 




End 


20998 




GI 


none 




Score 


184 




Exons 


20627. .20800, 20628. 


.20780, 


20786. .20845, 20840 .. 20998 , 


^ XT 




20844. .20948, 20897. 


.20995 








Seq. No. 


51318 




Seq. ID 


OJ991021_13.0419 


fy 


Gene No. 


108714 




Strand 






Of arf 






End 


49778 




Name 


OJ991021 13. 0419. C9. 


o3.tm 


Method 


TBLASTX: Maize 


^ . S 


Start 


20672 




End 


21076 




GI 


none 




Score 


153 


?* 


Exons 


20672. .20800, 20673. 


.20780, 


20783. .20845, 20840 .. 21076, 


^3 




20844. .21008, 20897. 


.21022 






r "j 

f i 


Seq. No. 


51318 




Seq. ID 


OJ991021_13.0419 






1 Oft 71 A 

iUO / J. 4 




Strand 






Start 


46353 




End 


49778 




Name 


OJ991021 13. 0419. C9. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


20963 




End 


21118 




GI 


none 




Score 


205 




Exons 


20963. .21118 










Seq. No. 


51318 




Seq. ID 


OJ991021_13.0419 






i rift 7 1 a 

IUO / -L 4 




Strand 






Start 


46353 




End 


49778 




Name 


OJ991021 13. 0419. C9. 


ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


22735 




End 


23004 




GI 


none 




Score 


254 




Exons 


22735. .23004, 22736. 


.22999 








Seq. No. 


51318 




Seq. ID 


OJ991021_13.0419 



52694 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



108714 Strand 

4 6353 End 

OJ991021_13.0419.C9.o9.tm Method 

22739 End 

none Score 



49778 

TBLASTX: Maize 

25430 

180 



22739.-22756, 22805 .. 22990, 22828.-22992, 23072 23149, 

23074. .23148, 23496 .. 23645, 23512 .. 23625 , 23739 23852 , 

23743. .23772, 23924 .. 23986, 23924 2398 6, 23929 24 000, 

25181. .25237, 25183 .. 25230, 25326 254 30 , 25333. .25425 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51318 

108714 

46353 

OJ991021_13.0419.C9.o4.tc 
22823 
none 
22823. 
23487. 
23738. 
23929. 
25306. 



.22993, 22828.-22998, 

.23624, 23539. .23580, 

.23848, 23739. .23852, 

.24000, 25181. .25228, 

.25425, 25326.. 25454 



51318 

108714 

46353 

OJ991021_13.0419.C9.oll.tw 

29038 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991021 13. 0419. C9 



49778 

TBLASTX: Cress 
25454 
156 

23072. .23209, 23074 .. 23172, 
23S72..23622, 23592 .. 23639, 
23743. .23820, 23924 .. 23986, 
25182. .25298, 25183 .. 25230, 



Seq. ID OJ991021_13.0419.C9 



Strand 
End 

Method 

End 

Score 



49778 

TBLASTX: Wheat 

32930 

103 



29038. .29127, 31648 .. 31803, 31649 .. 31867, 31873 32031, 
31890. .32030, 32869 .. 32928, 32880.. 32930 



Seq. No. 51318 

Gene No. 108714 

Start 46353 

Name OJ991021_13. 0419.C9.o4 . tm 

Start 30270 

GI none 

Exons 30270. .30461, 30335 .. 30463, 
30529. .30699, 30574.. 30699 

Seq. No. 51318 

Gene No. 108714 

Start 46353 

Name OJ991021_13 . 04 19 . C9 . o5 . tw 

Start 30344 

GI none 

Exons 30344. .30460, 30348 30461, 
30715. .30771, 31143. .31277 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_13.0419.C9 
49778 

TBLASTX: Maize 

30699 

153 



30338. .30460, 30522 30698 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_13.0419.C9 
49778 

TBLASTX: Wheat 

31277 

82 



30529. .30762, 30653 .. 30724 , 



Seq. No. 51318 Seq. ID 

Gene No. 108714 Strand 

Start 46353 End 

Name OJ991021_13 . 04 19 . C9 . o2 . ts Method 

Start 30369 End 

GI none Score 

Exons 30369. .30461, 30371 .. 30460, 30538. 

30570. .30758, 3058 9 .. 30759, 31128. 



OJ991021_13.0419.C9 
49778 

TBLASTX: Soybean 

33368 

57 



.30762, 
.31367, 



30543. 
31179, 



,30770, 
,31367, 



52695 







31433. .31549, 31435 


. . 31557, 


31648. .31803, 31655 


. . 31804, 








31867. .32031, 31890 


~\ *"» n **i rt 
. . 32030, 


32880. .33125, 32880 


. . 33368, 








32881 . . 33354 














Seq. No. 


51318 




Seq. ID 


OJ991021 


_13 . 0419 . 


C9 




Gene No. 


108714 




Strand 










Start 


46353 




End 


49778 








Name 


OJ991021_13. 0419.C9 


•ol. tc 


Method 


TBLASTX: 


Cress 






Start 


30399 




End 


33428 








GI 


none 




Score 


80 








Exons 


30399. .30461, 30410 


. .30463, 


30529. .30762, 30577 


. .30759, 








1 1 1 J A "Dirt/"*! rt 1 1 rt 1 

31143 .. 31367 , 31191 


. . 31367 , 


31433. .31552, 31435 


. . 31557, 








31441 .. 31566, 31645 


. . 31803, 


31646. .31804, 31864 


. . 32028, 








31868 .. 32035, 31890 


. . 32027 , 


32883. .33368, 32884 


. . 33099, 








33175. .33369, 33378 


. . 33428 












Seq. No. 


51318 




Seq. ID 


OJ991021 


13 . 0419 . 


C9 




Gene No. 


108714 




Strand 










Start 


46353 




End 


49778 








Name 


-r rt rt -1 /*\ rt -i -i rt /"V J rt. 

OJ991021 13. 0419. C9 


. o2 . tm 


Method 


TBLASTX : 


Maize 






Start 


30700 




End 


33215 








GI 


none 




Score 


80 








Exons 


30700. .30762, 30704 


. .30763, 


31179. .31367, 31191 


. .31367, 








31318 . . 31368 , 31433 


. . 31558, 


31435. .31566, 31435 


. . 31557, 








31645. .31803, 31646 


. . 31804, 


31864. .32031, 31890 


. . 32030, 




\2 




rt rt rt y~ rt rt rt rt J rt rt rt rt rt 

32868 . . 33041, 32880 


. . 33065, 


32881. .33045, 33051 


. . 33068, 




t n 




rt rt rt y- rt rt rt ^ rt rt rt rt rt rt rt 

33063. .33122, 33090 


. . 33149, 


33162. .33215, 33172 


. .33201 




r ! \ 
f =% 


Seq. No. 


51318 




Seq. ID 


OJ991021 


J.3.0419. 


C9 




Gene No. 


108714 




Strand 








ly 


Start 


46353 




End 


49778 








Name 


OJ99l02l_l3 . 04 19. C9 


.06. tw 


Method 


TBLASTX: Wheat 




fjS 


Start 


32931 




End 


33218 






: s? 


GI 


none 




Score 


146 






3 


Exons 


rt rt rt rt ^ rt rt i rt r" rt rt rt rt -i 

32931. .33125, 32931 


. . 33218, 


33166. .33201 






3 


Seq. No. 


51318 




Seq. ID 


OJ991021 


J3.0419. 


C9 




Gene No. 


108714 




Strand 










Start 


46353 




End 


49778 








Name 


OJ991021 13. 0419. C9 


. 06 . tm 


Method 


TBLASTX: Maize 




5? 


Start 


40644 




End 


41277 








GI 


none 




Score 


43 








Exons 


40644. .40667, 40731 


. .40796, 


40777. .40833, 40960 


. .40992, 








40961.. 40999, 41016 


. .41033, 


41086. .41106, 41086 


. .41277, 








41164 . . 41277 














Seq. No. 


51318 




Seq. ID 


OJ991021_ 


J.3.0419. 


C9 




Gene No. 


108714 




Strand 










Start 


A £ rt C rt 

4 6353 




End 


49778 








Name 


OJ991021 13. 0419. C9 


. olO . np 


Method 


AAT/NAP 








Start 


46353 


End 


49778 








(IT 


6679887 




Score 


62 








Exons 


46353. .46586, 49493 


. .49524, 


49621. .49778 








GI Descrip. 


frizzled homolog 8 


(Drosophila) gi | 1151260 | gb IAAC52 433 . 1 


1 






(U43321) transmembrane receptor [Mus musculus] 








Seq. No. 


51318 




Seq. ID 


OJ991021_ 


J3.0419. 


C9 



52696 



Gene No. 108714 Strand 

Start 46353 End 49778 

Name OJ991021_13. 0419.C9. o7 .gs Method GENS CAN 

Start 49461 End 49671 

GI none Score .78 

Exons 49461. .49671 



Seq. No. 51318 Seq. ID 

Gene No. 108714 Strand 

Start 4 6353 End 

Name OJ991021_13 . 04 19 . C9 . 08 . gp Method 

Start 4 9522 End 

GI 5607577 Score 

Exons 49522. .49778 



OJ991021_13.0419.C9 

49778 
AAT/GAP 
49778 
464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51319 

108715 

2282 

OJ991021_13.0419.C10.o2.gs 

2282 

none 

2282. .2339, 2475. .2506, 2906. 
3669. .3778, 3850. .4007, 4413. 
5134. .5205, 5471. .5590, 5672. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3111, 
.4551, 
.5837 



OJ991021_ 
+ 

6025 
GENSCAN 
5837 
.84 

3196. .3307, 
4630. .4746, 



13. 0419. C10 



3482, 
4938, 



,3578, 
,5045, 



% 


Seq. No. 


51319 




Gene No. 


108715 




Start 


2282 


; jJi 


Name 


OJ991021 13 




Start 


2906 




GI 


4510428 




Exons 


2906. .3111, 






4413. .4551, 


: e? 




5672. .5762, 


Q 


GI Descrip. 


(AC006929) 




Seq. No. 


51319 


: = 


Gene No. 


108716 


t *"H 


Start 


1 


X. 


Name 


OJ991021 13 




Start 


1 




GI 


5607577 




Exons 


1. .321 




Seq. No. 


51319 




Gene No. 


108717 




Start 


2905 




Name 


OJ991021 13 




Start 


2905 




GI 


none 




Exons 


2905. .3069, 




Seq. No. 


51319 




Gene No. 


108717 




Start 


2905 




Name 


OJ991021 13 




Start 


2906 



Seq. ID OJ991021_13. 0419. C10 

Strand + 

End 6025 

Method AAT/NAP 

End 6025 

Score 1017 



(AC006929) Argonaute (AGOl)-like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_13. 0419. C10 
321 

AAT/GAP 

321 

629 



OJ991021_13. 0419. C10 
6025 

TBLASTX : Soybean 

3310 

182 



3291, 3194.. 3310 

OJ991021 13. 0419. C10 



Seq. ID 
Strand 
End 

Method 
End 



6025 

TBLASTX: Cress 
6025 



52697 




ol 


none 








Score 


181 




Exons 


2906. .3094, 


2989 


. .3069, 


"2992. 


.3108, 3194.. 3310, 


3446. .3577, 




3520. .3582, 


3659 


. .3781, 


3667. 


.3774, 3844. .3960, 


4368. .4472, 




4414. .4554, 


4500 


. .4559, 


4624. 


.4794, 4629. .4718, 


4884. .5054, 




4964. .5053, 


5092 


. .5211, 


5134. 


.5211, 5468. .5548, 


5470. .5520, 




5549. .5590, 


5672 


. .5809, 


5919. 


.6023, 5936.. 6025 




Seq. No. 


51319 








Seq. ID 


OJ991021 


_13. 0419. C10 


ocllc LNU . 


1 0871 7 
1UO t ± / 








Strand 






Start 


2905 








End 


6025 




Name 


OJ991021 13. 


0419 


.C10.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2918 








End 


3307 




GI 


none 








Score 


183 




Exons 


2918. .3094, 


2989 


. .3075, 


3183. 


.3290, 3199. .3297, 


3200. .3307 


Seq. No. 


51319 








Seq. ID 


OJ991021 


_13. 0419. C10 


Gene No. 


108717 








Strand 
















End 


6025 




Name 


OJ991021 13. 


0419 


.ClO.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


3446 








End 


4758 




GI 


none 








Score 


163 




Exons 


3446. .3577, 


3503 


. .3574, 


3659. 


.3781, 3667.. 3783, 


3844 . .3960, 




4404. .4472, 


4414 


. .4554, 


4500. 


.4559, 4624.. 4758, 


4629. .4757 


Seq. No. 


51319 








Seq. ID 


OJ991021 


_13. 0419. C10 


Gene No. 


108717 








Strand 






Start 


2905 








End 


6025 




Name 




U *± ± y 


PI 0 r\0 
•Ulu. UZ 


+- m 

. LIU 


Method 


TBLASTX: 


ixia i z e 


Start 


3488 








End 


4713 




GI 


none 








Score 


145 




Exons 


3488. .3577, 


3517 


. .3582, 


3659. 


.3781, 3669.. 3770, 


3844 . .3963, 




3852. .3959, 


4342 


. .4554, 


4423. 


.4551, 4431. .4556, 


4431. .4559, 




4624. .4713, 


4629 


. .4697 










Seq. No. 


51319 








Seq. ID 


OJ991021 


_13. 0419. C10 


Gene No. 


108717 








Strand 






Of a yf- 
o Lai U 


Z. J KJ J 








End 


6025 




Name 


OJ991021 13. 


0419 


.C10.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4935 








End 


6023 




GI 


none 








Score 


105 




Exons 


4935. .5054, 


4937 


. .5053, 


5112. 


.5210, 5134. .5211, 


5468. .5548, 




5549. .5590, 


5672 


. .5740, 


5792. 


.5833, 5918.. 6022, 


5919. .6023 


Seq. No. 


51319 








Seq. ID 


OJ991021 


_13. 0419. C10 


belle 1NO . 


X U O i ± f 








Strand 






Start 


2905 








End 


6025 




Name 


OJ991021 13. 


0419 


.C10.O4 


.tm 


Method 


TBLASTX: 


Maize 


Start 


4935 








End 


5211 




GI 


none 








Score 


122 




Exons 


4935. .5054, 


4979 


. .5053, 


5112. 


.5210, 5131.. 5211 




Seq. No. 


51319 








Seq. ID 


OJ991021 


_13. 0419. C10 


Gene No. 


108717 








Strand 






Start 


2905 








End 


6025 




Name 


OJ991021 13. 


0419 


ClO.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5486 








End 


6025 




GI 


none 








Score 


174 





52698 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5486.-5593, 5486. .5590, 5487. .5591, 5488. .5592, 5673. .5798, 
5675. .5755, 5677. .5787, 5678. .5818, 5792. .5875, 5797. .5838, 
5918. .6025, 5919. .6023, 5924. .6025 



51320 

108718 

1 

OJ991021_13. 0419. Cll. ol.np 
1 

4510428 



Seq. ID OJ991021_13.0419.C11 

Strand + 

End 720 

Method AAT/NAP 

End 720 

Score 283 



1..70, 175. .248, 344. .438, 535. .720 

(AC006929) Argonaute (AGOl)-like protein [Arabidopsis thaliana] 



Seq. No. 51320 

Gene No. 108718 

Start 1 

Name OJ991021_13.0419.Cll.ol.ts 

Start 1 

GI none 
Exons 



Seq. ID OJ991021_13.0419.C11 

Strand + 

End 720 

Method TBLASTX : Soybean 

End 565 

Score 77 



1..72, 45. .71, 173. .247, 174. .24* 
343. .459, 533. .565 



194. .250, 323. .436, 340. .441, 



Seq. No. 51320 

Gene No. 108718 

Start 1 

Name OJ991021_13 . 0419 . Cll . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ991021_13. 0419. Cll 

Strand + 

End 720 

Method TBLASTX : Mai ze 

End 565 

Score 132 



1..72, 3. .71, 173. .244, 174. .248, 176. .250, 323. .436, 323. .445, 
339. .464, 340. .441, 533.-565 



Seq. No. 51320 

Gene No. 108718 

Start 1 

Name OJ991021_13. 04 19. Cll. ol .tc 

Start 1 

GI none 

Exons 1..72, 45. .71, 173. .244, 174, 
337. .441, 533. .565 



Seq. ID OJ991021_13. 0419. Cll 

Strand + 

End 720 

Method TBLASTX : Cress 

End 565 

Score 80 

.248, 176. .250, 323. .436, 323. .442, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51320 

108718 

1 

OJ991021_13.0419.Cll.ol.gs 
40 

none 

40. .70, 175. .248, 344. .438 



Seq. ID OJ991021_13. 0419. Cll 

Strand + 

End 720 

Method GENSCAN 

End 4 38 

Score .94 



51321 
108719 
1 

OJ991201_16. 0421. CI. ol.np 
1 

6466937 
1. .896 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991201_16.0421.C1 

Strand + 

End 8 96 

Method AAT/NAP 

End 8 96 

Score 535 



52699 



Seq. No. 51321 

Gene No. 108719 

Start 1 

Name OJ991201_16 . 0421 . CI . ol . tm 

Start 413 

GI none 

Exons 413. .514, 523. .882, 524. .886 



Seq. ID OJ991201_16.0421.C1 

Strand + 

End 896 

Method TBLASTX : Mai ze 

End 886 

Score 92 



C ^ rt Klr*k 

oeq. in o . 








D.TQQ1 901 1 fi 0491 

\JUjy±£.\J± ID . U4 L 1 




Gene No. 


108719 




Strand 






Start 


1 




End 


896 




Name 


OJ991201 16. 0421. CI 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


524 




End 


892 




GI 


none 




Score 


328 




Exons 


524. .892, 613. .870 










Seq. No. 


51321 




Seq. ID 


OJ991201_16.0421 


.CI 


bene wo . 


108719 




Strand 


+ 




Start 


1 




End 


896 




Name 


OJ991201 16. 0421. CI 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


545 




End 


859 




GI 


none 




Score 


237 




Exons 


545. .859, 571. .735 










Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


bene ino • 


108720 




Strand 


+ 




Start 


9000 




End 


13178 




Name 


OJ991201 16. 0421. C7 


o2 .gs 


Method 


GENSCAN 




Start 


9000 




End 


13178 




GI 


none 




Score 


.61 




Exons 


9000.. 9067, 9205.. 9668, 104 93 .. 10621, 


11320. .11407, 






11819. .11921, 12515 


.13011, 


13073. .13178 




Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


Gene No. 


108721 




Strand 


+ 




Start 


17965 




End 


23295 




Name 


OJ991201 16. 0421. C7 


o4 .gs 


Method 


GENSCAN 




Start 


17965 




End 


22824 




GI 


none 




Score 


. 63 




Exons 


17965. .22824 










Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.CI 


Gene No. 


108721 




Strand 


+ 




Start 


17965 




End 


23295 




Name 


OJ991201 16. 0421. CI. 


o2 . np 


Method 


AAT/NAP 




Start 


18499 




End 


23295 




GI 


6466937 




Score 


2428 




Exons 


18499. .19021, 19075. 


.22746, 


23188. .23295 





GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 51322 Seq. ID OJ991201_16 . 0421 . C7 

Gene No. 108722 Strand + 

Start 23215 End 23418 

Name OJ991201_16 . 0421 .C7 . o5 . gs Method GENSCAN 

Start 23215 End 23418 



52700 



GI 

Exons 



none 

23215. .23418 



Score 



,45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51322 

108723 

37344 

OJ991201_16.0421.C7.ol2.tm 

5653 

none 



Seq. ID OJ991201_16.0421.C7 
Strand 

End 43007 

Method TBLASTX : Mai ze 

End 6084 

Score 76 



5653. .5736, 5791. .6084, 5889. .6083 



51322 

108723 

37344 

OJ991201_16.0421.C7.o9.tm 

6184 

none 



Seq. ID OJ991201_16.0421.C7 
Strand 

End 43007 

Method TBLASTX: Maize 

End 6616 

Score 7 6 



6184. .6243, 6238. .6351, 6301. .6417, 6302. .6448, 6428. .6505, 
6449. .6616, 6449. .6490, 6499. .6606 



51322 

108723 

37344 

OJ991201_16 . 0421 .C7 . 08 . tw 

6223 

none 



Seq. ID OJ991201_16.0421.C7 
Strand 

End 43007 

Method TBLASTX : Wheat 

End 6616 

Score 96 



6223. .6321, 6301. .6378, 6311. .6439, 6436.. 6525, 6437. .6559, 
6563. .6616 



Seq. No. 
lf s Gene No. 
FLJ Start 
== Name 
f3 Start 

Exons 

%3 Seq. No. 

□ Gene No. 

□ Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51322 

108723 

37344 

OJ991201_16. 0421. C7. oil. tm 

19147 

none 



Seq. ID OJ991201_16.0421.C7 
Strand 

End 43007 

Method TBLASTX: Maize 

End 19776 

Score 113 



19147. .19275, 19351 19599, 19684. .19776 



51322 

108723 

37344 

OJ991201_16.0421.C7.o4.tm 

19888 

none 



Seq. ID OJ991201_16.0421.C7 
Strand 

End 43007 

Method TBLASTX : Mai ze 

End 20358 

Score 574 



19888. .20358, 19923 .. 20333, 19972.. 20346 



51322 

108723 

37344 

OJ991201_16.0421.C7.o2.tw 

20017 

none 

20017. .20463, 20085.. 20429 

51322 

108723 

37344 

OJ991201 16.0421.C7.o6.ts 



Seq. ID OJ991201_16.0421.C7 
Strand 

End 43007 

Method TBLASTX : Wheat 

End 20463 

Score 389 



Seq. ID OJ991201_16.0421.C7 
Strand 

End 43007 

Method TBLASTX : Soybean 



52701 



Start 


20017 




End 


20331 




GI 


none 




Score 


237 




Exons 


20017. .20331, 20043 


. .20207 








Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 




108723 




m nH 






Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. C7 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


20110 




End 


20433 




GI 


none 




Score 


192 




Exons 


20110. .20433 










Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


-C7 




i nft7?^ 










Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. C7 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


20374 




End 


20538 




GI 


none 




Score 


203 




Exons 


20374. .20538 










Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


o T"t o M f~s 






uLI dilU 






Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. C7 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


20440 




End 


20799 




GI 


none 




Score 


295 




Exons 


20440. .20799 










Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 




-L \J O r c J 










Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. C7 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


20512 




End 


20913 




GI 


none 




Score 


300 




Exons 


20512. .20913 










Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


(~1 o t~> o M o 


1UO / J 




oL.rd.na. 






Start 


37344 . 




End 


43007 




Name 


OJ991201 16. 0421. C7 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


20541 




End 


21063 




GI 


none 




Score 


634 




Exons 


20541. .20987, 20542 


. .21063 








Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


CnnQ M/-\ 






OLIalia 






Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. C7 


■o7.ts 


Method 


TBLASTX : Soybean 




Start 


20823 




End 


21078 




GI 


none 




Score 


198 




Exons 


20823. .20972, 20824 


. .21078 








Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


Gene No. 


108723 




Strand 






Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. C7 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


21064 




End 


21489 





52702 




GI 


none 




Score 


226 




Exons 


21064 . .21267, 21066. 


.21269, 


21253. .21489, 21369.. 21488 




Seq. No. 


51322 




Seq. ID 


OJ991201 16.0421 


.C7 


Gene No. 


108723 




Strand 


_ 




Start 


37344 




End 


43007 




Name 


OJ991201 16 . 0421 .C7 . 


o5 . tw 


Method 


TBLASTX : Wheat 




Start 


21247 




End 


21657 




GI 


none 




Score 


321 




Exons 


21247 . .21657, 21414 . 


.21656 








Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


-C7 


Gene No. 


108723 




Strand 






Start 


37344 




End 


43007 




Name 


OJ991201_16 . 0421 .C7 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


21490 




End 


22127 




GI 


none 




Score 


769 




Exons 


21490. .22125, 21490. 


.21789, 


21492. .22127 




Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


Gene No . 


108723 




Strand 






Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. CI. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


21520 




End 


21897 




GI 


none 




Score 


342 




Exons 


21520. .21606, 21526. 


.21897, 


21543. .21806, 21640. .21897 




Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


Gene No. 


108723 




Strand 






Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. C7. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


21745 




End 


22332 




GI 


none 




Score 


312 




Exons 


21745. . 22137, 21834 . 


.22136, 


22186. .22332 




Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


Gene No. 


108723 




Strand 






Start 


37344 




End 


43007 




Name 


OJ991201_16.04 21.C7. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


22131 




End 


22770 




GI 


none 




Score 


379 




Exons 


22131. .22496, 22132. 


.22533, 


22506. .22751, 22507. .22770 




Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


Gene No. 


108723 




Strand 






Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. C7. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


22333 




End 


22608 




GI 


none 




Score 


216 




Exons 


22333. .22608, 22344 . 


.22568 








Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


Gene No. 


108723 




Strand 






Start 


37344 




End 


43007 




Name 


OJ991201 16. 0421. C7. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


37317 




End 


37997 




GI 


none 




Score 


72 





52703 





Exons 


37317. .37580, 37414 


. .37575, 


37608. .37997, 37651.. 37803 






Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 




Gene No. 


108723 




Strand 








Start 


37344 




End 


43007 






Name 


OJ991201 16. 0421. C7 


.o3.np 


Method 


AAT/NAP 






Start 


37344 




End 


43007 






GI 


3777527 




Score 


2367 






Exons 


37344. .39110, 39165 


. .40469, 


40680. .40907, 41043 41317, 








41744. .41834, 42037 


. .43007 










GI Descrip. 


(AF053008) gag-pol 


polyprotein [Glycine max] 






Seq. No. 


51322 




Seq. ID 


OJ991201JL6.0421 


.C7 




Gene No. 


108723 




Strand 








Start 


37344 




End 


43007 






Name 


OJ991201_16.0421.C7 


. ol . tc 


Method 


TBLASTX: Cress 






Start 


37359 




End 


38018 






GI 


none 




Score 


67 






Exons 


37359. .37571, 37453 


37572, 


37590. .37724, 37836 .. 38006, 








37845. .38018 












Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 




Gene No . 


108723 




Strand 






L -J: 


Start 


37344 




End 


43007 






Name 


OJ991201 16. 0421. C7 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


37359 




End 


38015 




1 i 1 


GI 


none 




Score 


341 




\ y 


Exons 


37359. .38015, 37360 


. .38007 








U 
ty 


Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


=== 


Gene No. 


108723 




Strand 






r ! i 


Start 


37344 




End 


43007 






Name 


OJ991201 16. 0421. C7 


. olO . tw 


Method 


TBLASTX: Wheat 






Start 


37386 




End 


37772 







GI 


none 




Score 


63 






Exons 


37386. .37580, 37399 


. .37575, 


37473.-37577, 37599 .. 37772 , 




i IS 




37657. .37725 












Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 


O 


Gene No. 


108723 




Strand 








Start 


37344 




End 


43007 






Name 


OJ991201 16. 0421. C7 


. o7 . tw 


Method 


TBLASTX: Wheat 






Start 


37782 




End 


38198 






GI 


none 




Score 


73 






Exons 


37782. .38018, 37783 


. .38007, 


38046. .38198 






Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 




Gene No. 


108723 




Strand 








Start 


37344 




End 


43007 






Name 


OJ991201 16. 0421. C7 


.08. ts 


Method 


TBLASTX: Soybean 






Start 


37998 




End 


38226 






GI 


none 




Score 


73 






Exons 


37998. .38222, 38059 


. .38226 










Seq. No. 


51322 




Seq. ID 


OJ991201_16.0421 


.C7 




Gene No. 


108723 




Strand 








Start 


37344 




End 


43007 





52704 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 




OJ991201_16.0421.C7.o6.tm 

38259 

none 

38259. .38705, 382 68 .. 38564 , 




Method TBLASTX : Maize 
End 38706 
Score 136 
38269. .38706 



51322 Seq. ID 

108723 Strand 

37344 End 

OJ991201_16.0421.C7.ol.ts Method 

38368 End 

5509260 Score 

38368. .38964, 38370.. 38897 



OJ991201_16.0421.C7 
43007 

TBLASTX : Soybean 

38964 

401 



51322 Seq. ID OJ991201JL6 . 0421 . C7 

108723 Strand 

37344 End 43007 

OJ991201_16 . 0421 . C7 . ol . tw Method TBLASTX : Wheat 

38385 End 38852 

none Score 151 

38385. .38729, 38386 .. 38553, 38584 .. 387 12 , 387 63 .. 38852, 

38769. .38846 

51322 Seq. ID OJ991201_16 . 0421 . C7 

108723 Strand 

37344 End 43007 

OJ991201_16 . 0421 . C7 . o2 . tc Method TBLASTX : Cress 

38487 End 38753 

none Score 122 

38487. .38753, 38488. .38748 

51322 Seq. ID OJ991201_16 . 0421 . C7 

108723 Strand 

37344 End 43007 

OJ991201_16.0421.C7.o4 .ts Method TBLASTX: Soybean 

39190 End 39651 

none Score 52 

39190. .39318, 39209 .. 39328 , 39340 .. 39651, 39347. .39640 

51322 Seq. ID OJ991201_16 . 0421 .C7 

108723 Strand 

37344 End 43007 

OJ991201_16.0421.C7.o5.tm Method TBLASTX: Maize 

39190 End 39825 

none Score 277 

39190. .39342, 39324 .. 39425, 39337 .. 39759, 39338 .. 39667 , 

39742. .39825, 39747.. 39791 

51322 Seq. ID OJ991201_16 . 0421 . C7 

108723 Strand 

37344 End 43007 

OJ991201_16.0421.C7.o3.tc Method TBLASTX : Cress 

39196 End 39633 

none Score 181 

39196. .39327, 39343.-39633 

51322 Seq. ID OJ991201_16 . 0421 . C7 



52705 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



108723 Strand 

37344 End 

OJ991201_16.0421.C7.o4.tw Method 

39493 End 

none Score 



43007 

TBLASTX: Wheat 

40056 

96 



39493. .39780, 394 94 .. 39595, 39508 39783, 39820 .. 4 0056, 
39838. .40050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51323 
108724 
659 

OJ991201_16.0421.C8.o3.np 
659 

5852172 
659. .808, 3665. .3803 
(AL117265) zhb0002.1 [Oryza sativa] 



Seq. ID OJ991201_16.0421.C8 
Strand + 

4127 
AAT/NAP 
3803 
114 



End 

Method 
End 
Score 



51323 

108724 

659 

OJ991201_16.0421.C8.o2.gs 

3641 

none 

3641. .3797, 4000. .4127 

51323 

108725 

7175 

OJ991201_16.0421.C8.o4.np 

7175 

4680207 



Seq. ID OJ991201_16.0421.C8 

Strand + 

End 4127 

Method GENSCAN 

End 4127 

Score .73 



Seq. ID OJ991201_16.0421.C8 

Strand + 

End 15973 

Method AAT/NAP 

End 13185 

Score 409 



7175. .7194, 10254. .11293, 13139. .13185 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



51323 

108725 

7175 

OJ991201_16.0421.C8.o4.gs 

9023 

none 



Seq. ID OJ991201_16.0421.C8 

Strand + 

End 15973 

Method GENSCAN 

End 15973 

Score .49 



9023. .9333, 9356. .9669, 9717. .9849, 10073 .. 10845, 11007 .. 12020 , 
14908. .15772, 15952.. 15973 



Seq. No. 51323 

Gene No. 108726 

Start 17935 

Name OJ991201_16 . 0421 .C8 . o5 . gs 

Start 17935 

GI none 
Exons 



Seq. ID OJ991201_16.0421.C8 

Strand + 

End 24540 

Method GENSCAN 

End 24540 

Score .47 



17935. .18035, 21295 .. 21370, 21600 .. 21783, 21837 .. 21960 , 
22806. .22846, 23820 .. 23994 , 24093.. 24540 



Seq. No. 51323 

Gene No. 108726 

Start 17935 

Name OJ991201JL6 . 0421 .C8 . o7 . np 



Seq. ID OJ991201_16.0421.C8 

Strand + 

End 24540 

Method AAT/NAP 



52706 



Start 


23840 


End 


24342 


GI 


4678202 


Score 


236 


Exons 


23840. .24342 






GI Descrip. 


(AC007134) hypothetical protein [Arabidopsis th 


Seq. No. 


51323 


Seq. ID 


OJ991201 


Gene No . 


108726 


Strand 


+ 


Start 


17935 


End 


24540 


Name 


OJ991201 16.0421.C8.o6.np 


Method 


AAT/NAP 


Start 


23846 


End 


24316 


GI 


4056568 


Score 


62 


Exons 


23846. .23994, 24234. .24316 






GI Descrip. 


(U90944) PDI-like protein 


[Zea mays] 




Seq. No. 


51323 


Seq. ID 


OJ991201 


Gene No. 


108727 


Strand 


+ 




25816 


End 


27226 


Name 


OJ991201 16.0421.C8.o8.np 


Method 


AAT/NAP 


Start 


25816 


End 


27226 


GI 


7523502 


Score 


105 


Exons 


25816. .25920, 27204.. 27226 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



51323 

108728 

31978 

OJ991201_16.0421.C8.o9.np 

31978 

4680203 



Seq. ID OJ991201_16.0421.C8 

Strand + 

End 37391 

Method AAT/NAP 

End 36585 

Score 3156 



31978. .32013, 33281 .. 34971, 35125 .. 35331, 35608.. 36585 
(AF114171) TNP2-like protein [Sorghum bicolor] 



51323 Seq. ID 

108728 Strand 

31978 End 

OJ991201_16 . 0421 . C8 . o2 . gp Method 

33310 End 

342_1.R1084 Score 
33310. .36690, 36795.. 37391 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ991201_16.0421.C8 
+ 

37391 
AAT/GAP 
37391 
6581 



51323 Seq. ID 

108729 Strand 

39086 End 

OJ991201_1 6 . 0421 . C8 . olO . np Method 

39071 End 

4680204 Score 



OJ991201_16.0421.C8 
+ 

42795 
AAT/NAP 
42785 
1004 



39071. .40507, 40603 41699, 4 1806 .. 4 1979, 42074 .. 42204 , 
42554. .42785 

(AF114171) hypothetical protein [Sorghum bicolor] 



51323 

108729 

39086 

OJ991201_16.0421.C8.o9.gs 
39086 



Seq. ID OJ991201_16.0421.C8 

Strand + 

End 42795 

Method GENSCAN 

End 42795 



52707 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



.68 



39086. .40024, 4 0043 40342, 40424 .. 40507 , 40603 .. 4074 4 , 
40870. .41012, 41014. .41673, 41806 .. 41979, 42039 .. 42184 , 
42268. .42340, 42435 .. 42533, 42613. .42795 



51323 

108730 

46438 

OJ991201_16 . 0421 . C8 . olO . gs 

46438 

none 



Seq. ID OJ991201_16.0421.C8 

Strand + 

End 50181 

Method GENSCAN 

End 49840 

Score .76 



46438.-47432, 48766. . 49306, 49376. .49840 



51323 

108730 

46438 

OJ991201_16.0421.C8.ol3.np 

46777 

7486071 



Seq. ID OJ991201_16.0421.C8 

Strand + 

End 50181 

Method AAT/NAP 

End 50181 

Score 78 



46777. .46979, 49135 .. 49237, 50149.. 50181 
hypothetical protein F24G24.170 - Arabidopsis thaliana 
(fragment) gi | 4538966 | emb | CAB39790 . 1 | (AL049488) putative 
protein [Arabidopsis thaliana] 



51323 

108731 

19 

OJ991201_16.0421.C8.ol.gs 
19 

none 



Seq. ID OJ991201_16.0421.C8 
Strand 

End 32 62 

Method GENSCAN 

End 3262 

Score .41 



19. .398, 464. .590, 680. .764, 1152. .2078, 2463.-3262 



51323 
108732 
3652 

OJ991201_16.0421.C8.ol.gp 
3652 
427610 
3652. .3911 

5852172/emb|CAB55410.1| 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 



Seq. ID OJ991201_16.0421.C8 
Strand 

End 3911 

Method AAT/GAP 

End 3911 

Score 370 



51323 

108733 

7639 

OJ991201_16.0421.C8.o3.gs 

7639 

none 

7639. .7996, 8243. .8250 

51323 

108734 

36225 

OJ991201_16.0421.C8.o3.gp 
36225 

LIB3431-028-P1-N1-A10 
36225. .36571, 36S99..36669 



Seq. ID OJ991201_16.0421.C8 
Strand 

End 8250 

Method GENSCAN 

End 8250 

Score .58 



Seq. ID OJ991201_16.0421.C8 
Strand 

End 36669 

Method AAT/GAP 

End 36669 

Score 762 



52708 




GI Descrip. 1 4680203/gb | AAD27566 . 1 | AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ■ 



Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


Gene No. 


108735 




Strand 


- 




Start 


37505 




End 


38065 




Name 


OJ991201 16. 0421. C8. 


08 . gs 


Method 


GEN SCAN 




Start 


37505 




End 


38065 




GI 


none 




Score 


.94 




Exons 


J / DUD . . JoUOD 










Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


Gene No. 


108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


13973 




End 


19015 




GI 


none 




Score 


70 




Exons 


13973. .14080, 18653. 


.19015, 


18677. .18820 




Seq. No. 


51323 




Seq. ID 


OJ991201JL6.0421 


.C8 


Gene No. 


108736 




Strand 






Start 


A A "3 C O 




End 


49228 




Name 


OJ991201 16. 0421. C8. 


o4 . tm 


Method 


TBLASTX: Maize 




Start ' 


14940 




End 


49228 




GI 


none 




Score 


61 




Exons 


14940. .15023, 15069. 


.15113, 


15170. .15256, 15171. .15335, 






23855. .23947, 23866. 


.23946, 


23975. .24004, 24040 .. 24183, 






24042. .24206, 25955. 


.26017, 


46732. .46770, 4 6776 .. 4 6853, 






46849. .46935, 47053. 


.47088, 


48850. .48 


948, 48851. .48949, 






/1QOC1 /( QQQ1 y| QQOQ 


a q n n a 
. 4 y UU4 , 


48941. .49081, 49136. .49228 




Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


Gene No. 


108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8 . 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


19235 




End 


19757 




GI 


none 




Score 


53 




Exons 


±yZo d . . i , iy^i4. 


1 O A O T 

. 194^1, 


19419. .19610, 19701. .19757 




Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


Gene No. 


108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8. 


o7 . tw 


. Method 


TBLASTX: Wheat 




Start 


19250 




End 


19610 




GI 


none 




Score 


57 




Exons 


19250 19330, 19308. 


. 19472, 


19314. .19610 




Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


Gene No. 


108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


19368 




End 


20078 




GI 


none 




Score 


142 




Exons 


19368. .19610, 19566. 


.20078, 


19702. .19968 




Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


Gene No. 


108736 




Strand 







52709 



rn 



Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8. 


08. tw 


Method 


TBLASTX : Wheat * 




Start 


19686 




End 


20031 




GI 


none 




Score 


88 




Exons 


19686. .19838, 19702. 


.19839, 


19848. .20030, 19855.. 20031 




Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


Gene No. 


108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


33605 




End 


34001 




GI 


none 




Score 


99 




Exons 


33605. .33757, 33624. 


.33743, 


33740. .33991, 3374 8 .. 33990 , 






33751. .33993, 33759. 


.34001 








Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


Gene No. 


108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8 . 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


33922 




End 


34351 




GI 


none 




Score 


98 




Exons 


33922. .34005, 33923. 


.33997, 


33998. .34060, 34055 .. 34351, 






34109. .34333 










Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


-C8 




108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


34084 




End 


34399 




GI 


none 




Score 


272 




Exons 


34084. .34236, 34091. 


.34399, 


34276. .34371 




Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


Gene No. 


108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16 0421 C8 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


34220 




End 


34688 




GI 


none 




Score 


72 




Exons 


34220. .34273, 34228. 


.34272, 


34274. .34378, 34285 .. 34374 , 






34392. .34478, 34393. 


.34479, 


34459. .34683, 34 4 80 .. 34 683, 






34482. .34688 










Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421 


.C8 


(i^tip No 


108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8 . 


o2. tm 


Method 


TBLASTX: Maize 




Start 


34277 




End 


34722 




GI 


none 




Score 


108 




Exons 


34277. .34399, 34393. 


.34518, 


34528. .34722 




Seq. No. 


51323 




Seq. ID 


OJ991201__16.0421 


.C8 


Gene No. 


108736 




Strand 






Start 


44353 




End 


49228 




Name 


OJ991201 16. 0421. C8. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


34552 




End 


34794 




GI 


none 




Score 


212 




Exons 


34552. .34794 











52710 






Seq. No. 


51323 




Seq. ID 


OJ991201J.6.0421. 


,C8 




Gene No. 


108736 




Strand 








Start 


44353 




End 


49228 






Name 


OJ991201_16.0421 ,C8 


,o3. tw 


Method 


TBLASTX: Wheat 






Start 


34827 




End 


35232 






GI 


none 




Score 


87 






Exons 


34827. . 34877, 34828 


. .34890, 


34876. .35118, 34 896 .. 35078 , 








35148. . 35231, 35151 


. .35231, 


35152. .35232 






Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421. 


,C8 




Gene No. 


108736 




Strand 








Start 


44353 




End 


49228 






Name 


OJ991201 16. 0421. C8 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


35232 




End 


36531 






GI 


none 




Score 


524 






Exons 


35232. .36116, 35239 


. . 35634, 


35247. .35942, 35680 .. 36132, 








36125. .36166, 36127 


. . 36171, 


36130. .36171, 36174. .36269, 








36178. .36237, 36216 


. .36356, 


36217. .36357, 36370 .. 36450, 








36439. . 36531 












Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421. 


C8 




Gene No. 


108736 




Strand 








Start 


44353 




End 


49228 




f ^ 


Name 


OJ991201 16. 0421. C8 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


35257 




End 


35571 






GI 


none 




Score 


280 




r ! s 


Exons 


35257. .35571, 35268 


. .35543 








? ^ 


Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421. 


C8 




Gene No. 


108736 




Strand 








Start 


44353 




End 


49228 




fjj 


Name 


OJ991201_16.0421.C8 


.ol . tc 


Method 


TBLASTX: Cress 




- 


Start 


35502 




End 


35949 






GI 


none 




Score 


173 




""4 


Exons 


35502. .35942, 35502 


. .35945, 


35506. .35949, 35506.. 35949 






Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421. 


C8 


y 


Gene No. 


108736 




Strand 








Start 


44353 




End 


49228 






Name 


OJ991201_16.0421.C8 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


39714 




End 


40117 






GI 


none 




Score 


64 






Exons 


39714. .39854, 39714, 


. .39824, 


39716. .39949, 39716 .. 39910, 








39817. .39957, 39947, 


. . 40117, 


40042. .40116 






Seq. No. 


51323 




Seq. ID 


OJ991201JL6.0421. 


C8 




Gene No. 


108736 




Strand 








Start 


44353 




End 


49228 






Name 


OJ991201 16. 0421. C8. 


,o9.tw 


Method 


TBLASTX: Wheat 






Start 


40118 




End 


40815 






GI 


none 




Score 


69 






Exons 


40118. .40198, 40439, 


. .40513, 


40597. .40815 






Seq. No. 


51323 




Seq. ID 


OJ991201_16.0421. 


C8 




Gene No. 


108736 




Strand 








Start 


44353 




End 


49228 





52711 





Name 


OJ991201 16.0421.C8.ol2.np 


Method 


AAT/NAP 






Start 


44353 


End 


44505 






GI 


7340924 


Score 


68 






Exons 


44353. .44505 










GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


0 1 3d 4 


Seq. ID 


OJ991201_16.0421 


.C9 






lUo / -3 / 


Strand 


+ 






Start 




End 


5236 






Name 


. OJ991201 16.0421.C9.ol.gs 


Method 


GENSCAN 






Start 


2635 


End 


5236 






GI 


none 


Score 


.61 






Exons 


£DJD. / /U/ J 1 / 4 . . OOD / , 4U/U. 


.4221, 4937. .5046, 5117. .5236 




Seq. No. 


D 1 3d 4 


Seq. ID 


OJ991201_16.0421 


. l> y 




Gene No . 


lUo / jo 


Strand 








Start 


j / lb 


End 


7707 






Name 


OJ991201 16.0421.C9.o2.gs 


Method 


GENSCAN 






Start 


5716 


End 


7707 






GI 


none 


Score 


.56 






Exons 


o/lb. .oyoo, ozoJ..o4/y, o/o/. 


.6834, 7504. .7707 






Seq. No. 


CI TOC 


Seq. ID 




.LIU 


f ^ 


Gene No . 


iuo /oy 


Strand 








Start 


con 

oyu 


End 


Q 9 9 
Odd 






Name 


OJ991201 16.0421.C10.ol.gs 


Method 


bhtlNoCAJN 




tn 


Start 


690 


End 


odd 




ru 


GI 


none 


Score 


.67 






Exons 


by U . . ozz 










Seq. No. 


CI OOf 

olj^b 


Seq. ID 


OJ991201JL1.0421 


. L± 




bene wo . 


i n Q "7 A C\ 
lUo / 4 U 


Strand 








Start 


TOO 
lod 


End 


1003 




5 


Name 


OJ991201 11.0421.Cl.ol.gs 


Method 


GENSCAN 




a Si 


Start 


782 


End 


1003 






GI 


none 


Score 


.84 




•as 
?- 


Exons 


782. .1003 








t ^ 


Seq. No. 


51327 


Seq. ID 


OJ991201JL1.0421 


.C2 


[3 


uene jno. 


108741 


Strand 






[i 


Start 


180 


End 


1211 






Name 


OJ991201 11.0421.C2.ol.gs 


Method 


GENSCAN 






Start 


180 


End 


1211 






GI 


none 


Score - 


.45 






Exons 


180. .491, 621. .911, 1166. .1211 








Seq. No. 


51327 


Seq. ID 


OJ991201_11.0421 


.C2 




Gene No. 


108742 


Strand 








Start 


2278 


End 


3651 






Name 


OJ991201 11.0421.C2.o3.tm 


Method 


TBLASTX: Maize 






Start 


256 


End 


1233 






GI 


none 


Score 


163 






Exons 


256. .306, 289. .435, 290. .412, 


400. .474, 


401. .487, 673.. 


732, 






695. .733, 731. .895, 732. .764, 


734. .892, 


736. .909, 775.. 


909, 






1124. .1189, 1137. .1232, 1140. 


.1226, 1144.. 1233 






Seq. No. 


51327 


Seq. ID 


OJ991201_11.0421 


.C2 



52712 






Gene No . 


108742 








Strand 






Start 


2278 








End 


3651 




Name 


OJ991201 11 


.0421 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2251 








End 


2556 




GI 


none 








Score 


61 




Exons 


2251. .2556, 


2278 


. .2430, 


2318. 


.2533 






Seq. No. 


51327 








Seq. ID 


OJ991201_11.0421.C2 




Gene No. 


108742 








Strand 






Start 


2278 








End 


3651 




Name 


OJ991201 11 


.0421 


.C2.ol. 


np 


Method 


AAT/NAP 




Start 


2271 








End 


3651 




GI 


7300345 








Score 


232 




Exons 


2271. .2741, 


2897 


. .3099, 


3604. 


.3651 






GI Descrip. 


(AE003721) 


CG7 94 0 gene 


product [Drosophila melanogaster ] 




Seq. No. 


51327 








Seq. ID 


OJ991201 11 0421 C2 




Gene No . 


108742 








Strand 






Start 


2278 








End 


3651 




Name 


OJ991201 11 


. 0421 


. C2 . ol . 


tm 


Mpf* hod 

UCLl 1UU 


TBLASTX * Maize 




Start 


2278 








End 


2752 




GI 


none 








Q • /-\ -K- £L 


*i \J X 




Exons 


2278. .2751, 


2279 


. .2752 










Seq. No. 


51327 








^err ' TD 

. XL/ 


OJ991201 11 0421 C2 


:] 


Gene No . 


108742 








Strand 






Start 


2278 








End 


3651 




Name 


OJ991201 11 


. 0421 


. C2 . o2 . 


y Id 


Method 


GEN SCAN 




Start 


2278 








End 


3239 


; , J 


GI 


none 








Score 


.86 




Exons 


2278. .2775, 


2897 


3239 








FU 


Seq. No. 


51327 








Seq. ID 


OJ991201_11.0421.C2 




Gene No . 


108742 








Strand 






Start 


2278 








End 


3651 




Name 


OJ991201 11 


.0421 


.C2.o2. 


tc 


Method 


TBLASTX: Cress 


H 


Start 


2284 








End 


2574 


~?~ 


GI 


none 








Score 


110 




Exons 


2284. .2574, 


2287 


. .2511, 


2318. 


.2533 




f * = 


Seq. No. 


51327 








Seq. ID 


OJ991201_11.0421.C2 


y 


Gene No . 


108742 








Strand 






Start 


2278 








End 


3651 




Name 


OJ991201 11 


.0421 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2737 








End 


3166 




GI 


none 








Score 


115 




Exons 


2737. .2781, 


2897 


. .3166, 


2904. 


.3098, 2965. .3141, 2972. .3166 




Seq. No. 


51327 








Seq. ID 


OJ991201_11.0421.C2 




Gene No . 


108742 








Strand 






Start 


2278 








End 


3651 




Name 


OJ991201 11 


.0421 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2968 








End 


3238 




GI 


none 








Score 


253 




Exons 


2968. .3237, 


2969 


. .3238, 


2972. 


.3238 






Seq. No. 


51327 








Seq. ID 


OJ991201_11.0421.C2 



52713 



Gene No. 108742 Strand 

Start 2278 End 

Name OJ991201_11 . 0421 ..C2 . o2 . ts Method 

Start 2981 End 

GI none Score 

Exons 2981.. 3163, 2982.. 3098 



3651 

TBLASTX : Soybean 

3163 

72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51328 
108743 
30 

OJ991201_11.0421.C3.ol.gs 
30 

none 



Seq. ID OJ991201_11.0421.C3 
Strand 

4354 
GENSCAN 
4354 
.9 



End 

Method 
End 
Score 

30. .119, 289. .720, 865. .955, 1768. .1877, 2789. .2830, 3352. .3476, 
4064. .4134, 4254. .4354 



51328 

108743 

30 

OJ991201_11.0421.C3.ol.gp 
564 

LIB3432-008-P1-K1-D4 



Seq. ID OJ991201_11.0421.C3 
Strand 

End 4354 
Method AAT/GAP 
End 1819 
Score 714 
564. .720, 865. .955, 1041. .1150, 1768. .1819 

•1730738/spl P5394 6|ARP5_YEAST 4.0e-09 ACTIN-LIKE PROTEIN ARP5 

>gi_2133044_pir S58718 probable nuclear protein YNL059c - yeast 

(Saccharomyces cerevisiae) >gi_994827 (U12141) Ynl2430p 
[Saccharomyces cerevisiae] >gi_1301932_emb_CAA95933_ (Z71335) 
ORF YNL059c [Saccharomyces cerevisiae] ' 



51328 

108744 

6552 

OJ991201_11.0421.C3.ol.tm 
45 

none 

45. .116, 286. .456, 290. .457 

51328 

108744 

6552 

OJ991201_11.0421.C3.ol.tc 

286 

none 



Seq. ID OJ991201_11.0421.C3 
Strand 

End 14986 

Method TBLASTX: Maize 

End 457 

Score 267 



Seq. ID OJ991201_11.0421.C3 
Strand 

End 14986 

Method TBLASTX : Cress 

End 598 

Score 77 



286. .387, 287. .388, 379. .597, 380. .454, 563. .598 



51328 

108744 

6552 

OJ991201_11.0421.C3.ol.ts 

379 

none 

379. .597, 380. .454, 520. .597 

51328 

108744 

6552 

OJ991201 11.0421.C3.ol.tw 



Seq. ID OJ991201_11.0421.C3 
Strand 

End 14 98 6 

Method TBLASTX : Soybean 

End 597 

Score 72 



Seq. ID OJ991201_11.0421.C3 
Strand 

End 14 98 6 

Method TBLASTX : Wheat 



52714 



Start 3349 End 4330 

GI none Score 162 

Exons 3349. ,3480, 3353.-3478, 4058. .4096, 4062. .4133, 4063.. 4134, 

4083. .4136, 4090. .4137, 4211. .4276, 4248. .4328, 4250. .4330 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201 11. 0421. C3 



14986 
AAT/NAP 
10292 
316 



Seq. No. 51328 
Gene No. 108744 
Start 6552 

Name OJ991201_11 . 0421 . C3 . o2 . np 

Start 6402 
GI 7488408 

Exons 6402.. 6425, 8404.. 8602, 9134, 

10262. .10292 

GI Descrip. ubiquitin fusion-degradation protein UFD1 homolog T9I4.15 - 
Arabidopsis thaliana gi | 3461847 | gb IAAC33233. 1 | (AC005315) 
putative ubiquitin fusion-degradation protein [Arabidopsis 
thaliana] 



,9264, 9391. .9512, 9630. .9662, 



Seq. No. 51328 

Gene No. 108744 

Start 6552 

Name OJ991201_11 . 0421 . C3 . o2 . gs 

Start 6552 

GI none 

Exons 6552.. 7120, 7126.. 7307, 8171., 
9630.. 9662, 9763.. 9868, 10334. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 11. 0421. C3 



14986 
GENS CAN 
14986 
.56 

8602, 9134. .9264, 9391. .9512, 
.10545, 11412. .11491, 



12835. .13296, 13940 .. 14073, 14896. .14986 



Seq. No. 


51329 


Seq. ID 


OJ991201_ 


_11. 


0421 


.C6 


Gene No. 


108745 


Strand 


+ 








Start 


110 


End 


568 








Name 


OJ991201 11.0421.C6.ol.gs 


Method 


GENS CAN 








Start 


110 


End 


568 








GI 


none 


Score 


.94 








Exons 


110. .444, 466. .568 












Seq. No. 


51329 


Seq. ID 


OJ991201_ 


_11. 


0421 


.C6 


Gene No. 


108746 


Strand 


+ 








Start 


4330 


End 


5916 








Name 


OJ991201 11.0421.C6.o3.gs 


Method 


GENSCAN 








Start 


4330 


End 


5916 








GI 


none 


Score 


.78 








Exons 


4330. .4423, 5401. .5586, 5666 


. .5916 










Seq. No. 


51329 


Seq. ID 


OJ991201_ 


11. 


0421 


.C6 


Gene No. 


108747 


Strand 


+ 








Start 


12157 


End 


15173 








Name 


OJ991201 11.0421.C6.o5.gs 


Method 


GENSCAN 








Start 


12157 


End 


15173 








GI 


none 


Score 


.92 








Exons 


12157. .12178, 13727. .13859, 


14981. .15173 








Seq. No. 


51329 


Seq. ID 


OJ991201_ 


11. 


0421 


.C6 


Gene No. 


108747 


Strand 


+ 








Start 


12157 


End 


15173 








Name 


OJ991201 11.0421.C6.ol.np 


Method 


AAT/NAP 








Start 


12725 


End 


14986 









52715 




GI 5922629 Score 115 

Exons 12725. .12760, 13727 13867 , 14962.. 14986 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016862 | dbj IBAA85205.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 51329 Seq. ID OJ991201 

Gene No. 108748 Strand + 

Start 20552 End 21031 

Name OJ991201_11 . 0421 .C6 .o2 .gp Method AAT/GAP 

Start 20552 End 21031 

GI none Score 915 

Exons 20552. .21031 



11. 0421. C6 



Seq. No. 51329 Seq. ID 

Gene No. 108749 Strand 

Start 1523 End 

Name OJ991201_11 . 0421 . C6 . o2 . gs Method 

Start 1523 End 

GI none Score 

Exons 1523.. 1608, 1912.. 2224 



OJ991201_11.0421.C6 

2224 
GENSCAN 
2224 
.42 





Seq. No. 


51329 


Seq. ID 


OJ991201_ 


11, 


,0421 


.C6 




Gene No. 


108750 


Strand 












Start 


17278 


End 


18620 








i 1 


Name 


OJ991201 11.0421.C6.o6.gs 


Method 


GENSCAN 








LIS 


Start 


17278 


End 


18620 










GI 


none 


Score 


. 95 










Exons 


17278. .17347, 17891 .. 17 990, 


18578. .18620 








I il 


Seq. No. 


51330 


Seq. ID 


OJ991201_ 


11. 


,0421 


.C7 




Gene No. 


108751 


Strand 










fli 


Start 


973 


End 


1232 










Name 


OJ991201 11.0421.C7.ol.gs 


Method 


GENSCAN 








C3 


Start 


973 


End . 


1232 










GI 


none 


Score 


.8 










Exons 


973. .1232 












'~ jt 


Seq. No. 


51331 


Seq. ID 


OJ991201_ 


11. 


,0421 


.C8 




Gene No. 


108752 


Strand 


+ 










Start 


905 


End 


3597 










Name 


OJ991201 11.0421.C8.ol.np 


Method 


AAT/NAP 










Start 


905 


End 


3597 










GI 


4388818 


Score 


1199 










Exons 


905.. 1035, 1529.. 3597 













GI Descrip. (AC006528) putative ret roe lenient pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


51331 




Seq. ID 


OJ991201 


Gene No. 


108752 




Strand 


+ 


Start 


905 




End 


3597 


Name 


OJ991201 11 


.0421.C8.ol.gs 


Method 


GENSCAN 


Start 


1440 


End 


3026 


GI 


none 




Score 


.87 


Exons 


1440. .2552, 


2691. .3026 






Seq. No. 


51331 




Seq. ID 


OJ991201 



52716 



Gene No. 


108752 






Strand 


+ 


Start 


905 






End 


3597 


Name 


OJ991201JL1 


.0421.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1713 






End 


2138 


GI 


none 






Score 


172 


Exons 


1713. .1865, 


1733. .1858, 


1770. 


.1856, 1854. .1955, 1860. .1949, 




1862. .1954, 


1947. .2006, 


1972. 


.2061, 2085. .2138, 2093. .2128 


Seq. No. 


51331 






Seq. ID 


OJ991201_11.0421.C8 


Gene No. 


108752 






Strand 


+ 


Start 


905 






End 


3597 


Name 


OJ991201 11 


.0421.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


2692 






End 


3129 


GI 


2428449 






Score 


815 


Exons 


2692. .3129 










GI Descrip. 


4388818/gb|AAD19773| 3. 


0e-40 


(AC00652S 


J) putative pol polyprotein 



with a Zn-finger CCHC type domain (prosite :QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 





Seq. No. 


51331 








Seq. ID 


OJ991201_11.0421. 


C8 




Gene No. 


108752 








Strand 


+ 






Start 


905 








End 


3597 






Name 


OJ991201 11 


.0421 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


2856 








End 


3465 






GI 


none 








Score 


100 




% J 


Exons 


2856. . 3017, 


2867 


. . 3004, 


2991 . 


.3263, 3004.. 3306, 3403.. 3465 


~ : S 

FLJ 


Seq. No. 


51331 








Seq. ID 


OJ991201_11.0421. 


C8 


-= si. 
L Ji 


Gene No. 


108752 








Strand 


+ 




: . ; 


Start 


905 








End 


3597 






Name 


OJ991201 11 


.0421 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




w 


Start 


3061 








End 


3465 




r M 

: 


GI 


none 








Score 


301 






Exons 


3061. .3384, 


3063 


. .3335, 


3400. 


.3465 






L J 
'•■J 


Seq. No. 


51331 








Seq. ID 


OJ991201_11.0421. 


C8 




Gene No. 


108752 








Strand 


+ 






Start 


905 








End 


3597 




s J 


Name 


OJ991201 11 


.0421 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


3076 








End 


3528 






GI 


none 








Score 


281 






Exons 


3076. .3405, 


3085 


. .3330, 


3105. 


.3335, 3370. .3528 






Seq. No. 


51331 








Seq. ID 


OJ991201_11.0421. 


C8 




Gene No. 


108752 








Strand 


+ 






Start 


905 








End 


3597 






Name 


OJ991201 11 


.0421 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


3094 








End 


3561 






GI 


none 








Score 


173 






Exons 


3094. .3387, 


3370 


. .3561, 


3402. 


.3524 








Seq. No. 


51332 








Seq. ID 


OJ991201_11.0421. 


C9 




Gene No . 


108753 








Strand 


+ 






Start 


1 








End 


1504 






Name 


OJ991201 11 


.0421 


,C9.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


1504 






GI 


130582 








Score 


1512 





52717 



Exons 1..1504 

GI Descrip. RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANS POSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



O ^. XT _ 

Seq. No. 


51332 




Gene No. 


108753 




Start 


1 




VI — n 

Name 


OJ991201 11. 0421. C9 


.ol.gp 


Start 


299 




GI 


1621494 




Exons 


299. .541 




GI Descrip. 


1621495/dbj |BAA12903| 4.0e-35 




[Oryza sativa] 




Seq. No. 


51332 




Gene No. 


108754 




Start 


5032 




Name 


OJ991201 11. 0421. C9 


.o3.gs 


Start 


5032 




GI 


none 




Exons 


5032. . 5364 




Seq. No. 


51332 




Gene No. 


108755 




Start 


3090 




Name 


OJ991201 11. 0421. C9 


. o3 . tw 


Start 


1 




GI 


none 




Exons 


1. .141, 2. .142, 5. . 


142 


Seq. No. 


51332 




Gene No . 


108755 




Start 


3090 




Name 


OJ991201 11. 0421. C9 


. o3 . tm 


Start 


138 




GI 


none 




Exons 


138. .299, 140. .568, 


283. .435 


Seq. No. 


51332 




Gene No . 


108755 




Start 


3090 




Name 


OJ991201 11. 0421. C9 


. o2.tc 


Start 


140 




GI 


none 




Exons 


140. .346, 140. .346 




Seq. No. 


51332 




Gene No. 


108755 




Start 


3090 




Name 


OJ991201 11. 0421. C9 


. ol . tw 


Start 


143 




GI 


none 




Exons 


143. .451, 184. .447, 


251. .448, 



Seq. ID OJ991201_11.0421.C9 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

1504 
AAT/GAP 
541 
438 

reverse transcriptase 



OJ991201_11.0421.C9 
+ 

5364 
GENSCAN 
5364 
.93 



OJ991201_11.0421.C9 
6811 

TBLASTX: Wheat 

142 

210 



OJ991201_11.0421.C9 
6811 

TBLASTX: Maize 

568 

339 



OJ991201_11.0421.C9 
6811 

TBLASTX: Cress 

346 

190 



OJ991201_11.0421.C9 
6811 

TBLASTX: Wheat 

922 

321 



488.-922, 544. .678, 617. .772, 



739. .903 



52718 



Seq. No. 


51332 






Seq. ID 


OJ991201_11 . 0421 


.C9 


Gene No. 


108755 






Strand 






Start 


3090 






End 


6811 




Name 


OJ991201 11 


.0421 


C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


164 






End 


553 




GI 


none 






Score 


378 




Exons 


164. .553, 184. .459, 185. .478, 


258 . . 515 






Seq. No. 


51332 






Seq. ID 


OJ991201_11 . 0421 


.C9 


Gene No. 


108755 






Strand 






Start 


3090 






End 


6811 




Name 


OJ991201 11 


.0421. 


C9.o2. tm 


Method 


TBLASTX: Maize 




Start 


571 






End 


1017 




GI 


none 






Score 


129 




Exons 


571. .663, 572. .733, 690. .791, 


706. .1017, 707. .1012, 766 


. . 1( 


Seq. No. 


51332 






Seq. ID 


OJ991201_11.0421 


.C9 


Gene No. 


108755 






Strand 






Start 


3090 






End 


6811 




Name 


OJ991201 11 


.0421. 


C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


896 






End 


1495 




GI 


none 






Score 


58 




Exons 


896. .1024, 


1019. . 


1123, 1124.. 


1249, 128 


6. . 1495 




Seq. No. 


51332 






Seq. ID 


OJ991201_11.0421 


.C9 


Gene No . 


108755 






Strand 






Start 


3090 






End 


6811 




Name 


OJ991201 11 


.0421. 


C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1036 






End 


1471 




GI 


none 






Score 


152 




Exons 


1036. .1218, 


1049. 


.1252, 1271. 


.1471, 1280. .1411 




Seq. No. 


51332 






Seq. ID 


OJ991201_11.0421 


.C9 


Gene No. 


108755 






Strand 






Start 


3090 






End 


6811 




Name 


OJ991201 11 


.0421. 


C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


1073 






End 


1497 




GI 


none 






Score 


522 




Exons 


1073. .1495, 


1075. 


.1497, 1396. 


.1497 






Seq. No. 


51332 






Seq. ID 


OJ991201_11.0421 


.C9 


Gene No. 


108755 






Strand 






Start 


3090 






End 


6811 




Name 


OJ991201 11 


.0421. 


C9.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1097 






End 


1495 




GI 


none 






Score 


304 




Exons 


1097. . 1372, 


1099. 


.1380, 1382. 


.1495, 1396. .1494 




Seq. No. 


51332 






Seq. ID 


OJ991201_11.0421 


.C9 


Gene No . 


108755 






Strand 






Start 


3090 






End 


6811 




Name 


OJ991201 11 


.0421. 


C9.o2.np 


Method 


AAT/NAP 




Start 


3060 




End 


6781 




GI 


6063557 






Score 


351 




Exons 


3060. .3211, 


3460. 


.3646, 6755. 


.6781 







GI Descrip. (AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 

52719 




Seq. No. 


51332 






Seq. ID 


OJ991201_11 


.0421 


.C9 


Gene No . 


108755 






Strand 








Start 


3090 






End 


6811 






Name 


OJ991201 11. 


0421.C9.o2. 


gs 


Method 


GEN SCAN 






Start 


3090 






End 


4496 






GI 


none 






Score 


.45 






Exons 


3090. .3238, 


3460. .3641, 


4483. 


. 4496 








Seq. No. 


51332 






Seq. ID 


OJ991201_11 


.0421 


.C9 


Gene No . 


108755 






Strand 








Start 


3090 






End 


6811 






Name 


OJ991201 11. 


0421.C9.o4. 


gs 


Method 


GENSCAN 






Start 


5931 






End 


6811 






GI 


none 






Score 


.83 






Exons 


5931. .6474, 


6618. .6811 












Seq. No. 


51333 






Seq. ID 


OJ991201_11 


.0421 


.CIO 


Gene No . 


108756 






Strand 


+ 






Start 


287 






End 


723 






Name 


OJ991201 11. 


0421. C10. ol 


.gs 


Method 


GENSCAN 






Start 


287 






End 


723 






GI 


none 






Score 


.81 






Exons 


287. .338, 484. .634, 667 


. .723 










Seq. No. 


Jl JJJ 






Seq. ID 


. OJ991201_11 


.0421 


.C10 


Gene No . 


108756 






Strand 


+ 






Start 








End 


723 






Name 


OJ991201 11 


0421. C10. ol 


.gp . 


Method 


AAT/GAP 






Start 


388 






End 


671 






GI 


-none 






Score 


526 






Exons 


388. .671 














Seq. No. 


51333 






Seq. ID 


OJ991201_11 


.0421 


.C10 


Gene No. 


108757 






Strand 


+ 






Start 


1510 






End 


1981 






Name 


OJ991201 11. 


0421. C10. 02 


.gp 


Method 


AAT/GAP 






Start 


1510 






End 


1981 






GI 


LIB3431-019- 


P1-K1-D5 




Score 


799 






Exons 


1510. .1981 














GI Descrip. 


•6015437/dbj 


IAB008112.1 IAB008112 1 . Oe- 


10 Homo sapiens PEX1 mRNA, 




complete cds 


i 












Seq. No. 


51333 






Seq. ID 


OJ991201_11 


.0421 


.C10 


Gene No . 


108758 






Strand 


+ 






Start 


5710 






End 


6278 






Name 


OJ991201 11. 


0421. C10. o3 


.gs 


Method 


GENSCAN 






Start 


5710 






End 


6278 






GI 


none 






Score 


.6 






Exons 


5710. .6026, 


6098. .6278 












Seq. No. 


51333 






Seq. ID 


OJ991201_11 


.0421 


.CIO 


Gene No. 


108759 






Strand 








Start 


1236 






End 


1711' 






Name 


OJ991201 11. 


0421. C10. o2 


.gs 


Method 


GENSCAN 






Start 


1236 






End 


1711 






GI 


none 






Score 


.9 






Exons 


1236. .1414, 


1606. .1711 













52720 



Cpn Ma 
UC^. IN KJ . 


jijjj 




D.TQQI 901 11 0491 


n o 


Gene No. 


108760 


Strand 






Start 


6834 


End 


10638 




Name 


OJ991201 11.0421.C10.o4.gs 


Method 


GENS CAN 




Start 


6834 


End 


10638 




GI 


none 


Score 


.5 




Exons 


6834.. 7023, 10322.. 10638 








Seq. No. 


51334 


Seq. ID 


OJ991201JL1.0421 


.Cll 


Gene No. 


108761 


Strand 


+ 




Start 


1 


End 


1925 




Name 


OJ991201 11.0421.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1841 




GI 


7340860 


Score 


71 




Exons 


1..25, 310. .421, 1818. .1841 








GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


51334 


Seq. ID 


OJ991201_11.0421 


.Cll 


Gene No. 


108761 


Strand 


-i- 




Start 


1 


End 


1925 




Name 


OJ991201 11.0421.Cll.o2.np 


Method 


AAT/NAP 




Start 


581 


End 


1925 




GI 


6630699 


Score 


85' 




Exons 


581. .603, 1843. .1925 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 





gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Q Seq. No. 


51334 






Seq. ID 


OJ991201 


f\l Gene No. 


108762 






Strand 


+ 


^ Start 


1934 






End 


4687 


Z A Name 


OJ991201 11 


.0421. Cll. ol 


. gs 


Method 


GENSCAN 


n start 


1934 




End 


2282 


H GI 


none 






Score 


.5 


!=£= Exons 


1934. .1979, 


2107. .2282 








It Seq. No. 


51334 






Seq. ID 


OJ991201 


':J Gene No. 


108762 






Strand 


+ 


U Start 


1934 






End 


4687 


Name 


OJ991201 11 


.0421. Cll. o3 


.np 


Method 


AAT/NAP 


Start 


2061 






End 


4687 


GI 


6539570 






Score 


181 


Exons 


2061. .2252, 


2412. .2478, 


4663. 


.4687 




GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51334 






Seq. ID 


OJ991201 


Gene No. 


108763 






Strand 


+ 


Start 


7632 






End 


8835 


Name 


OJ991201 11 


.0421. Cll. o2 


.gs 


Method 


GENSCAN 


Start 


7632 






End 


8835 


GI 


none 






Score 


.6 


Exons 


7632. .8034, 


8594. .8835 








Seq. No. 


51335 






Seq. ID 


OJ991201 


Gene No. 


108764 






Strand 


+ 



52721 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5720 End 13071 

OJ991201_11 . 0421 . C12 . ol . np Method AAT/NAP 
5342 End 9552 

7485501 Score 85 

5342.. 5396, 6525.. 6622, 6671.. 6784, 9528.. 9552 
hypothetical protein F15B8.180 - Arabidopsis thaliana 
gi I 4678284 | emb | CAB41192 . 1 1 (AL049660) putative protein 
[Arabidopsis thaliana] 



51335 Seq. ID 

108764 Strand 

5720 End 
OJ991201_ll.0421.C12.o2.gs Method 

5720 End 

none Score 

5720. .5770, 5881. .5949, 6048. .6257 



OJ991201_li;0421.C12 
+ 

13071 
GENSCAN 
6257 
.93 



51335 Seq. ID 

108764 Strand 

5720 End 

OJ991201_11 . 04 2 1 . C12 . o2 . np Method 

7548 End 

3928087 Score 
7548.. 7748 

(AC005770) unknown protein [Arabidopsis thaliana] 



OJ991201_11.0421.C12 
+ 

13071 
AAT/NAP 
7748 
63 



51335 Seq. ID 

108764 Strand 

5720 End 

OJ991201_11 . 0421 . C12 . o3 . gs Method 

7557 End 

none Score 



OJ991201_11.0421.C12 
+ 

13071 
GENSCAN 
13071 
.6 



7557. .7675, 9040. .9218, 10970 .. 11216, 12185 .. 12568 , 
12584. .12656, 12859.. 13071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



51335 Seq. ID 

108765 Strand 

13262 End 

OJ991201_11 . 0421 . C12 . o2 . gp Method 

13262 End 

LIB3431-019-P1-K1-D5 Score 
13262.. 13733 

, 6015437/dbj | AB008112 . 1 | AB008112 1.0e-10 Homo sapiens PEX1 mRNA, 
complete cds ' 



OJ991201_11.0421.C12 
+ 

13733 
AAT/GAP 
13733 
747 



51335 Seq. ID 

108766 Strand 

8623 End 

OJ991201_11 . 042 1 . C12 . o3 . np Method 

8623 End 

7523516 Score 



OJ991201_11.0421.C12 

13718 
AAT/NAP 
13718 
71 



8623. .8694, 8763. .8888, 11917 .. 11956, 13659. .13718 
(AP001633) hypothetical protein [Oryza sativa] 



51335 

108766 

8623 



Seq. ID OJ991201_11.0421.C12 
Strand 

End 13718 



52722 



# • 





Name 


OJ991201 11.0421 


.C12 


ol 


.gp 


Method 


AAT/GAP 










Start 


12186 








End 


12625 










GI 


none 








Score 


564 










Exons 


12186. .12625 




















Seq. No. 


51335 








Seq. ID 


OJ991201 


_11 


0421 


C12 






108766 








JUL CtllU 












Start 


8623 








End 


13718 










Name 


OJ991201 11.0421 


.C12. 


o4 


.gs 


Method 


GENSCAN 










Start. 


13200 








End 


13463 










GI 


none 








Score 


.99 










Exons 


13200. .13463 




















Seq. No. 


51336 








Seq. ID 


OJ991201 




0421. 


C13 






108767 








9t" r*p no 1 


+ 










Start 


648 








End 


1081 










Name 


OJ991201 11.0421 


.C13. 


ol 


.gs 


Method 


GENSCAN 










Start 


648 








End 


1081 










GI 


none 








Score 


.41 










Exons 


648. .670, 982. .1081 


















Seq. No. 










Seq. ID 


OJ991201 


_11. 


0421. 


C14 






1 Oft 7 fift 

1UO / DO 




















Start 










End 


2614 








h =? 


Name 




.C14. 


ol 


.tm 


Method 


TBLASTX: 


Maize 






Start 


2361. 








End 


2614 








Cn 


GI 


none 








Score 


125 








ry 


Exons 


9*^fi1 94fi^ 


. .2614 














r ^ 


Seq. No. 


J 1 J JO 








Seq. ID 


OJ991201 


_11. 


0421. 


C15 




uCUC Dt\J . 


108769 








uLI Cl I ILi 


_i_ 










Start 


376 








End 


449 








i li 


Name 


OJ991201 11.0421 


.C15. 


ol 


.gs 


Method 


GENSCAN 








- 


Start 


376 








End 


449 








f T 


GI 


none 








Score 


.42 








•a =r 


Exons 


376. .449 




















Seq. No. 


51338 








Seq. ID 


OJ991201 


_11. 


0421. 


C15 


. 




108770 




















Start 


907 








End 


2356 










Name 


OJ991201 11.0421 


.C15. 


o2 


gs 


Method 


GENSCAN 










Start 


907 






End 


2356 










GI 


none 








Score . 


.79 










Exons 


907.. 1011, 2235. 


.2356 
















Seq. No. 


51339 








Seq. ID 


OJ991201_ 


_11. 


0421. 


C16 




OC11C LH\J ■ 


108771 




















Start 


56 








End 


157 










Name 


OJ991201 11.0421 


.C16. 


ol. 


gs 


Method 


GENSCAN 










Start 


56 








End 


157 










GI 


none 








Score 


.98 










Exons 


56. .157 




















Seq. No. 


51339 








Seq. ID 


OJ991201 


_11. 


0421. 


C16 




Gene No. 


108772 








Strand 












Start 


1251 








End 


2059 










Name 


OJ991201 11.0421 


.C16. 


o2. 


gs 


Method 


GENSCAN 









52723 



Start 


1251 


End 


1965 


GI 


none 


Score 


.72 


Exons 


1251. .1965 






Seq. No. 


51339 


Seq. ID 


OJ991201_11.0421.C16 


Gene No. 


108772 


Strand 




Start 


1251 


End 


2059 


Name 


OJ991201 11.0421.C16.ol.np 


Method 


AAT/NAP 


Start 


1254 


End 


2059 


GI 


6539553 


Score 


1344 


Exons 


1254. .2059 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon R 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



51339 

108772 

1251 

OJ991201_11.0421.C16.ol.tw 

1390 

none 

1390.. 1776, 1391.. 1774, 142 

51339 

108772 

1251 

OJ991201_11.0421.C16.ol.ts 

1518 

none 



51339 
108772 
1251 

OJ991201_11.0421.C16.ol.tm 
1722 
none 

1722.. 2045, 1723.. 2040 

51340 
108773 
1 

OJ991201_11.0421.C17.ol.np 
1 

6539553 
1..745 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID 


OJ991201_11.0421 


.C16 


Strand 






End 


2059 




Method 


TBLASTX: Wheat 




End 


1866 




Score 


353 




.1775, 1791. .1865, 1795. .1866 


Seq. ID 


OJ991201_11.0421 


.C16 


Strand 






End 


2059 




Method 


TBLASTX : Soybean 




End 


1859 




Score 


83 




.1859, 1753. .1833 




Seq. ID 


OJ991201_11.0421 


.C16 


Strand 






End 


2059 




Method 


TBLASTX: Maize 




End 


2045 




Score 


193 




Seq. ID 


OJ991201_11.0421 


.C17 


Strand 






End 


745 




Method 


AAT/NAP 




End 


745 




Score 


1278 





Seq. No. 51340 Seq. ID 

Gene No. 108773 Strand 

Start 1 End 

Name OJ991201_11 . 0421 . C17 . ol . gs Method 

Start 18 End 



OJ991201_11.0421.C17 
745 

GENS CAN 
501 



52724 



GI none 

Exons 18.. 501 

Seq. No. 51340 

Gene No. 108773 

Start 1 

Name OJ991201_11 . 0421 . C17 . ol . tw 

Start 22 

GI none 

Exons 22. .66, 24. .146, 26. .124, 26. 

Seq. No. 51340 

Gene No. 108773 

Start 1 

Name OJ991201_11 . 0421 . C17 . ol . tc 

Start 288 

GI none 

Exons 288.. 482, 495.. 677 



Score 



.76 

OJ991201_11.0421.C17 
745 

TBLASTX: Wheat 
662 
55 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.154, 27. .155, 175. .654, 198. .662 

Seq. ID OJ991201_11.0421.C17 

Strand 

End 745 

Method TBLASTX : Cress 

End 677 

Score 112 





Seq. No. 


51340 








Seq. ID 


OJ991201_11.0421 


.C17 




Gene No. 


108773 








Strand 


— 






Start 


1 








End 


745 






Name 


OJ991201_ 


11 . 0421 .C17 


.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


312 








End 


743 






GI 


none 








Score 


68 






Exons 


312 . .479, 


4 98 . .743, 


522 


. . 677, 


532 . . 741 






cn 


Seq. No. 


51340 








Seq. ID 


OJ991201_11.0421 


.C17 


? 


Gene No. 


108773 








Strand 






u 


Start 


1 








End 


745 






Name 


OJ991201 


_11.0421.C17 


.ol 


.ts 


Method 


TBLASTX : Soybean 




sJ 


Start 


312 








End 


710 






GI 


none 








Score 


38 






Exons 


312. .485, 


439. .477, 


486 


. .710, 


531. .701 


, 532. .702 




L .3. 


Seq. No. 


51341 








Seq. ID 


OJ991201_11.0421 


.C21 




Gene No. 


108774 








Strand 








Start 


290 








End 


1085 




i. ^ 


Name 


OJ991201 


11.0421.C21 


.ol 


.gs 


Method 


GENSCAN 




% J: 


Start 


290 






End 


1085 






GI 


none 








Score 


. 67 






Exons 


290. .412, 


875. .1085 














Seq. No. 


51342 








Seq. ID 


OJ991201JL1.0421 


.C22 




Gene No. 


108775 








Strand 


+ 






Start 


35 








End 


1051 






Name 


OJ991201 


11.0421.C22 


.ol 


.gs 


Method 


GENSCAN 






Start 


35 








End 


1051 






GI 


none 








Score 


.41 






Exons 


35. .200, 


861. .1051 













Seq. No. 51342 Seq. ID 

Gene No. 108776 Strand 

Start 1 End 

Name OJ991201_11 . 0421 . C22 . ol . np Method 

Start 1 End 

GI 6539553 Score 



OJ991201_11.0421.C22 
638 

AAT/NAP 

623 

1013 



52725 




Exons 1..623 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


51342 




Seq. ID 


OJ991201 11.0421 


.C22 


Gene No. 


108776 




Strand 


- 




Start 


1 




End 


638 




Name 


r\ TQQ1 0 Ci 1 

uj yyizui 


11 fMOl POO i~\1 -Hm 
11. Ufi^-l.CZ<C .01. LIU 


Method 


i DiiAo jl a . Mai ze 




Start 


182 




End 


476 




GI 


none 




Score 


277 




Exons 


182. .457, 


184. .456, 186. .476 








Seq. No. 


51342 




Seq. ID 


OJ991201 11.0421 


.C22 


Gene No. 


108776 




Strand 


- 




Start 


1 




End 


638 




Name 


ujyyi^ui 


11. U4zl.UZZ.01.tW 


Method 


i niiAo i a : wnea l 




Start 


244 




End 


638 




GI 


none 




Score 


180 




Exons 


244. .471, 


245. .451, 415. .618, 


456. .638 






Seq. No. 


51343 




Seq. ID 


OJ991201_11.0421 


.C23 


Gene No. 


108777 




Strand 


- 




Start 


631 




End 


1168 




Name 


TQQ1 o m 

uj yyizui 


11 n A 0 1 POT ^-\1 /re? 

ll.U4zl.uzo.ol. gs 


Metnoa 






Start 


631 




End 


1168 




GI 


none 




Score 


.54 




Exons 


631. .716, 


891. .1168 








Seq. No. 


51344 




Seq. ID 


OJ991201_11.0421 


.C25 


Gene No. 


108778 




Strand 


+ 




Start 


57 




End 


204 




Name 


r\ TQQ1 O m 


ii. U4zi.uzo.oi.gs 


Method 






Start 


57 




End 


204 




GI 


none 




Score 


.6 




Exons 


57. .204 










Seq. No. 


51344 




Seq. ID 


OJ991201_11.0421 


.C25 


Gene No. 


108779 




Strand 


- 




Start 


289 




End 


611 




Name 


OJ991201 


11.0421.C25.o2.gs 


Method 


GENSCAN 




Start 


289 




End 


611 




GI 


none 




Score 


.83 




Exons 


289. .344, 


428. .611 








Seq. No. 


51345 




Seq. ID 


OJ991201JL0.0421 


.C3 


Gene No. 


108780 




Strand 


+ 




Start 


3629 




End 


5630 




Name 


OJ991201 


10.0421.C3.o2.gs 


Method 


GENSCAN 




Start 


3629 




End 


5630 




GI 


none 




Score 


.81 




Exons 


3629. .3743, 4076. .4122, 4986. 


.5337, 5470. .5630 




Seq. No. 


51345 




Seq. ID 


OJ991201_10.0421 


.C3 


Gene No. 


108781 




Strand 


+ 




Start 


7263 




End 


23700 





52726 



Name 


OJ991201 10.0421.C3.o2.np 


Method 


AAT/NAP 




Start 


7236 


End 


16468 




GI 


3617770 


Score 


1989 




Exons 


7236.. 7465, 8006.. 8243, 8409 


..8468, 8560. .8649, 


8860. .8935 




9261.. 9389, 9472.. 9561, 10061 .. 1014 9, 


10243. .10339, 




10454. .10540, 10644. .10728, 


12133. .12227, 12327 


. .12359, 




12684. .12770, 13715 .. 13807 , 


14373. .14465, 14544 


. .14765, 




15772. .15843, 16093 .. 16164 , 


16376. .16468 




GI Descrip. 


(Y14329) threonyl-tRNA synthetase [Arabidopsis 


thaliana] 


Seq. No. 


R1 ?4 R 


Seq. ID 


OJ991201 


_10.0421.C3 


Gene No. 


1UO /ox 


Strand 


+ 




Start 


7 9 


End 


23700 




Name 


OTQQ19fi1 If! HA91 P*3 rra 


Method 


GENS CAN 




Cf art 




End 


23700 




GI 


none 


Score 


.74 




Exons 


7263.. 7465, 8006.. 8243, 8560 


..8649, 9261.. 9389, 


9472. .9561 




X U 4 Of* . . 1UJ4U/ X U O ft 4 . ■ XU / _ 0 , 


11308. .11523, 12133 


. .12227, 




X £ OO 4 . . X_ / / U , Xj/XD. . x jo u / , 


14373. .14465, 14544 


. .14765, 




1^779 1 Rfl 4 7 1 criQ^ ' 1 £1 fid 


16376. .16453, 23539 


. .23700 


Seq. No. 


O X J f* D 


Seq. ID 


OJ991201 


_10.0421.C3 


Gene No. 


1 flQ7 Q 9 
lUo / oZ 


Strand 


+ 




Start 




End 


38414 




Name 


OJ991201 10.0421.C3.o4.gs 


Method 


GENSCAN 




Start 


25543 


End 


35340 




GI 


none 


Score 


.76 




Exons 


25543. .25560, 25878 .. 26009, 


27068. .27185, 27718 


. .27798, 




28660. .28730, 28 983 .. 29123, 


30327. .30491, 30583 


..30654, 




31138. .31252, 31976 .. 32329, 


33357. .33697, 34684 


35052. 




35335. .35340 








Seq. No. 


51345 


Seq. ID 


OJ991201 


_10.0421.C3 


Gene No. 


108782 


Strand 


+ 




Start 


25543 


End 


38414 




Name 


OJ991201 10.0421.C3.o4.np 


Method 


AAT/NAP 




Start 


25902 


- End 


38414 




GI 


3941736 


Score 


59 




Exons 


25902. .26009, 27068 .. 27191, 


27727. .27791, 38385 


. .38414 


GI Descrip. 


(AF109719) BAT 3 [Mus musculus] 






Seq. No. 


51345 


Seq. ID 


OJ991201 


_10.0421.C3 


VJ CliC LNU. 


108783 


Strand ■ 






Start 


983 


End 


3336 




Name 


OJ991201 10.0421.C3.ol.gs 


Method 


GENSCAN 




Start 


983 


End 


3336 




GI 


none 


Score 


.66 




Exons 


983.. 1156, 1297.. 1638, 1720. 


.2897, 3048. .3189, 


3286. .3336 


Seq. No. 


51345 


Seq. ID 


OJ991201 


_10.0421.C3 


Gene No. 


108784 


Strand 






Start 


20187 


End 


21612 




Name 


OJ991201 10.0421.C3.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


7347 


End 


16465 




GI 


none 


Score 


77 




Exons 


7347.. 7466, 7953.. 7976, 7979 


..8239, 8004. .8243, 


8016. .8252 




8406. .8468, 8411. .8467, 8557 


..8673, 8559.-8642, 


8857. .8925 



52727 



9232.. 9366, 9254. .9388, 9255.. 9389, 9471.. 9545, 9472.. 9561, 

10049. .10147, 10061. .10147, 10240 .. 1034 1, 1024 1 .. 10342 , 

10445. .10543, 10451 .. 10540, 10643 .. 10726, 1064 4 .. 10727 , 

12131. .12247, 12132. .12248, 12681 .. 12770, 13714 13803, 

13715. .13801, 14373. .14468, 14378 .. 14 4 67 , 14538 .. 14771 , 

14538. .14735, 14540 .. 14776, 14 639 .. 14 767 , 15760 .. 1584 6, 

16090. .16167, 16092. .16202, 16373.. 16465 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51345 

108784 

20187 

OJ991201_10.0421.C3.o2.tm 
7349 



OJ991201 10. 0421. C3 



21612 

TBLASTX: Maize 

10521 

140 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
7349.. 7465, 7359.. 7466, 8003.. 8149, 8004.. 8243, 8007.. 8255, 
8406. .8468, 8407. .8469, 8408. .8467, 8413. .8469, 8557. .8673, 
8558.-8668, 8853.-8924, 8854. .8925, 8858. .8950, 8860. .8949, 
9255. .9377, 9260. .9364, 9366.-9389, 9468.-9566, 9472.-9558, 
9484..9S67, 10053 .. 10148 , 10061 .. 10144 , 10234 .. 10341, 
10241. .10342, 10439. .10519, 10445 .. 10519, 10452 .. 10520, 
10453. .10521, 10453.. 10521 



Seq. No. 


51345 








Gene No. 


. 108784 








Start 


20187 








Name 


OJ991201 10. 


0421, 


.C3.o3. 


ts 


Start 


7359 








GI 


none 








Exons 


7359. .7466, 


8003. 


. .8143, 


8004. 


Seq. No. 


51345 








Gene No. 


108784 








Start 


20187 








Name 


OJ991201 10. 


0421, 


,C3.o2. 


ts 


Start 


8145 








GI 


none 








Exons 


8145. .8243, 


8406, 


. .8468, 


8408. 




8853. .8921, 


8854, 


. .8925, 


9255. 




9468. .9566, 


9472, 


. .9561, 


10061 




10241. .10342 


:, 10' 


145. .10543, H 



Seq. ID OJ991201_10.0421.C3 
Strand 
End 

Method 
End 
Score 
,8144 



21612 

TBLASTX: Soybean 

8144 

91 



10629. 
12131. 
12329. 
13715. 



,10727, 
,12229, 
12364, 
13810 



Seq. ID OJ991201_10.0421.C3 
Strand 

End 21612 

Method TBLASTX : Soybean 

End 13810 

Score 156 

,8479, 8408. .8473, 8563. .8673, 
,9389, 9255.. 9371, 9260.. 9385, 



10637. .10729, 10637 .. 10726, 1064 1 .. 10739, 
12132. .12248, 12318 .. 12362, 12328 .. 12363, 
12681. .12770, 12683. . 12769, 13714 .. 13806, 



Seq. No. 51345 
Gene No. 108784 
Start 20187 

Name OJ991201_10 . 0421 .C3 . ol . tm 

Start 10686 
GI none 

Exons 10686. .10727, 12130 .. 12228 , 

12132. .12248, 12319 . .12357 , 
12681. .12752, 12682 .. 12771, 
13714. .13803, 13715. .13810, 
14538. .14768, 14 538 .. 14765, 
15751. .15846, 1577 1 .. 15845, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 10. 0421. C3 



21612 

TBLASTX: Maize 
16477 
68 

12131. .12247, 12131. .12229, 
12326. .12364, 12681. .12770, 
12683. .12769, 13714. .13803, 
14370. .14 4 68, 14372. .14467, 
14539. .14766, 14540 .. 14767, 
15787. .15846, 16088 .. 16159, 



52728 






16090. .16167, 


16092. 


.16160, 


16376. .16477, 16379 


. .16477 




Seq. No. 


51345 






Seq. ID 


OJ991201 


_10.0421 


.C3 


Gene No. 


108784 






Strand 








Start 


20187 






End 


21612 






Name 


OJ991201 10. 0421. C3. 


Ol . ts 


Method 


TBLASTX: 


jOyDcan 




Start 


14354 






End 


16474 






GI 


none 






Score 


80 






Exons 


14354. .14458, 


14361. 


.14468, 


14364. .14477, 14369 


. .14500, 






14538. .14771, 


14540. 


.14767, 


14579. .14776, 14590 


. .14775, 






15760. .15846, 


16090. 


.16167, 


16092. .16175, 16373 


. .16474 




Seq. No. 


51345 






Seq. ID 


OJ991201 


_10.0421 


.C3 


Gene No. 


108784 






Strand 








O Ldl U 


20187 






End 


21612 






Name 


OJ991201 10. 0421. C3. 


o3.np 


Method 


AAT/NAP 






Start 


20187 






End 


21612 






GI 


5852084 






Score 


99 






Exons 


20187. .20301, 


21573. 


.21612 










GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 








Seq. No. 


51345 






Seq. ID 


OJ991201 


_10.0421 


.C3 


Gene No. 


108785 






Strand 








Of a >-+- 


25935 






End 


27800 






Name 


OJ991201 10. 0421. C3. 


o5 . tm 


Method 


TBLASTX :! 


Maize 




Start 


25935 






End 


27800 






GI 


none 






Score 


110 






Exons 


25935. .26012, 


25935. 


.26012, 


27040. .271* 


30, 27062 


. .27190, 






27068. .27190, 


27719. 


.27796, 


27720. .27797, 27723 


. .27800 




Seq. No. 


51345 






Seq. ID 


OJ991201 


_10.0421 


.C3 


Gene No. 


108785 






Strand 








o car c. 


25935 






End 


27800 






Name 


OJ991201 10. 0421. C3. 


o4 . tm 


Method 


TBLASTX:] 


Maize 




Start 


26598 






End 


26891 






GI 


none 






Score 


159 






Exons 


26598. .26741, 


26602. 


.26865, 


26609. .26743, 26736 


. .26834, 






26744. .26881, 


26821. 


.26883, 


26847. .26891 






Seq. No. 


51345 






Seq. ID 


OJ991201 


J.0.0421 


.C3 


Gene No. 


108786 






Strand 








Start 


29238 






End 


33876 






Name 


OJ991201 10. 0421. C3. 


o3 . tm 


Method 


TBLASTX:! 


Maize 




Start 


29238 






End 


33876 






GI 


none 






Score 


65 






Exons 


29238. .29306, 


29455. 


.29562, 


29457. .29561, 30321 


. .30491, 






30322. .30492, 


30341. 


.30484, 


30345. .30485, 30355 


. .30513, 






30582. .30653, 


30583. 


.30654, 


30583. .30654, 31161 


. .31253, 






31164. .31253, 


31165. 


. 3± Z D ft , 


31165. .31266, 31975 








32029. .32211, 


32061. 


.32210, 


32187. .32264, 32188 


. .32265, 






32263. .32331, 


32286. 


.32330, 


33342. .33452, 33352 


. .33453, 






33355. .33453, 


33356. 


.33454, 


33454. .33525, 33509 


. .33649, 






33512. .33691, 


33526. 


.33696, 


33537. .33698, 33621 


. .33698, 






33766. .33876, 


33766. 


.33873 










Seq. No. 


51346 






Seq. ID 


OJ991201 


J.0.0421 


.C4 


Gene No. 


108787 






Strand 


+ 







52729 




Start 


2054 


End 


6465 








Name 


OJ991201 10.0421.C4.ol.gs 


Method 


GENSCAN 








Start 


2054 


End 


6465 








GI 


none 


Score 


. 64 








Exons 


2054. .2180, 4286. .4536, 4622. 


.4945, 4994 . .5099, 


5459. .5670 




5766.. 6181, 6262.. 6465 












Seq. No. 


51346 


Seq. ID 


OJ991201_ 


_10. 


0421 


.C4 


Gene No . 


lUo / oo 


Strand 


+ 








Start 


8784 


End 


10659 








Name 


OJ991201 10.0421.C4.o2.gs 


Method 


GENSCAN 








Start 


8784 


End 


10659 








GI 


none 


Score 


.55 








Exons 


8784.. 8809, 9222. .9362, 9815. 


.10205, 10346. .10659 






Seq. No. 


51347 


Seq. ID 


OJ991201_ 


_10 . 


0421 


.C5 


Gene No. 


10878 9 


Strand 


+ 








Start 


156 


End 


559 








Name 


OJ991201 10.0421.C5.ol.gs 


Method 


GENSCAN 








Start 


156 


End 


559 








GI 


none 


Score 


. 91 








Exons 


156. .265, 437. .559 












Seq. No. 


51347 


Seq. ID 


OJ991201 


_10 . 


0421 


.C5 


Gene No . 


108790 


Strand 










Start 


1434 


End 


1541 








Name 


OJ991201 10.0421.C5.o2.gs 


Method 


GENSCAN 








Start 


1434 


End 


1541 








GI 


none 


Score 


. 53 








Exons 


1434. .1541 












Seq. No. 


51348 


Seq. ID 


OJ991201_ 


_10 . 


0421 


.C6 


Gene No. 


108791 


Strand 












1 


End 


2399 








Name 


OJ991201 10.0421.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1001 








GI 


7363272 


Score 


1 ?7 
i j / 








Exons 


1..202, 933. .1001 












GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 








Seq. No. 


51348 


Seq. ID 


OJ991201_ 


_10. 


0421 


.C6 


Gene No . 


108791 


Strand 










Start 


1 


End 


2399 








Name 


OJ991201 10.0421.C6.ol.gs 


Method 


GENSCAN 








Start 


840 


End 


2399 








GI 


none 


Score 


.66 








Exons 


840. .920, 934. .1052, 1528. .1596, 2249. 


2399 








Seq. No. 


51349 


Seq. ID 


OJ991201_ 


10. 


0421 


.C7 


Gene No . 


108792 


Strand 


+ 








Start 


357 


End 


1001 ' 








Name 


OJ991201 10-0421. C7.ol.gs 


Method 


GENSCAN 








Start 


357 


End 


1001 








GI 


none 


Score 


.64 








Exons 


357.. 392, 487.. 681, 687.. 1001 












Seq. No. 


51349 


Seq. ID 


OJ991201_ 


10. 


0421 


.C7 



52730 



Gene No. 108793 Strand 

Start 1484 End 

Name OJ991201_10 . 0421 . C7 . o2 . gs Method 

Start 1484 End 

GI none Score 

Exons 1484.. 1915 



1915 
GEN SCAN 
1915 
.61 



Seq. No. 51350 

Gene No. 108794 

Start 860 

Name OJ991201_10 . 0421 . C8 . ol .gs 

Start 860 

GI none 

Exons 860.. 974, 1158.. 1291 

Seq. No. 51351 

Gene No. 108795 

Start 302 

Name OJ991201_10 . 0421 .C9 . ol . gs 

Start 302 

GI none 

Exons 302.. 384, 466.. 674, 1770.. 1902 



Seq. ID OJ991201_10.0421.C8 

Strand + 

End 1291 

Method GENSCAN 

End 1291 

Score .53 



Seq. ID OJ991201_10.0421.C9 

Strand + 

End 1902 

Method GENSCAN 

End 1902 

Score .83 



Seq. No. 51351 Seq. ID OJ991201_10 . 04 21 . C9 

Gene No. 108796 Strand + 

Start 2097 -:. ' End 2222 

Name OJ991201_10 . 0421 X9 . o2 .np Method AAT/NAP 

Start 2097 End 2222 

GI 6539553 Score 186 

Exons 2097.. 2222 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


51351 






Seq. ID 


OJ991201_10.0421 


.C9 


Gene No. 


108797 






Strand 






Start 


2896 






End ■ 


3069 




Name 


OJ991201 


10. 0421. C9, 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


126 






End 


301 




GI 


none 






Score 


102 




Exons 


126. .185, 


127. .186, 


187. .297, 


188. .301 






Seq. No. 


51351 






Seq. ID 


OJ991201_10.0421 


.C9 


Gene No. 


108797 






Strand 






Start 


2896 






End 


3069 




Name 


OJ991201 


10. 0421. C9. 


.o3.np 


Method 


AAT/NAP 




Start 


2896 






End 


3069 




GI 


6063554 






Score 


182 





Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



2896. .3069 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



51352 

108798 

83 



Seq. ID OJ991201_10. 0421. C10 
Strand + 
End 5673 



52731 



Name 

Start 

GI 

Exons 



OJ991201_10 . 0421 . CIO . ol . gs Method GEN SCAN 

83 End 5673 

none Score . 5 

83. .554, 560. .665, 1094. .1175, 3604. .3769, 3792. .4142, 

4170. .4447, 4941. .5051, 5561. .5673 



Seq. No. 51352 Seq. ID 

Gene No. 108798 Strand 

Start 83 End 

Name OJ991201JL0 . 0421 . C10 .ol . gp Method 

Start 1660 End 

GI uC-osflcyp033a04bl Score 

Exons 1660.. 2040 

GI Descrip. • 6016845/dbj | AP000570 . 1 | AP000570 3 . Oe- 
DNA, chromosome 1, clone : P0711E10 1 



10. 0421. C10 



OJ991201_ 
+ 

5673 
AAT/GAP 
2040 
662 



■59 Oryza sativa genomic 



Seq. No. 


51352 




Seq. ID 


OJ991201_10.0421 


.C10 


Gene No. 


108799 




Strand 






Start 


4859 




End 


10354 




Name 


OJ991201 10. 0421. C10. 06 


.tm 


Method 


TBLASTX: Maize 




Start 


4849 




End 


5095 




GI 


none 




Score 


48 




Exons 


4849. .4881, 4849. .4884, 


4895. 


.5095, 4 


928. .5068 




Seq. No. 


51352 




Seq. ID 


OJ991201_10.0421 


.C10 


Gene No. 


108799 




Strand 






Start 


4859 




End 


10354 




Name 


OJ991201 10. 0421. C10. ol 


.np 


Method 


AAT/NAP 




Start 


4859 




End 


9675 




GI 


4680179 




Score 


5409 




Exons 


4859. .8241, 8269. .9204, 


9570. 


.9675 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51352 

108799 

4859 

OJ991201 

4904 

none 



10.0421.C10.o6.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_10. 0421. C10 
10354 

TBLASTX: Wheat 

5237 

79 



4904. .5236, 4925. .5086, 4956.-5237 



Seq. No. 51352 

Gene No. 108799 

Start 4859 

Name OJ991201_10 . 0421 . C10 . ol . tm 

Start 5099 

GI none 

Exons 5099.. 5524, 5100.. 5306, 5120. 
5522. .5683, 5529.. 5684 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5368, 



OJ991201 10. 0421. C10 



10354 

TBLASTX: Maize 
5684 
83 

5290.'. 5379, 5394.. 5525, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51352 

108799 

4859 

OJ991201 

5237 

none 



10.0421.C10.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_10. 0421. C10 
10354 

TBLASTX: Wheat 

5863 

51 



5237. .5863, 5238. .5306, 5358. .5861 



52732 




beq. iNO . 










Seq. ID 


OJ991201_10. 0421. C10 


Gene No. 


108799 








Strand 




Start 


4859 








End 


10354 


Name 


OJ991201 10. 


0421 


.C10.O3 


. tm 


Method 


TBLASTX: Maize 


Start 


5733 








End 


6024 


GI 


none 








Score 


99 


Exons 


5733. .5804, 


5735 


. .6022, 


5823. 


.6023, 5839. .6024, 5926.. 6024 


beq. No. 


CI TCO 








Seq. ID 


OJ991201_10. 0421. C10 


Gene No. 


108799 








Strand 




Start 


4859 










1 nTC,/i 


Name 


OJ991201 10. 


0421 


.C10.O2, 


.ts 


Method 


i dlao i a : boyoean 


Start 


5822 








b no 


OUO z 


GI 


none 








Score 


1 / u 


Exons 


5822. .6082, 


5823 


. .6077, 


5831. 


. DU / y 




beq. no. 










Seq. ID 


OJ991201_10. 0421. C10 


Gene No. 


108799 








Strand 




Start 


4859 








End 


10354 


Name 


OJ991201 10. 


0421 


.ClO.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


5846 








End 


6184 


GI 


none 








Score 


83 


Exons 


5846. .5989, 


5847 


. .5987, 


5990. 


.6184 




Seq. No. 


CI TCO 








Seq. ID 


OJ991201_10. 0421. C10 


Gene No. 


108799 








Strand 




Start 


4859 








End 


10354 


Name 


OJ991201 10. 


0421 


.C10.o2, 


. tw 


Method 


TBLASTX: Wheat 


Start 


5870 








End 


6396 


GI 


none 








Score 


254 


Exons 


5870. .6178, 


5874 


. .6152, 


6175. 


.6396, 6176. .6244 


beq. No. 


c i o c o 
Dl JDZ 








Seq. ID 


OJ991201_10. 0421. C10 


Gene No. 


108799 








Strand 




Start 


4859 








End 


10354 


Name 


OJ991201 10. 


0421 


.C10.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


6436 








End 


6757 


GI 


none 








Score 


172 


Exons 


6436. .6756, 


6443 


. .6757 








beq. no. 


c n oc o 
Dl ODZ 








Seq. ID 


OJ991201_10.0421.C10 


Gene No. 


108799 








Strand 




Start 


4859 








End 


10354 


Name 


OJ991201 10. 


0421 


.C10.O3. 


.tw 


Method 


TBLASTX: Wheat 


Start 


6436 








End 


6860 


GI 


none 








Score 


206 


Exons 


6436. .6744, 


6436 


. .6750, 


6443. 


.6751, 6750. .6860, 6751. .6858 


Seq. No. 


51352 








Seq. ID 


OJ991201_10. 0421. C10 


Gene No. 


108799 








Strand 




Start 


4859 








End 


10354 


Name 


OJ991201 10. 


0421 


.ClO.oS. 


, tm 


Method 


TBLASTX: Maize 


Start 


67 62 








End 


7127 


GI 


none 








Score 


300 


Exons 


6762. .7127 













52733 





Seq. No. 


51352 








Seq. ID 


OJ991201_10.0421.C10 




Gene No . 


108799 








Strand 






Start 


4859 








End 


10354 




Name 


OJ991201_10. 


.0421. 


ClO.oS 


.tw 


Method 


TBLASTX: Wheat 




Start 


6861 








End 


7149 




GI 


none 








Score 


127 




Exons 


6861. .7121, 


6861. 


. .7124, 


6862. 


.7125, 6869. .7144, 7057. .7149 




Seq. No. 


51352 








Seq. ID 


OJ991201_10.0421.C10 




Gene No. 


108799 , 








Strand 






Start 


4859 








End 


10354 




Name 


OJ991201_10, 


.0421. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


6876 








End 


7271 




GI 


none 








Score 


116 




Exons 


6876. .7127, 


6982. 


. 7119, 


7182. 


.7235, 7192. .7233, 7239. .7271, 






7239. . 7271 














Seq. No. 


51352 








Seq. ID 


OJ991201_10.0421.C10 




Gene No. 


108799 








Strand 






Start 


4859 








End 


10354 




Name 


OJ991201 10. 


.0421. 


C10.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


7182 








End 


7629 




GI 


none 








Score 


63 


o 


Exons 


7182. .7625, 


7396. 


.7629 








=3; 


Seq. No. 


51352 








Seq. ID 


OJ991201_10. 0421. C10 




Gene No . 


108799 








Strand 




ry 


Start 


4859 








End 


10354 


f 1 


Name 


OJ991201 10. 


,0421. 


C10.O4 


. tw 


Method 


TBLASTX: Wheat 




Start 


7212 








End 


7695 


h. y 


GI 


none 








Score 


198 




Exons 


7212. .7694, 


7215. 


.7583, 


7393. 


.7695 




ru 


Seq. No. 


51352 








Seq. ID 


OJ991201_10. 0421. C10 




Gene No . 


108799 








Strand 


— 




Start 


4859 








End 


10354 




Name 


OJ991201 10. 


0421. 


C10.o3 


.ts 


Method 


TBLASTX : Soybean 


fa*! 


Start 


7344 








End 


7658 




GI 


none 








Score 


191 


C3 


Exons 


7344. .7658 












f 1 


Seq. No. 


51352 








Seq. ID 


OJ991201_10. 0421. C10 




Gene No . 


108799 








Strand 






Start 


4859 








End 


10354 




Name 


OJ991201 10. 


0421. 


C10.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


7632 








End 


7793 




GI 


none 








Score 


89 




Exons 


7632. .7793, 


7678. 


.7785 










Seq. No. 


51352 








Seq. ID 


OJ991201_10. 0421. C10 




Gene No. 


108799 








Strand 






Start 


4859 








End 


10354 




Name 


OJ991201 10. 


0421. 


CIO.08 


. tw 


Method 


TBLASTX: Wheat 




Start 


7827 








End 


8169 




GI 


none 








Score 


146 




Exons 


7827. .8009, 


8008. 


.8169 









52734 



Seq. No. 


EZ 1 O C O 


Seq. ID 


OJ991201_10. 


0421. C10 


Gene No. 


108799 


Strand 






Start 


4859 


End 


10354 




Name 


A7QQ1 OH1 1 A A / O 1 OTA -v "7 4-.. 

ojyyi^ui iu . U4 ^ 1 . ciu . 0 / . tw 


Method 


TBLASTX: Wheat 


c+- — , 

btart 


O / JD 


End 


9094 




bl 


none 


Score 


79 




Exons 


QTTC QAA/t QTOC QQQ1 OT1G 
0/JD..yUy4 / O Mb. .0031, O / JC 


..9061, 8991. .9068 




oeq. no. 




Seq. ID 


OJ991201 10. 


A A O 1 O 1 A 

U4 Z 1 . C1U 


bene no. 


iuo /yy 


Strand 


- 




Start 


4859 


End 


10354 




Name 


OJ991201 10.0421.C10.o2.np 


Method 


AAT/NAP 




otart 


9558 


End 






bl 


4512231 


Score 


1149 




Exons 


9558. .10354 








bl Descrip. 


(AB014741) ORFO protein [Oryza sativa] 






Seq. No. 


51353 


Seq. ID 


OJ991201_10. 


A A O 1 Oil 

U4zl . CI 1 


bene No . 


108800 


Strand 


+ 




Start 


642 


End 


12491 




Name 


OJ991201 10.0421.Cll.o2.np 


Method 


AAT/NAP 




btart 


642 


End 


1168 




bl 


5852179 


Score 


225 




Exons 


642. .847, 922. .1168 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






Seq. No. 


51353 


Seq. ID 


OJ991201_10. 


0421. Cll 




108800 


Strand 


+ 




Start 


642 


End 


12491 




Name 


OJ991201 10.0421.Cll.o3.np 


Method 


AAT/NAP 




Start 


651 


End 


9532 




GI 


6539553 


Score 


3157 




Exons 


651. .697, 1811. .2142, 3503.. 


4375, 4792 


..5656, 6698. 


.7199, 



7366. .7660, 8547. .9532 
GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

Seq. No. 51353 Seq. ID OJ991201_10 . 0421 . Cll 

Gene No. 108800 Strand + 

Start 642 End 12491 

Name OJ991201_10 . 0421 . Cll . o3 . gs Method GENSCAN 

Start 7342 End 12491 

GI none Score .66 

Exons 7342. .7522, 7666. .7912, 8069. .8224, 8596. .9014, 9279. .9531, 

10839. .10873, 117 69 .. 12016, 12036 .. 12219, 12250. .12491 

Seq. No. 51353 Seq. ID OJ991201_10 . 0421 . Cll 

Gene No. 108801 Strand + 

Start 13008 End 13321 

Name OJ991201_10 . 0421 . Cll . 06 . np Method AAT/NAP 

Start 13008 End 13321 

GI 7248393 Score 158 

Exons 13008.. 13321 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



52735 



Seq. No. 


51353 


Seq. ID 


OJ991201_ 


10 . 


0421 . 


Cll 


Gene No. 


108802 


Strand 










Start 


327 . 


End 


3859 








Name 


OJ991201_10.0421.C11 


.ol.np Method 


AAT/NAP 








Start 


327 


End 


1173 








GI 


5852178 


Score 


390 








Exons 


327. .424, 736.-846, 


O T O 11*70 

878 . . 1173 










GI Descrip. 


(AL117265) zhb0008.1 


[Oryza sativa] 










Seq. No. 


51353 


Seq. ID 


✓*\ T A A "1 O ^ 1 

OJ991201_ 


10 . 


0421 . 


Cll 


Gene No. 


108802 


Strand 










Start 


327 


End 


3859 








Name 


OJ991201_10.0421.C11 


.ol.gs Method 


GEN SCAN 








Start 


732 


End 


o o c 

3859 








GI 


none 


Score 


. 6 








Exons 


732 . . 837, 870 . . 1138, 


1900. .1977, 2139. 


.2240, 304 


9 . . 


3124, 






3852..38S9 












Seq. No. 


51353 


Seq. ID 


OJ991201_ 


10. 


0421. 


Cll 


Gene No. 


108803 


Strand 










Start 


5312 


End 


6453 









Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991201_10 . 0421 . Cll . o2 . gs Method GENSCAN 

5312 End 6453 

none Score . 95 
5312.. 5694, 6375.. 6453 



Seq. ID OJ991201_10. 0421. Cll 
Strand 

7341 
AAT/GAP 
7341 
424 



51353 
108804 
7031 

OJ991201_10. 0421. Cll. o2.gp 
7031 

61605_3.R1084 
7031. .7341 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ■ 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51353 

108805 

10605 

OJ991201_10. 0421. Cll. o4.np 

10605 

6063554 



Seq. ID OJ991201_10. 0421. Cll 
Strand 

End 12228 

Method AAT/NAP 

End 12158 

Score 177 



10605. .10781, 11451. .11479, 11942. .12158 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 ( E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



51353 
108805 
10605 

OJ991201_10. 0421. Cll. o5.np 
11334 
5852178 

11334. .11429, 11794. .11898, 11930. .12228 
(AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ991201_10. 0421. Cll 
Strand 

End 12228 

Method AAT/NAP 

End 12228 

Score 523 



Seq. No. 



51353 



Seq. ID OJ991201_10. 0421. Cll 



52736 




bene no . 


lUOOUD 








otrana 




Start 


12995 








End 


13131 


Name 


OJ991201 10 


.0421 


.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1873 








End 


2133 


GI 


none 








Score 


219 


Exons 


1873. .2133, 


1881 


. .2132 








Seq. No. 


51353 








Seq. ID 


OJ991201_10.0421.C11 


bene wo . 


lUoOUO 








Strand 




Start 


12995 








End 


13131 


Name 


OJ991201 10 


.0421.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1882 








End 


2156 


GI 


none 








Score 


276 


Exons 


1882. .2136, 


i q an 
i o y u 




1905. 


.2156, 1937. .2140 


Seq. No. 


51353 








beq. lu 


riTQQi ooi in n a o i pi i 


Gene No . 


lUooub 








Strand 




Start 


12995 








End 


13131 


Name 


OJ991201 10 


.0421 


.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4051 








hna 


A *3 *7 O 


GI 


none 








Score 


zuu 


Exons 


4051. .4305, 


a n t; q 
4 Uj 0 


A "5 "7 O 
. . 4 J / Z , 


4081. 


a "3 a a 




Seq. No. 


51353 








Seq. ID 


/-\TOmOAT 1 A A/I'll /~i -1 -I 

OJyylzUl 1U.U4Z1.C11 


Gene No . 


xUooUd 








Strand 




Start 


12995 








End 


13131 


Name 


OJ991201 10 


.0421 


,Cll.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


7438 








hna 


/ boy 


GI 


none 








Score 


1 AC 

1 y b 


Exons 


7438. .7659, 


H A A C\ 

t 4 4 U 


. . / OU4 








Seq. No. 


51353 








Seq. ID 


a Torn om in n /i o i /^it 

ojyyizui iu.U4zi.cn 


Gene No . 


lUooub 








Strand 




Start 


12995 








End 


13131 


Name 


OJ991201 10 


.0421 


.Cll.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


8563 








End 


8914 


GI 


none 








Score 


222 


Exons 


8S63..8769, 


do /U 


. . 0 y 14 








Seq. No. 


51353 








Seq. ID 


OJ991201_10.0421.C11 


Gene No. 


lUooUo 








Strand 




Start 


12995 








End 


13131 


Name 


OJ991201 10 


.0421 


,Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


8740 








End 


9048 


GI 


none 








Score 


218 


Exons 


8740. .9048, 


8831 


. .9046 








Seq. No. 


51353 








Seq. ID 


OJ991201_10.0421.C11 


Gene No . 


lUooUb 








Strand 




Start 


12995 








End 


13131 


Name 


OJ991201 10 


.0421 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8914 








End 


9396 


GI 


none 








Score 


104 


Exons 


8914. .8991, 


8921 


. .8995, 


8921. 


.9001, 9010.. 9396, 9011. .9358 


Seq. No. 


51353 








Seq. ID 


OJ991201_10.0421.C11 


Gene No. 


108806 








Strand 





52737 



Start 
Name 
Start 
GI 

Exons 



12995 End 

OJ991201_10.0421.Cll-o2.ts Method 

8918 End 

none Score 
8918.. 9040, 9032.. 9283 



13131 

TBLASTX: Soybean 

9283 

93 



Seq. No. 51353 Seq. ID 

Gene No. 108806 Strand 

Start 12995 End 

Name OJ991201JL0 . 0421 . Cll . o4 . gs Method 

Start 12995 End 

GI none Score 

Exons 12995. .13131 



OJ991201_10. 0421. Cll 

13131 
GENSCAN 
13131 
.84 



Seq. No. 51354 Seq. ID OJ991201_ 

Gene No. 108807 Strand + 

Start 1277 End 6173 

Name OJ991201_10 . 0421 . C12 . o2 . gs Method GENSCAN 

Start 1277 End 6173 

GI none Score . 67 

Exons 1277.. 1755, 1882.. 2319, 2485.. 2760, 

4970. .5158, 5195. .5313, 5581. .6173 



10.0421.C12 



2876..3353, 3432. .4921, 



Seq. No. 51354 Seq. . ID OJ991201_10 . 0421 . C12 

Gene No. 108807 Strand + 

Start 1277 End 6173 

Name OJ991201_10 . 0421 . C12 . ol . np Method AAT/NAP 

Start 2234 End 4458 

GI 7248394 Score 1729 

Exons 2234.. 3156, 3424.. 4458 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


51354 






Seq. ID 


OJ991201_10.0421 


.C12 


Gene No. 


108808 






Strand 


+ 




Start 


13948 






End 


14535 




Name 


OJ991201 10.0421.C12 


.o4 


.gs 


Method 


GENSCAN 




Start 


13948 






End 


14535 




GI 


none 






Score 


1 




Exons 


13948. . 14535 












Seq. No. 


51354 






Seq. ID 


OJ991201_10.0421 


.C12 


Gene No. 


108809 






Strand 






Start 


22 






End 


1037 




Name 


OJ991201 10.0421.C12 


.ol 


.gs 


Method 


GENSCAN 




Start 


22 






End 


1037 




GI 


none 






Score 


.99 




Exons 


22. .674, 908. .1037 












Seq. No. 


51354 






Seq. ID 


OJ991201_10.0421 


.C12 


Gene No. 


108810 






Strand 






Start 


6630 






End 


11414 




Name 


OJ991201 10.0421.C12 


.06 


.ts 


Method 


TBLASTX : Soybean 




Start 


2378 






End 


2716 





52738 




GI 


none 








Score 


197 


Exons 


2378. .2716 












Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421.C12 


v3crllc LN(J . 


i nftfi 1 n 








c -(- ranH 

O LI a. 1 1U 




Start 


6630 








End 


11414 


Name 


OJ991201 10 


.0421 


.C12.o5 


.ts 


Method 


TBLASTX : Soybean 


Start 


3126 








End 


3491 


GI 


none 








Score 


129 


Exons 


3126. .3350, 


3137 


. .3349, 


3357. 


.3491 




Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421.C12 


Con o KFo 


lUOOlu 








Strand 




Start 


6630 








End 


11414 


Name 


OJ991201 10 


.0421 


.C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3288 








End 


3673 


GI 


none 








Score 


73 


Exons 


3288. .3344, 


3339 


. .3671, 


3347. 


.3643, 3476.. 3673 


Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421.C12 




i oflft i n 

lUOOlw 








Strand 




Start 


6630 








End 


11414 


Name 


OJ991201 10 


.0421 


.C12.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3342 








End . 


3560 


GI 


none 








Score 


269 


Exons 


3342. .3560, 


3347 


. .3559 








Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421.C12 




lUOOlU 








Strand 




Start 


6630 








End 


11414 


Name 


OJ991201 10 


.0421 


.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3561 








End 


4001 


GI 


none 








Score 


372 


Exons 


3561. .3932, 


3561 


. .3923, 


3920. 


.4000, 3921. .4001 


Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421.C12 


UCllC INU • 


i rift ft i n 

lUOOlU 








Strand 




Start 


6630 








End 


11414 


Name 


OJ991201 10 


.0421 


.C12.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3708 








End 


4157 


GI 


none 








Score 


163 


Exons 


3708. .3959, 


3746 


. .3814, 


3969. 


.4157, 4013. .4144 


Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421.C12 


vjtr 1 1c; IN (J . 


i oft ft i n 

lUOOlU 








Strand 




Start 


6630 








End 


11414 


Name 


OJ991201 10 


.0421 


.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4308 








End 


4720 


GI 


none 








Score 


148 


Exons 


4308. .4445, 


4310 


. .4441, 


4389. 


.4445, 4466. .4720, 4467. .4718 


Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421.C12 


Gene No. 


108810 








Strand 




Start 


6630 








End 


11414 


Name 


OJ991201 10 


.0421 


.C12.o3, 


. tw 


Method 


TBLASTX: Wheat 


Start 


4353 








End 


4751 


GI 


none 








Score 


81 



52739 




Exons 


4353. .4442, 


4482 


. .4751, 


4493. 


.4558, 4580. .4729 




Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421. 


C12 


{Zp*T\£* Mo 


108810 








Strand 






Start 


6630 








End 


11414 




Name 


OJ991201 10 


.0421 


.C12.o3. 


tm 


Mot" hnd 


TBLASTX • Maize 




Start 


4959 








End 


5315 




GI 


none 








Score 


212 




Exons 


4959. .5315 














Seq. No. 


51354 








Seq. ID 


OJ991.201_10.0421. 


C12 


oeiitr LN . 


1 0881 0 








Strand 






Start 


6630 








End 


11414 




Name 


OJ991201 10 


.0421 


.C12.o4. 


tw 




TRTASTX * Whpat 

x u xjxio x /i. « vviica l. 




Start 


5010 








End 


5402 




GI 


none 








Score 


108 




Exons 


5010. .5174, 


5208 


. .5315, 


5346. 


. 5402 






Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421. 


C12 


Hono Mo 


1 0881 D 

IUOO 1U 








Strand 






Start 


6630 








End 


11414 




Name 


OJ991201 10 


.0421 


.C12.o3. 


ts 


Mot" hnH 


TRT.ASTX • Sovhpan 




Start 


5172 








End 


5480 




GI 


none 








Score 


223 




Exons 


5172. .5480, 


5276 


. .5392 










Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421. 


C12 


Mo 


1 0881 n 

X \J O O X \J 








^t ranrl 

k_) L. X Cll IVJi 






Start 


6630 








End 


11414 




Name 


OJ991201 10 


.0421 


.C12.o2. 


tw 


Mo +■ H oH 


TRT.A9TX • Whoaf 




Start 


5730 








End 


6137 




GI 


none 








Score 


223 




Exons 


5730. .6137, 


5738 


. .6103 










Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421. 


C12 


flpnp Mo 


1 0881 0 

X \J O O X \J 








Qf- rand 






Start 


6630 








End 


11414 




Name 


OJ991201 10 


.0421 


.C12.o4. 


ts 


Mo t" Vi nH 


TRT.A9TX • ^nvboan 

X 0±JT\*D X/\ ■ Ov V XJ Cull 




Start 


5913 








End 


6158 




GI 


none 










222 




Exons 


5913. .6158, 


5915 


. .6052 










Seq. No. 


51354 








Seq. ID 


OJ991201_10.0421. 


C12 


Gene No. 


108810 








Strand 








UUJU 








End 


11414 




Name 


OJ991201 10 


.0421 


,C12.o3. 


gs 


Method 


GENSCAN 




Start 


6630 






End 


11414 




GI 


none 








Score 


.59 




Exons 


6630. .6989, 


7110 


. .7265, 


7347. 


.7460, 7528. .7587, 7663. .8097, 




8176. .9412, 


9414 


. .9614, 


9740. 


.9882, 10490. .10580, 11329. 


.11 


Seq. No. 


51355 








Seq. ID 


OJ991201JL0.0421. 


C14 


Gene No. 


108811 








Strand 


+ 




Start 


1795 








End 


5187 




Name 


OJ991201 10 


.0421 


,C14.ol. 


gs 


Method 


GENSCAN 




Start 


1795 








End 


5187 




GI 


none 








Score 


.85 





52740 




Exons 


1795. .1855, 


1878.. 3953, 4111 


..4272, 5150. .5187 




Seq. No. 


51355 




Seq. ID 


OJ991201_10.0421 


.C14 


Gene No. 


108812 




Strand 


+ 






0 -7Z O 




End 


12777 




Name 


OJ991201 10. 


0421.C14.o3.np 


Method 


AAT/NAP 




Start 


8923 




End 


12777 




GI 


122033 




Score 


145 




Exons 


8923. .9083, 


12475. .12777 








GI Descrip. 


HISTONE H2B. 


2 gi|70732|pir| | 


HSWT2B histone H2B.2 - wheat 


Seq. No. 


51355 




beq. ID 


ATQQ1 Tftl 1 n n/ioi 

ojyyizui iu.U4zi 


r* i a 
. C14 


bene no . 


lUOol j 




otrana 


+ 




Start 


14246 




End 


1D9U7 




Name 


OJ991201 10. 


0421.C14.o4.gs 


Method 


GENSCAN 




Start 


14246 




End 


15907 




GI 


none 




Score 


. O 9 




Exons 


14246. .14329 


, 15461.. 15907 








Seq. No. 


51355 




Seq. ID 


OJ991201_10.0421 


.C14 


Gene No. 


108814 




Strand 


+ 




Start 


17067 




End 


17127 




Name 


OJ991201 10. 


0421.C14.o5.gs 


Method 


GENSCAN 




Start 


17067 




End 


17127 




GI 


none 




Score 


.48 




Exons 


17067. .17127 








Seq. No. 


51355 




Seq. ID 


OJ991201__10.0421 


.C14 


Gene No. 


108815 




Strand 






otdrt 


8019 




End 


13621 




Name 


OJ991201 10. 


0421.C14.o3.gs 


Method 


GENSCAN 




Start 


8019 




End 


13621 




GI 


none 




Score 


.78 




Exons 


8019. .8488, 


8536. .8987, 9406 


..9590, 11985. . 12077, 12500 


. .12676, 




13538. .13621 








Seq. No. 


51355 




Seq. ID 


OJ991201_10.0421 


. C14 


Gene No . 


108816 




Strand 






Start 


15891 




End 


16184 




Name 


OJ991201 10. 


0421.C14.o3.tm 


Method 


TBLASTX: Maize 




Start 


2396 




End 


2845 




GI 


none 




Score 


40 




Exons 


2396. .2434, 


2432. .2845, 2443 


. .2769 






Seq. No. 


51355 




Seq. ID 


OJ991201_10.0421 


.C14 


bene no . 


108816 




Strand 






Start 


15891 




End 


16184 




Name 


OJ991201 10. 


0421.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


2959 




End 


3325 




GI 


none 




Score 


277 




Exons 


2959. .3105, 


3005.. 3325, 3157 


. .3315 






Seq. No. 


51355 




Seq. ID 


OJ991201_10.0421 


.C14 


Gene No. 


108816 




Strand 






Start 


15891 




End 


16184 




Name 


OJ991201 10. 


0421.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


7933 




End 


8319 





52741 






GI 


none 








Score 


136 






Exons 


7933. .8016, 


7959. 


.8093, 


7961. 


.8107, 7962.. 8099, 


8101. .8277, 






8102. .8257, 


8109. 


.8288, 


8109. 


.8312, 8269.. 8319 






Seq. No. 


51355 








beq. id 


r\ TO, Q 1 1 m 

uj y y izu i 


_10.0421.C14 




Gene No. 


IO00I6 








Strand 








Start 


15891 








hnd 


1 CI Q A 
1 Olo H 






Name 


OJ991201 10. 


0421. 


C14 .o4 


,tm 


Method 


rp o T 7\ CTV ■ 
1 b-LAo IX : 


Maize 




Start 


11222 








End 


1 1 Ci A Q 






GI 


none 








Score 


216 






Exons 


11222. .11548 
















Seq. No. 


51355 








Seq. ID 


ojy y l^u i 


_10.0421.C14 




Gene No. 


108816 








Strand 








Start 


15891 








bna 


1 ol o 4 






Name 


OJ991201 10. 


0421. 


C14.ol 


.gp 


Method 


AA 1 / bAr 






Start 


15891 








hnd 


t a 1 Q A 
1 OlO 4 






GI 


3763666 








Score 


540 






Exons 


15891. .16184 
















Seq. No. 


51356 








Seq. ID 


ojy y lzui 


_10.0421.C15 




Gene No . 


108817 








Strand 








Start 


70 








End 


Q *3 O 

yjy 






Name 


OJ991201 10. 


0421. 


CIS.ol 


.gs 


Ma 4- V* iA 

MetnOd 








Start 


70 








End 


y jy 






GI 


none 








Score 


.95 






Exons 


70. .158, 808 


. .938 










f \ I 


Seq. No. 


51357 








Seq. ID 


oj y y izu i 


_13.0421.C3 




Gene No. 


108818 








Strand 


+ 




L LJ 


Start 


1322 








hna 


14 y j 






Name 


OJ991201 13. 


0421. 


C3.ol. 


gs 


Method 


bhNbCAN 






Start 


1322 








End 


14 y j 






GI 


none 








Score 


.69 






Exons 


1322. .1493 
















Seq. No. 


51357 








Seq. ID 


OJ991201 


_13.0421.C3 


u 


Gene No. 


108819 








Strand 


+ 




w 


Start 


*!> A O A 

3430 








End 


9544 






Name 


OJ991201 13. 


0421. 


C3.o2. 


gs 


Method 


GENS CAN 






Start 


3430 








End 


6306 






GI 


none 








Score 


. 94 






Exons 


3430. .3595, 


3690. 


.3934, 


4184. 


.4387, 4507. .4599, 


4675. .4767, 






4856. .5197, 


5335. 


.5397, 


5628. 


.5696, 6091. .6306 






Seq. No. 


51357 








Seq. ID 


OJ991201 


_13.0421.C3 




Gene No. 


108819 








Strand 


+ 






Start 


3430 








End 


9544 






Name 


OJ991201 13. 


0421. 


C3.o2. 


np 


Method 


AAT/NAP 






Start 


6132 






End 


9544 






GI 


4680204 








Score 


96 






Exons 


6132. .6302, 


9519. 


.9544 











GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 

Seq. No. 51357 Seq. ID OJ991201_13 . 0421 . C3 

Gene No. 108820 Strand + 

Start 10250 End 10958 



52742 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991201_13 . 0421 . C3 . o3 . np Method AAT/NAP 

10250 End 10610 

7523488 Score 198 

10250. .10329, 10377.. 10610 

(AP001633) hypothetical protein [Oryza sativa] 



51357 Seq. ID 

108820 Strand 

10250 End 

OJ991201_13.0421.C3.o4 . gs Method 

10357 End 

none Score 

10357. .10610, 10955.. 10958 



OJ991201_13.0421.C3 
+ 

10958 
GENS CAN 
10958 
.78 



Seq. No. 51357 Seq. ID OJ991201__13 . 0421 . C3 

Gene No. 108821 Strand 

Start 6843 End 7362 

Name OJ991201_13 . 0421 . C3 . ol . gp Method AAT/GAP 

Start 6843 End 7362 

GI LIB3434-038-P1-K1-F1 Score 766 

Exons 6843.. 7362 

GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 51357 Seq. ID 

Gene No. 108822 Strand 

Start 9700 End 

Name OJ991201_13 . 0421 . C3 . o3 . gs Method 

Start 9700 End 

GI none Score 

Exons 9700.. 10038 



OJ991201_13.0421.C3 

10038 
GENSCAN 
10038 
1 



Seq. No. 51357 Seq. ID 

Gene No. 108823 Strand 

Start 11822 End 

Name OJ991201_13 . 0421 . C3 . o5 . gs Method 

Start 11822 End 

GI none Score 

Exons 11822. .12778 



OJ991201_13.0421.C3 

12778 
GENSCAN 
12778 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



51357 Seq. ID OJ991201_13 . 0421 . C3 

108823 Strand 

11822 End 12778 

OJ991201_13.0421.C3.o4 .np Method AAT/NAP 

11957 End 12600 

729704 Score 58 

11957. .12151, 12218. .12271, 12527.. 12600 

DNA-BINDING PROTEIN HEXBP (HEXAMER-BINDING PROTEIN) 

gi| 1078700|pir| IA47156 hexamer-binding protein HEXBP -' 

Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 

[Leishmania major] 



51357 Seq. ID 

108824 Strand 

13556 End 

OJ991201_13.0421.C3.ol.tm Method 

3692 End 



OJ991201_13.0421.C3 
13629 

TBLASTX: Maize 
4369 



52743 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

3692. .3886, 4190. .4369 



Score 



191 



51357 
108824 
13556 

OJ991201_13 . 0421 . C3 . o2 . gp 
13556 

LIB3431-004-P1-K1-G12 
13556.. 13629 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ991201_13.0421.C3 
Strand 

End 13629 

Method AAT/GAP 

End 13629 

Score 87 



51358 

108825 

444 

OJ991201_13.0421.C4.ol.gs 

444 

none 



Seq. ID OJ991201_13.0421.C4 

Strand + 

End 3110 

Method GEN SCAN 

End 3110 

Score .84 



444. .666, 712. .831, 934. .1047, 1173. .1979, 2115. .2288, 
2395.-2495, 2580. .2652, 2747. .2845, 2925. .3110 



51358 
108826 
3472 

OJ991201_13.0421.C4.ol.gp 
3472 

21474_1.R1084 
3472. .3607 

•3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ991201_13.-0421.-C4 

Strand + 

End 3607 

Method AAT/GAP 

End 3607 

Score 197 



Seq. No. 51359 

Gene No. 108827 

Start 1208 

Name OJ991201_13 . 0421 . C5 . ol . gs 

Start 1208 

GI none 

Exons 1208.. 1624 



Seq. ID OJ991201_13.0421.C5 
Strand 

End 1624 

Method GENSCAN 

End 1624 

Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51360 

108828 

148 

OJ991201_13.0421.C6.ol.gs 

148 

none 



Seq. ID OJ991201_13.0421.C6 

Strand + 

End 8404 

Method GENSCAN 

End 8404 

Score .45 



148. .209, 493. .497, 2182. .2498, 3117. .3217, 3294. .3361, 
4066. .4184, 5547. .5624, 6501. .7487, 7776. .7961, 8087. .8404 



Seq. No. 51360 

Gene No. 108828 

Start 148 

Name OJ991201_13 . 0421 . C6 . o2 . np 

Start 6492 

GI 5420387 

Exons 6492.. 7314 

GI Descrip. (AJ243459) proteophosphoglycan [Leishmania major] 



Seq. ID OJ991201_13.0421.C6 

Strand + 

End 8404 

Method AAT/NAP 

End 7314 

Score 207 



52744 



Seq. No. 


51360 


Seq. ID 


OJ991201_ 


13. 


.0421 


.C6 




108829 


Strand 










Start 


1387 


End 


3404 








Name 


OJ991201 13.0421.C6.ol.np 


Method 


AAT/NAP 








Start 


1387 


End 


3404 








GI 


6983857 


Score 


395 








Exons 


1387.. 1437, 1647.. 2213, 2329 


..2572, 2735. .3404 








GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 








Seq. No. 


51360 


Seq. ID 


OJ991201_ 


13 . 


.0421 


. C6 


Gene No. 


108830 


Strand 










Start 


11086 


End 


12001 








Name 


OJ991201 13.0421.C6.o2.gs 


Method 


GENSCAN 








Start 


11086 


End 


12001 








GI 


none 


Score 


.51 








Exons 


11086. .11381, 11447. .11587, 


11947. .12001 








Seq. No. 


51361 


Seq. ID 


OJ991201_ 


13. 


, 04^1 


. C7 


Gene No. 


108831 


Strand 


+ 








Start 


725 


End 


8323 








Name 


OJ991201 13.0421.C7.ol.gs 


Method 


GENSCAN 








Start 


725 


End 


3237 








GI 


none 


Score 


. 66 








Exons 


725. .772, 841. .1021, 1814. .2090, 2584. 


.2608, 3097.. 


,3237 




Seq. No. 


51361 


Seq. ID 


OJ991201_ 


13. 


,0421 


.01 


Gene No. 


108831 


Strand 


+ 








Start 


725 


End 


8323 








Name 


OJ991201 13.0421.C7.ol.gp 


Method 


AAT/GAP 








Start 


1773 


End 


8323 








GI 


4880205 


Score 


775 








Exons 


1773.. 2090, 3948.. 4038, 8282 


. .8323 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5295936/dbj | AB026295 . 2 | AB026295 1.0e-16 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 



Seq. ID OJ991201_13.0421.C7 

Strand + 

End 8323 

Method AAT/NAP 

End 4043 

Score 69 



51361 
108831 
725 

OJ991201_13.0421.C7.ol.np 
2300 
5295968 
2300.. 2322, 3948.. 4043 

(AB026295) ESTs C19441 (E10423) , C99201 (E10423) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 51361 

Gene No. 108832 

Start 10035 

Name OJ991201_13 . 0421 . C7 . o2 . gp 

Start 10035 

GI 2798075 

Exons 10035. .10242 



Seq. ID OJ991201_13.0421.C7 

Strand + 

End 10242 

Method AAT/GAP 

End 10242 

Score 403 



Seq. No. 
Gene No. 



51361 
108833 



Seq. ID OJ991201_13.0421.C7 
Strand 



52745 



Start 


8852 


End 


19028 




vi chug 


OJ991201 13.0421.C7.o2.gs 


Method 


GENSCAN 




Start 


8852 


End 


19028 




GI 


none 


Score 


.42 




Exons 


8852. .9128, 10530 .. 10599, 11443. .11593 


, 14445. .14526, 






14591. .14633, 16404 .'. 16498, 


17075. .17255, 17289 .. 17360, 






17680. .17710, 17901. .17956, 


18910. .19028 




Seq. No. 


51362 


Seq. ID 


OJ991201_13.0421 


.C8 


Gene No. 


108834 


Strand 


+ 




Start 


7615 


End 


13747 




Name 


OJ991201 13.0421.C8.ol.gp 


Method 


AAT/GAP 




Start 


7559 


End 


13747 




GI 


uC-osrocyp028d05bl 


Score 


908 




Exons 


7559. .7979, 13661. .13747 








GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 l.Oe- 


16 Oryza sativa genomi 




DNA, chromosome 6, clone : P0681F10, complete sequence 1 




Seq. No. 


51362 


Seq. ID 


OJ99120'1_13.0421 


-C8 




108834 


Strand 


+ 




Start 


7615 


End 


13747 




Name 


OJ991201 13.0421.C8.o3.gs 


Method 


GENSCAN 




Start 


7615 


End 


9451 




GI 


none 


Score 


.6 




Exons 


7615. .7937, 8246. .8330, 8349 


..8494, 8512. .9451 




Seq. No. 


51362 


Seq. ID 


OJ991201_13.0421 


.C8 


uCllC LN u • 


108835 


Strand 


+ 




Start 


23312 


End 


26733 




Name 


OJ991201 13.0421.C8.o6.gs 


Method 


GENSCAN 




Start 


23312 


End 


26733 




GI 


none 


Score 


.59 




Exons 


23312. .23441, 24229 24321, 


26178. .26287, 26668.-26733 




Seq. No. 


51362 


Seq. ID 


OJ991201_13.0421 


.C8 


Gene No. 


108836 


Strand 






Start 


2604 


End 


7356 




Name 


OJ991201 13.0421.C8.ol.np 


Method 


AAT/NAP 




Start 


2604 


End 


7356 




GI 


130582 


Score 


541 




Exons 


2604.. 2677, 6299.-7356 








GI Descrip. 


RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 


1-94 




[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 




gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 




gil 20045 | emb | CAA32025 | (X13777) ORF [Nicotiana tabacum] 




Seq. No. 


51362 


Seq. ID 


OJ991201JL3.0421 


.C8 


uCllC IN \J • 


108836 


Strand 






Start 


2604 


End 


7356 




Name 


OJ991201 13.0421.C8.o2.gs 


Method 


GENSCAN 




Start 


3711 


End 


7356 




GI 


none 


Score 


.47 




Exons 


3711. .3789, 5501. .5642, 6126 


. .7356 






Seq. No. 


51362 


Seq. ID 


OJ991201_13.0421 


.C8 


Gene No. 


108837 


Strand 






Start 


9871 


End 


12385 





52746 




Name 


OJ991201 13.0421.C8.o4.gs 


Method 


GEN SCAN 








Start 


9871 


End 


12385 








GI 


none 


Score 


.61 








Exons 


9871. .10046, 11720. .11783, 


12102. .12170, 12356. 


.12385 




Seq. No. 


51363 


Seq. ID 


yJu ? jit Ul 


l ^ 
x o 




.C9 




108838 


Strand 


f 








Start 


315 


End 










Name 


OJ991201 13.0421.C9.ol.gs 


Method 










Start 


315 


End 


2940 








GI 


none 


Score 


.77 








Exons 


315. .378, 413.. 666, 2035.. 2207, 2922.. 


2940 








Seq. No. 


51363 


Seq. ID 


OJ991201 


1 ^ 

X J 


. U ft Z X 


.C9 


Gene No . 


108839 


Strand 










Start 


10771 


End 


11421 








Name 


OJ991201 13.0421.C9.o3.gs 


Method 


GENSCAN 








Start 


10771 


End 


11421 








GI 


none 


Score 


.48 








Exons 


10771. .10798, 11021. .11197, 


11300. .11421 








Seq. No. 


51364 


Seq. ID 


OJ991201_ 


1 ^ 
X J 


. U fl Z X 


,C10 


Gene No. 


108840 


Strand 


+ 








04-3 t+- 


1195 


End 


2274 








Name 


OJ991201 13-0421. C10. ol.np 


Method 


AAT/NAP 








Start 


1195 


End 


2274 








GI 


7340868 


Score 


180 








Exons 


1195. .1382, 2252. .2274 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


51365 


Seq. ID 


OJ991201_ 


_12 


.0421 


.C2 


bene ino . 


108841 


Strand 


+ 








Start 


1381 


End 


4013 








Name 


OJ991201 12.0421.C2.ol.gs 


Method 


GENSCAN 








Start 


1381 


End 


4013 








GI 


none 


Score 


.54 








Exons 


1381. .1564, 1977. .2070, 2970. .2997, 3053. .3161, 


3826. .4013 


Seq. No. 


51365 


Seq. ID 


OJ991201 


_12 


.0421 


.C2 


Gene No. 


108842 


Strand 


+ 








<J Lai L. 


6885 


End 


7405 








Name 


OJ991201 12.0421.C2.o3.np 


Method 


AAT/NAP 








Start 


6885 


End 


7405 








GI 


7340909 


Score 


165 








Exons 


6885. .7153, 7217. .7405 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 








Seq. No. 


51365 


Seq. ID 


OJ991201_ 


_12 


.0421 


.C2 


bene no. 


108843 


Strand 










Start 


1361 


End 


1663 








Name 


OJ991201 12.0421.C2.ol.gp 


Method 


AAT/GAP 








Start 


1361 


End 


1663 








GI 


426638 


Score 


591 








Exons 


1361. .1663 












Seq. No. 


51365 


Seq. ID 


OJ991201_ 


12 


.0421 


.C2 


Gene No. 


108844 


Strand 











52747 



Start 4518 End 7376 

Name . OJ991201_12 . 0421 . C2 . o2 . gp Method AAT/GAP 

Start 4362 End 4 928 

GI 666_15.R1084 Score 902 

Exons 4362.. 4928 

GI Descrip. ' 122106/sp | P02308 | H4_WHEAT 8.0e-40 HISTONE H4 

>gi_70771_pir HSZM4 histone H4 - maize >gi_8 1642_pir S06904 

histone H4 - Arabidopsis thaliana >gi_2119028_pir S60475 

histone H4 - garden pea >gi_21795_emb_CAA24 924_ (X00043) histone 
H4 [Triticum aestivum] >gi_166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742 (M17133) histone H4 
[Arabidopsis thaliana] >gi_168499 (M36659) histo' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
« Start 
t Name 
3 Start 
T\ GI 
\\ Exons 

1 Seq. No. 
If Gene No. 
3 Start 
y Name 
Start 

3 GI 
~ % Exons 

~ Seq. No. 
1 Gene No. 
3 Start 
~ Name 
^ Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51365 

108844 

4518 

OJ991201_12.0421.C2.ol.tni 

4470 

none 



Seq. ID OJ991201_12.0421.C2 
Strand 

End 7376 

Method TBLASTX : Mai ze 

End 4 832 

Score 404 



4470. .4766, 4471. .4767, 4645.-4776, 4665. .4832 



51365 

108844 

4518 

OJ991201_12.0421.C2.ol.tc 

4516 

none 



Seq. ID OJ991201_12.0421.C2 
Strand 

End 7376 

Method TBLASTX : Cress 

End 4829 

Score 292 



4516. .4770, 4516. .4593, 4521. .4766, 4645. .4776, 4668.-4829 



51365 
108844 
4518 

OJ991201_12.0421.C2-o2.gs 
4518 
none 

4518. .4856, 7338. .7376 

51365 
108844 
4518 

OJ991201_12.0421.C2.ol.ts 
4519 
none 

4519. .4767, 4519. .4593, 4521. .4766, 4645. .4770, 4665.-4829 



Seq. ID OJ991201_12.0421.C2 
Strand 

End 7376 

Method GENSCAN 

End 7376 

Score .42 



Seq. ID OJ991201_12.0421.C2 
Strand 

End 7376 

Method TBLASTX : Soybean 

End 4829 

Score 317 



51365 

108844 

4518 

OJ991201_12.0421.C2.ol.tw 

4519 

none 



Seq. ID OJ991201_12.0421.C2 
Strand 

End 7376 

Method TBLASTX : Wheat 

End 4829 

Score 365 



4519. .4593, 4521. .4766, 4522. .4770, 4645.-4773, 4665.-4829 



51365 

108844 

4518 

OJ991201_12.0421.C2.o2.np 



Seq. ID OJ991201_12.0421.C2 
Strand 

End 7 37 6 

Method AAT/NAP 



52748 



Start 4521 End 4875 

GI 7504327 Score 516 

Exons 4521.. 4875 

GI Descrip. hypothetical protein F55G1.11 - Caenorhabditis elegans 
gi|1326372|gb|AAB00649.1| (U58750) Similar to Histone 
[Caenorhabditis elegans] 



Seq. No. 51366 

Gene No. 108845 

Start 2275 

Name OJ991201_12 . 0421 . C3 . o2 . gs 

Start 2275 

GI none 

Exons 2275.. 2518, 2712.. 2737 



Seq. ID OJ991201_12.0421.C3 
Strand 

End 2737 

Method GEN SCAN 

End 2737 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51366 

108846 

3907 

OJ991201_12.0421.C3.o3.gs 

3907 

none 

3907. .4206, 4931.. 4933 



Seq. ID OJ991201_12.0421.C3 
Strand 

End 4933 

Method GENSCAN 

End 4 933 

Score .91 



51366 
108846 
3907 

OJ991201_12.0421.C3.ol.np 
3910 
6006733 
3910. .4234 

(AF140034) histone H4 [Phreatamoeba balamuthi] 



Seq. ID OJ991201_12.0421.C3 
Strand 

End 4 933 

Method AAT/NAP 

End 4234 

Score 359 



51366 

108847 

5236 

OJ991201JL2 . 0421 . C3 . o2 . tc 

3885 

none 



Seq. ID OJ991201_12.0421.C3 
Strand 

End 7451 

Method TBLASTX: Cress 

End 4192 

Score 176 



3885. .4067, 3886. .4185, 3895. .4191, 3902. .4192 



51366 

108847 

5236 

OJ991201_12.0421.C3.o2.tm 

3887 

none 



Seq. ID -OJ991201_12.0421.C3 
Strand 

End 7451 

Method TBLASTX : Mai ze 

End 4192 

Score 314 



3887. .4192, 3887. .4147, 3888. .4148, 3892. .4191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No, 



51366 

108847 

5236 

OJ991201_12.0421.C3.o2.ts 

3889 

none 



Seq. ID OJ991201_12.0421.C3 
Strand 

End 7451 

Method TBLASTX : Soybean 

End 4192 

Score 185 



3889. .4152, 3895. .4191, 3899. .4192 

51366 Seq. ID OJ991201 12. 0421. C3 



52749 




3 



Gene No. 


108847 








Strand 






Start 


5236 








End 


7451 




Name 


OJ991201 12 


.0421. 


C3.ol. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


3904 








End 


4192 




GI 


none 








Score 


320 




Exons 


3904. .4191, 


3911. 


.4192 










Seq. No. 


51366 








Seq. ID 


OJ991201 


_12.0421.C3 


Gene No. 


108847 








Strand 






Start 


5236 








End 


7451 




Name 


OJ991201 12 


.0421. 


C3.ol. 


gp 


Method 


AAT/GAP 




Start 


5236 








End 


5561 




GI 


2429039 








Score 


517 




Exons 


5236. .5561 














Seq. No. 


51366 








Seq. ID 


OJ991201 


_12.0421.C3 


Gene No. 


108847 








Strand 






Start 


5236 








End 


7451 




Name 


OJ991201 12 


.0421. 


C3.o4. 


gs 


Method 


GEN SCAN 




Start 


5383 








End 


7216 




GI 


none 








Score 


1 




Exons 


5383. .5745, 


6012. 


.6397, 


6500 


..6689, 6799.. 6968, 


7072. .7216 


Seq. No. 


51366 








Seq. ID 


OJ991201 


_12.0421.C3 


Gene No. 


108847 








Strand 






Start 


5236 








End 


7451 




Name 


OJ991201 12 


.0421. 


C3.o2. 


np 


Method 


AAT/NAP 




Start 


5384 








End 


7216 




GI 


6642658 








Score 


871 




Exons 


5384. .5745, 


6012. 


.6397, 


6500 


. .6689, 6799. .6968, 


7078. .7216 


GI Descrip. 


(AC012395) 


putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


51366 








Seq. ID 


OJ991201 


_12.0421.C3 


Gene No. 


108847 








Strand 






Start 


5236 








End 


7451 




Name 


OJ991201 12 


.0421. 


C3.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5563 








End 


6924 




GI 


none 








Score 


131 




Exons 


5563. .5679, 


6021. 


.6098, 


6195 


..6242, 6234. .6398, 


6238. .6399 




6504. .6692, 


6511. 


.6693, 


6781 


..6924, 6782.. 6883 




Seq. No. 


51366 








Seq. ID 


OJ991201 


_12.0421.C3 


Gene No. 


108847 








Strand 






Start 


5236 








End 


7451 




Name 


OJ991201 12 


.0421. 


C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5563 








End 


6924 




GI 


none 








Score 


122 




Exons 


5563. .5745, 


6012. 


.6176, 


6019 


. .6174, 6190. . 6399, 


6195. . 6398 




6504. . 6692, 


6511. 


.6696, 


6779 


..6883, 6781.. 6924 




Seq. No. 


51366 








Seq. ID 


OJ991201 


_12.0421.C3 


Gene No. 


108847 








Strand 






Start 


5236 








End 


7451 




Name 


OJ991201 12 


.0421. 


C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5576 








End 


6690 




GI 


none 








Score 


255 




Exons 


5576. .5746, 


5577. 


.5741, 


5578 


..5745, 5994. .6182, 


6007. . 6180 



52750 



6183. .6398, 6184. .6399, 6241. 
6501.. 6689, 6502.. 6690, 6616. 

Seq. No. 51366 

Gene No. 108847 

Start 5236 

Name OJ991201_12 . 04 2 1 . C3 . o2 . tw 

Start 6012 

GI none 

Exons 6012.. 6176, 6016.. 6174, 6195. 
6316. .6375 



.6399, 6476. .6532, 6477. .6689, 
.6690 

Seq. ID OJ991201_12.0421.C3 
Strand 

End 7451 

Method TBLASTX : Wheat 

End 6375 

Score 97 

.6305, 6196. .6282, 6312. .6374, 



Seq. No. 51366 

Gene No. 108847 

Start 5236 

Name OJ991201_12 . 0421 . C3 . o3 . tm 

Start 6799 

GI none 

Exons 6799. .'6951, 6803.. 6949, 7184. 

Seq. No. 51366 

Gene No. 108847 

Start 5236 

Name OJ991201_12 . 0421 . C3 . o2 . gp 

Start 7095 

GI none 

Exons 7095.. 7451 



Seq. ID OJ991201_12.0421.C3 
Strand 

End 7451 

Method TBLASTX : Maize 

End 7220 

Score 155 
.7219, 7185. .7220 

Seq. ID OJ991201_12.0421.C3 
Strand 

End 7451 

Method AAT/GAP 

End 7451 

Score 642 



Seq. No. 51367 Seq. ID 

Gene No. 108848 Strand 

Start 603 End 

Name OJ991201_12 . 0421 . C4 . ol . gs Method 

Start 603 End 

GI none Score 

Exons 603.. 657, 3095.. 3193, 3872.. 4064, 4075 

4452. .4575, 4623. .4893, 5657. .5860, 6741, 
7099. .7278, 8325. .8613, 8719. .9381 



OJ991201_12.0421.C4 
+ 

9381 
GEN SCAN 
9381 
.59 

,.4185, 4263.. 4360, 
,6782, 6841. .6944, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51367 
108848 
603 

0 J991201_12 . 04 21 . C4 . o2 . np 
2866 
1709574 

2866. .2917, 4078. .4360, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4452. .4896, 



OJ991201_ 
+ 

9381 
AAT/NAP 
5983 
312 
5501. .5571, 



12. 0421. C4 



5919. 



,5983 

CARICAIN PRECURSOR (PAPAYA PROTEINASE OMEGA) (PAPAYA PROTEINASE 
III) (PPIII) (PAPAYA PEPTIDASE A) gi | 484397 | pir | | JN0633 caricain 
(EC 3.4.22.30) I precursor - papaya gi | 18098 | emb | CAA4 68 62 | 
(X66060) proteinase omega [Carica papaya] 



51367 Seq. ID 

108848 Strand 

603 End 

OJ991201__12 . 0421 .C4 ,o3 .np Method 

3363 End 

7242910 Score 

3363. .3414, 3771. .3976, 5085. .5166 



OJ991201_12.0421.C4 
+ 

9381 
AAT/NAP 
5166 
94 



52751 




GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 




Seq. No. 


51367 


Seq. ID 


OJ991201 12.0421 


.C4 


Gene No. 


108849 


Strand 


+ 




Start 


10684 


End 


14814 




Name 


OJ991201 12 0421 C4 o7 nn 


Method 


AAT/NAP 




Start 


10684 ~" 


End 


14582 




GI 


7413570 


Score 


263 




Exons 


10684 10707 12221 12896 


14515. .14582 




GI Descrip. 


(AL1629711 nntafivp nrntpi n 


[Arabidopsis thaliana] 




Seq. No. 


51367 


Seq. ID 


OJ991201_12.0421 


.C4 


Gene No. 


108849 


Strand 


+ 




Start 


10684 


End 


14814 




Name 


OJ991201 12.0421.C4.o6.np 


Method 


AAT/NAP 




Start 


12221 


End 


14814 




GI 


6682245 


Score 


273 




Exons 


12221. .12973, 14784. .14 814 








GI Descrip. 


(AC016661) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


51367 


Seq. ID 


OJ991201_12.0421 


.C4 


Gene No. 


108850 


Strand 


+ 




Start 


17508 


End 


18277 




Name 


OJ991201 12.0421.C4.o9.np 


Method 


AAT/NAP 




Start 


17508 


End 


18277 




GI 


6682245 


Score 


360 




Exons 


17508. .18277 








GI Descrip. 


(AC016661) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


51367 


Seq. ID 


OJ991201_12.0421 


.C4 


Gene No. 


108851 


Strand 






Start 


1591 


End 


1720 




Name 


OJ991201 12.0421.C4.ol.np 


Method 


AAT/NAP 




Start 


1591 


End 


1720 




GI 


6815099 


Score 


113 




Exons 


1591. .1720 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


51367 


Seq. ID 


OJ991201_12. 042-1 


• C4 


Gene No. 


108852 


Strand 






Start 


4797 


End 


4905 




Name 


OJ991201 12.0421.C4.ol.gp 


Method 


AAT/GAP 




Start 


4797 


End 


4905 




GI 


39123 1.R1084 


Score 


146 




Exons 


4797. .4905 









GI Descrip. * 3378493/emb | CAA07567 | 2.0e-21 (AJ007579) cysteine proteinase 
[Ribes nigrum] 1 



Seq. No. 51367 

Gene No. 108853 

Start 8496 

Name OJ991201_12 . 0421 . C4 . o5 . np 

Start 8496 

GI 6682249 

Exons 8496.. 8775, 8926.. 9296, 9402. 
10807. .10890 

GI Descrip. (AC016661) putative SF16 protein [Arabidopsis thaliana] 



Seq. ID OJ991201_12.0421.C4 
Strand 

End 10890 

Method AAT/NAP 

End 10890 

Score 337 

.9537, 10040. .10241, 10350 10632 , 



52752 




Oorr Mo 
O tr ^ • LN {J • 


51367 








Seq. ID 


OJ991201_12.0421.C4 


Gene No. 


108853 








Strand 




Start 


8496 








End 


10890 


Name 


OJ991201 12 


.0421. 


C4.o2. 


gs 


Method 


GENSCAN 


Start 


10021 








End 


10890 


GI 


none 








Score 


.7 


Exons 


10021. .10242, 10354. .10581, 10807.. 10890 


Seq. No. 


S1 ^67 








Seq. ID 


OJ991201_12.0421.C4 


C~*_ /-\ r"i q Ma 

belle INO . 


1 Oftft S4 

1UOO Jt 








Strand 




Start 


14556 








End 


17860 


Name 


OJ991201 12 


.0421. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 










End 


4891 


GI 


none 








Score 


63 


Exons 


4HQ1 4 91 n 


4 1 Q1 
4 x x . 


4 944 

• 4^44, 


4 9ft ft 

4 £. O 0 . 


.4362, 4451. .4501, 4505. .4549, 




4 fid "3 4 7 9^ 

4 04 O . .4 J, 


4 7 9 Q 


4 ft 4 9 

. 4 O 4 , 


4 ft ^fi 


.4891 




Seq. No. 


M ^£7 








Seq. ID 


OJ991201_12.0421.C4 


belle LNO . 


1 OftftRA 








Strand 




Start 


14556 








End 


17860 


Name 


OJ991201 12 


.0421. 


C4.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 










End 


4891 


GI 


none 








Score 


61 


Exons 


4 U .7X . .4X03/ 


A 1 7 £ 




A 9 Q/l 


.4362, 4451. .4501, 4499.-4549, 




4 04 O . .4 /^Jf 


4 7 9 Q 


. 4 0 4 D t 


4 ft c: n 
40 DU . 


.4891 




Seq. No. 










Seq. ID 


OJ991201_12.0421.C4 




1UOO Jfl 








Strand 




Start 


14556 








End 


17860 


Name 


OJ991201 12 


.0421. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4 HQ9 








End 


4891 


GI 


none 








Score 


47 


Exons 


4 HQ9 41 ci4 

4 U . .4X34, 


4 1 Q1 
4 X IP X • 


4 9 4 1 
• 4 £ 4 X , 


A 97 Q 


.4362, 4451. .4501, 4505. .4549, 






4 7 9 Q 


A ft A 9 
. 4 0 4 Z , 




.4891 




Seq. No. 


Gil 1£7 
jIjD/ 








Seq. ID 


OJ991201_12.0421.C4 


(tana NI/™* 


108854 








Strand 




Start 


14556 








End 


17860 


Name 


n TQQ1 9 m 19 


n 4 9 1 

. U 4 Z X . 


L, 4 .OX. 




Method 


TBLASTX: Wheat 


Start 


4 97fi ~ 
4 Z / O 








End 


4647 


GI 


none 








Score 


80 


Exons 


4276. . 4362, 


4285 . 


. 4350, 


4290. 


.4367, 4450. .4491, 4451. .4498, 




4454. .4501, 


4499. 


.4582, 


4499. 


.4585, 4588..4623, 4621. .4647 


Con Mr* 


51367 








Seq. ID 


OJ991201_12.0421.C4 


Gene No. 


108854 








Strand 




Start 


14556 








End 


17860 


Name 


OJ991201 12 


.0421. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6188 








End 


6727 


GI 


none 








Score 


75 


Exons 


6188. .6370, 


6461. 


.6727, 


6564. 


.6686 




Seq. No. 


51367 








Seq. ID 


OJ991201_12.0421.C4 


Gene No. 


108854 








Strand 




Start 


14556 








End 


17860 


Name 


OJ991201 12 


0421. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 



52753 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12204 
none 



End 
Score 



17860 
141 



12204. .12308, 12221 .. 12322 , 12221 .. 12328 , 12311 .. 12397 , 
12320. .12574, 12324 .. 12431 , 12334 .. 12567 , 17471 .. 17860 , 
17489. .17683, 17494.. 17853 



51367 

108854 

14556 

OJ991201_12.0421.C4.o8.np 

14556 

7487891 

14556. .14583, 16871 .. 16980, 
hypothetical protein T9J22.8 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 12. 0421. C4 



17860 
AAT/NAP 
17596 
54 

17474. .17596 

Arabidopsis thaliana 



gi|2739366|gb|AAC14491.1| (AC002505) putative SF16 protein 
{Helianthus annuus ) [Arabidopsis thaliana] 



51368 Seq. ID 

108855 Strand 

32 End 

OJ991201_12.0421.C5.ol.gp Method 

32 End 

none Score 
32. .410 



OJ991201_12.0421.C5 
+ 

410 

AAT/GAP 

410 

739 



Seq. No. 51368 Seq. ID 

Gene No. 108856 Strand 

Start 737 End 

Name OJ991201_12 . 04 21 . C5 . o2 . gp Method 

Start 737 End 

GI none Score 

Exons 737.. 1272 



OJ991201_12.0421.C5 
+ 

1272 
AAT/GAP 
1272 
989 



Seq. No. 51368 Seq. ID 

Gene No. 108857 Strand 

Start 2559 End 6100 

Name OJ991201_12 . 0421 . C5 . o3 . gp Method AAT/GAP 

Start 2559 End 6100 

GI 19213_1.R1084 Score 1483 

Exons 2559.. 2941, 3038 

5947. .6100 

GI Descrip. ' 115840/sp | P25209 | CBFA_MAIZE 

FACTOR SUBUNIT A (CBF-A) (NF-Y PROTEIN CHAIN B) 
(CAAT-BOX DNA BINDING PROTEIN SUBUNIT B) 1 



OJ991201 12. 0421. C5 



.3095, 4005. .4055, 4130. .4224, 5661. .5794, 

Oe-53 CCAAT-BINDING TRANSCRIPTION 
(NF-YB) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



51368 Seq. ID 

108857 Strand 
2559 End 6100 

OJ991201_12 . 0421 . C5 . ol . np Method AAT/NAP 

3072 End 6100 

22380 Score 600 

3072. .3095, 4005. .4055, 4130. .4224, 5661. .5794, 
(X59714) CAAT-box DNA binding protein subunit B 
mays] 



OJ991201 12. 0421. C5 



5947. . 6100 
(NF-YB) [Zea 



51368 
108857 



Seq. ID 
Strand 



OJ991201 12. 0421. C5 



52754 




Start 


2559 








End 


6100 


Name 


OJ991201 12. 


0421 . 


C5 . o2 . 


gs 


Method 


GENSCAN 


Start 


3879 








End 


6044 


GI 


none 








Score 


.66 


Exons 


3879. . 4055, 


4130 . 


. 4222, 


5665 . 


.5794, 5947. .6044 


Seq. No. 


51368 








Seq. ID 


OJ991201_12.0421.C5 


Gene No. 


108857 








Strand 




Start 


2559 








End 


6100 


Name 


OJ991201 12. 


0421 . 


C5 . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


5633 








End 


6093 


GI 


none 








Score 


129 


Exons 


5633. .5794, 


5653 . 


. 5793, 


5946 . 


.6092, 5947. .6093 


Seq. No. 


51368 








Seq. ID 


OJ991201_12.0421.C5 


Gene No. 


108857 








Strand 




Start 


2559 








End 


6100 


Name 


OJ991201_12 . 


0421 . 


C5 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


5653 








End 


6098 


GI 


none 








Score 


123 


Exons 


5653. . 5793, 


5654 . 


.5794, 


5946. 


.6098, 5947.. 6021, 6042.. 6092 


Seq. No. 


51368 








Seq. ID 


OJ991201_12.0421.C5 


Gene No. 


108857 








Strand 




Start 


2559 








End 


6100 


Name 


OJ991201JL2. 


0421. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5653 








End 


6099 


GI 


none 








Score 


127 


Exons 


5653. . 5790, 


5653. 


. 5793, 


5666 . 


.5794, 5666. .5797, 5946. .6098, 




5947 . . 6099 












Seq. No. 


51368 








Seq. ID 


OJ991201_12.0421.C5 


Gene No. 


108857 








Strand 




Start 


2559 








End 


6100 


Name 


OJ991201_12. 


0421. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5662 








End 


6099 


GI 


none 








Score 


152 


Exons 


5662 . . 5790, 


5662 . 


. 5793, 


5666. 


.5794, 5666. .5797, 5946. .6098, 




5947 . . 6099 












Seq. No. 


51369 








Seq. ID 


OJ991201_12.0421.C6 


Gene No. 


108858 








Strand 


+ 


Start 


1217 








End 


2086 


Name 


OJ991201 12. 


0421 . 


C6.ol. 


gs 


Method 


GENSCAN 


Start 


1217 








End 


2086 


GI 


none 








Score 


.93 


Exons 


1217 . . 1260, 


1903. 


.2086 








Seq. No. 


51369 








Seq. ID 


OJ991201_12.0421.C6 


Gene No. 


108859 








Strand 




Start 


O C T 

2657 








End 


7898 


Name 




0421. 


C6.ol. 


gp 


Method 


AAT/GAP 


Start 


2657 






End 


3780 


GI 


LIB3433-059- 


Pl-Kl 


-H3 




Score 


824 


Exons 


2657. .2774, 


3184. 


.3270, 


3347. 


.3475, 3571. .3639, 3720.. 3780 


GI Descrip. 


, 4467147/emb 


ICAB37516I 


8.0e-42 (AL035540) putative protein 




[Arabidopsis 


thaliana] 1 









52755 



Seq. No. 51369 
Gene No. 108859 
Start 2657 

Name OJ991201_12 . 0421 . C6 . o2 . tm 

Start 2700 
GI none 

Exons 2700.. 2768, 3130.. 3261, 3185. 

3595.. 3630, 3720.. 3803, 4034. 
4258. .4323 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 12. 0421. C6 



7898 

TBLASTX: Maize 
4325 
57 

.3241, 3339. .3494, 3347. 
.4150, 4042. .4152, 4257. 



.3490, 
.4325, 



Seq. No. 51369 

Gene No. 108859 

Start 2657 

Name OJ991201_12 . 0421 . C6 . ol . ts 

Start 2706 

GI none 

Exons 2706.. 2768, 



3344, 
4218. 



.3490, 
.4454, 



2707.. 2775, 3182. 
3595.. 3630, 3723. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3241, 
.3803, 



OJ991201 12. 0421. C6 



7898 

TBLASTX: Soybean 
4619 
62 

3184. .3261, 3342. .3434, 
4019. .4138, 4042. .4149, 



4258. .4323, 4545. .4619 



Us 

f i I 

= is- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51369 

108859 

2657 

OJ991201_12.0421.C6.ol.tw 

2709 

none 



Seq. ID OJ991201_12.0421.C6 
Strand 

End 7898 

Method TBLASTX : Wheat 

End 3655 

Score 58 



2709. .2777, 3184. .3261, 3191. .3241, 3339. .3494, 3347. .3499, 
3347.. 3490, 3595.. 3630, 3596.. 3655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51369 

108859 

2657 

OJ991201_12.0421.C6.ol.np 

2712 

7413563 



Seq. ID OJ991201_12.0421.C6 
Strand 

End 7898 

Method AAT/NAP 

End 7898 

Score 1319 



2712. .2774, 3184. .3267, 3347. .3475, 3571. .3639, 3720. .3800, 
4045. .4149, 4233. .4463, 4545.-5492, 5520. .5719, 7877. .7898 



GI Descrip. (AL162973) putative protein [Arabidopsis thaliana] 



Seq. No. 51369 

Gene No. 108859 

Start 2657 

Name OJ991201_12 . 0421 . C6 . o2 . gs 

Start 3160 

GI none 

Exons 3160.. 3183, 3347.. 3475, 3571. 

4545. .5719, 5838. .5904 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3639, 



OJ991201 12. 0421. C6 



7898 
GENSCAN 
5904 
.89 

4045. .4149, 



4233. .4463, 



Seq. No. 51369 

Gene No. 108859 

Start 2657 

Name OJ991201_12 . 0421 .C6. o4 . tc 

Start 3184 

GI none 

Exons 3184.. 3261, 3191.. 3241, 3324, 
3365. .3442 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3389, 



OJ991201 12. 0421. C6 



7898 

TBLASTX: Cress 
3442 
56 

3342. .3407, 



3347. .3406, 



52756 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51369 
108859 
2657 

OJ991201_12.0421.C6.ol.tc 
4025 
none 



Seq. ID OJ991201_12.0421.C6 
Strand 

7898 

TBLASTX: Cress 
4616 
42 



End 

Method 
End 
Score 

4025. .4075, 4064. .4138, 4066. .4149, 4218. .4454, 4258. .4473, 
4545. .4616, 4549. .4590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51369 

108859 

2657 

OJ991201_12.0421.C6.ol.tm 

4331 

none 



Seq. ID OJ991201_12.0421.C6 
Strand 

End 7 898 

Method TBLASTX : Mai ze 
End 5717 
Score 83 

4331. .4465, 4344. .4484, 4348. .4500, 4368. .4454, 4534. .4734, 
4544. .4747, 4545. .4733, 4740. .5039, 4740. .5033, 4998. .5102, 
4999. .5076, 5000. .5104, 5001. .5105, 5079. .5432, 5079. .5432, 
5435.. 5572, 5450.. 5539, 5478.. 5570, 5521.. 5703, 5523.. 5717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



g Seq. No. 
Z Gene No. 
** Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



51369 

108859 

2657 

OJ991201_12.0421.C6.o3.ts 

4750 

none 



Seq. ID OJ991201_12.0421.C6 
Strand 

End 7898 

Method TBLASTX : Soybean 

End 5001 

Score 118 



4750. .4884, 4751. .4939, 4761. .4988, 4779. .4988, 4780. .5001 



51369 
108859 
2657 

OJ991201_12.0421.C6.o2.gp 
4772 

uC-osflcypl75a09bl 
4772. .5206 

, 4467147/emb|CAB37516| 2.0e-33 (AL035540) putative protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991201_12.0421.C6 
Strand 

End 7898 

Method AAT/GAP 

End 5206 

Score 870 



51369 

108859 

2657 

OJ991201_12.0421.C6.o3.tc 

4779 

none 



Seq. ID OJ991201_12.0421.C6 
Strand 

End 7898 

Method TBLASTX : Cress 

End 4 971 

Score 96 



4779. .4949, 4779. .4970, 4780. .4971 



51369 

108859 

2657 

OJ991201_12.0421.C6.o2 ,ts 

5049 

none 



Seq. ID OJ991201_12.0421.C6 
Strand 

End 7898 

Method TBLASTX : Soybean 

End 5675 

Score 123 



5049. .5225, 5050. .5226, 5265. .5417, 5610. .5675 



51369 
108859 



Seq. ID OJ991201_12.0421.C6 
Strand 



52757 



Start 
Name 
Start 
GI 

Exons 



2 657 End 

OJ991201_12 . 042 1 . C6 . o2 . tw Method 

5049 End 

none Score 
5049.. 5282, 5052.. 5219 



7898 

TBLASTX: Wheat 

5282 

91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51369 

108859 

2657 

OJ991201_12.0421.C6.o2.tc 

5079 

none 



Seq. ID OJ991201_12.0421.C6 
Strand 

End 7898 

Method TBLASTX : Cress 

End 5378 

Score 170 



5079. .5378, 5080. .5361, 5166. .5366, 5246. .5374 



51369 

108859 

2657 

OJ991201_12.0421.C6.o3.gp 

5228 

none 

5228. .5579 



Seq. ID OJ991201_12.0421.C6 
Strand 

End 7898 

Method AAT/GAP 

End 5579 

Score 700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51370 

108860 

1 

OJ991201_12.0421.C7.ol.np 
1 

7413563 



Seq. ID OJ991201_12.0421.C7 
Strand 

End 3347 

Method AAT/NAP 

End 3347 

Score 1060 . 



1..1099, 1211. .1328, 1408. .1592, 2143. .2278, 2355. .2513, 

2599.. 2715, 2795.. 2905, 2983.. 3347 

(AL162973) putative protein [Arabidopsis thaliana] 



51370 

108860 

1 

OJ991201_12 . 0421 . C7 . ol . gs 
78 

none 



Seq. ID OJ991201_12.0421.C7 
Strand 

End 3347 

Method GENSCAN 

End 3225 

Score .75 



78. .1041, 1412. .1567, 2120. .2278, 2795. .2905, 2983. .3225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51370 

108860 

1 

OJ991201_12.0421.C7.ol.tc 

2596 

none 



Seq. ID OJ991201_12.0421.C7 
Strand 

End 3347 

Method TBLASTX : Cress 

End 3015 

Score 77 



2596. .2721, 2795. .2908, 2795. .2908, 2808. .2912, 2968. .3015, 
2984. .3010 



Seq. No. 51371 

Gene No. 108861 

Start 1249 

Name OJ991201_12 . 0421 . C8 . ol . gs 

Start 1249 

GI none 
Exons 



Seq. ID OJ991201_12.0421.C8 

Strand + 

End 2 64 4 

Method GENSCAN 

End 2 64 4 

Score .48 



1249. .1652, 1789. .1923, 2641. .2644 



52758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



51372 Seq. ID 

108862 Strand 

717 End 

OJ991201_12 . 04 2 1 . C9 . ol . gs Method 

717 End 

none Score 



OJ991201_12.0421.C9 
+ 

10064 
GENSCAN 
10064 
.79 



717. .1103, 1260. .1354, 2131. .2235, 2429. .2592, 3368. .3613, 
4243.-4338, 4435. .4587, 5159. .5229, 5319. .5441, 6257. .6405, 
7151. .7280, 7449. .7500, 7617. .7779, 7887. .8061, 8415. .8585, 
8918. .9031, 9936. .10064 



51372 
108862 
717 

OJ991201_12.0421.C9.ol.np 
906 

6682244 

906. .1110, 1695. .1825, 1933, 



Seq. ID OJ991201_12.0421.C9 
Strand + 

10064 
AAT/NAP 
9246 
1889 



End 

Method 
End 
Score 

.2044, 2131. .2353, 2429. .2592, 
3368. .3613, 4243. .4338, 4435. .4587, 5159. .5229, 5319. .5437, 
7151. .7280, 7617. .7762, 7887. .8061, 8415. .8585, 8918. .9031, 
9202. .9246 

(AC016661) putative mini chromosome maintenance (MCM) protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51372 

108863 

12212 

OJ991201_12.0421.C9.ol.ts 

2433 

none 



Seq. ID OJ991201_12. 0421.C9 

Strand - ■ 

End 12463 

Method TBLASTX : Soybean 

End 2665 

Score 224 



2433. .2594, 2450. .2596, 2451. .2594, 2471. .2596, 2606. .2665 



Seq. No. 51372 

Gene No. 108863 

Start 12212 

Name OJ991201_12 . 0421 . C9 . o2 . tc 

Start 4293 

GI none 

Exons 4293. .4346, 4428. .4589, 5157. .5213, 515 
5328. .5438 



Seq. ID OJ991201_12.0421.C9 
Strand 

End 12463 

Method TBLASTX : Cress 

End 5438 

Score 41 

.5232, 5327.. 5428, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



51372 Seq. ID 

108863 Strand 
12212 End 
OJ991201_12.0421.C9.ol.tm Method 
4428 End 
none Score 

4428.-4589, 4434. .4589, 5158. .5235, 

5300. .5434, 5317. .5433, 5318. .5437, 

7152. .7283, 7152. .7274, 7449. .7502, 

7625. .7822, 7642. .7803, 7884. .7958 

51372 Seq. ID 

108863 Strand 
12212 End 
OJ991201_12 . 0421 . C9 . ol . tw Method 
5151 End 



OJ991201_12.0421.C9 
12463 

TBLASTX: Maize 
7958 
259 

5158. .5235, 5159. .5245, 
5319. .5438, 7147. .7266, 
7450. .7500, 7622. .7774, 



OJ991201_12.0421.C9 
12463 

TBLASTX: Wheat 
7274 



52759 




GI 


none 








Score 


97 




Exons 


5151. .5213, 


5158. 


.5232, 


5319. 


.5438, 5327. .5437, 


7152. .7274 


Seq. No. 


51372 








Seq. ID 


OJ991201 


_12.0421.C9 


Gene No. 


108863 








Strand 






Start 


12212 








End 


12463 




Name 


OJ991201 12. 


0421. 


C9.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5157 








End 


5438 




GI 


none 








Score 


95 




Exons 


5157. .5213, 


5158. 


.5232, 


5327. 


.5428, 5328. .5438, 


5328.-5438 


Seq. No. 


51372 








Seq. ID 


OJ991201 


_12.0421.C9 


Gene No. 


108863 








Strand 






Start 


12212 








End 


12463 




Name 


OJ991201 12. 


0421. 


C9.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


7206 








End 


7980 




GI 


none 








Score 


107 




Exons 


7206. .7283, 


7648. 


.7764, 


7660. 


.7800, 7661.. 7780, 


7884 . .7976 




7888. .7980 














Seq. No. 


51372 








Seq. ID 


OJ991201 


_12.0421.C9 


Gene No. 


108863 








Strand 






Start 


12212 








End 


12463 




Name 


OJ991201 12. 


0421. 


C9.ol. 


QP 

sir 


Method 


AAT/GAP 




Start 


11706 








End 


11942 




GI 


none 








Score 


399 




Exons 


11706. .11942 














Seq. No. 


51372 








Seq. ID 


OJ991201 


12. 0421. C9 


Gene No. 


108863 








Strand 






Start 


12212 








End 


12463 




Name 


OJ991201 12. 


0421. 


C9.o2. 


QS 


Method 


GENS CAN 




Start 


12212 








End 


12463 




GI 


none 








Score 


.96 




Exons 


12212. .12463 














Seq. No. 


51373 








Seq. ID 


OJ991201 


_12.0421.C1I 


Gene No. 


108864 








Strand 


+ 




Start 


1450 








End 


1522 




Name 


OJ991201 12. 


0421. 


C10.o2 


. QP 

s It 


Method 


AAT/GAP 




Start 


1450 








End 


1522 




GI 


none 








Score 


89 




Exons 


-1450. .1522 














Seq. No. 


51373 








Seq. ID 


OJ991201 


_12.0421.CK 


Gene No. 


108865 








Strand 






Start 


1368 








End 


1643 




Name 


OJ991201 12. 


0421. 


ClO.ol 


.gp 


Method 


AAT/GAP 




Start 


1249 








End 


1445 




GI 


LIB3434-053- 


Pl-Kl 


-H7 




Score 


212 





Exons 1249.. 1445 

GI Descrip. ' 6041757/gb | AC011806 . 1 | AC011806 2.0e-12 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 

Seq. No. 51373 Seq. ID OJ991201_12 . 0421 . C10 

Gene No. 1088 65 Strand 



52760 




Start 


1368 


End 


1643 








Name 


OJ991201 12.0421.C10.ol.gs 


Method 


GENSCAN 








Start 


1368 


End 


1643 








GI 


none 


Score 


. 84 








Exons 


1368. .1643 












Seq. No. 


51374 


Seq. ID 


OJ991201_ 


12. 


0421. 


Cll 


Gene No. 


108866 


Strand 


+ 








Start 


76 


End 


1715 








Name 


OJ991201 12.0421.Cll.ol.gs 


Method 


GENSCAN 








Start 


76 


End 


1715 








GI 


none 


Score 


. 95 








Exons 


76. .337, 368. .428, 1084. .1715 










Seq. No. 


51374 


Seq. ID 


OJ991201 


12. 


0421. 


Cll 


Gene No. 


108867 


Strand 


+ 








Start 


2445 


End 


3870 








Name 


OJ991201 12.0421.Cll.ol.np 


Method 


AAT/NAP 








Start 


2445 


End 


3870 








GI 


5852084 


Score 


73 








Exons 


2445. .2516, 3787 . .3870 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


51374 


Seq. ID 


OJ991201_ 


12. 


0421. 


Cll 


Gene No. 


108868 


Strand 


+ 








Start 


11101 


End 


17903 








Name 


OJ991201 12.0421.Cll.o4 .gs 


Method 


GENSCAN 








Start 


11101 


End 


17903 








GI 


none 


Score 


.5 








Exons 


11101. .11215, 11347. .11374, 


11740. .12066, 12068. 


.12648, 






13543. .13664, 13746 .. 14210, 


14400. .14850, 15338. 


.15380, 






15423. .16093, 17578.. 17903 












Seq. No. 


51374 


Seq. ID 


OJ991201_ 


12. 


0421. 


Cll 


Gene No. 


108868 


Strand 


+ 








Start 


11101 


End 


17903 








Name 


OJ991201 12.0421.Cll.o2.np 


Method 


AAT/NAP 








Start 


11608 


End 


14960 








GI 


4680203 


Score 


1880 








Exons 


11608. .13211, 13266. .13358, 


13512. .137 


42, 14019. 


.14960 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 








Seq. No. 


51374 


Seq. ID 


OJ991201_ 


12. 


0421. 


Cll 


Gene No. 


108868 


Strand 


+ 








Start 


11101 


End 


17903 








Name 


OJ991201 12.0421.Cll.o2.gp 


Method 


AAT/GAP 








Start 


14297 


End 


15073 








GI 


5002953 


Score 


465 








Exons 


14297. .14412, 14892.. 15073 












GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


39 (AF114171) 


TNP2 


-li 




protein [Sorghum bicolor] 












Seq. No. 


51374 


Seq. ID 


OJ991201_ 


12. 


0421. 


Cll 


Gene No. 


108869 


Strand 










Start 


4375 


End 


4599 








Name 


OJ991201 12.0421.Cll.o2.gs 


Method 


GENSCAN 








Start 


4375 


End 


4599 









52761 





GI 


none 






Score 


.99 




Exons 


4375. . 


4599 










Seq. No. 


51374 






Seq. ID 


OJ991201_12.0421 




Gene No. 


108870 






Strand 






Start 


12023 






End 


13117 




Name 


OJ991201 12.0421.C11 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12023 






End 


12671 




GI 


none 






Score 


225 




Exons 


12023. 


.12112, 12081. 


.12392, 


12215. .12391, 12420. .12533, 






12437. 


.12532, 12546. 


.12671 








Seq. No. 


51374 






Seq. ID 


OJ991201_12.0421 




UC11C IN u • 


108870 






Strand 






Start 


12023 






End 


13117 




Name 


OJ991201 12.0421.C11 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


12270 






End 


12689 




GI 


none 






Score 


126 




Exons 


12270. 


.12392, 12270. 


.12392, 


12414. .1268 9, 124 40. .12685 




Seq. No. 


51374 






Seq. ID 


OJ991201_12.0421 






108870 






Strand. 






Start 


12023 






End 


13117 




Name 


OJ991201 12.0421.C11 


.ol. tc 


Method 


TBLASTX: Cress 


i 


Start 


12420 






End 


12767 ' 




GI 


none 






Score 


312 


: 5 


Exons 


12420. 


.12767, 12437. 


.12574, 


12611. .12667, 12692. .12766 


y 


Seq. No. 


51374 






Seq. ID 


OJ991201_12.0421 




Gene No. 


108870 






Strand 




;. ; 


Start 


12023 






End 


13117 




Name 


OJ991201 12.0421.C11 


. ol . tm 


Method 


TBLASTX: Maize 


y 


Start 


12542 






End 


13057 




GI 


none 






Score 


218 




Exons 


12542. 


.12604, 12612. 


.12857, 


12662. .12853, 12853. .13056, 






12872. 


.13057 








& 


Seq. No. 


51374 






Seq. ID 


OJ991201_12.0421 


w 


Gene No. 


108870 






Strand 




3 


Start 


12023 . 






End 


13117 




Name 


OJ991201 12.0421.C11 


. o3 . tw 


Method 


TBLASTX: Wheat 


"™* 


Start 


12672 






End 


13023 




GI 


none 






Score 


56 




Exons 


12672. 


.12713, 12705. 


.12815, 


12714. .12830, 12722. .12817, 






12874. 


.13023, 12875. 


.13018 








Seq. No. 


51374 






Seq. ID 


OJ991201_12.0421 






108870 






Strand 






Start 


12023 






End 


13117 




Name 


OJ991201 12.0421.C11 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12892 






End 


13117 




GI 


none 






Score 


230 




Exons 


12892. 


.13047, 12893. 


.13117 








Seq. No. 


51374 






Seq. ID 


OJ991201_12.0421 




Gene No. 


108871 






Strand 






Start 


13275 






End 


13625 



52762 





Name 


OJ991201 12.0421.Cll.o4.tw 


Method 


TBLASTX: Wheat 






Start 


13275 


End 


13625 






GI 


none 


Score 


159 






Exons 


13275. .13505, 13304 13447 , 


13541. .13624, 13542. .13625 






Seq. No. 


51374 


Seq. ID 


OJ991201_12.0421 


.Cll 




Gene No . 


lOoo / 2 


Strand 








Start 


13533 


End 


14849 






Name 


OJ991201 12.0421.Cll.o2.tm 


Method 


TBLASTX: Maize 






Start 


13533 


End 


14018 






GI 


none 


Score 


288 






Exons 


13533. .14018, 13550. .13726, 


13862. .14011 






Seq. No. 


51374 


Seq. ID 


OJ991201_12.0421 


.Cll 




Gene No. 


108872 


Strand 








Start 


13533 


End 


14849 






Name 


OJ991201 12 . 0421 . Cll . ol . tw 


Method 


TBLASTX: Wheat 






Start 


13629 


End 


14849 






GI 


none 


Score 


481 






Exons 


13629. .14171, 13673. .14158, 


14190. .14 351, 14207. .14 347, 








14355. .14546, 14 390 .. 14530, 


14535. .14 582, 14589. .14 627, 








14651. .14728, 14 652 .. 14756, 


14757. .14849 






Seq. No. 


51374 


Seq. ID 


OJ991201_12.0421 


.Cll 


=3. 

J 


Gene No. 


108872 


Strand 








Start 


13533 


End 


14849 




: 5 


Name 


OJ991201 12.0421.Cll.o2.tc 


Method 


TBLASTX: Cress 






Start 


13916 


End 


14342 




-Jt 


GI 


none 


Score 


201 




y 
3 


Exons 


13916. .14158, 13920. .14171, 


14190. . 14 342, 14207. .14329 






Seq. No. 


51375 


Seq. ID 


OJ991201_09.0421 


.CI 




Gene No. 


108873 


Strand 


+ 






C4- ^ v-4- 

b tart 


1 


End 


4793 




3 


Name 


OJ991201 09-0421. CI. o2.np 


Method 


AAT/NAP 






Start 


1 


End 


4793 






GI 


4680183 


Score 


110 






Exons 


1..43, 2084. .2242, 4740. .4793 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 






Seq. No. 


51375 


Seq. ID 


OJ991201_09.0421 


.CI 




Gene No. 


108873 


Strand 


+ 






otart 


1 


End 


4793 






Name 


OJ991201 09.0421.Cl.o3.np 


Method 


AAT/NAP 






Start 


1561 


End 


3514 






GI 


4680186 


Score 


130 






Exons 


1561. .1581, 3318.. 3514 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


51375 


Seq. ID 


OJ991201_09.0421 


.CI 




Gene No. 


108874 


Strand 


+ 






Start 


6664 


End 


8330 






Name 


OJ991201 09.0421.Cl.o2.gs 


Method 


GENSCAN 






Start 


6664 


End 


8268 






GI 


none 


Score 


.49 






Exons 


6664. .6837, 7775. .7945, 8101. .8268 







52763 



Seq. No. 


51375 


Seq. ID 


OJ991201 09 


.0421. 


CI 


Gene No. 


108874 


Strand 


+ 






Start 


6664 


End 


8330 






Name 


OJ991201 09.0421.Cl.o5.np 


Method 


AAT/NAP 






Start 


8098 


End 


8330 






GI 


7489803 


Score 


129 






Exons 


8098. .8330 










GI Descrip. 


pol protein homolog - maize 


retrotransposon Opie-2 








gi|3645899|gb|AAC49502.1| (U68408) 5' 


end not determined 




experimentally [Zea mays] 










Seq. No. 


51375 


Seq. ID 


OJ991201_09 


0421. 


CI 


Gene No. 


108875 


Strand 








Start 


1 


End 


6309 






Name 


OJ991201 09.0421.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1294 






GI 


5852182 


Score 


428 






Exons 


1..304, 1156. .1294 










GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 








Seq. No. 


51375 


Seq. ID 


OJ991201JD9 


0421. 


CI 


Gene No. 


108875 


Strand 








Start 


1 


End 


6309 






Name 


OJ991201 09.0421.Cl.ol.gs 


Method 


GENSCAN 






Start 


21 


End 


6309 






GI 


none 


Score 


.54 






Exons 


21. .304, 1854. .1965, 2211.. 


2424, 3227. 


.3364, 3906.. 


3962, 





4219. .5058, 6249. .6309 



Seq. No. 51375 

Gene No. 108875 

Start 1 

Name OJ991201_09. 0421 .Cl.ol .gp 

Start 163 

GI 2310235 

Exons 163.. 304, 717.. 754 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ991201_09.0421.C1 
Strand 

End 6309 

Method AAT/GAP 

End 754 

Score 306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51376 

108876 

1 

OJ991201_09.0421.C4 .ol .gp 
1 

342 1.R1084 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method AAT/GAP 

End 3378 

Score 5838 



1..2686, 2722. .3119, 3151. .3378 

• 4 5 7 4 4 0 6 /gb | AAD2 4042.1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 51376 

Gene No. 108876 

Start 1 

Name OJ991201_09.0421.C4 .o2.gp 

Start 1 

GI 342_1.R1084 

Exons 1..2686, 2722.. 3119, 3151. 
GI Descrip. 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method AAT/GAP 

End 3368 

Score 5822 
.3368 

' 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 



52764 



sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51376 

108876 

1 

OJ991201_09.0421.C4 .o3.gp 
1 

342 1.R1084 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method AAT/GAP 

End 3403 

Score 5876 



1..2686, 2722. .3119, 3151. .3403 

, 4574406/gb|AAD24042.1| 0.0e+00'. (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51376 

108876 

1 

OJ991201_09.0421.C4 .o2.tc 
71 

none 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method TBLASTX : Cress 

End 418 

Score 71 



71. .202, 78. .164, 110. .418, 271. .399 



51376 
108876 
1 

OJ991201JD9.0421.C4.ol.np 
99 

6742729 
99. .2055 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method AAT/NAP 

End 2055 

Score 3064 



51376 

108876 

1 

OJ991201_09.0421.C4.ol.gs 

164 

none 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method GENSCAN 

End 9132 

Score .42 



164. .522, 603. .1200, 1572. .1791, 1833. .2563, 3546.-3644, 
3650. .4391, 4523. .4560, 5458. .6840, 6915. .7056, 7182. .7327, 
7329. .8014, 8126. .8299, 8396. .8506, 8839. .8867, 8996. .9132 



51376 
108876 

1 . 

OJ991201_09 . 0421 . C4 . o2 . tw 

206 

none 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method TBLASTX : Wheat 

End 674 

Score 62 



206. .259, 214. .249, 271. .360, 272. .364, 368. .466, 373.-465, 
446. .505, 469. .507, 514. .669, 526. .669, 537. .674, 570. .674 



Seq. No. 51376 

Gene No. 108876 

Start 1 

Name OJ991201_09 . 0421 . C4 . ol . tm 

Start 251 

GI none 

Exons 251.. 505, 272.. 505, 514.. 708 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method TBLASTX : Maize 

End 708 

Score 228 



Seq. No. 



51376 



Seq. ID OJ991201_09.0421.C4 



52765 




Gene No. 


108876 








Strand 


+ 


Start 


1 








End 


9710 


Name 


OJ991201 09 


.0421 


,C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


538 








End 


780 


GI 


none 








Score 


216 


Exons 


538. .780 












Seq. No. 


51376 








Seq. ID 


OJ991201_09.0421.C4 


Gene No. 


108876 








Strand 


+ 


Start 


1 








End 


9710 


Name 


OJ991201 09, 


.0421 


.C4.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


813 








End 


1223 


GI 


none 








Score 


87 


Exons 


813. .863, 814. .876, 882 


:. .1064, 


886. .1104, 1137. .1223, 1138 


Seq. No. 


51376 








Seq. ID 


OJ991201_09.0421.C4 


Gene No. 


108876 








Strand 


+ 


Start 


1 








End 


9710 


Name 


OJ991201_09 , 


. 0421 


.C4 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


1224 








End 


2533 


GI 


none 








Score 


108 


Exons 


1224. .1394, 


1224 


. .1388, 


1225. . 


1395, 1228. .1392, 1392. .1820 




1393. .1689, 


1394 


. .1822, 


1427. . 


1837, 1€ 


J26..2140, 1829. .2125 




2135. .2179, 


2139 


. .2174, 


2182. . 


2277, 2186. .2245, 2224. .2364 




2225. .2365, 


2378 


. .2458, 


2447. . 


2533 




Seq. No. 


51376 








Seq. ID 


OJ991201_09.0421.C4 


Gene No. 


108876 








Strand 


+ 


Start 


1 








End 


9710 


Name 


OJ991201_09, 


.0421 


.C4 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1267 








End 


1580 


GI 


none 








Score 


123 


Exons 


1267. .1395, 


1278 


. .1412, 


1382. . 


1552, 1392. .1580, 1422. .1580 


Seq. No. 


51376 








Seq. ID 


OJ991201_09.0421.C4 


Gene No. 


108876 








Strand 


+ 


Start 


1 








End 


9710 


Name 


OJ991201 09, 


,0421 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1507 








End 


1957 


GI 


none 








Score 


228 


Exons 


1507. .1689, 


1511 


. .1822, 


1515. . 


1820, 1521. .1829, 1826. .1957 




1828. .1953, 


1829 


. .1957 








Seq. No. 


51376 








Seq. ID 


OJ991201_09.0421.C4 


Gene No. 


108876 








Strand 


+ 


Start 


1 








End 


9710 


Name 


OJ991201 09. 


.0421 


.C4.o4. 


np 


Method 


AAT/NAP 


Start 


5443 








End 


9710 


GI 


4680204 








Score 


1018 


Exons 


5443. . 6840, 


6915 


. .8014, 


8126. . 


8299, 8396. .8544, 8909. .9076, 




9673. .9710 












GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


51376 








Seq. ID 


OJ991201_09.0421.C4 


Gene No. 


108876 








Strand 


+ 


Start 


1 








End 


9710 


Name 


OJ991201 09. 


0421 


.C4.o5. 


np 


Method 


AAT/NAP 



52766 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5443 End 9111 

4680204 Score 1015 

5443... 6840, 6915. .8014, 8126. .8299, 8396. .8544, 8909. .9111 

(AF114171) hypothetical protein [Sorghum bicolor] 



51376 

108876 

1 

OJ991201_09.0421.C4.o4.tw 

6086 

none 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method TBLASTX : Wheat 

End 6489 

Score 223 

6086. .6202, 6088. .6324, 6088. .6237, 6189. .6356, 6319. .6489, 
6394. .6489 



Seq. No. 51376 
Gene No. 108876 
Start 1 

Name OJ991201_09 . 0421 . C4 . 06 . gp 

Start 7436 
GI uC-osflcypl7 6fl0bl 

Exons 7436.. 7914 

GI Descrip. 1 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. ID OJ991201_09.0421.C4 

Strand + 

End 9710 

Method AAT/GAP 

End 7914 

Score 874 





Seq. No. 


51377 


Seq. ID 


OJ991201_09.0421.C5 




Gene No. 


108877 


Strand 


+ 




Start 


4 


End 


146 




Name 


OJ991201 09.0421.C5.ol.gp 


Method 


AAT/GAP 




Start 


4 


End 


146 




GI 


21474 1.R1084 


Score 


245 




Exons 


4. .146 








GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 






thaliana] ' 








Seq. No. 


51377 


Seq. ID 


OJ991201_09.0421.C5 




Gene No. 


108878 


Strand 


+ 




Start 


213 


End 


431 




Name 


OJ991201 09.0421.C5.ol.gs 


Method 


GENSCAN 




Start 


213 


End 


431 




GI 


none 


Score 


1 




Exons 


213. .431 








Seq. No. 


51377 


Seq. ID 


OJ991201_09.0421.C5 




Gene No. 


108879 


Strand 






Start 


1 


End 


3357 




Name 


OJ991201 09.0421.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3357 




GI 


5734709 


Score 


76 




Exons 


1..36, 202. .354, 1211. .1479, 


2302. .2372 


i, 3314.. 3357 




GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein kinase domain. 






[Arabidopsis thaliana] 








Seq. No. 


51378 


Seq. ID 


OJ991201_09.0421.C6 




Gene No. 


108880 


Strand 


+ 




Start 


7473 


End 


9585 




Name 


OJ991201 09.0421.C6.o2.np 


Method 


AAT/NAP 



52767 



Start 
GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



7473 End 9585 

7523517 Score 240 

7473. .7783, 7928. .7994, 9547. .9585 
(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ991201_09.0421.C6 

Strand + 

End 23147 

Method AAT/GAP 

End 23147 

Score 939 



51378 
108881 
22545 

OJ991201_09.0421.C6.ol.gp 
22545 

8998_1.R1084 
22545. .22825, 22907.. 23147 

'6015437/dbj | AB008112.il AB008112 2.0e-10 Homo sapiens PEX1 mRNA, 
complete cds ' 



51378 

108882 

23188 

OJ991201_09.0421.C6.o2.gp 
23188 

LIB3431-037-P1-N1-E10 



Seq. ID OJ991201_09.0421.C6 

Strand + 

End 30090 

Method AAT/GAP 

End 26368 

Score 864 



23188. .23246, 247 62 .. 24866, 25222 .. 25275, 26125. .26368 
, 5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 1 



51378 

108882 

23188 

OJ991201_09.0421.C6.o4.np 

26165 

6742729 



Seq. ID";OJ991201_09.0421.C6 

Strand + 

End 30090 

Method AAT/NAP 

End 30090 

Score 884 



26165. .26195, 27710 .. 28594 , 30031. .30090 
(AF121139) RIM2 protein [Oryza sativa] 



51378 

108883 

30458 

OJ991201_09.0421.C6.o5.np 

30458 

6907086 



Seq. ID OJ991201_09.0421.C6 

Strand + 

End 32079 

Method AAT/NAP 

End 32079 

Score 1139 



30458. .31203, 31261 .. 31433, 31621.. 32079 
(AP001129) hypothetical protein [Oryza sativa] 



51378 

108884 

1 

OJ991201_09.04 21.C6.ol.np 
1 

3980411 



Seq. ID OJ991201_09.0421.C6 
Strand 

End 18598 

Method AAT/NAP 

End 18531 

Score 130 



1..81, 4410. .4685, 4857. .5143, 5793. .6151, 12136 .. 12223, 
17291. .17411, 18486.. 18531 

(AC004561) putative proline-rich protein [Arabidopsis thaliana] 



51378 

108884 

1 

OJ991201_09.0421.C6.ol.gs 



Seq. ID OJ991201_09.0421.C6 
Strand 

End 18598 

Method GENSCAN 



52768 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10 

none 

10. .1246, 1625. .1646 



End 1646 
Score .89 



51378 
108884 
1 

OJ991201_09.0421.C6.o3.np 
11981 
133446 

11981. .12004, 13730. .14014, 
DNA- DIRECTED RNA POLYMERASE 
DNA-directed RNA polymerase 
chloroplast gi | 11973 | emb | CAA33988 | 
subunit-2 [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 09. 0421. C6 



18598 
AAT/NAP 
18598 
193 

18578. .18598 

BETA" CHAIN gi | 6698 6 | pir | | RNRZC2 
(EC 2.7.7.6) beta '-2 chain - rice 

(X15901) RNA polymerase beta' 



51378 

108885 

33716 

OJ991201_09.0421.C6.ol.tw 

27878 

none 



Seq. ID OJ991201_09.0421.C6 
Strand 
End 

Method 
End 
Score 



34269 

TBLASTX: Wheat 

28324 

75 



27878. .27928, 27879 27 956, 27 986 28168 , 27986. . 28168, 
28196. .28324, 28203.. 28322 



Seq. No. 51378 Seq. ID 

Gene No. 108885 Strand 

Start 33716 End 

Name OJ991201_09 . 0421 . C6 . o2 . tw Method 

Start 28338 End 

GI none Score 

Exons 28338. .28592, 28339. .28377, 28354 .. 28593, 28401 .. 28595, 
28415. .28597 



OJ991201_09.0421.C6 
34269 

TBLASTX: Wheat 
28597 
39 



Seq. No. 51378 Seq. ID 

Gene No. 108885 Strand 

Start 33716 End 

Name OJ991201_09. 0421 .C6.o6.gs Method 

Start 33716 End 

GI none Score 
Exons 



OJ991201_09.0421.C6 

34269 
GENSCAN 
34269 
.72 



33716. .33809, 34091 .. 34113, 34243.-34269 



Seq. No. 51379 

Gene No. 10888 6 

Start 1 

Name OJ991201_09 . 0421 .C7 . ol . gs 

Start 1 

GI none 
Exons 



Seq. ID OJ991201_09.0421.C7 

Strand + 

End 6899 

Method GENSCAN 

End 5342 

Score . 6 



1..125, 2216. .2659, 2678. .2796, 4240. .4538, 4564. .4689, 
4785. .4919, 5133. .5342 



Seq. No. 51379 

Gene No. 108886 

Start 1 

Name OJ991201_09 . 0421 .C7 . ol . np 

Start 2186 

GI 5922620 



Seq. ID OJ991201_09.0421.C7 

Strand + 

End 6899 

Method AAT/NAP 

End 6899 

Score 99 



52769 




Exons 2186. .2214, 4908. .5053, 5232. .5435, 6760. .6899 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 Idbj |BAA85196.1| (AP000570) EST D15357 (C0514) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 51379 

Gene No. 108887 

Start 13331 

Name OJ991201_09 . 0421 . C7 . o4 . gs 

Start 13331 

GI none 
Exons 



Seq. ID OJ991201_09.0421.C7 

Strand + 

End 15736 

Method GENSCAN 

End 15736 

Score .45 



13331. .13424, 14639 .. 14724 , 15431 .. 15476, 15615. .15736 



Seq. No. 51379 

Gene No. 108888 

Start 16934 

Name OJ991201_09 . 0421 .07 .o5.gs 

Start 16934 

GI none 
Exons 



Seq. ID OJ991201_09.0421.C7 

Strand + 

End 18371 

Method GENSCAN 

End 18371 

Score .75 



16934. .16942, 17440 .. 17533, 17677 17763, 18313.. 18371 



Seq. No. 51379 Seq. ID 

Gene No. 108889 Strand 

Start 20530 End 

Name OJ991201_09 . 0421 . C7 . ol . gp Method 

Start 20432 End 

GI 701983 Score 

Exons 20432. .20709, 20996.. 21068 



OJ991201_09.0421.C7 
+ 

23025 
AAT/GAP 
21068 
636 



Seq. No. 51379 

Gene No. 108889 

Start 20530 

Name OJ991201_09. 0421 . C7 .06. gs 

Start 20530 

GI none 

Exons 20530. .20709, 20996 .. 21143, 
22023. .22133, 22904.. 23025 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_ 
+ 

23025 
GENSCAN 
23025 
.52 



09. 0421. C7 



21148. .21349, 21448 .. 21629, 



Seq. No. 


51379 


Seq. ID 


OJ991201_09.0421 


.C7 


Gene No. 


108890 


Strand 






Start 


5858 


End 


7609 




Name 


OJ991201 09.0421.C7.o2.gs 


Method 


GENSCAN 




Start 


5858 


End 


7609 




GI 


none 


Score 


.46 




Exons 


5858.. 6033, 6268.. 6288, 6356. 


.6471, 7584. .7609 




Seq. No. 


51379 


Seq. ID 


OJ991201_09.0421 


.C7 


Gene No. 


108891 


Strand 






Start 


9191 


End 


11538 




Name 


OJ991201 09.0421.C7.o2.np 


Method 


AAT/NAP 




Start 


9189 


End 


9665 




GI 


7486946 


Score 


113 




Exons 


9189. . 9665 








GI Descrip. 


hypothetical protein T13E15.6 


- Arabidopsis thaliana 





gi|2344891|gb|AAC31831.1| (AC002388) hypothetical protein 



52770 



[Arabidopsis thaliana] 



Seq. No. 


51379 




Seq. ID 


OJ991201 


_09. 


0421 


.C7 


Gene No. 


108891 




Strand 


- 








Start 


9191 




End 


11538 








Name 


OJ991201 09. 0421. C7. 


o3 . gs 


Method 


GEN SCAN 








Start 


9191 




End 


11538 








GI 


none 




Score 


.9 








Exons 


9191.. 10670, 11492.. 


11538 












Seq. No. 


51380 




Seq. ID 


OJ991201_ 


_09. 


0421 


.C10 


Gene No. 


108892 




Strand 


+ 








Start 


11334 




End 


11932 








Name 


OJ991201 09. 0421. C10 


. o4 . gs 


Method 


GENSCAN 








Start 


11334 




End 


11932 








GI 


none 




Score 


.61 








Exons 


11334. .11613, 11682. 


.11932 












Seq. No. 


51380 




Seq. ID 


OJ991201_ 


_09. 


0421 


.C10 


Gene No. 


108893 




Strand 


+ 








Start 


13254 




End 


13769 








Name 


OJ991201 09. 0421. C10 


,o5.gs 


Method 


GENSCAN 








Start 


13254 




End 


13769 








GI 


none 




Score 


.66 








Exons 


13254. .13499, 13530. 


.13769 












Seq. No. 


51380 




Seq. ID 


OJ991201_ 


_09. 


0421 


.C10 


Gene No. 


108894 




Strand 










Start 


1 




End 


10241 








Name 


OJ991201 09. 0421. C10 


.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


5897 








GI 


6466937 




Score 


2285 








Exons 


1..3591, 3640. .4257, 


5831. . 


5897 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



51380 

108894 

1 

OJ991201_09. 0421. C10. ol.gs 

375 

none 



Seq. ID OJ991201_09. 0421. C10 
Strand 

End 10241 

Method GENSCAN 

End 5271 

Score .58 



375. .539, 1113. .1222, 1388. .1528, 1817. .2068, 2203. .3198, 
3343. .3514, 3667. .4755, 4838. .4941, 5133. .5271 



51380 

108894 

1 

OJ991201_09. 0421. C10. o2.np 

5512 

119714 

5512.. 5888, 7708. 



OJ991201 09. 0421. C10 



Seq. ID _ 
Strand 

End 10241 
Method AAT/NAP 
End 10241 
Score 174 

.8485, 8902. .9260, 9832. .10241 
EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 I pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb I CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



.7921, 8201, 



52771 



Seq. No. 51380 Seq. ID 

Gene No. 108894 Strand 

Start 1 End 

Name OJ991201_0 9.0421. CIO . o2 . gs Method 

Start 7201 End 

GI none Score 

Exons 7201.. 7220, 7887.. 8091, 8155.. 8430 



OJ991201_09. 0421. C10 

10241 
GENSCAN 
8430 
.42 



Seq. No. 51380 Seq. ID 

Gene No. 108894 Strand 

Start 1 End 

Name OJ991201_09 . 0421 .C10 . o3 . gs Method 

Start 8874 End 

GI none Score 

Exons 8874.. 9251, 9545.. 9925 



OJ991201_09. 0421. C10 

10241 
GENSCAN 
9925 
.94 



Seq. No. 51380 
Gene No. 108895 
Start 11283 

Name OJ991201_09.0421.C10.o3.np 
Start 11283 
GI 5922620 
Exons 11283. .11414, 12686 

14581. .14605, 14651 
GI Descrip. (AP000492) EST 

predicted gene 



OJ991201 09. 0421. C10 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12956. .13118, 
14805. .14843 
D15357 (C0514) corresponds to a region 
; hypothetical protein [Oryza sativa] 



12909, 
14764, 



14945 
AAT/NAP 
14843 
681 

13677, 



13710, 



of the 



gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


51380 




Seq. ID 


OJ991201_09.0421 


.C10 


Gene No. 


108895 




Strand 






Start 


11283 




End 


14945 




Name 


OJ991201 09. 0421. C10 


.06. gs 


Method 


GENSCAN 




Start 


14089 




End 


14945 




GI 


none 




Score 


.93 




Exons 


14089. .14267, 14581. 


.14605, 


14651. .14764, 14892. .14945 




Seq. No. 


51380 




Seq. ID 


OJ991201_09.0421 


.C10 


Gene No. 


108896 




Strand 






Start 


15121 




End 


16253 




Name 


OJ991201 09. 0421. C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


297 




End 


656 




GI 


none 




Score 


140 




Exons 


297. .656, 307. .525 










Seq. No. 


51380 




Seq. ID 


OJ991201_09.0421 


.C10 


Gene No. 


108896 




Strand 






Start 


15121 




End 


16253 




Name 


OJ991201 09. 0421. C10 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


297 




End 


444 




GI 


none 




Score 


71 




Exons 


297. .443, 307.. 444 










Seq. No. 


51380 




Seq. ID 


OJ991201_09.0421 


.C10 


Gene No. 


108896 




Strand 






Start 


15121 




End 


16253 





52772 



Name 


OJ991201 09 


.0421 


.ClO.ol 


•tw . 


Method 


TBLASTX: Wheat 


Start 


450 








End 


1043 


GI 


none 








Score 


304 


Exons 


450.. 602, 657.. 1043 








Seq. No. 


SI ^80 








Seq. ID 


OJ991201_09.0421 


Otillfci LNU . 


1 Oft ft Qfi 








Strand 




Start 


X <J X X 








End 


16253 


Name 


Pi.TQQI 901 OQ 


0491 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


663 








End 


1298 


GI 


none 








Score 


238 


Exons 


UUJ . • X X -J U , 




1298, 664.. 1212 




Seq. No. 


JiJOU 








oeq. id 


OJ991201_09.0421 


vjene wo . 


1 Dftft Qfi 

1UOO JO 








Strand 




Start 


1 SI 91 
x ^ x z. x 








Hino. 


16253 


Name 


Pj.TQQI 901 0 Q 


04 91 


PI 0 /~\ 1 
. Lx U . Ox 


. IS 


Method 


TBLASTX: Soybean 


Start 


891 








End 


1274 


GI 


none 








Score 


116 


Exons 


QQ1 197 4 


Qft 9 


1 90"3 








Seq. No. 


S 1 ^ft 0 








beq. iu 


OJ991201_09.0421 


P arM^ NT r*\ 

bene wo . 


i Oftft 

1UOO 








O +" V < T-, /-J 

otidua 




Start 


1 SI 91 








jitnu 


16253 


Name 


n TQQ1 90 1 0 Q 


0 4 91 


pi n *^s*5 
. LIU . O o 


. tw 


Method 


TBLASTX: Wheat 


Start 


1131 








End 


1529 


GI 


none 








Score 


112 


Exons 


ini i tr o q 
iiji . • i 


1 1 ^9 


1 ^7 A 
. . 1j / *± 








Seq. No. 


S1 ^80 








oeq. iu 


OJ991201_09.0421 


bene lno . 


1UOO -/ D 








Strand 




Start 


1 SI 91 

X ,J X X 








bna 


16253 


Name 


Pi.TQQI 901 OQ 


04 91 
• U fl ^ J. 


pi n o 
.LIU. Oz: 




Method 


TBLASTX: Maize 


Start 


1548 








End 


2042 


GI 


none 








Score 


185 


Exons 


1 Sdft 900 Q 


1 S4ft 

X «J *i O 


. . zU4Z, 


1DOD . 


.2025 




Seq. No. 


SI ^ftO 

JlJOU 








Seq. ID 


OJ991201_09.0421 




1 Oft ft Qfi 
xUO O .70 








Strand 




Start 


1 SI 91 
x .j x ^ x 








End 


16253 


Name 


Pi TQQ1 9 01 0 Q 


04 91 


.C10.O2 


.ts 


Method 


TBLASTX: Soybean 


Start 


1710 








End 


1965 


GI 


none 








Score 


65 


Exons 


1710 1 Q£4 


1 ft 1 S 


. .1928, 


1816. 


.1965 




Seq. No. 


SI ^flO 








Seq. ID 


OJ991201_09.0421 


ucUc INO . 


XUO o"D 








Strand 




Start 


15121 








End 


16253 


Name 


OJ991201 09 


.0421 


.C10.o4. 


.tw 


Method 


TBLASTX: Wheat 


Start 


1875 








End 


2257 


GI 


none 








Score 


79 . 


Exons 


1875. .2069, 


1912 


. .2085, 


2096. 


.2257, 2100. .2255 


Seq. No. 


51380 








Seq. ID 


OJ991201_09.0421 


Gene No. 


108896 








Strand 




Start 


15121 








End 


16253 


Name 


OJ991201 09 


.0421 


.CIO.06. 


.tm 


Method 


TBLASTX: Maize 



52773 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2135 End 2395 

none Score 148 

2135. .2392, 2135. .2287, 2333. .2395 



51380 

108896 

15121 

OJ991201_09. 0421. CIO. o2.tw 

2336 

none 



Seq. ID OJ991201_09. 0421. CIO 
Strand 

End 16253 

Method TBLASTX : Wheat 

End 2788 

Score 51 



2336. .2788, 2340. .2402, 2342. .2638, 2427. .2780 



51380 

108896 

15121 

OJ991201_09 . 0421 . C10 . o3 . tm 

2411 

none 

2411. .2893, 2433. .2843 



Seq. ID OJ991201_09. 0421. C10 
Strand 

End 16253 

Method TBLASTX: Maize 

End 2893 

Score 288 



Seq. No. 51380 

Gene No. 108896 

Start 15121 

Name OJ991201_09. 0421 . C10 . o3 . ts 

Start 2438 

GI none 

Exons 2438.-2752 



Seq. ID OJ991201_09. 0421. C10 
Strand 

End 16253 

Method TBLASTX : Soybean 

End 2752 

Score 203 



Seq. No. 51380 

Gene No. 108896 

Start 15121 

Name OJ991201_09 . 0421 . C10 . o5 . tm 

Start 2948 

GI none 
Exons 



Seq. ID OJ991201_09. 0421. C10 
Strand 

End 16253 

Method TBLASTX : Maize 

End 3619 

Score 50 



2948. .3082, 3028. .3087, 3173. .3421, 3186. .3479, 3482. .3619, 
3519. .3587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991201_09. 0421. C10 
Strand 

End 16253 

Method AAT/NAP 

End 16253 

Score 152 



51380 
108896 
15121 

OJ991201_09. 0421. C10. o4.np 
15121 
5922620 
15121. .15263, 16233. .16253 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



51381 

108897 

1043 

OJ991201_09.0421.Cll.ol.np 

1043 

6907087 

1043. .2123, 2662. .2763 



Seq. ID OJ991201_09.0421.C11 

Strand + 

End 4076 

Method AAT/NAP 

End 2763 

Score 999 



52774 



GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 51381 

Gene No. 108897 

Start 1043 

Name OJ991201JD9 . 0421 . Cll . ol . gs 

Start 1280 

GI none 
Exons 



Seq. ID OJ991201_09. 0421. Cll 

Strand + 

End 4 076 

Method GENSCAN 

End 4076 

Score . 6 



1280. .1462, 1527. .2123, 2662.-2743, 4048. .4076 



Seq. No. 51381 

Gene No. 108897 

Start 1043 

Name OJ991201_09 . 0421 .Cll . ol . gp 

Start 3224 

GI uC-osflcyp033a04bl 

Exons 3224.. 3606 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991201_09. 0421. Cll 

Strand + 

End 4076 

Method AAT/GAP 

End 3606 

Score 67 6 



rii 



O . LN • 


51381 


Seq. ID 


OJ991201_09. 


0421 


m \^ J- A. 




108898 


Strand 










3154 


End 


5101 






Name 


OJ991201 09.0421.Cll.o2.np 


Method 


AAT/NAP 






Start 


3154 


End 


5101 






ox 


4680186 


Score 


237 






Exons 


3154. .3362, 5074. .5101 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


51381 


Seq. ID 


OJ991201_09. 


0421 


.Cll 


Gene No. 


108899 


Strand 








Start 


7936 


End 


9745 






Name 


OJ991201 09.0421.Cll.o2.gs 


Method 


GENSCAN 






Start 


7936 


End 


9745 






GI 


none 


Score 


.44 






Exons 


7936. .7956, 9309. .9479, 9692. 


.9745 








Seq. No. 


51382 


Seq. ID 


OJ991201_09. 


0421 


.C12 


Gene No. 


108900 


Strand 


+ 






Start 


60 


End 


912 






Name 


OJ991201 09.0421.C12.ol.gs 


Method 


GENSCAN 






Start 


60 


End 


912 






GI 


none 


Score 


.97 






Exons 


60. .135, 777. .912 










Seq. No. 


51382 


Seq. ID 


OJ991201_09. 


0421 


-C12 


Gene No. 


108901 


Strand 








Start 


2141 


End 


5114 






Name 


OJ991201 09-0421. C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


2141 


End 


2836 






GI 


none 


Score 


103 






Exons 


2141.. 2452, 2162.. 2836, 2205. 


.2810 








Seq. No. 


51382 


Seq. ID 


OJ991201_09. 


0421 


.C12 


Gene No. 


108901 


Strand 









52775 




Start 


2141 








End 


5114 


Name 


OJ991201 09. 


0421. 


C12.o2 


. gs 


Method 


GEN SCAN 


Start 


2141 








End 


3982 


GI 


none 








Score 


.58 


Exons 


2141. .2453, 


2676. 


.3023, 


3204. 


.3982 




Seq. No. 


51382 








Seq. ID 


OJ991201 


Gene No. 


108901 








Strand 




Start 


2141 








End 


5114 


Name 


OJ991201 09. 


0421. 


C12.ol 


.np 


Method 


AAT/NAP 


Start 


2147 








End 


5114 


GI 


3777527 








Score 


2012 


Exons 


2147. .3957, 


4084. 


.5114 









GI Descrip. (AF053008) gag-pol polyprotein [Glycine max] 



Seq. No. 


51382 








Seq. ID 


OJ991201JD9.0421. 


C12 


Gene No. 


108901 








Strand 






Start 


2141 








End 


5114 




Name 


OJ991201 09. 


0421 


.C12.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


2162 








End 


2527 




GI 


none 








Score 


80 




Exons 


2162. .2407, 


2396 


. .2527 










Seq. No. 


51382 








Seq. ID 


OJ991201_09.0421. 


C12 


Gene No. 


108901 








Strand 






Start 


2141 








End 


5114 




Name 


OJ991201 09. 


0421 


.C12.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


2168 








End 


2800 




GI 


none 








Score 


39 




Exons 


2168. .2392, 


2286 


. .2378, 


2411. 


.2800, 2454. .2612 




Seq. No. 


51382 








Seq. ID 


OJ991201JD9.0421. 


C12 


Gene No. 


108901 








Strand 






Start 


2141 








End 


5114 




Name 


OJ991201 09. 


0421 


.C12.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2207 








End 


2527 




GI 


none 








Score 


75 




Exons 


2207. .2380, 


2207 


. .2383, 


2402. 


.2527 






Seq. No. 


51382 








Seq. ID 


OJ991201_09.0421. 


C12 


Gene No. 


108901 








Strand 






Start 


2141 








End 


5114 




Name 


OJ991201 09. 


0421 


.C12 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2564 








End 


2995 




GI 


none 








Score 


109 




Exons 


2564. .2821, 


2846 


. .2995 










Seq. No. 


51382 








Seq. ID 


OJ991201_09.0421. 


C12 


Gene No. 


108901 








Strand 






Start 


2141 








End 


5114 




Name 


OJ991201 09. 


0421 


.C12.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2801 








End 


3034 




GI 


none 








Score 


81 




Exons 


2801. .3034, 


2871 


. .3017 










Seq. No. 


51382 








Seq. ID 


OJ991201_09.0421. 


C12 


Gene No. 


108901 








Strand 







52776 



Start 
Name 
Start 
GI 

Exons 



2141 End 

OJ991201_09.0421.C12.o4.tm Method 

2840 End 

none Score 
2840.. 3001, 2864.. 2998 



5114 

TBLASTX: Maize 

3001 

95 



Seq. No. 51382 

Gene No. 108901 

Start 2141 

Name OJ991201_09 . 0421 . C12 .o3 . tm 

Start 3056 

GI none 

Exons 3056.. 3328, 3069.. 3329, 3332. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3517, 3333. .3518 



OJ991201_09.0421.C12 
5114 

TBLASTX: Maize 
3518 
187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

*5 Seq. No. 

:f Gene No. 

EfJ Start 

fl| Name 

fj Start 

= T Exons 



51382 

108901 

2141 

OJ991201_09.0421.C12-ol.ts 

3174 

5509260 

3174.. 3326, 3176.. 3328, 3199. 
3333.. 3704, 3422.. 3709, 3743. 



51382 

108901 

2141 

OJ991201_09.0421.C12.ol.tw 

3185 

none 



Seq. ID OJ991201_09.0421.C12 
Strand 

End 5114 

Method TBLASTX : Soybean 

End 3793 

Score 125 

.3327, 3331. .3384, 3332. .3724, 
.3793 



Seq. ID OJ991201 09.0421.C12 



Strand 
End 

Method 

End 

Score 



5114 

TBLASTX: Wheat 

3665 

96 



3185. .3328, 3189. .3329, 3329. .3364, 3332. .3541, 3334. .3366, 
3396..3S33, 3410. .3535, 3542. .3577, 3581. .3664, 3585. .3665 



= Seq. No. 51382 

fl Gene No. 108901 

H Start 2141 

s _ Name OJ991201_09 . 0421 .C12 . o2 . tc 

^ Start 3332 

W GI none 

C3 Exons 3332..35S6, 3333.. 3560 



Seq. ID OJ991201_09.0421.C12 
Strand 

End 5114 

Method TBLASTX : Cress 

End 3560 

Score 104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51382 

108901 

2141 

OJ991201_09.0421.C12.o2.tm 

4082 

none 

4082. .4237, 4228. .4521, 4235. 
4650. .4712, 4652. .4717 

51382 

108901 

2141 

OJ991201_09.0421.C12.o3.ts 

4082 

none 

4082. .4210, 4231. .4524, 4238. 



Seq. ID OJ991201_09.0421.C12 
Strand 

End 5114 

Method TBLASTX : Maize 

End 4717 

Score 224 
.4522, 4502. .4651, 4533. .4628, 



Seq. ID OJ991201_09.0421.C12 
Strand 

End 5114 

Method TBLASTX : Soybean 

End 4529 

Score 160 



4522, 4353. .4529 



52777 



Seq. No. 


51382 






Seq. ID 


OJ991201 


Gene No. 


108901 






Strand 




Start 


2141 






End 


5114 


Name 


OJ991201 09 


. 0421 


.C12 .ol . tc 


Method 


TBLASTX : 


Start 


4088 






End 


4530 


GI 


none 






Score 


65 


Exons 


4088. .4210, 


4234 


. .4530, 4439 


. .4522 




Seq. No. 


51382 






Seq. ID 


OJ991201 


Gene No . 


108901 






Strand 




Start 


2141 






End 


5114 


Name 


OJ991201 09 


.0421 


.C12 .o2 • tw 


Method 


TBLASTX: 


Start 


4384 ~ 






End 


4942 


GI 


none 






Score 


102 


Exons 


4384 . .4521, 


4385 


..4486, 4529 


..4672, 4533. .4571, 


Seq. No. 


51383 






Seq. ID 


OJ991201 


Gene No. 


108902 






Strand 


+ 


Start 


1 






End 


888 


Name 


OJ991201 03 


.0421 


.C2.ol.np 


Method 


AAT/NAP 


Start 


1 ~ 






End 


888 


GI 


6983857 






Score 


421 


Exons 


1. .888 










GI Descrip. 


(AP001168) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


51383 






Seq. ID 


OJ991201 


Gene No. 


108902 






Strand 


+ 


Start 


1 






End 


888 


Name 


OJ991201 03 


.0421 


. C2 . ol . gs 


Method 


GENSCAN 


Start 


419 ~ 






End 


815 


GI 


none 






Score 


.91 


Exons 


419. .815 










Seq. No. 


51384 






Seq. ID 


OJ991201 


Gene No. 


108903 






Strand 




Start 


104 






End 


2197 


Name 


OJ991201 03 


.0421 


.C3.ol.gs 


Method 


GENSCAN 


Start 


104 






End 


2197 


GI 


none 






Score 


.66 


Exons 


104. .326, 1177.. 


1448, 1575.. 


1629, 2052 


. .2197 


Seq. No. 


51384 






Seq. ID 


OJ991201_ 


Gene No. 


108904 






Strand 




Start 


2989 






End 


3449 


Name 


OJ991201 03 


.0421 


.C3.ol.gp 


Method 


AAT/GAP 


Start 


2989 






End 


3449 


GI 


5056128 






Score 


856 


Exons 


2989. .3449 










Seq. No. 


51384 






Seq. ID 


OJ991201_ 


Gene No. 


108905 






Strand 




Start 


3867 






End 


4355 


Name 


OJ991201 03 


.0421 


.C3.o2.gp 


Method 


AAT/GAP 


Start 


3867 






End 


4355 


GI 


702309 






Score 


866 


Exons 


3867. .4355 











52778 



Seq. No. 


51384 








Seq. ID 


OJ991201_03.0421. 


C3 


Gene No . 


108906 








Strand 






Start 


5389 








End 


5730 




Name 


OJ991201 03 


.0421 


-C3.ol. 


np 


Method 


AAT/NAP 




Start 


5389 








End 


5730 




GI 


6630451 








Score 


218 




Exons 


5389. .5730 














GI Descrip. 


(AC007190) 


F23N19.16 [Arabidopsis thaliana] 




Seq. No. 


51384 








Seq. ID 


OJ991201_03.0421. 


C3 


Gene No. 


108907 








Strand 






Start 


8186 








End 


9248 




Name 


OJ991201 03 


. 0421 


.C3.o2. 


tm 


Mpthod 


TBLASTX: Maize 




Start 


92 








End 


356 




GI 


none 








Score 


120 




Exons 


92.. 190, 93 


191 


, 217 


321, 


222 338, 


236. .346, 237. .356 


Seer. No. 


51384 








Seq. ID 


OJ991201_03.0421. 


C3 


Gene No. 


108907 








Strand 

O l» X. d X L\JL 






Start 


8186 








End 


9248 




Name 


OJ991201 03 


.0421 


. C3 . ol . 


tm 




TBLASTX * Mai ze 




Start 


5422 








End 


5670 




GI 


none 








Score 


236 




Exons 


5422. .5670, 


5423 


5656 










Sea No 


51384 








Seq. ID 


OJ991201JD3.0421. 


C3 


Gene No. 


108907 








Strand 






Start 


8186 








End 


9248 




Name 


OJ991201 03 


. 0421 


. C3 . ol . 


ts 




TBLASTX • Sovbean 




Start 


5428 








End 


5665 




GI 


none 








Score 


93 




Exons 


5428. .5664, 


5432 


5665 










Sea. No 


51384 








Seq. ID 


OJ991201_03.0421. 


C3 


Gene No. 


108907 








Strand 






Start 


8186 








End 


9248 




Name 


OJ991201 03 


.0421 


. C3 . o3 . 




Mpfhnd 

1 JC L, 1 IU \JL 


GENSCAN 




Start 


8186 






FnH 


9248 




GI 


none 








Score 


.75 




Exons 


8186. .8290, 














Sea. No 


51385 








Seq. ID 


OJ991201_03.0421. 


C4 


Gene No. 


108908 








Strand 






Start 


1200 








End 


1631 




Name 


OJ991201 03 


.0421 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1200 








End 


1475 




GI 


none 








Score 


251 




Exons 


1200. .1475, 


1220 


. .1306 










Seq. No. 


51385 








Seq. ID 


OJ991201_03.0421. 


C4 


Gene No. 


108908 








Strand 






Start 


1200 








End 


1631 




Name 


OJ991201 03 


.0421 


,C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1239 








End 


1631 




GI 


none 








Score 


204 




Exons 


1239. .1631 















52779 



Seq. No. 51386 
Gene No. 108909 
Start 1 

Name OJ991201_03 . 0421 . C5 . ol . np 

Start 1 
GI 4378066 
Exons 1..3791 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ991201_03.0421.C5 

Strand + 

End 3791 

Method AAT/NAP 

End 3791 

Score 3106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51386 

108909 

1 

OJ991201_03.0421.C5.o5.tw 

154 

none 



Seq. ID OJ991201_03.0421.C5 

Strand + 

End 3791 

Method TBLASTX : Wheat 

End 500 

Score 62 



154.-264, 271. .492, 310. .465, 459. .500 



Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201_03 . 0421 .C5.ol.tw 

Start 723 

GI none 

Exons 723.. 1151, 727.. 1152 



Seq. ID OJ991201_03.0421.C5 

Strand + 

End 3791 

Method TBLASTX : Wheat 

End 1152 

Score 478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51386 

108909 

1 

OJ991201_03.0421.C5.ol.tm 

826 

none 



Seq. ID OJ991201_03.0421.C5 

Strand + 

End 3791 

Method TBLASTX : Mai ze 

End 1182 

Score 449 



826. .1182, 834. .1169, 944. .1171 



Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201_03 . 0421 . C5 . o2 . tm 

Start 1209 

GI none 

Exons 1209.. 1580, 1210.. 1593, 1270. 



Seq. ID OJ991201_03.0421.C5 

Strand + 

End 3791 

Method TBLASTX : Mai ze 

End 1593 

Score 402 
.1590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51386 

108909 

1 

OJ991201_03.0421.C5.o2.tw 

1267 

none 



Seq. ID OJ991201_03.0421.C5 

Strand + 

End 3791 

Method TBLASTX : Wheat 

End 1686 

Score 439 



1267.. 1686, 1270.. 1332, 1272.. 1580, 1573.. 1659 



Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201 J)3 . 0421 . C5 . ol . ts 

Start 1345 



Seq. ID OJ991201_03.0421.C5 

Strand + 

End 3791 

Method TBLASTX : Soybean 

End • 1773 



52780 




GI none 

Exons 1345.. 1773, 1350.. 1700 

Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201_03 . 0421 .C5 . o7 . 

Start 1692 

GI none 

Exons 1692.. 1763, 1693.. 1764, 

Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201_03 . 0421 . C5 . o3 . 

Start 1960 

GI none 

Exons I960.. 2061, 1963.. 2373, 

Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201_03 . 0421 .C5 . o3 . 

Start 2569 

GI none 

Exons 2569.-2952, 2673.. 2900, 

Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201_03 . 0421 .C5 . o4 . 

Start 2677 

GI none 

Exons 2677.. 2958, 2718.. 2840, 

Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201_03 . 0421 .C5 . o2 . 

Start 2866 

GI none 

Exons 2866.. 2958, 2988.. 3212 

Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201JD3 . 0421 . C5 . o5 . 

Start 3027 

GI none 

Exons 3027.. 3194, 3029.. 3172, 

Seq. No. 51386 

Gene No. 108909 

Start 1 

Name OJ991201_03 . 0421 . C5 . 06 . 

Start 3186 

GI none 






Score 


300 






Seq. ID 


OJ991201_03.0421 


.C5 




Strand 


+ 






End 


3791 




tw 


Method 


TBLASTX: Wheat 






End 


1959 






Score 


73 




1771. 


.1959, 1776. .1958 






Seq. ID 


OJ991201_03.0421 


.C5 




Strand 


+ 






End 


3791 




tw 


Method 


TBLASTX: Wheat 






End 


2375 






Score 


282 




1968. 


.2075, 2157.. 2375 






Seq. ID 


OJ991201_03.0421 


.C5 




Strand 


+ 






End 


3791 




tm 


Method 


TBLASTX: Maize 






End 


3026 






Score 


331 




2958 . 


.3026, 2963.. 3025 






Seq. ID 


OJ991201_03.0421 


.C5 




Strand 


+ 






End 


3791 




tw 


Method 


TBLASTX: Wheat 






End 


3065 






Score 


222 




2904 . 


.2960, 2952.. 3065 






Seq. ID 


OJ991201_03.0421 


. C5 




Strand 


+ 






End 


3791 




ts 


Method 


TBLASTX : Soybean 






End 


3212 






Score 


58 






Seq. ID 


OJ991201_03.0421 


.C5 




Strand 


+ 






End 


3791 




tm 


Method 


TBLASTX: Maize 






End 


3196 






Score 


216 




3032 . 


.3196 








Seq. ID 


OJ991201_03.0421 


,C5 




Strand 


+ 






End 


3791 




tw 


Method 


TBLASTX: Wheat 






End 


3782 






Score 


124 





52781 




Exons 3186. .3290, 3192. .3302, 3221. .3310, 3233. .3319, 3329. .3454, 





3330.. 3461, 3657.. 3782 








Seq. No. 


51386 


Seq. ID 


OJ991201 03.0421. 


C5 


Gene No. 


108909 


Strand 


+ ~ 




Start 


1 


End 


3791 




Name 


OJ991201 03.0421.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


3228 


End 


3464 




GI 


none 


Score 


218 




Exons 


3228. .3464, 3245. .3436 








Seq. No. 


51387 


Seq. ID 


OJ991201 03.0421. 


C6 


Gene No. 


108910 


Strand 


+ ~ 




Start 


7709 


End 


10974 




Name 


OJ991201 03.0421.C6.o2.gs 


Method 


GENSCAN 




Start 


7709 


End 


10974 




GI 


none 


Score 


.45 




Exons 


7709. .7756, 10132 .. 10261 , 10528.. 10612 


, 10827.. 10974 




Seq. No. 


51387 


Seq. ID 


OJ991201_03.0421. 


C6 


Gene No. 


108911 


Strand 


+ 




Start 


12044 


End 


15392 




Name 


OJ991201 03.0421.C6.o3.gs 


Method 


GENSCAN 




Start 


12044 


End 


15392 




GI 


none 


Score 


.69 




Exons 


12044. .12254, 14301 .. 14 431, 


14766. .14817, 15190. .15392 




Seq. No. 


51387 


Seq. ID 


OJ991201_03.0421. 


C6 


Gene No. 


108912 


Strand 


+ 




Start 


15929 


End 


16586 




Name 


OJ991201 03.0421.C6.o4.gs 


Method 


GENSCAN 




Start 


15929 


End 


16586 




GI 


none 


Score 


.76 




Exons 


15929. .16007, 16131 .. 16173, 


16478. .165 


86 




Seq. No. 


51387 


Seq. ID 


OJ991201_03.0421. 


C6 


Gene No. 


108913 


Strand 


+ 




Start 


17391 


End 


18037 




Name 


OJ991201 03-0421. C6.o2.gp 


Method 


AAT/GAP 




Start 


17391 


End 


18037 




GI 


LIB3431-025-P1-K1-F7 


Score 


1239 




Exons 


17391. .18037 








GI Descrip. 


, 4938484/emb|CAB43843.1| 2. 


Oe-24 (AL078464) transcription 




factor-like protein [Arabidopsis thaliana] 1 




Seq. No. 


51387 


Seq. ID 


OJ991201_03.0421. 


C6 


Gene No. 


108914 


Strand 


+ 




Start 


19229 


End 


19704 




Name 


OJ991201 03.0421.C6.o3.gp 


Method 


AAT/GAP 




Start 


19229 


End 


19704 




GI 


3762230 


Score 


920 




Exons 


19229. .19704 








GI Descrip. 


4938484/emb|CAB43843.1| 2.0e-24 (AL078464) transcription 




factor-like protein [Arabidopsis thaliana] 




Seq. No. 


51387 


Seq. ID 


OJ991201_03.0421. 


C6 


Gene No. 


108915 


Strand 







52782 



Start 
Name 
Start 
GI 

Exons 



1169 End 

OJ991201_03.0421.C6.ol.gs Method 

1169 End 

none Score 



4660 
GENSCAN 
4660 
.86 



1169. .1331, 1333. .1499, 1684. .2580, 2620. .2888, 2946. .3261, 
3349. .3737, 3844. .4321, 4397. .4660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51387 

108916 

17378 

OJ991201_03.0421.C6.ol.np 

17378 

7484815 



OJ991201 03. 0421. C6 



Seq. ID _ 
Strand 

End 19579 
Method AAT/NAP 
End 19567 
Score 1628 
17378. .17727, 17770 18301, 18456.. 19567 

auxin response factor 7 homolog F6G3.110 - Arabidopsis thaliana 
gi|4938484 | emb | CAB43843 . 1 1 (AL078464) transcription factor-like 
protein [Arabidopsis thaliana] gi | 7269908 | emb | CAB81001 . 1 | 
(AL161576) transcription factor-like protein [Arabidopsis 
thaliana] 



Seq. No. 51387 Seq. ID 

Gene No. 108916 Strand 

Start 17378 End 

Name OJ991201_03 . 0421 . C6 . o5 . gs Method 

Start 17378 End 

GI none Score 

Exons 17378. .19579 



OJ991201_03.0421.C6 

19579 
GENSCAN 
19579 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51387 

108917 

19692 

OJ991201_03.0421.C6.o4 .ts 

16791 

none 



Seq. ID OJ991201_03.0421.C6 
Strand 
End 

Method 
End 
Score 



20192 

TBLASTX : Soybean 

17599 

156 



16791. .16859, 17394 .. 17579, 17396. .17599 



Seq. No. 


51387 






Gene No. 


108917 






Start 


19692 






Name 


OJ991201 03. 0421. C6 


.ol. 


Start 


17394 






GI 


none 






Exons 


17394 . 


17582, 17396 


.'.17 


Seq. No. 


51387 






Gene No. 


108917 






Start 


19692 






Name 


OJ991201 03. 0421. C6 


o3. 


Start 


17394 






GI 


none 






Exons 


17394.. 


17582, 17396 


.17 


Seq. No. 


51387 






Gene No. 


108917 






Start 


19692 






Name 


OJ991201 03. 0421. C6 


o4. 


Start 


17394 







Seq. ID OJ991201_03.0421.C6 
Strand 

End 20192 

tw Method TBLASTX: Wheat 

End 17620 

Score 214 
620, 17411.. 17620 

Seq. ID OJ991201_03.0421.C6 
Strand 

End 20192 

tm Method TBLASTX: Maize 

End 17626 

Score 228 
626, 17410. .17613 

Seq. ID OJ991201_03.0421.C6 
Strand 

End 20192 

tc Method TBLASTX: Cress 

End 17857 



52783 



GI 

Exons 



none 



Score 



57 



17394. .17474, 17396 .. 17473, 174 60 .. 1757 9, 17468 17596, 
17777. .17857 



Seq. No. 51387 
Gene No. 108917 
Start 19692 

Name OJ991201_03 . 0421 . C6 . o2 . tm 

Start 17633 
GI none 
Exons 17633. 

17891. 

17962. 

18258. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_03.0421.C6 

20192 

TBLASTX: Maize 

18305 

76 



,17863, 17754. .17831, 1784 9 .. 17 923, 17853. 
,17944, 17933. .17962, 17938 .. 18087 , 17960. 



,18087, 17970. .18095, 18107. 
18305, 18260. .18304 



18187, 18111. 



,17897, 
,18094, 
,18188, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

l3 Gene No. 

[J Start 

J Name 

;r 5 Start 

^ GI 

- Exons 

'--■4 Seq. No. 

Gene No. 

Start 
:!: Name 
^ Start 
□ GI 

Exons 



Seq. ID 

Strand 

End 

, Method 
End 
Score 



51387 
108917 
19692 

OJ991201_03.0421.C6.ol.ts 
17774 
none 

17774. .17935, 17785 .. 17886, 
17997. .18092, 17999 18091 , 
18110. .18154, 18149. .18304, 
18441. .18482, 18442 .. 18483, 
18485. .18697, 18489. .18731 

51387 
108917 
19692 

OJ991201_03.0421.C6.o2. tc 
18485 
none 

18485. .18697, 18489. .18719 

51387 
108917 
19692 

OJ991201_03.0421.C6.ol.tc 
18875 
none 

18875. .19060, 18893 .. 19192 , 18894. .19193 



OJ991201_03.0421.C6 
20192 

TBLASTX : Soybean 
18731 
37 



17954. .18001, 17976. .18089, 

18055. .18102, 18090. .18125, 

18155. .18304, 18171. .18323, 

18452. .18487, 18485 .. 18682, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_03.0421.C6 
20192 

TBLASTX: Cress 
18719 
214 



Seq. ID OJ991201JD3.0421.C6 
Strand 

End 20192 

Method TBLASTX : Cress 

End 19193 

Score 90 



Seq. No. 51387 Seq. ID 

Gene No. 108917 Strand 

Start 19692 End 

Name OJ991201_03 . 0421 . C6 . ol . tm Method 

Start 18923 End 

GI none Score 

Exons 18923. .19051, 18 923 .. 19213, 18927 19211, 19277 .. 19384 , 
19293. .19382 



OJ991201_03.0421.C6 
20192 

TBLASTX: Maize 
19384 
142 



Seq. No. 51387 Seq. ID 

Gene No. 108917 Strand 

Start 19692 End 

Name OJ991201_03 . 0421 . C6 . o2 . ts Method 

Start 18932 End 



OJ991201_03.0421.C6 
20192 

TBLASTX : Soybean 
19216 



52784 



GI 


none 




Score 


275 






Exons 


18932. .19216, 18936. 


.19202 










Seq. No. 


51387 




Seq. ID 


OJ991201 


_03.0421 


.C6 


UCIIC IN KJ . 






Strand 








Start 


■ 19692 




End 


20192 






Name 


OJ991201 03. 0421. C6. 


o3. ts 


Method 


TBLASTX : 


Soybean 




Start 


19268 




End 


19586 




GI 


none 




Score 


66 






Exons 


19268. .19387, 19308. 


.19385, 


19415. .19552, 19416 


. .19586 




Seq. No. 


51387 




Seq. ID 


OJ991201 


_03.0421 


.C6 




1 DfiQT 7 




Strand 








Start 


19692 




End 


20192 






Name 


OJ991201 03. 0421. C6. 


o3 . tc 


Method 


TBLASTX : 


Cress 




Start 


19277 




End 


19538 






GI 


none 




Score 


85 






Exons 


19277. .19414, 19290. 


.19424, 


19421. .19537, 19422 


. . 19538 




Seq. No. 


51387 




Seq. ID 


OJ991201 


_03.0421 


.C6 




1 OR Q1 7 

1 v O J X f 




Strand 








Start 


19692 




End 


20192 






Name 


OJ991201 03. 0421. C6. 


o4 . gp 


Method 


AAT/GAP 






Start 


19692 




End 


20192 






GI 


3762362 




Score 


611 






Exons 


19692. .19773, 19933. 


.20192 










Seq. No. 


51388 




Seq. ID 


OJ991201 


_03.0421 


.C7 




108918 




Strand 








Start 


3482 




End 


4213 






Name 


OJ991201 03. 0421. CI. 


ol . gs 


Method 


GENSCAN 






Start 


3482 


End 


4213 






GI 


none 




Score 


.73 






Exons 


3482..3S35, 3677. .3752, 3798 


..4013, 4203. .4213 






Seq. No. 


51389 




Seq. ID 


OJ991201 


_03.0421 


.C9 


flon <2> Wo 


108919 




Strand 


+ 






Start 


159 




End 


6535 






Name 


OJ991201 03. 0421. C9. 


ol . gs 


Method 


GENSCAN 






Start 


159 


End 


6535 






GI 


none 




Score 


.6 






Exons 


159. .184, 1492. .1503, 6298.. 


6535 








Seq. No. 


51389 




Seq. ID 


OJ991201 


_03.0421 


.C9 


CZCiTM^ Mo 


108920 




Strand 


+ 






Start 


15797 




End 


17761 






Name 


OJ991201 03. 0421. C9. 


o3 . gs 


Method 


GENSCAN 






Start 


15797 




End 


17761 






GI 


none 




Score 


.98 






Exons 


15797. .17029, 17142. 


.17300, 


17444. .17761 






Seq. No. 


51389 




Seq. ID 


OJ991201_ 


_03.0421 


.C9 


Gene No. 


108921 




Strand 


+ 






Start 


19909 




End 


20276 






Name 


OJ991201 03. 0421. C9. 


o2.gp 


Method 


AAT/GAP 






Start 


19909 




End 


20276 






GI 


uOosflM202084h03al 




Score 


716 







52785 




Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19909. .20276 

, 4490707/emb|CAB38841.1 | 1.0e-19 (AL035680) putative protein 
[Arabidopsis thaliana] 1 . 



51389 
108922 
7607 

OJ991201_03.0421.C9.o2.gs 
7607 
none 



Seq. ID OJ991201_03.0421.C9 
Strand 

15091 
GENSCAN 
15082 
.58 



End 

Method 
End 
Score 

7607. .7718, 7741. .7889, 8850. .8997, 9735. .9894, 1004 6 10184 , 
10327. .10680, 10822. .11071, 11525 .. 11601, 11936 12037 , 
12108. .12226, 12474. .12597, 13507 .. 13605 , 14 472 .. 14568 , 
14651. .14694, 14975. .15082 



51389 

108922 

7607 

OJ991201_03.0421.C9.ol.gp 

9529 

71246 1.R1084 



OJ991201 03. 0421. C9 



Seq. ID _ 
Strand 

End 15091 
Method AAT/GAP 
End 11038 
Score 1998 

9529.-9894, 1004 9 10184 , 10327 10680, 10809. .11038 
, 4803944/gb|AAD29817.1|AC006264_25 5.0e-53 (AC006264) putative 
C2-domain protein (prosite: PDOC00380) [Arabidopsis thaliana] ' 



51389 

108922 

7607 

OJ991201_03.0421.C9.ol.np 

9766 

4803944 



Seq. ID OJ991201_03.0421.C9 
Strand 

End' 15091 

Method AAT/NAP 

End 15091 

Score 1107 



9766. .9894, 10053. . 10184, 10327 .. 10680, 10822 11068 , 
11525. .11601, 11793. .11867, 11936 .. 12037 , 12108 .. 12226, 
12474. .12597, 13507 .. 13605, 14981. .15091 
(AC006264) unknown protein [Arabidopsis thaliana] 



51389 

108923 

19933 

OJ991201_03.0421.C9.o2.ts 

9758 

none 



Seq. ID OJ991201_03.0421.C9 
Strand 

End 21983 

Method TBLASTX : Soybean 

End 12032 

Score 87 



9758. .9895, 9772. .9897, 10066 10182 , 10086 10181 , 
10327. .10443, 10337 104 44 , 10504 .. 10683, 10504 .. 10683, 
10819. .11073, 10820. .11068, 11524 .. 11619, 11793 .. 11870, 
11812. .11880, 11921. .12022, 11937.. 12032 



51389 

108923 

19933 

OJ991201 03.0421.C9.o3.tm 



Seq. ID 
Strand 
End 

_ Method 
9772 End 
none Score 
9772. .9897, 9773. .9895, 10053. .10187, 
10324. .10443, 10325 .. 10519, 10504 .. 10683, 
10643. .10696, 10782 .. 10871 , 10819 11073, 



OJ991201 03. 0421. C9 



21983 

TBLASTX: Maize 
12600 
95 

10083. .10187, 

10513. .10683, 
10820. .11068, 



10864. .10938, 11524 .. 11619, 11785 11871, 11787 .. 11870, 



52786 




11921. .12022, 11937. .12032, 12105 .. 12227 , 12457.. 12600 



Seq. No. 


51389 




Seq. ID 


OJ991201_03.0421 


.C9 


Gene No. 


108923 




Strand 






Start 


19933 




End 


21983 




Name 


OJ991201 03. 0421. C9. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


10826 




End 


11586 




GI 


none 




Score 


139 




Exons 


10826. .11068, 10828. 


.11067, 


11518. .11586 




Seq. No. 


51389 




Seq. ID 


OJ991201__03.0421 


. C9 


Gene No. 


108923 




Strand 






Start 


19933 




End 


21983 




Name 


OJ991201 03. 0421. C9. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


11785 




End 


12221 




GI 


none 




Score 


70 




Exons 


11785. .11880, 11790. 


.11870, 


11921. .12010, 11937. .12041, 






12105. .12221 










Seq. No. 


51389 




Seq. ID 


OJ991201_03.0421 


.C9 


Gene No. 


108923 




Strand 






Start 


19933 




End 


21983 




Name 


OJ991201 03. 0421. C9. 


o4 .gs 


Method 


GENSCAN 




Start 


19933 




End 


21983 




GI 


none 




Score 


.53 




Exons 


19933. .20703, 20802. 


.21983 








Seq. No. 


51389 




Seq. ID 


OJ991201_03.0421 


-C9 


Gene No. 


108923 




Strand 






Start 


19933 




End 


21983 




Name 


OJ991201 03. 0421. C9. 


o2 . np 


Method 


AAT/NAP 




Start 


19941 




End 


21866 




GI 


7487380 




Score 


1752 




Exons 


19941. .21866 










GI Descrip. 


hypothetical protein 


l T24A18 


.60 - Arabidopsis thaliana 






gi I 44 90707 lemb ICAB38841.il 


(AL035680) 


putative protein 






[Arabidopsis thaliana] gi | 7269564 | emb | 


CAB79566.il (AL16156( 




putative protein [Arabidopsis thaliana] 




Seq. No. 


51389 




Seq. ID 


OJ991201_03.0421 


-C9 


Gene No. 


108923 




Strand 






Start 


19933 




End 


21983 




Name 


OJ991201 03. 0421. C9. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


20044 




End 


21827 




GI 


none 




Score 


71 




Exons 


20044. .20190, 20129. 


.20185, 


20191. .20262, 20254 .. 20616, 






20336. .20536, 20641. 


.21348, 


20643. .21320, 21369 .. 21716, 






21400. .21717, 21768. 


.21827 








Seq. No. 


51389 




Seq. ID 


OJ991201_03.0421 


.C9 


Gene No. 


108923 




Strand 






Start 


19933 




End 


21983 




Name 


OJ991201 03. 0421. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20044 




End 


20404 




GI 


none 




Score 


51 




Exons 


20044. .20094, 20083. 


.20187, 


20150. .20179, 20218. .20259, 





20272. .20403, 20273. .20404 



52787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51389 

108923 

19933 

OJ991201_03.0421.C9.ol.tw 

20062 

none 



Seq. ID OJ991201_03.0421.C9 
Strand 

End 21983 

Method TBLASTX : Wheat 

End 20449 

Score 69 



20062. .20187, 20129 20179, 20218 .. 20262, 20272 2044 8 , 
20273. .20449 



Seq. No. 51389 

Gene No. 108923 

Start 19933 

Name OJ991201_03 . 0421 . C9 . ol . ts 

Start 20068 

GI none 
Exons 



Seq. ID OJ991201_03.0421.C9 
Strand 

End 21983 

Method TBLASTX : Soybean 

End 21842 

Score 74 



20068. .20187, 20114 .. 20188 , 20191 .. 20262, 20192 .. 20260, 

20251. .20559, 20282 .. 20536, 20641 21090, 20643 .. 21338, 

21145. .21318, 21343. .21384, 21348 21377 , 21399. . 21842, 
21400. .21717 



Seq. No. 51389 

Gene No. 108923 

Start 19933 

Name OJ991201_03 . 042 1 . C9 . ol . tm 

Start 20410 

GI none 
Exons 



Seq. ID OJ991201_03.0421.C9 
Strand 

End 21983 

Method TBLASTX : Mai ze 

End 21116 

Score 92 



20410. .20616, 20426. .20536, 20640 .. 20837 , 2068 6 .. 20838 , 
20841. .21116, 20842. .21081 



Seq. No. 51389 

Gene No. 108923 

Start 19933 

Name OJ991201_03 . 0421 . C9 . o2 . tw 

Start 20640 

GI none 
Exons 



Seq. ID OJ991201_03.0421.C9 
Strand 

End 21983 

Method TBLASTX : Wheat 

End 20949 

Score 88 



20640. .20837, 20686 .. 20787 , 20841 20948, 20842.. 20949 



Seq. No. 51389 

Gene No. 108923 

Start 19933 

Name OJ991201JD3 . 0421 . C9 . o3 . gp 

Start . 20901 

GI LIB3477-002-P1-K1-D11 

Exons 20901. .21339 

GI Descrip. ■ 4490707/emb | CAB38841 . 1 1 3.0e-49 (AL035680) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991201_03.0421.C9 
Strand 

End 21983 

Method AAT/GAP 

End 21339 

Score 878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51389 

108923 

19933 

OJ991201_03 . 0421 . C9 . o2 . tm 

21117 

none 



Seq. ID OJ991201_03.0421.C9 
Strand 

End 21983 

Method TBLASTX: Maize 

End 21464 

Score 225 



21117. .21341, 21118. .21342, 21133 .. 21231, 21301 .. 21420, 
21327. .21422, 21328 .. 21423, 21423.. 21464 



52788 



Seq. No. 


51390 




Seq. ID 


OJ991201 


Gene No . 


108924 




Strand 


+ 


Start 


22 




End 


2455 


Name 


OJ991201 03. 0421. CIO. ol 


.gs 


Method 


GENS CAN 


Start 


22 




End 


2262 


GI 


none 




Score 


.94 


Exons 


22. .1053, 1520.. 1696, 1849. 


.1950, 2197 


. .2262 


Seq. No. 


CI "D QA 




Seq. ID 


OJ991201 


Gene No. 


1 flQQO A 

iuo y^ 4 




Strand 


+ 


C +- o — 4- 


22 




End 


9 A R R 
Z 4 O 0 


Name 


OJ991201_03. 0421. C10. ol 


.np 


Method 


AAT/NAP 


Start 


1 X>J 




End 


2455 


GI 


can qt7£ 




Score 


78 


Exons 


O A R C 

lbj. . JUj, ^jj / . .^400 








GI Descrip. 


(Ae1/zzo/j nypornericax 


protein [Oryza 


sativa] 


Seq. No. 


en on 




Seq. ID 


OJ991201 


Gene No. 


1 rtQQOC 

lUo yZo 




Strand 




Start 


3441 




End 


4541 


Name 


OJ991201_03. 0421. CIO. o2 


.gs 


Method 


GENSCAN 


Start 


"3 A A 1 




End 


4538 


GI 


none 




Score 


.88 


Exons 


J441..o4oU, 4^zy..4ooo 








Seq. No. 


ol jyU 




Seq. ID 


OJ991201 


Gene No. 


lUoyzo 




Strand 




otart 


J 4 4 X 




End 


A A 1 

4 3 4 1 


Name 


OJ991201 03. 0421. C10. o2 


.np 


Method 


AAT/NAP 


Start 


4234 




End 


4541 


GI 


7228441 




Score 


90 


Exons 


4234. .4302, 4369. .4541 








GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51390 




Seq. ID 


OJ991201 


Gene No. 


108926 




Strand 




Start 


4642 




End 


4799 


Name 


OJ991201 03. 0421. CIO. ol 


.gp 


Method 


AAT/GAP 


Start 


4642 




End 


4799 


GI 


LIB3477-003-P1-K1-E9 




Score 


147 


Exons 


4642. .4735, 4777. .4799 









GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 51391 Seq. ID 

Gene No. 108927 Strand 

Start 11475 End 

Name OJ 99120 1_0 3. 0421. Cll.o3.np Method 

Start 8743 End 

GI 5852084 Score 

Exons 8743.. 8763, 10063.. 10168 
GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



OJ991201_03.0421.C11 
+ 

15031 
AAT/NAP 
10168 
71 



Seq. No. 
Gene No. 
Start 



51391 

108927 

11475 



Seq. ID OJ991201_03.0421.C11 
Strand + 
End 15031 



52789 



Name 


OJ991201 03.0421.Cll.o3.gs 


Method 


GENSCAN 






Start 


11475 


End 


14576 






GI 


none 


Score 


.47 






Exons 


11475. .11990, 12610. . 12760, 


12998. .13326, 14364 


. . 14576 




Seq. No. 


51391 


Seq. ID 


OJ991201 


_03.0421 


.Cll 


Gene No. 


108927 


Strand 


+ 






Start 


11475 


End 


15031 






Name 


OJ991201 03.0421.Cll.o4.np 


Method 


AAT/NAP 






Start 


13128 


End 


15031 






GI 


4115375 


Score 


151 






Exons 


13128. .13326, 15001.. 15031 










GI Descrip. 


(AC005967) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


51391 


Seq. ID 


OJ991201 


JD3.0421 


.Cll 


Gene No. 


108928 


Strand 


+ 






Start 


22248 


End 


23695 






Name 


OJ991201 03.0421.Cll.o6.np 


Method 


AAT/NAP 






Start 


22248 


End 


23695 






GI 


6907088 


Score 


1079 






Exons 


22248. .22385, 22561 .. 22798 , 


23298. .23695 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


51391 


Seq. ID 


OJ991201 


_03.0421 


.Cll 


Gene No. 


108929 


Strand 








Start 


2098 


End 


6298 






Name 


OJ991201 03.0421.Cll.o2.np 


Method 


AAT/NAP 






Start 


2098 


End 


6298 






GI 


130582 


Score 


511 






Exons 


2098. .2207, 5360. .6298 











GI Descrip. RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51391 

108929 

2098 

OJ991201_03. 0421. Cll. ol.np 

2210 

7340881 



Seq. ID OJ991201_03. 0421. Cll 
Strand 

End 6298 

Method AAT/NAP 

End 4783 

Score 572 



2210. .2239, 2345. .2451, 3882. .4157, 4225.-4342, 4435. .4565, 
4689. .4783 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201 03. 0421. Cll 



51391 
108930 
15284 

OJ991201_03. 0421. Cll. oS.np 
15284 
7228446 
15284. .15340, 19650.. 20261 

(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



20378 
AAT/NAP 
20261 
374 



Seq. No. 



51391 



Seq. ID OJ991201_03. 0421. Cll 



52790 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



108930 
15284 

OJ991201_03.0421.Cll.o4.gs 
15346 



none 
15346. 
16762. 
18383. 



,15495, 15801. .15953, 
.16939, 17007. .17038, 
,18454 



Strand 

End 20378 

Method GEN SCAN 

End 18454 

Score . 63 
16150. .16189, 16521. .16642, 
17292. .17408, 18126 .. 18209, 



Seq. No. 51391 Seq. ID 

Gene No. 108 930 Strand 

Start 15284 End 

Name OJ991201_03 . 0421 . Cll . o5 . gs Method 

Start 19512 End 

GI none Score 

Exons 19512. .20378 



OJ991201_03. 0421. Cll 

20378 
GENS CAN 
20378 
.99 



Seq. No. 51391 Seq. ID 

Gene No. 108931 Strand 

Start 20790 End 

Name OJ991201_03 . 04 2 1 . CI 1 . 06 . gs Method 

Start 20790 End 

GI none Score 

Exons 20790. .21047, 21078.. 21281 



OJ991201_03. 0421. Cll 

21281 
GENSCAN 
21281 
.97 



Seq. No. 51391 

f[J Gene No. 108932 

ij Start 21366 

hi Name OJ991201_03 . 0421 . Cll . o3 . tm 

^ Start 13164 

I* GI none 

^ Exons 13164. .13313, 13168.. 13323 

EJ Seq. No. 51391 

%j Gene No. 108932 

;1 Start 21366 

f Z Name OJ991201_03. 0421. Cll. ol.tm 

]J Start 19803 

Q GI none 

[1 Exons 19803. .19880, 19827 .. 20129, 
19969. .20130 



Seq. ID OJ991201J33. 0421. Cll 
Strand 

End 21874 

Method TBLASTX: Maize 

End 13323 

Score 194 



Seq. ID OJ991201_03. 0421. Cll 
Strand 

End 21874 

Method TBLASTX : Maize 

End 20130 

Score 167 
19910. .20089, 19938. .20129, 



Seq. No. 51391 

Gene No. 108932 

Start 21366 

Name OJ991201_03 . 0421 . Cll . o2 . tm 

Start 20136 

GI none 

Exons 20136. .20210, 20136 .. 20207 , 
20202. .20375, 20385 .. 20432, 

Seq. No. 51391 

Gene No. 108932 

Start 21366 

Name OJ991201_03 . 0421 . Cll . o2 . gp 

Start 21366 

GI 38782 1.R1084 



Seq. ID OJ991201JD3. 0421. Cll 
Strand 

End 21874 

Method TBLASTX : Maize 

End 20432 

Score 86 
20177. .20209, 20199 .. 20378, 
20385. .20405 

Seq. ID OJ991201_03. 0421. Cll 
Strand 

End 21874 

Method AAT/GAP 

End 21874 

Score 826 



52791 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21366. .21874 

f 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



51392 

108933 

774 

OJ991201_03.0421.C12.ol.gs 

774 

none 

774.-828, 1872. .2167 



Seq. ID OJ991201_03.0421.C12 

Strand + 

End 2167 

Method GENSCAN 

End 2167 

Score . 4 



Seq. No. 51392 Seq. ID OJ991201 03.0421.C12 

Gene No. 108934 
Start 2258 

Name OJ991201_03. 0421 .C12 .ol .np 

Start 2258 
GI 5295971 

Exons 2258.-2284, 3750.. 4172, 6140.. 6291, 8276.. 8400, 9017.. 9060 

GI Descrip- (AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



OJ991201_ 
+ 

9060 
AAT/NAP 
9060 
223 

,6291, 8276. .8400, 9017 
corresponds to a region 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 


51392 


Seq. ID 


OJ991201 


_03.0421 


.C12 


Gene No. 


108934 


Strand 


+ 






Start 


2258 


End 


9060 






Name 


OJ991201 03.0421.C12.o2.np 


Method 


AAT/NAP 






Start 


4168 


End 


8969 






GI 


5042454 


Score 


266 






Exons 


4168. .4226, 5983. .6356, 8952 


. .8969 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


51392 


Seq. ID 


OJ991201_ 


_03.0421 


.C12 


Gene No. 


108935 


Strand 


+ 






Start 


11215 


End 


16847 






Name 


OJ991201 03.0421.C12.o3.np 


Method 


AAT/NAP 






Start 


10421 


End 


15180 






GI 


5734587 


Score 


1766 






Exons 


10421. .10471, 11678. .11944, 


12136. .12342, 12773 


. .13022, 






13269. .13485, 13611 .. 13715 , 


14028. .14300, 14421 


. . 14548, 






14756. .14875, 15096. .15180 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AJ245862) putative external rotenone-insensitive NADH 
dehydrogenase [Solanum tuberosum] 



51392 
108935 
11215 

OJ991201_03.0421.C12.o3.gs 
11215 
none 

11215. .11321, 11674. .11944, 12136 
12920. .13022, 13269 .. 13485, 13611 
14756. .14875, 15726 .. 15775 , 16674 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201_03.0421.C12 
+ 



16847 
GENSCAN 
16847 
.8 

12342, 12408, 
13715, 14028. 
16847 



.12474, 
.14154, 



Seq. No. 
Gene No. 
Start 



51392 

108935 

11215 



Seq. ID OJ991201_03.0421.C12 
Strand + 
End 16847 



52792 



Name 


OJ991201 03.0421.C12.ol.gp 


Method 


AAT/GAP 


Start 


14006 


End 


14847 


GI 


uC-osrocyp037e06bl 


Score 


918 


Exons 


14006. .14300, 14421. .14548, 14756. .14847 


GI Descrip. 


'5734587/emb|CAB52797.1| 4.0e- 


-53 (AJ245862) putative external 




rotenone-insensitive NADH dehydrogenase [Solanum tuberosum] ' 


Seq. No. 


51392 


Seq. ID 


OJ991201_03.0421.C12 


Gene No. 


108936 


Strand 


+ 


Start 


19251 


End 


19906 


Name 


OJ991201 03.0421.C12.o2.gp 


Method 


AAT/GAP 


Start 


19178 


End 


19621 


GI 


63609 1.R1084 


Score 


812 


Exons 


19178. .19621 






GI Descrip. 


'344 9320/dbj | AB016879 . 1 | AB01687 9 5.0e- 


-10 Arabidopsis thaliana 




genomic DNA, chromosome 5, PI 


clone: MRB17, complete sequence 


Seq. No. 


51392 


Seq. ID 


OJ991201_03.0421.C12 


Gene No. 


108936 


Strand 


+ 


Start 


19251 


End 


19906 


Name 


OJ991201 03.0421.C12.o4.gs 


Method 


GENSCAN 


Start 


19251 


End 


19883 


GI 


none 


Score 


.87 


Exons 


19251.. 19883 






Seq. No. 


51392 


Seq. ID 


OJ991201_03.0421.C12 


Gene No. 


108936 


Strand 


+ 


Start 


19251 


End 


19906 


Name 


OJ991201 03.0421.C12.o4.np 


Method 


AAT/NAP 


Start 


19278 


End 


19906 


GI 


3056595 


Score 


199 


Exons 


19278. .19441, 19468. .19906 






GI Descrip. 


(AC004255) T1F9.16 [Arabidopsis thaliana] 


Seq. No. 


51392 


Seq. ID 


OJ991201_03.0421.C12 


Gene No. 


108937 


Strand 




Start 


2911 


End 


8899 


Name 


OJ991201 03.0421.C12.o2.gs 


Method 


GENSCAN 


Start 


2911 


End 


8899 


GI 


none 


Score 


.48 


Exons 


2911.. 3096, 3795.. 4183, 4396. 


.4424, 4706. .4960, 5666. .5780, 




5930.. 6017, 6172.. 6438, 8338. 


.8479, 81 


320. .8899 


Seq. No. 


51392 


Seq. ID 


OJ991201_03.0421.C12 


Gene No. 


108937 


Strand 




Start 


2911 


End 


8899 


Name 


OJ991201 03.0421.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


3758 


End 


4040 


GI 


none 


Score 


211 


Exons 


3758.. 4033, 3759.. 4040 






Seq. No. 


51392 


Seq. ID 


OJ991201_03.0421.C12 


Gene No. 


108938 


Strand 




Start 


11638 


End 


15183 


Name 


OJ991201 03.0421.C12.o2.ts 


Method 


TBLASTX : Soybean 


Start 


11638 


End 


13401 


GI 


none 


Score 


336 



52793 



# 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11638. .11943, 11639. .11944, 11759 .. 1194 4 , 12136 .. 12219, 

12144. .12212, 12226. .12342, 1227 6 .. 1234 4 , 12770 .. 12859, 

12772. .12855, 12858 .. 13022, 12859 .. 13023, 128 68 13023, 

13266. .13400, 13270.. 13401 



Seq. ID OJ991201_03.0421.C12 
Strand 

End 15183 

Method TBLASTX : Cress 

End 11947 

Score 4 9 

11728, 11668. .11712, 11735 1194 4 , 11737 .. 11943, 
11947 



51392 
108938 
11638 

OJ991201_03.0421.C12.o2.tc 
11654 
none 
11654 
11762 



Seq. No. 51392 

Gene No. 108938 

Start 11638 

Name OJ991201_03 . 0421 . C12 . ol . tw 

Start 11711 

GI none 

Exons 11711. .11944, 11752.. 11961 



Seq. ID OJ991201_03.0421.C12 
Strand 

End 15183 

Method TBLASTX : Wheat 

End 11961 

Score 273 



Seq. No. 51392 Seq. ID 

Gene No. 108938 Strand 

Start 11638 End 

Name OJ991201_03 . 0421 . C12 . o3 . tc Method 

Start 12136 End 

GI none Score 
Exons 



OJ991201_03.0421.C12 
15183 

TBLASTX: Cress 

13017 

221 



12136. .12342, 12159 .. 12221, 1227 6 .. 12344 , 12770 .. 128 65, 
12772. .12903, 12852 .. 12992, 12859 .. 13017 , 12871 .. 12984 , 
12873. .12989 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51392 

108938 

11638 

OJ991201_03.0421.C12.ol.tm 

12770 

none 

12770. .12859, 



12849. 
13270. 
13609. 
14033. 
14420. 
14793. 



12986, 
13485, 
13716, 
14305, 
14518, 
14828, 



12770. 
12859. 
13270. 
13613. 
14034. 
14513. 
14822. 



12820, 
13023, 
13488, 
13717, 
14306, 
14560, 
14875, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12772 

12861 

13608 

13.613 

14415 

14754 



OJ991201 03.0421.C12 



15183 

TBLASTX: Maize 
15183 
119 

12888, 12772. .12903, 
12986, 13266. .13481, 
13715, 13608. .13715, 
13717, 14028, 
14504, 14418. 
14789, 14790. 



15084. .15179, 15085. 



,14279, 
,14555, 
,14873, 
,15183 



51392 
108938 
11638 

OJ991201_03.0421.C12.ol.tc 
13270 
none 

13270. .13401, 13270. 
13608. .13715, 13608. 
13622. .13717, 14034. 



Seq. ID OJ991201_03.0421.C12 
Strand 

End 15183 
Method TBLASTX : Cress 
End 14144 
Score 136 
,13386, 13395. .13481, 13399 .. 13485, 
,13709, 13619. .13711, 1362 1 .. 137 16, 
,14144, 14045. .14143 



Seq. No. 



51392 



Seq. ID OJ991201_03.0421.C12 



52794 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



108938 
11638 
OJ991201 
14034 
none 
14034 
14418 
14756 



03.0421.C12.ol.ts 



14306, 
14495, 
14875 



14040. 
14420. 



14303, 
14518, 



Strand 
End 

Method 
End 
Score 

14045 

14754 



15183 

TBLASTX: Soybean 
14875 
285 

.14305, 14418. .14555, 
.14873, 14754. .14873, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51392 

108938 

11638 

OJ991201_03.0421.C12.o4.tc 

14222 

none 

14222. .14305, 14226 .. 14306, 
14523. .14552, 1474 1 .. 14 902, 
15085. .15183, 15086. .15175, 



Seq. ID OJ991201_03.0421.C12 
Strand 

End 15183' 

Method TBLASTX : Cress 

End 15183 

Score 88 
14418. .14498, 14420 .. 14497 , 
14754. .14906, 15084 .. 15182 , 
15093. .15179 



51393 Seq. ID 

108939 Strand 
1 End 
OJ991201_03.0421.C13.ol.np Method 
1 End 
3056595 Score 
1..912 

(AC004255) T1F9.16 [Arabidopsis thaliana] 



OJ991201_03.0421.C13 
+ 

915 

AAT/NAP 
912 
492 



51393 Seq. ID 

108939 Strand 

1 End 
OJ991201_03.0421.C13.ol.gs Method 

71 End 

none Score 

71. .271, 337. .915 



OJ991201_03.0421.C13 
+ 

915 

GENSCAN 

915 

.82 



51393 

108940 

6053 

OJ991201_03.0421.C13.o2.np 

6053 

100210 

6053. .6243, 8837. .8994, 9258. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9298 

extensin precursor (clone Tom L-4) - tomato gi 1170444 (M76671) 
extensin (class II) [Lycopersicon esculentum] 



OJ991201_03.0421.C13 
+ 

9525 
AAT/NAP 
9298 
84 



Seq. No. 


51393 


Seq. ID 


OJ991201 


Gene No. 


108940 


Strand 


+ 


Start 


6053 


End 


9525 


Name 


OJ991201 03.0421.C13.o4.gs 


Method 


GENSCAN 


Start 


8928 


End 


9383 


GI 


none 


Score 


.78 


Exons 


8928. .9383 






Seq. No. 


51393 


Seq. ID 


OJ991201 


Gene No. 


108940 


Strand 


+ 


Start 


6053 


End 


9525 



52795 




Name 


OJ991201 03. 0421.C13.ol 


.gp 




Method 


AAT/GAP 


Start 


8956 




End 


9525 


GI 


22877 1.R1084 






Score 


1100 


Exons 


8956. . 9525 










GI Descrip. 


1 3449320/dbj IAB016879.1 


IAB016879 5.0e 


-10 Arabidopsis thaliana 




genomic DNA, chromosome 


5, 


Pl 


clone : 


yiRB17, complete sequence 


Seq. No. 


51393 






Seq. ID 


OJ991201_03.0421.C13 


Gene No. 


108941 






Strand 




Start 


2773 






End 


4067 


Name 


OJ991201 03.0421.C13.o2 


.gs 




Method 


GENS CAN 


Start 


2773 






End 


4067 


GI 


none 






Score 


. 93 


Exons 


2773. .3188, 3206. .4067 










Seq. No. 


51393 






Seq. ID 


OJ991201_03.0421.C13 


Gene No. 


108942 






Strand 




Start 


6070 






End 


7017 


Name 


OJ991201 03.0421.C13.ol 


.tm 




Method 


TBLASTX: Maize 


Start 


2 






End 


247 


GI 


none 






Score 


132 


Exons 


2. .97, 3. .89, 91. .129, 


95. . 


139, 152.. 


247, 154 . .213 


Seq. No. 


51393 






Seq. ID 


OJ991201_03.0421.C13 


Gene No. 


108942 






Strand 




Start 


6070 






End 


7017 


Name 


OJ991201 03.0421.C13.o2 


.tm 




Method 


TBLASTX: Maize 


Start 


2872 






End 


3118 


GI 


none 






Score 


119 


Exons 


2872. .3015, 2872. .3057, 


2879. 


.3073, 2894.. 3073, 2898.. 3074, 




2898. .3074, 3088. .3117, 


3089. 


.3118 




Seq. No. 


51393 






Seq. ID 


OJ991201_03.0421.C13 


Gene No. 


108942 






Strand 




Start 


6070 






End 


7017 


Name 


OJ991201 03.0421.C13.o3 


. gs 




Method 


GENSCAN 


Start 


6070 ~ 




End 


7017 


GI 


none 






Score 


.92 


Exons 


6070. . 6435, 6973. .7017 










Seq. No. 


51394 






Seq. ID 


OJ991201_03.0421.C14 


Gene No. 


108943 






Strand 


+ 


Start 


2462 






End 


3522 


Name 


OJ991201 03.0421.C14.o2 


. gs 




Method 


GENSCAN 


Start 


2462 ~ 






End 


3522 


GI 


none 






Score 


.48 


Exons 


24 62. .2595, 3043. .3208, 


3367. 


.3522 




Seq. No. 


51394 






Seq. ID 


OJ991201_03.0421.C14 


Gene No. 


108944 






Strand 


+ 


Start 


4071 






End 


4748 


Name 


OJ991201 03.0421.C14.ol 


.gp 




Method 


AAT/GAP 


Start 


4071 






End 


4748 


GI 


2661 1.R1084 






Score 


1287 


Exons 


4071. .4748 










GI Descrip. 


'4 415940/gb|AAD20170 | 6 


. Oe- 


21 


(AC006418) hypothetical protein 



[Arabidopsis thaliana] ' 



52796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51394 Seq. ID OJ991201_03 . 0421 . C14 

108945 Strand 

1 End 729 

OJ991201_03.0421.C14 .ol.np Method AAT/NAP 

1 End 413 

7485719 . Score 307 

1. .413 

hypothetical protein F18E5 
gi |3080386| emb | CAA18706 . 1 | 

[Arabidopsis thaliana] gi | 3402761 1 emb | CAA20207 
hypothetical protein [Arabidopsis thaliana] 

gi|7268939|emb|CAB81249.1i (AL161555) hypothetical protein 
[Arabidopsis thaliana] 



40 - Arabidopsis thaliana 
(AL022603) hypothetical protein 

1| (AL031187) 



51394 Seq. ID 

108945 Strand 

1 End 
OJ991201_03.0421.C14.ol.gs Method 

35 End 

none Score 
35. .551, 638. .729 



OJ991201_03.0421.C14 
729 

GENS CAN 

729 

.82 



Seq. No. 


51394 




Seq. ID 


OJ991201_03.0421 


.C14 


Gene No. 


108946 




Strand 






Start 


4285 




End 


5820 




Name 


OJ991201 03. 


0421.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


4270 




End 


4620 




GI 


none 




Score 


190 




Exons 


4270. .4587, 


4291. .4587, 4570. 


.4620, 4588. .4617 




Seq. No. 


51394 




Seq. ID 


OJ991201_03.0421 


.C14 


Gene No. 


108946 




Strand 






Start 


4285 




End 


5820 




Name 


OJ991201 03. 


0421.C14.o2.np 


Method 


AAT/NAP 




Start 


4285 


End 


4671 




GI 


7486809 




Score 


301 




Exons 


4285. .4671 










GI Descrip. 


hypothetical 


protein M4I22.90 


- Arabidopsis thaliana 





gi I 3269289 | emb | CAA19722.il (AL030978) putative protein 
[Arabidopsis thaliana] gi | 7269581 1 emb | CAB79583 . 1 I (AL161566) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


51394 








Seq. ID 


OJ991201_03.0421 


.C14 


Gene No. 


108946 








Strand 






Start 


4285 








End 


5820 




Name 


OJ991201 03. 


0421 


.C14.o3 


. gs 


Method 


GENSCAN 




Start 


4285 






End 


5820 




GI 


none 








Score 


.86 




Exons 


4285. .4722, 


5731 


. .5820 










Seq. No. 


51394 








Seq. ID 


OJ991201_03.0421 


.C14 


Gene No. 


108946 








Strand 






Start 


4285 








End 


5820 




Name 


OJ991201 03. 


0421 


.C14.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4291 








End 


4518 




GI 


none 








Score 


165 





52797 



Exons 4291.. 4515, 4291.. 4518 



Seq. No. 


51394 








Seq. ID 


OJ991201_03.0421. 


C14 


Gene No. 


108946 








Strand 






Start 


4285 








End 


5820 




Name 


OJ991201_03 


0421 


C14 .ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4309 








End 


4617 




GI 


none 








Score 


62 




Exons 


4309. .4428, 


4483 


.4617, 


4510. 


.4617 






Seq. No. 


51394 








Seq. ID 


OJ991201_03.0421. 


C14 


Gene No. 


108946 








Strand 






Start 


4285 








End 


5820 




Name 


OJ991201 03 


0421 


C14.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4375 








End 


4617 




GI 


none 








Score 


145 




Exons 


4375. .4428, 


4483 


.4617 











Seq. No. 51395 Seq. ID 

Gene No. 108947 Strand 

Start 6078 End 

Name OJ991201_03 . 0421 . C15 . o2 . gs Method 

Start 6078 End 

GI none Score 

Exons 6078.. 6521, 8553.. 8780, 8894.. 9076 



OJ991201_03.0421.C15 
+ 

9258 
GENS CAN 
9076 
. 64 



Seq. No. 51395 

Gene No. 108947 

Start 6078 

Name OJ991201_03 . 0421 . C15 . o2 . gp 

Start 7136 

GI 4464_1.R1084 

Exons 7136.. 7329, 8439.. 8477, 8553 
GI Descrip. 



OJ991201_03.0421.C15 
+ 

9258 
AAT/GAP 
9258 
1573 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8780, 8894. .9258 
' 400989/sp|Q02764 |RK24_TOBAC 2.0e-54 SOS RIBOSOMAL PROTEIN L24, 

CHLOROPLAST PRECURSOR (CL24) >gi_322771_pir A45113 ribosomal 

protein L24 precursor - common tobacco >gi_170273 (M87838) 
ribosomal protein L24 [Nicotiana tabacum] >gi_170324 (M87839) 
ribosomal protein L24 [Nicotiana tabacum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



51395 Seq. ID 

108947 Strand 
6078 End 
OJ991201_03.0421.C15.o2.np Method 
7770 End 
132819 Score 
7770.. 7876, 8507.. 8774, 8888.. 9098 

SOS RIBOSOMAL PROTEIN L24, CHLOROPLAST PRECURSOR (CL24) 
gi|71307 |pir||R5PM24 ribosomal protein L24 precursor, 
chloroplast - garden pea gi | 20873 | emb | CAA32 185 | (X14020) CL24 
ribosomal preprotein (AA -39 to 155) [Pisum sativum] 



OJ991201_03. 0421. CIS 
+ 

9258 
AAT/NAP 
9098 
452 



51395 Seq. ID 

108948 Strand 

1018 End 

OJ991201_03.0421.C15.ol.np Method 

967 End 

112564 Score 



OJ991201_03.0421.C15 

4861 
AAT/NAP 
4861 
818 



52798 




Exons 967. .1204, 1698. .1806, 1898. .2029, 2238. .2461, 2554. .2669, 

2767. .3018, 3138. .3229, 3333. .3387, 3463. .3561, 4256. .4312, 

4397. .4468, 4555. .4616, 4779. .4861 
GI Descrip. beta-glucosidase (EC 3.2.1.21) - cassava gi | 249262 |bbs | 101989 

(S35175) linamarase=beta-glucosidase [Manihot esculenta=cassava, 

Cranz, Peptide, 531 aa] [Manihot esculenta] 



Seq. No. 51395 
Gene No. 108948 
Start 1018 

Name OJ991201_03 . 0421 . C15 . o2 . tm 

Start 994 
GI none 

Exons 994.. 1089, 1096.. 1227, 1115. 

2234.. 2257, 2305.. 2460, 2324 
2764. .2856, 2825. .2857, 2884 
3141.. 3245, 3157.. 3231, 3328 
3488.. 3562, 4256.. 4315, 4394 
4553. .4612 



Seq. ID OJ991201_03.0421.C15 
Strand 
End 

Method 
End 
Score 
,1201, 1891. 



4861 

TBLASTX: Maize 

4614 

90 

.2025, 1893. .2018, 



.2461, 2553. 

.3021, 2885. 

.3474, 3349. 

.4474, 4401. 



,2651, 2553.. 2672, 

,3004, 2887. .3021, 

,3414, 3487. .3588, 

,4472, 4552. .4614, 



Seq. No. 51395 

Gene No. 108948 

Start 1018 

Name OJ991201_03 . 0421 .CIS.ol 

Start 1018 

GI none 

Exons 1018.. 1204, 1698.. 1806, 
4256. .4293 

Seq. No. 51395 
Gene No. 108 94 8 

Start 1018 

Name OJ991201_03 . 0421 .C15 . ol 

Start 1024 
GI none 

Exons 1024.. 1203, 1055.. 1198, 

2311. .2460, 2553. .2672, 
3160.. 3231, 3328. .3399, 
4412. .4474, 4555. .4617 



Seq. ID OJ991201_03.0421.C15 
Strand 

End 4 8 61 

. gs Method GENSCAN 

End 4293 

Score . 63 
2238. .2461, 2554.. 2669, 2767. .3022, 



Seq. ID OJ991201_03.0421.C15 
Strand 

End 4 8 61 

.ts Method TBLASTX : Soybean 

End 4617 

Score 92 
1697. .1807, 1893. .2012, 2243. .2263, 
2767.. 3021, 2837.. 3004, 3141.. 3242, 
3487. .3570, 4256. .4315, 4407. .4472, 



Seq. No. 51395 

Gene No. 108948 

Start 1018 

Name OJ991201_03 . 0421 .C15 . ol . tc 

Start 1093 

GI none 
Exons 



Seq. ID OJ991201_03.0421.C15 
Strand 

End 4861 

Method TBLASTX : Cress 

End 4 620 

Score 121 



1093.. 1206, 1896. .1973, 2299. .2460, 2553.. 2672, 2767.. 3021, 
2813. .3022, 3141. .3242, 3328. .3387, 3487. .3588, 4552. .4620 



Seq. No. 51395 

Gene No. 108948 

Start 1018 

Name OJ991201_03 . 0421 .C15 . ol . tw 

Start 2305 

GI none 

Exons 2305.. 2460, 2553.. 2651, 2779. 

3138.. 3227, 3141. .3242, 3145. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2844, 2779 
.3237, 3340 



OJ991201 03.0421.C15 



4861 

TBLASTX: Wheat 
3567 
43 

3021, 2885. 
3414, 3487, 



.3004, 
,3567 



52799 



Seq. No. 51395 

Gene No. 108948 

Start 1018 

Name OJ991201_03 . 0421 . C15 . ol . gp 

Start 2647 

GI 1036934 

Exons 2647.-2669, 2767.. 3093 

GI Descrip. 3449320/dbj | AB016879. 1 | AB016879 5.0e-10 Arabidopsis thaliana 
genomic DNA, chromosome 5, PI clone: MRB17, complete sequence 



Seq. ID OJ991201_03.0421.C15 
Strand 

End 4 8 61 

Method AAT/GAP 

End 3093 

Score 536 





Seq. No. 


51395 








Seq. ID 


OJ991201 


_03.0421.C15 




Gene No. 


108949 








Strand 








Start 


7204 








End 


9115 






Name 


OJ991201 03 


. 0421 


.C15.ol 


. tm 


Method 


TBLASTX: 


Mai ze 




Start 


7204 ~ 








End 


9115 






GI 


none 








Score 


95 






Exons 


7204. .7284, 


7206 


. .7283, 


7262. 


.7330, 7263.. 7331, 


8438. .8467, 






8445. .8474, 


8523 


. . 8783, 


8536. 


.8658, 8S46..8779, 


8894 . . 9058, 






8894 . . 9115 
















Seq. No. 


51395 








Seq. ID 


OJ991201 


_03.0421.C15 




Gene No . 


108949 








Strand 






- SS* 


Start 


7204 








End 


9115 






Name 


OJ991201 03 


. 0421 


.C15 .o2 


. tc 


Method 


TBLASTX: 


Cress 


^ =7 

f HI 


Start 


8539 ~ 








End 


9043 






GI 


none 








Score 


86 




I ij 


Exons 


8539. .8634, 


8542 


. . 8757, 


8550. 


.8759, 8552. .8758, 


8891 . . 9043, 


I j 




8891. .9043 
















Seq. No. 


51395 








Seq. ID 


OJ991201 


03.0421.C15 




Gene No . 


108949 








Strand 






ry 


Start 


7204 








End 


9115 




s 


Name 


OJ991201 03 


.0421 


.C15.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


8540 ~ 








End 


9052 




GI 


none 








Score 


144 




! f 


Exons 


8540. .8746, 


8542 


. .8643, 


8546. 


.8758, 8547. .8759, 


8886. . 9044 , 


i Jj 




8891. .9052, 


8893 


. .9042 










r n 


Seq. No. 


51396 








Seq. ID 


OJ991201 


_02.0421.C3 




Gene No. 


108950 








Strand 








Start 


1015 








End 


1655 






Name 


OJ991201 02 


.0421 


.C3.ol. 


gs 


Method 


GENSCAN 






Start 


1015 






End 


1655 






GI 


none 








Score 


.94 






Exons 


1015. .1031, 


1322 


. .1655 












Seq. No. 


51396 








Seq. ID 


OJ991201 


_02.0421.C3 




Gene No. 


108950 








Strand 








Start 


1015 








End 


1655 






Name 


OJ991201 02 


.0421 


.C3.ol.: 


np 


Method 


AAT/NAP 






Start 


1308 






End 


1652 






GI 


4895197 








Score 


242 






Exons 


1308. .1652 
















GI Descrip. 


(AC007661) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


51396 








Seq. ID 


OJ991201 


_02.0421.C3 



52800 



Gene No. 


108951 






Strand 




Start 


2626 






End 


2732 


Name 


OJ991201 02. 


0421.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1323 






End 


1589 


GI 


none 






Score 


128 


Exons 


1323. .1454, 


1324. .1449, 


1470. 


1589, 1477.. 1560 


Seq. No. 


51396 






Seq. ID 


OJ991201_02.0421.C3 


Gene No. 


108951 






Strand 




Start 


2626 






End 


2732 


Name 


OJ991201 02. 


0421.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1323 






End 


1589 


GI 


none 






Score 


180 


Exons 


1323. .1520, 


1324. .1452, 


1416. 


1454, 1455.. 1589, 1459.. 1560 


Seq. No. 


51396 






Seq. ID 


OJ991201_02.0421.C3 


Gene No. 


108951 






Strand 




Start 


2626 






End 


2732 


Name 


OJ991201 02. 


0421.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1323 






End 


1586 


GI 


none 






Score 


348 


Exons 


1323. .1586, 


1324. .1566 








Seq. No. 


51396 






Seq. ID 


OJ991201_02.0421.C3 


Gene No. 


108951 






Strand 




Start 


2626 






End 


2732 


Name 


OJ991201 02. 


0421.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1323 






End 


1589 


GI 


none 






Score 


132 


Exons 


1323. .1454, 


1324. .1449, 


1455. . 


1568, 1569. .1589 


Seq. No. 


51396 






Seq. ID 


OJ991201_02.0421.C3 


Gene No. 


108951 






Strand 




Start 


2626 






End 


2732 


Name 


OJ991201 02. 


0421.C3.o2. 


gs 


Method 


GENSCAN 


Start 


2626 




End 


2732 


GI 


none 






Score 


.94 


Exons 


2626. .2732 










Seq. No. 


51397 






Seq. ID 


OJ991201_02.0421.C4 


Gene No. 


108952 






Strand 




Start 


1 






End 


22021 


Name 


OJ991201 02. 


0421.C4.o2. 


np 


Method 


AAT/NAP 


Start 


1 




End 


21973 


GI 


6649242 






Score 


208 


Exons 


1..92, 3394. 


.3622, 4752 


. .4826, 


10074. . 


10152, 11130. .11261, 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11714. .11930, 12375. .12610, 20916 .. 21333, 21644. .21973 
(AF201422) splicing coactivator subunit SRm300 [Homo sapiens] 



51397 

108952 

1 

OJ991201_02.0421.C4.ol.np 

6566 

5921832 



Seq. ID OJ991201_02.0421.C4 
Strand 

End 22021 

Method AAT/NAP 

End 7376 

Score 226 



6566. .6766, 6800. .7006, 7275. .7376 

COPPER TRANSPORTER 1 gi | 1082054 | emb | CAA90018 | (Z49859) copper 



52801 



transporter protein [Arabidopsis thaliana] 



Seq. No. 


51397 




Seq. ID 


OJ991201_ 


02 


Gene No. 


108952 




Strand 






Start 


1 




End 


22021 




Name 


OJ991201 02. 0421. C4 


o3 . gs 


Method 


GENSCAN 




Start 


10893 




End 


18227 




GI 


none 




Score 


.68 




Exons 


10893. .11703, 11769. 


.11884, 


11989. . 12010, 12420. 


. 1 




13093. .13345, 13651, 


.13857, 


14129. .14192, 14280. 


. 1 




14679. .14777, 14914, 


.14946, 


18103. . 18227 




Seq. No. 


51397 




Seq. ID 


OJ991201 


02 


Gene No. 


108952 




Strand 






Start 


1 




End 


22021 




Name 


OJ991201 02. 0421. C4 . 


o4 . gs 


Method 


GENSCAN 




Start 


20899 




End 


22021 




GI 


none 




Score 


.98 




Exons 


20899. .21345, 21422. 


.22021 








Seq. No. 


51398 




Seq. ID 


OJ991201_ 


02 


Gene No. 


108953 




Strand 


+ 




Start 


910 




End 


8816 




Name 


OJ991201 02. 0421. C5. 


ol . gs 


Method 


GENSCAN 




Start 


910 




End 


8816 




GI 


none 




Score 


.41 




Exons 


910. .986, 2582. .2678, 3266. 


.3562, 8634 


. .8816 




Seq. No. 


51398 




Seq. ID 


OJ991201_ 


02 


Gene No. 


108954 




Strand 


+ 




Start 


15416 




End 


16124 




Name 


OJ991201 02. 0421. C5. 


ol.gp 


Method 


AAT/GAP 




Start 


15416 




End 


16124 




GI 


none 




Score 


1363 




Exons 


15416. .16124 










Seq. No. 


51398 




Seq. ID 


OJ991201_ 


02 


Gene No. 


108955 




Strand 


+ 




Start 


17315 




End 


18956 




Name 


OJ991201 02. 0421. C5 . 


o4 .gs 


Method 


GENSCAN 




Start 


17315 




End 


18956 




GI 


none 




Score 


.75 




Exons 


17315. .17389, 17469. 


.17661, 


18038. .181 


67, 18893. 


. 1 


Seq. No. 


51398 




Seq. ID 


OJ991201_ 


02 


Gene No. 


108955 




Strand 


+ 




Start 


17315 




End 


18956 




Name 


OJ991201 02. 0421. C5 . 


o2 .np 


Method 


AAT/NAP 




Start 


17948 




End 


18824 




GI 


7242910 




Score 


70 




Exons 


17948. .18071, 18539. 


.18668, 


18737. .18824 




GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 




Seq. No. 


51398 




Seq. ID 


OJ991201_ 


02 


Gene No. 


108956 




Strand 


+ 




Start 


19062 




End 


19210 




Name 


OJ991201 02. 0421. C5. 


o2.gp 


Method 


AAT/GAP 





02. 0421. C4 



02. 0421. C4 



02. 0421. C5 



02. 0421. C5 



02. 0421. C5 



02. 0421. C5 



52802 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19062 End 19210 

uC-osflcypl04cl2al Score 198 

19062. .19210 

1 5852170/emb|AL117265.1|OST17804 3.0e-29 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



51398 Seq. ID 

108957 Strand 

22875 End 

OJ991201_02.0421.C5.o6.gs Method 

22875 End 

none Score 



OJ991201_02.0421.C5 
+ 

26301 
GENSCAN 
26301 
.58 



22875. .22901, 24615 .. 24955, 25272.. 26301 



51398 Seq. ID 

108957 Strand 

22875 End 

OJ991201_02.0421.C5.o3.gp Method 

25342 End 

95327_1.R1084 Score 
25342. .25656 

•1707032 2.0e-15 (U80445) coded for by 
coded for by C. elegans cDNA yk21g6.3; 



02. 0421. C5 



OJ991201_ 
+ 

26301 
AAT/GAP 
25656 
565 



C. elegans cDNA ykl3g5.3; 
coded for by C. elegans 





cDNA CEMSE18F; coded for by C. elegans 


cDNA ykl2 6bl.3; coded 




by C. elegans cDNA yk65h8.3; 


coded for 


by C. elegans cDNA 




yk65h8' 






Seq. No. 


51398 


Seq. ID 


OJ991201_02.0421.C5 


Gene No. 


108958 


Strand 




Start 


10439 


End 


14108 


Name 


OJ991201 02.0421.C5.ol.np 


Method 


AAT/NAP 


Start 


10439 


End 


14108 


GI 


4544450 


Score 


652 


Exons 


10439. .10580, 11356. .12375, 


14054. .14108 


GI Descrip. 


(AC006592) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


51398 


Seq. ID 


OJ991201_02.0421.C5 


Gene No. 


108958 


Strand 




Start 


10439 


End 


14108 


Name 


OJ991201 02.0421.C5.o2.gs 


Method 


GENSCAN 


Start 


11352 


End 


12989 


GI 


none 


Score 


.97 


Exons 


11352.. 12989 






Seq. No. 


51398 


Seq. ID 


OJ991201_02.0421.C5 


Gene No. 


108959 


Strand 




Start 


15241 


End 


16287 


Name 


OJ991201 02.0421.C5.o3.gs 


Method 


GENSCAN 


Start 


15241 


End 


16287 


GI 


none 


Score 


.78 


Exons 


15241. .15362, 15527 15644 , 


15761. .15919, 15974. .16133, 




16217. .16287 







Seq. No. 51398 

Gene No. 108960 

Start 20161 

Name OJ991201_02 . 0421 . C5 . o5 . gs 



Seq. ID OJ991201_02.0421.C5 
Strand 

End 21163 

Method GENSCAN 



52803 




Start 


20161 




End 


21163 




GI 


none 




Score 


.62 




Exons 


20161. .20436, 20515. 


.20717, 


21013.. 21163 




Seq. No. 


51398 




Seq. ID 


OJ991201_02.0421 


.C5 




108961 




Strand 






Start 


27513 




End 


38936 




Name 


OJ991201 02. 0421. C5. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


3257 




End 


3532 




GI 


none 




Score 


104 




Exons 


3257. .3385, 3263.. 3484, 3264 


..3389, 3411. .3479, 3488. .3532 


Seq. No. 


51398 




Seq. ID 


OJ991201_02.0421 


.C5 




108961 




Strand 






Start 


27513 




End 


38936 




Name 


OJ991201 02. 0421. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


3299 




End 


3469 




GI 


none 




Score 


96 




Exons 


3299.. 3319, 3313.. 3390, 3314 


..3391, 3314. .3469, 3318. .3464 


Seq. No. 


51398 




Seq. ID 


OJ991201_02.0421 


.C5 


Ocllc 1NU . 


108961 




Strand 






Start 


OTCI O 

£ 1 DlO 




End 


38936 




Name 




O J . tc 


Method 


TBLASTX: Cress 




Start 


11 Jol 




End 


11687 




GI 


none 




Score 


119 




Exons 


1 1 ori 1 1 CQl 1 1 o^o 
IIjOI . . llOo / , IIjOZ. 


i i CCT 
. 1 1 DO / 








Seq. No. 


CI OQQ 




Seq. ID 


OJ991201JD2.0421 


. Co 


Gene No. 


108961 




Strand 






Start 


27513 




End 


38936 




Name 




r\0 -f-m 
■ cm 


Method 


TBLASTX: Maize 




OLdi L 


11373 




End 


12722 




GI 


none 




Score 


194 




Exons 


11373. .11969, 11374. 


.11970, 


11760. .11981, 11769. .11969, 






11803. .11961, 12033. 


.1-2116, 


12051. .12284, 12111. .12278, 






12210. .12374, 12261. 


.12377, 


12306. .12389, 12306 .. 12464 , 






12399. . 12650, 12408. 


.12722 








Seq. No. 


51398 




Seq. ID 


OJ991201_02.0421 


.C5 




108961 




Strand 






Start 


27513 




End 


38936 




Name 


OJ991201 02. 0421. C5. 


o2.ts 


Method 


TBLASTX .-Soybean 




Start 


11373 




End 


11792 




GI 


none 




Score 


109 




Exons 


11373. .11792, 11374. 


.11640, 


11388. .11762 




Seq. No. 


51398 




Seq. ID 


OJ991201_02.0421 


.C5 


Gene No. 


108961 




Strand 






O L.O.IT L 


27513 




End 


38936 




Name 


OJ991201 02. 0421. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11667 




End 


12731 




GI 


none 




Score 


71 




Exons 


11667. .11780, 11670. 


.11969, 


11701. .11955, 11814. .11969, 






12015. . 12143, 12060. 


. 12281, 


12384. .12731 




Seq. No. 


51398 




Seq. ID 


OJ991201_02.0421 


.C5 



52804 



Gene No. 108961 Strand 

Start 27513 End 

Name OJ991201_02 . 0421 . C5 . o2 . tc Method 

Start 11688 End 

GI none Score 

Exons 11688. .11801, 11814 11969, 

12045. .12119, 12111. .12281, 
12198. .12461, 12207. .12371, 
12306. .12743, 12366. .12767 



38936 

TBLASTX: Cress 
12767 
60 

12018. .12191, 12018. .12389, 
12129. . 12251, 12178. . 12372, 
12290. . 12331, 12300. . 124 67, 



Seq. No. 51398 Seq. ID 

Gene No. 108961 Strand 

Start 27513 End 

Name OJ991201_02 . 0421 . C5 . ol . ts Method 

Start 15501 End 

GI none Score 

Exons 15501. .15644, 15557 .. 15646, 

15760. .15939, 16054. .16113 



OJ991201_02.0421.C5 
38936 

TBLASTX: Soybean 
16113 
119 

15557. .15643, 15758 15928 , 



Seq. No. 

Gene No. 

Start 

Name 
I J Start 
\2 GI 
fr, Exons 



51398 
108961 
27513 

OJ991201_02.0421.C5.ol.tm 
15546 



End 

Method 
End 

none Score 
15546. .15644, 15548 .. 1564 6, 15548 .. 15643, 157 60 15939, 
15761. .15943, 16043 .. 16066, 16048 .. 16143, 16049. . 16132, 
16222.. 16308 



Seq. ID OJ991201_02.0421.C5 
Strand 

38936 

TBLASTX: Maize 
16308 
145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51398 

108961 

27513 

OJ991201_02 . 0421 . C5 . o2 . tw 

15548 

none 

15548. .15643, 1554 9 .. 15704 , 
15761. .15826 

51398 

108961 

27513 

OJ991201_02.0421.C5.ol.tc 

15549 

none 

15549. .15641, 15557 .. 15643, 
15758. .15928, 15760 .. 15939, 

51398 

108961 

27513 

OJ991201_02.0421.C5.o4.gp 

27278 

2312823 

27278. .27329, 27552 .. 27658 , 
28064. .28231 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_02.0421.C5 
38936 

TBLASTX: Wheat 

15826 

137 



15558. .15644, 157 60 .. 15825, 



Seq. ID OJ991201_02.0421.C5 
Strand 

End 38936 

Method TBLASTX : Cress 

End 15966 

Score 111 
15558. .15644, 15622 .. 15648 , 
15904. .15966 

Seq. ID OJ991201_02.0421.C5 
Strand 

End 38936 

Method AAT/GAP 

End 28231 

Score 769 
27761. .27829, 27 913 .. 27975, 



Seq. No. 



51398 



Seq. ID OJ991201 02. 0421. C5 



52805 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



108961 Strand 

27513 End 38936 

OJ991201_02 . 0421 . C5 . o7 . gs Method GENSCAN 

27513 End 38362 

none . Score . 51 

27513. .27658, 27761 27829, 28064 .. 28329, 29194 .. 29354 , 

29558. .29651, 30272 30431, 31204 31292 , 31717 . . 317 65, 

33366. .33455, 35754 .. 35829, 37632 .. 37711 , 38200. .38362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51398 Seq. ID 

108961 Strand 

27513 End 

OJ991201_02 . 0421 . C5 . o3 . np Method 

36791 End 

4335720 Score 



OJ991201_02.0421.C5 

38936 
AAT/NAP 
38936 
354 



36791. .37044, 37474 38346, 38900.. 38936 

(AC00624 8) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 
□ Start 
Q GI 
rfs Exons 



51398 Seq. ID 

108961 Strand 

27513 End 

OJ991201_02 . 0421 . C5 . o3 . tm Method 

37423 End 

none Score 



OJ991201_02.0421.C5 
38936 

TBLASTX: Maize 

38116 

71 



37423. .37566, 37490 .. 37564, 37560 .. 37625, 37564 .. 37626, 
37653. .37961, 37739 .. 37774 , 37801 .. 37959, 37859 .. 38116, 
37949. .38038 



Seq. No. 51398 

Gene No. 108961 

Start 27513 

Name OJ991201_02 . 0421 . C5 . o3 . tw 

Start 37480 

GI none 

Exons 37480. .37563, 37650.. 37817 



Seq. ID OJ991201_02.0421.C5 
Strand 

End 38936 

Method TBLASTX : Wheat 

End 37817 

Score 142 



,1 Seq. No. 51399 

Gene No. 108962 

It Start 6829 

u Name OJ991201_02 . 0421 .C6 . o3 . gs 

Start 6829 

GI none 
Exons 



Seq. ID OJ991201_02.0421.C6 
Strand 

15201 
GENSCAN 
14564 
.55 



End 

Method 
End 
Score 

6829. .6971, 9553. .9765, 9861. .10029, 10159 10227 , 10337 .. 10482 , 
10577. .10655, 11131 .. 11208 , 12555 .. 12716, 12985 13614 , 
13778. .13914, 14097 .. 14280, 14427. .14564 



Seq. No. 51399 

Gene No. 108962 

Start 6829 

Name OJ991201_02 . 0421 . C6 . ol . gp 

Start 9358 

GI 34607_1.R1084 

Exons 9358.. 9765, 9861.. 10038 

GI Descrip. 1 530 6263 /gb | AAD4 1995 . 1 1 AC006233_6 2.0e-20 (AC006233) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ991201_02.0421.C6 
Strand 

End 15201 

Method AAT/GAP 

End 10038 

Score 1056 



52806 



Seq. No. 51399 

Gene No. 108962 

Start 6829 

Name OJ991201_02 . 0421 . C6 . o2 . tm 

Start 9378 

GI none 

Exons 9378.. 9425, 9482.-9736, 9503. 
9872. .9901 



OJ991201_02.0421.C6 
15201 

TBLASTX: Maize 

9916 

44 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9769, 9504. .9779, 9857. .9916, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51399 Seq. ID 

108962 Strand 

6829 End 

OJ991201_02.0421.C6.ol.np Method 

9518 End 

5306263 Score 



OJ991201_02.0421.C6 

15201 
AAT/NAP 
15201 
993 



9518. .9750, 9861. .10029, 10337 .. 10455, 10571 10655 , 
11131. .11208, 12555. .12721, 12956 .. 13305 , 13399 13683, 
15094. .15201 

(AC006233) unknown protein [Arabidopsis thaliana] 



51399 

108962 

6829 

OJ991201_02.0421.C6.ol.ts 

9551 

none 



Seq. ID OJ991201_02.0421.C6 
Strand 

End 15201 

Method TBLASTX : Soybean 

End 10665 

Score 50 



9551. .9691, 9860. .9916, 9946. .10035, 9947.. 10030, 10166. 
10337. .10501, 10338. .10490, 10560 .. 10658, 1057 6 .. 10659, 
10578. .10658, 10579.. 10665 



, 10219, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51399 

108962 

6829 

OJ991201_02.0421.C6.ol.tw 

9901 

none 



Seq. ID OJ991201_02.0421.C6 
Strand 

End 15201 

Method TBLASTX : Wheat 

End 10631 

Score 139 



9901. .9924, 9922. .10029, 9932. .10030, 9943. .10035, 10159. 
10160. .10216, 10336. .10488, 10337 .. 10501, 10338 .. 104 90, 
10560. .10631, 10577. .10630, 10578.. 10631 



,10224, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51399 

108962 

6829 

OJ991201_02. 
9932 
none 
9932. . 
10151. 
10337, 
10578. 
12553. 
12978. 
13274. 



0421.C6.ol.tm 



Seq. ID OJ991201_02. 0421. C6 
Strand 

End 15201 

Method TBLASTX : Mai ze 

End 13707 

Score 113 



10015, 
.10228, 
.10501, 
.10658, 
.12717, 
.13205, 
.13435, 



9934. .10029, 9935.. 10030, 9952.. 10035, 

10159. .10227, 10318. .10488, 10337 .. 104 8 9, 

10560. .10658, 10576. .10734, 10577 10657, 

11128. .11214, 11129. .11209, 12552 12716, 

12555. .12716, 12960 .. 13190, 12974 .. 13159, 

12985. .13194, 13253 .. 13435, 13255 .. 134 64 , 

13622. .13687, 13625 .. 13687, 13657.. 13707 



Seq. No. 
Gene No. 
Start 



51399 

108962 

6829 



Seq. ID 

Strand 

End 



OJ991201 02. 0421. C6 



15201 



52807 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991201_02 . 0421 . C6 . o2 . gp Method AAT/GAP 

10441 End 13045 

3766754 . Score 698 

10441. .10482, 10577. .10655, 11131 .. 11208 , 12555 127 16, 

12985. .13045 

5306263/gb|AAD41995.1 |AC006233_6 2.0e-23 (AC006233) unknown 
protein [Arabidopsis thaliana] 



51399 

108962 

6829 

OJ991201_02.0421.C6.o2.ts 

11128 

none 



Seq. ID OJ991201_02.0421.C6 
Strand 

End 15201 

Method TBLASTX : Soybean 

End 13194 

Score 88 



11128. .11214, 11129. .11209, 12555 .. 12716, 12555 .. 127 16, 
12974. .13141, 12988. .13050, 13114. .13194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991201_02.0421.C6 
Strand 

End 15201 

Method AAT/GAP 

End 14356 

Score 832 



51399 
108962 
6829 

OJ991201_02.0421.C6.o3.gp 
13691 

uC-osflcyp014e02bl 
13691. .13856, 14097.. 14356 

'5306263/gb|AAD41995.1 |AC006233_6 2.0e-23 (AC006233) unknown 
protein [Arabidopsis thaliana] ' 



51400 

108963 

360 

OJ990821_51.0419.C3.ol.gs 

360 

none 

360. .530, 843. .923 



Seq. ID OJ990821_51.0419.C3 

Strand 

End 923 

Method GENSCAN 

End 923 

Score .96 



Seq. No. 51401 

Gene No. 108964 

Start 534 

Name OJ990821_51 . 04 1 9 . C9 . ol . gs 

Start 534 

GI none 

Exons 534.. 628 



Seq. ID OJ990821_51.0419.C9 

Strand + 

End 628 

Method GENSCAN 

End 628 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



51401 Seq. ID OJ990821_51 . 04 19 . C9 

108965 Strand + 

1023 End 1178 

OJ990821_51.0419.C9.ol.np Method AAT/NAP 

1023 End 1178 

7444442 Score 134 

1023. .1178 

gag/pol polyprotein - maize retrotransposon Hopscotch 
gi|531389|gb|AAA57005.1| (U12626) copia-like retrotransposon 
Hopscotch polyprotein [Zea mays] 



51402 

108966 

219 



Seq. ID OJ990821_51.0419.C15 
Strand + 
End 406 



52808 



Name 


OJ990821 51.0419. 


.C15.ol.gs 


Method 


GEN SCAN 


Start 


219 




End 


406 


GI 


none 




Score 


.89 


Exons 


219. .406 








Seq. No. 


51403 




Seq. ID 


OJ990821 


Gene No. 


108967 




Strand 




Start 


942 




End 


1345 


Name 


OJ990821 51.0419. 


.C20.ol.gs 


Method 


GEN SCAN 


Start 


942 


End 


1120 


GI 


none 




Score 


. 94 


Exons 


942. .1120 








Seq. No. 


51403 




Seq. ID 


OJ990821 


Gene No. 


108967 




Strand 




Start 


942 




End 


1345 


Name 


OJ990821 51.0419, 


,C20.ol.np 


Method 


AAT/NAP 


Start 


983 




End 


1345 


GI 


2495073 




Score 


65 


Exons 


983. .1150, 1318.. 


,1345 






GI Descrip. 


CELL SURFACE GLYCOPROTEIN EMR1 


. PRECURSOR (EMR1 : 



51.0419.C20 



(CELL SURFACE GLYCOPROTEIN F4/80) gi I 12237 69 | emb | CAA63720 . 1 1 
(X93328) cell surface glycoprotein [Mus musculus] 
gi|2078504 | gb | AAC53184 . 1 | (U66888) Emrl [Mus musculus] 



Seq. No. 


51404 


Seq. ID 


OJ990821_51.0419 


.C22 


Gene No. 


108968 


Strand 


+ 




Start 


1 


End 


945 




Name 


OJ990821 51.0419.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


945 




GI 


6689616 


Score 


517 




Exons 


1..29, 145. .663, 922. .945 








GI Descrip. 


(AJ012301) proline-rich protein [Zea mays] 




Seq. No. 


51404 


Seq. ID 


OJ990821_51.0419 


.C22 


Gene No. 


108968 


Strand 


+ 




Start 


1 


End 


945 




Name 


OJ990821 51.0419.C22.ol.gs 


Method 


GENSCAN 




Start 


5 


End 


758 




GI 


none 


Score 


. 99 




Exons 


5. .29, 145. .758 








Seq. No. 


51404 


Seq. ID 


OJ990821_51.0419 


.C22 


Gene No. 


108969 


Strand 






Start 


438 


End 


853 




Name 


OJ990821 51.0419.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


378 




GI 


none 


Score 


39 




Exons 


1.-27, 2. .28, 112. .171, 150. 


.296, 151. 


.198, 152.. 289, 2i 


37. .349, 




288. .362, 292. .378 








Seq. No. 


51404 


Seq. ID 


OJ990821_51.0419 


.C22 


Gene No. 


108969 


Strand 






Start 


438 


End 


853 




Name 


OJ990821 51.0419.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


574 




GI 


none 


Score 


35 





52809 



Exons 


2. .28, 129. 


.341, 


146. .340, 


338. .448, 


339. .449, 


527. 


.544, 




548. .574 














Seq. No. 


51404 






Seq. ID 


OJ990821 


_51. 


0419. 


Gene No. 


108969 






Strand 








Start 


438 






End 


853 






Name 


OJ990821 51 


.0419. 


C22.ol.gp 


Method 


AAT/GAP 






Start 


438 






End 


853 






GI 


none 






Score 


760 






Exons 


438. .853 














Seq. No. 


51405 






Seq. ID 


OJ990821 


_51. 


0419. 


Gene No. 


108970 






Strand 








Start 


720 






End 


936 






Name 


OJ990821 51 


.0419. 


C23.ol.gs 


Method 


GENSCAN 






Start 


720 






End 


936 






GI 


none 






Score 


.92 






Exons 


720. .936 














Seq. No. 


51406 






Seq. ID 


OJ990821 


_51. 


0419. 


Gene No. 


108971 






Strand 








Start 


198 






End 


291 






Name 


OJ990821 51 


.0419. 


C24 .ol.gs 


Method 


GENSCAN 






Start 


198 






End 


291 






GI 


none 






Score 


.43 






Exons 


198. .291 














Seq. No. 


51407 






Seq. ID 


OJ990821 


_51. 


0419. 


Gene No. 


108972 






Strand 


+ 






Start 


64 






End 


378 






Name 


OJ990821 51 


.0419. 


C25.ol.gs 


Method 


GENSCAN 






Start 


64 






End 


378 






GI 


none 






Score 


.44 






Exons 


64. .87, 173 


. .238, 


281. .378 










Seq. No. 


51407 






Seq. ID 


OJ990821 


_51. 


0419. 


Gene No. 


108973 






Strand 








Start 


TOOT 

1287 






End 


2227 






Name 


OJ990821 51 


.0419. 


C25.ol.np 


Method 


AAT/NAP 






Start 


1035 




End 


1798 






GI 


4680183 






Score 


183 






Exons 


1035. .1124, 


1728. 


.1798 










GI Descrip. 


(AF111709) 


gag-pol protein 


[Oryza sativa subsp. 


indica] 


Seq. No. 


51407 






Seq. ID 


OJ990821 


_51. 


0419. 


Gene No. 


108973 






Strand 








Start 


1287 






End 


2227 






Name 


OJ990821 51 


.0419. 


C25.o2.gs 


Method 


GENSCAN 






Start 


1287 






End 


2227 






GI 


none 






Score 


.59 






Exons 


1287. . 1392, 


1657. 


.1817, 1935. .2227 








Seq. No. 


51408 






Seq. ID 


OJ990821_ 


_51. 


0419. 


Gene No. 


108974 






Strand 








Start 


60 






End 


878 






Name 


OJ990821 51 


.0419. 


C26. ol.gs 


Method 


GENSCAN 






Start 


60 






End 


797 







52810 



GI 


none 


Score 


.66 






Exons 


60. .255, 377. .797 










Seq. No. 


51408 


Seq. ID 


OJ990821 


_51 


.0419. C26 


Gene No. 


108974 


Strand 








O -i- -v- 4- 

btart 




hna 


o /o 






Name 


OJ990821 51.0419.C26.ol 


. np Method 


AAT/NAP 






Start 


294 


End 


878 






GI 


7248393 


Score 


610 






Exons 


294. .878 










GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


51409 


Seq. ID 


OJ990821 


_51 


.0419. C31 


Gene No. 


108975 


Strand 


+ 






Start 


3159 


End 


6612 






Name 


OJ990821 51.0419.C31.ol 


. gs Method 


GENSCAN 






Start 


3159 


End 


6612 






GI 


none 


Score 


.47 






Exons 


3159.. 3304, 3395.. 3436, 


5990. .6041, 6224. .6379, 


6486. .6612 


Seq. No. 


51409 


Seq. ID 


OJ990821 


_51 


.0419. C31 


Gene No. 


108975 


Strand 


+ 






Start 


3159 


End 


6612 






Name 


OJ990821 51.0419.C31.ol 


.np Method 


AAT/NAP 






Start * 


5576 


End 


6231 






GI 


7228450 


Score 


181 






Exons 


5576. .5769, 5903. .6041, 


6115. .6231 








GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51410 Seq. ID 

108976 Strand 

1 End 

OJ990821_51.0419.C32.ol.gp Method 

1 End 

LIB3434-055-P1-K1-E8 Score 
1..154, 363. .523, 2171. .2256 

'2252863 6.0e-46 (AF013294) similar to nucleolin protein 
[Arabidopsis thaliana] 1 



OJ990821_51.0419.C32 
+ 

2460 
AAT/GAP 
2256 
754 



51410 
108976 
1 

OJ990821_51.0419.C32.ol.np 
1 

7485284 

1..154, 363. .506, 2145 



OJ990821_51.0419.C32 
+ 

2460 
AAT/NAP 
2457 
358 
2457 

hypothetical protein A_TM018A10 . 14 - Arabidopsis thaliana 
gi|2252863|gb|AAB62861.1| (AF013294) similar to nucleolin 
protein [Arabidopsis thaliana] gi | 7267422 | emb | CAB80892 . 1 1 
(AL161472) putative protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2256, 2349. 



Seq. No. 51410 Seq. ID OJ990821_ 

Gene No. 108976 Strand + 

Start 1 End 24 60 

Name OJ990821_51 . 0419 . C32 . ol . gs Method GENSCAN 

Start 383 End 2460 

GI none Score . 4 



51.0419.C32 



52811 



Exons 



383. .523, 2171. .2256, 2349. .2460 



Seq. No. 51410 

Gene No. 108977 

Start 2474 

Name OJ990821_51 . 04 19 . C32 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990821_51.0419.C32 

Strand + 

End 2642 

Method TBLASTX : Mai ze 

End 2642 

Score . 250 



1..180, 6. .161, 350. .418, 355. .426, 356. .454, 366. .467, 
447. .521, 462. .527, 527. .568, 2168. .2257, 2170. .2256, 
2349. .2429, 2350. .2430, 2351. .2431, 2427. .2465, 2523.-2642, 
2527. .2595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51410 

108977 

2474 

OJ990821_51.0419.C32.ol.ts 
1 

none 



Seq. ID OJ990821_51.0419.C32 

Strand + 

End 2642 

Method TBLASTX : Soybean 

End 415 

Score 231 



1..180, 21. .155, 22. .165, 356. .415 



Seq. ID OJ990821_51.0419.C32 
Strand + 

2642 
AAT/GAP 
2612 
224 



51410 - 
108977 
2474 

OJ990821_51.0419.C32.o2.gp 
2474 

LIB3433-024-P1-K1-F8 
2474. .2612 

, 2062705/gb|U90552|HSU90552 2.0e-ll Human butyrophilin (BTF5) 
niRNA, complete cds ' 



End 

Method 

End 

Score 



51411 
108978 
1074 

OJ990821_51.0419.C34.ol.np 
1074 
6815099 
1074. .1222 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ990821_51.0419.C34 

Strand + 

End 1222 

Method AAT/NAP 

End 1222 

Score 75 



y Seq. No. 


51411 


Seq. ID 


OJ990821_51.0419.C34 


Gene No. 


108979 


Strand 




Start 


2091 


End 


3516 


Name 


OJ990821 51.0419.C34.o2.np 


Method 


AAT/NAP 


Start 


2091 


End 


3516 


GI 


5852084 


Score 


68 


Exons 


2091. .2174, 3486. .3516 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


51412 


Seq. ID 


OJ990821_51.0419.C35 


Gene No. 


108980 


Strand 


+ 


Start 


851 


End 


1517 


Name 


OJ990821 51.0419.C35.ol.gp 


Method 


AAT/GAP 


Start 


851 


End 


1517 


GI 


25600 1.R1084 


Score 


1220 


Exons 


851. .1517 






GI Descrip. 


f 3402282/emb|CAA04449| 1 . Oe- 


■11 (AJ000997) proline-rich protein 



52812 



[Solarium tuberosum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51412 Seq. ID 

108981 Strand 

1 End 1517 

OJ990821_51 .0419.C35 .ol.np Method AAT/NAP 

1 End 1517 

6689616 Score 312 
1..37, 1086. .1517 

(AJ012301) proline-rich protein [Zea mays] 



OJ990821 51.0419.C35 



51412 Seq. ID 

108981 Strand 

1 End 
OJ990821_51 .0419. C35 . ol . gs Method 

1149 End 

none Score 
1149. .1421 



OJ990821_51.0419.C35 

1517 
GENSCAN 
1421 
. 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51413 Seq. ID 

108982 Strand 

1 End 44 6 

OJ990821_51.0419.C36.ol.np Method AAT/NAP 

1 ' End 388 

6689616 Score 101 
1..34, 228. .388 

(AJ012301) proline-rich protein [Zea mays] 



OJ990821 51.0419.C36 



51413 Seq. ID OJ990821_51 . 0*419 . C36 

108982 Strand 

1 End 44 6 

OJ990821_51.0419.C36.ol.gp Method AAT/GAP 

232 End 446 

25600_1.R1084 Score 343 

232. .446 

, 3402282/emb|CAA04449| 1.0e-ll (AJ000997) proline-rich protein 
[Solanum tuberosum] 1 



Seq. No. 51413 Seq. ID 

Gene No. 108982 Strand 

Start 1 End 

Name OJ990821_51 . 0419 . C36 . ol . gs Method 

Start 232 End 

GI none Score 

Exons 232.. 385 



OJ990821_51.0419.C36 
446 

GENSCAN 
385 
. 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



51414 
108983 
189 

OJ990821_51.0419.C38.ol.gs 
189 
none 

189. .347, 616. .648, 1243. .2203, 4907, 



Seq. ID OJ990821_51.0419.C38 
Strand + 



End 

Method 

End 

Score 



51414 

108983 

189 



Seq. ID 

Strand 

End 



5901 
GENSCAN 
5901 
.42 

,5901 

OJ990821_51.0419.C38 
5901 



52813 



Name OJ990821_51 . 0419. C38 . o2 .np Method AAT/NAP 

Start 5104 End 5634 

GI 7243648 Score 875 

Exons 5104.. 5634 

GI Descrip. (AF230502) serine/threonine protein kinase [Oryza sativa subsp. 
japonica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51414 

108984 

8547 

OJ990821_51.0419.C38.ol.gp 
8547 

LIB3434-055-P1-K1-E8 
8547. .8640 

•2252863 6.0e-46 (AF013294) 
[Arabidopsis thaliana] 1 

51414 

108985 

25 

OJ990821_51.0419.C38.ol.np 
25 

7106528 
25. .163 

(AP001278) EST D40774 (S2920 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821 
+ 

8640 
AAT/GAP 
8640 
144 



51.0419.C38 



similar to nucleolin protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_51.0419.C38 
163 

AAT/NAP 

163 

82 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 51414 
Gene No. 10898 6 

Start 7568 

Name OJ990821_51 . 0419 .C38 . ol . tc 

Start 1351 
GI none 

Exons 1351.. 1425, 1792.. 1863, 1912. 

5088. .5342, 5364. .5534, 5365. 
5752. .5880 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 51.0419.C38 



10826 

TBLASTX: Cress 
5880 
84 

.2004, 2101.. 2181, 5080. .5334, 
.5535, 5530.. 5652, 5547. .5648, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51414 

108986 

7568 

OJ990821_51.0419.C38.ol.ts 

4935 

none 



Seq. ID OJ990821_51.0419.C38 
Strand 
End 

Method 
End 
Score 



10826 

TBLASTX : Soybean 

5670 

48 



4935. .5030, 4969. .5022, 5074. .5157, 5089. .5151, 5187. .5333, 
5188.. 5334, 5341.. 5529, 5539.. 5670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



51414 

108986 

7568 

OJ990821_51.0419.C38.o2.tm 

4984 

none 

4984. .5016, 4986. .5036, 5035. 
5368.. 5532, 5442.. 5516, 5533. 

51414 
108986 



Seq. ID OJ990821_51.0419.C38 
Strand 

End 10826 
Method TBLASTX: Maize 
End 5892 
Score 45 

.5109, 5074. .5346, 5091. .5315, 
.5652, 5547. .5648, 5755. .5892 



Seq. ID 
Strand 



OJ990821 51.0419.C38 



52814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Start 


7568 


Name 


OJ990821_51 . 


Start 


5086 


GI 


none 


Exons 


5086 . . 5142, 


Seq. No. 


51414 


Gene No. 


108986 


Start 


7568 


Name 




Start 


7214 


GI 


7485284 


Exons 


7214. .7237, 




10627. .10826 


GI Descrip. 


hypothetical 



End 

Method 

End 

Score 



10826 

TBLASTX: Wheat 

5505 

60 



Seq. ID OJ990821_51.0419.C38 
Strand 

End 10826 

Method AAT/NAP 

End 10826 

Score 519 



gil 2252863 | gb | AAB62861 . 1| (AF013294) similar to nucleolin 
protein [Arabidopsis thaliana] gi | 7267422 | emb | CAB80892 . 1 | 
(AL161472) putative protein [Arabidopsis thaliana] 



51414 

108986 

7568 

OJ990821_51.0419.C38.o2.gs 

7568 

none 



Seq. ID OJ990821_51.0419.C38 
Strand 

End 10826 

Method GENS CAN 

End 10772 

Score .43 



7568.. 7730, 8553.. 8638, 9391.. 9504, 10162 10347 , 10429 .. 10539, 
10656. .10772 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51414 

108986 

7568 

OJ99082 1_51 . 04 19 . C38 . o3 . tm 

8546 

none 



Seq. ID OJ990821_51.0419.C38 
Strand 

End 10826 

Method TBLASTX: Maize 

End 9481 

Score 112 



8546. .8635, 8552. .8641, 8553. .8639, 9294. .9338, 9295. .9474, 
9302. .9337, 9326. .9481, 9332. .9472, 9343. .9474 



51414 

108986 

7568 

OJ990821_51.0419.C38.o2.ts 

8552 

none 



Seq. ID OJ990821_51.0419.C38 
Strand 

End 10826 

Method TBLASTX : Soybean 

End 10775 

Score 60 



8552. .8611, 8553. .8612, 8618. .8641, 9343. .9474, 9356. .9472, 
9376. .9474, 10201 .. 10332, 10202 .. 10333, 10204 .. 10350, 
10427. .10570, 10429. .10569, 10662 .. 10775 , 10678. .10764 



51414 

108986 

7568 

OJ990821_51.0419.C38.o2.tc 

10201 

none 



Seq. ID OJ990821_51.0419.C38 
Strand 

End 10826 

Method TBLASTX : Cress 

End 10758 

Score 126 



10201. .10329, 10208. .10363, 10429 .. 10572 , 10451 .. 10570, 
10656. .10757, 10657.. 10758 



Seq. No. 



51414 



Seq. ID OJ990821_51.0419.C38 



52815 



Gene No. 108986 
Start 7568 

Name OJ990821_51 . 0419. C38 . ol . tm 

Start 10213 
GI none 
Exons 10213, 

10427, 

10429, 

10701, 



,10341, 10214. .10342, 

.10570, 10428. .10571, 

,10572, 10656. .10745, 
,10778 



Strand 

End 10826 

Method TBLASTX : Mai ze 

End 10778 

Score 200 
10319. .10348, 10427. .10570, 
10428. .10571, 10429. .10572, 
10695. .10775, 10696 .. 10773, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51415 
108987 
1 

OJ990821_51.0419.C4 0.ol.np 
1 

7248393 
1. .329 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ990821_51.0419.C40 

Strand + 

End 2054 

Method AAT/NAP 

End 329 

Score 271 



Seq. No. 
Gene No. 
Start 
Name 
lj Start 

Exons 

Seq. No. 

□ Gene No. 

5 y Start 

, =| Name 

I" Start 

* GI 

|_ Exons 

[J GI Descrip. 

,_ Seq. No. 

Gene No. 
■t Start 
_ Name 
3 Start 

GI 

Exons 

GI Descrip. 



51415 Seq. ID 

108987 Strand 

1 End 
OJ990821_51 . 04 1 9 . C4 0 . ol . gs Method 

199 End 

none Score 

199. .392, 471. .1464, 1484. .2054 



OJ990821_51.0419.C40 
+ 

2054 
GEN SCAN 
2054 
.48 . 



51416 

108988 

2766 

OJ990821_51.0419.C43.ol.np 

2766 

7228450 



Seq. ID OJ990821_51.0419.C43 



Strand 
End 

Method 

End 

Score 



+ 

3772 
AAT/NAP 
3772 
126 



2766.-2879, 3206.. 3292, 3426.-3566, 3661.. 3772 
(AP001366) hypothetical protein [Oryza sativa] 



51416 Seq. ID 

108989 Strand 
3737 End 
OJ990821_51 . 04 19 . C43 . o2 . np Method 
3737 End 
6498441 Score 
3737. .3917 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990821_51.0419.C43 
+ 

3917 
AAT/NAP 
3917 
164 



Seq. No. 


51416 






Seq. ID 


OJ990821 


_51.0419.C43 


Gene No. 


108990 






Strand 






Start 


1277 






End 


3654 




Name 


OJ990821 51 


.0419.C43.ol 


. gs 


Method 


GENSCAN 




Start 


1277 






End 


3654 




GI 


none 






Score 


.58 




Exons 


1277. .1670, 


2240. .2376, 


2727. 


.3062, 3178.. 3276, 


3567. .3654 


Seq. No. 


51417 






Seq. ID 


OJ990821 


_51.0419.C44 


Gene No. 


108991 






Strand 


+ 





52816 



Start 


1 




End 


1100 


Name 


OJ990821 51.0419.C44.ol 


.np 


Method 


AAT/NAP 


Start 


1 


End 


769 


GI 


5902445 




Score 


644 


Exons 


1. .769 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


51417 




Seq. ID 


OJ990823_51. 0419.C4 4 


Gene No. 


108991 




Strand 


+ 


Start 


1 




End 


1100 


Name 


OJ990821 51.0419.C44.ol 


.gs 


Method 


GENSCAN 


Start 


23 




End 


1100 


GI 


none 




Score 


. 88 


Exons 


23. .346, 532. .657, 733. 


.769, 


799. .1100 




Seq. No. 


51417 




Seq. ID 


OJ990821 51.0419.C44 


Gene No. 


108991 




Strand 


+ 


Start 


1 




End 


1100 


Name 


OJ990821 51.0419.C44 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


56 




End 


439 


GI 


none 




Score 


233 


Exons 


56.-439, 95. .166, 205.. 


432 






Seq. No. 


51417 




Seq. ID 


OJ990821 51.0419.C44 


Gene No. 


108991 




Strand 


+ 


Start 


1 




End 


1100 


Name 


OJ990821 51.0419.C44 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


134 




End 


510 


GI 


none 




Score 


335 


Exons 


134. .499, 208. .510 








Seq. No. 


51417 




Seq. ID 


OJ990821 51.0419.C44 


Gene No. 


108991 




Strand 


+ 


Start 


1 




End 


1100 


Name 


OJ990821 51.0419.C44.ol 


,ts 


Method 


TBLASTX : Soybean 


Start 


164 




End 


493 


GI 


none 




Score 


200 


Exons 


164. .493, 202. .348 








Seq. No. 


51418 




Seq. ID 


OJ990821_51.0419.C46 


Gene No. 


108992 




Strand 


+ 


Start 


143 




End 


908 " 


Name 


OJ990821 51.0419.C46.ol 


• gp 


Method 


AAT/GAP 


Start 


143 




End 


908 


GI 


25600 4.R1084 




Score 


1465 


Exons 


143. .908 








GI Descrip. 


'3402282/emb|CAA04449| 2.0e-13 (AJ000997) proline-rich prot< 




[Solanum tuberosum] ' 








Seq. No. 


51418 




Seq. ID 


OJ990821_51.0419.C4 6 


Gene No. 


108993 




Strand 




Start 


429 




End 


908 


Name 


OJ990821 51.0419.C46.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


411 




End 


903 


GI 


none 




Score 


56 


Exons 


411. .446, 449. .511, 455 


. .511, 


506. .556, 


506. .547, 515. .556, 




529. .555, 660. .770, 661 


. .774, 


752. .853, 


768. .902, 769. .903, 



52817 



769. .903 



Seq. No. 51418 

Gene No. 108993 

Start 429 

Name OJ990821_51 .0419.C46.ol.gs 

Start 429 

GI none 

Exons 429.. 849 



Seq. ID OJ990821_51.0419.C46 
Strand 

End 908 

Method GEN SCAN 

End 849 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51418 
108993 
429 

OJ990821_51.0419-C46.ol.np 
439 

6689616 
439. .908 

(AJ012301) proline-rich protein [Zea mays] 



Seq. ID OJ990821_51.0419.C46 
Strand 

908 

AAT/NAP 
908 
434 



End 

Method 

End 

Score 



Seq. ID OJ990821_51.0419.C47 

Strand + 

End 3341 

Method AAT/NAP 

End 1018 

Score 4 52 



51419 
108994 
1 

OJ990821_51.0419.C47.ol.np 
1 

6466937 
1. .1018 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 51419 

Gene No. 108994 

Start 1 

Name OJ990821_51 . 0419. C47 . o3 . tm 

Start 8 

GI none 

Exons 8.. 58, 70.. 297 

Seq. No. 51419 

Gene No. 108994 

Start 1 

Name OJ99082 1_51 . 04 1 9 . C47 . o2 . tw 

Start 67 

GI none 

Exons 67.. 4 98 



Seq. ID OJ990821_51.0419.C47 

Strand + 

End 3341 

Method TBLASTX : Mai ze 

End 2 97 

Score 4 0 



Seq. ID OJ990821_51.0419.C47 
Strand 
End 

Method 
End 
Score 



+ 

3341 

TBLASTX: Wheat 

498 

212 



Seq. No. 51419 

Gene No. 108994 

Start 1 

Name OJ990821_51 . 0419.C47 .ol .gs 

Start 81 

GI none 

Exons 81.. 993 



Seq. ID OJ990821_51.0419.C47 

Strand + 

End 3341 

Method GENSCAN 

End 993 

Score .58 



Seq. No. 51419 

Gene No. 108994 

Start 1 

Name OJ990821 51 . 0419 . C47 . o2 .np 



Seq. ID OJ990821_51.0419.C47 

Strand + 

End 3341 

Method AAT/NAP 



52818 



Start 112 End 3341 

GI 6466937 Score 485 

Exons 112.. 142, 1382.. 1496, 1645.. 2264, 2304.. 3341 

GI Descrip. (AC011621) putative ret roe lenient pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 51419 

Gene No. 108994 

Start 1 

Name OJ990821_51 . 0419 . C47 . o2 . tm 

Start 301 

GI none 
Exons 



Seq. ID OJ990821_51.0419.C47 

Strand + 

End 3341 

Method TBLASTX : Maize 

End 846 

Score 143 



301. .471, 574. .684, 594. .845, 745. .846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51419 

108994 

1 

OJ990821_51.0419.C47.o2.gs 

1290 

none 



Seq. ID OJ990821_51.0419.C47 

Strand + 

End 3341 

Method GEN SCAN 

End 3329 

Score . 68 



1290.. 1754, 1842.. 2393, 2410. .2856, 2899. .3120, 3171. .3329 



!SS> Seq. No. 51419 

^ Gene No. 108994 

:3 Start 1 

;n Name OJ990821_51. 0419.C47 .o4 . tm 

ij Start 1652 

^ GI none 

i Exons 1652.. 1879, 1653.. 1880 



Seq. ID OJ990821_51.0419.C47 

Strand + 

End 3341 

Method TBLASTX: Maize 

End 1880 

Score 192 



Seq. No. 51419 

Gene No. 108994 

Start 1 

Name OJ990821_51 . 04 19 . C47 . ol . tm 

Start 2926 

GI none 

Exons 2926.. 3150, 3150.. 3332 



Seq. ID OJ990821_51.0419.C47 

Strand + 

End 3341 

Method TBLASTX: Maize 

End 3332 

Score 133 



Seq. No. 51419 

Gene No. 108994 

Start 1 

Name OJ990821_51 . 04 19 . C4 7 . ol . tw 

Start 3013 

GI none 
Exons 



Seq. ID OJ990821_51.0419.C47 

Strand + 

End 3341 

Method TBLASTX : Wheat 

End 3338 

Score 82 



3013. .3141, 3158. .3322, 3159. .3338, 3168. .3332 



Seq. No. 51420 

Gene No. 108995 

Start 1 

Name OJ990821_51 . 04 19 . C48 . ol . np 

Start 1 

GI 6466937 

Exons 1..558, 3042. .3065 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990821_51.0419.C48 

Strand + 

End 3065 

Method AAT/NAP 

End 3065 

Score 341 



Seq. No. 



51420 



Seq. ID OJ990821_51.0419.C48 



52819 



Gene No. 108995 Strand + 

Start 1 End 3065 

Name OJ990821_5I.0419.C48.o2.np Method AAT/NAP 

Start 1 End 2406 

GI 5257279 Score 276 

Exons 1..586, 2350.. 2406 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 

homologues. (L35053) [Oryza sativa] 



Seq. No. 51420 

Gene No. 108995 

Start 1 

Name OJ990821_51 . 04 19 . C48 . ol . gs 

Start 4 4 

GI none 

Exons 44.. 386, 460.. 597 



Seq. ID OJ990821_51.0419.C48 

Strand + 

End 3065 

Method GENSCAN 

End 597 

Score .93 



Seq. No. 51420 

Gene No. 108996 

Start 712 

Name OJ990821_51 . 0419.C48 .ol . tm 

Start 22 

GI none 

W Exons 22.. 93, 101.. 259, 102.. 356 



Seq. ID OJ990821_51.0419.C48 
Strand 

End 2607 

Method TBLASTX : Mai ze 

End 356 

Score 84 



Seq. No. 51420 

Gene No. 108996 

Start 712 

Name 0 J9 90 8 2 1_5 1 . 0 4 1 9 . C4 8 . o2 . gs 

Start 712 

GI none 
Exons 



Seq. ID OJ990821_51.0419.C48 
Strand 

End 2 607 

Method GENSCAN 

End 2607 

Score .75 



712. .728, 1274. .1404, 2570. .2607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990821_51.0419.C50 
Strand 

1009 
AAT/NAP 
1009 
602 



51421 
108997 
1 

OJ990821_51.0419.C50.ol.np 
1 

6630696 
1..67, 407. .1009 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



End 

Method 

End 

Score 



51421 

108997 

1 

OJ990821_51.0419.C50.ol.tw 

717 

none 



Seq. ID OJ990821_51.0419.C50 
Strand 

End 1009 

Method TBLASTX : Wheat 

End 1000 

Score 44 



717. .809, 717. .815, 721. .816, 821. .1000, 822. .914, 850. .984 



Seq. No. 51422 

Gene No. 108998 

Start 75 

Name OJ990821_51 . 0419 .C51 .ol .gs 

Start 75 



Seq. ID OJ990821_51.0419.C51 

Strand + 

End 24 0 

Method GENSCAN 

End 240 



52820 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 
75. .240 



Score 



.92 



Seq. ID OJ990821_51.0419.C51 
Strand 

End 2455 

Method AAT/NAP 

End 1079 

Score 858 



51422 
108999 
1 

OJ990821_51.0419.C51.ol.np 
1 

6630696 
1. .1079 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



51422 
108999 
1 

OJ990821_51.0419.C51.ol.tm 
734 
none 

734. .1036, 769. .915, 804. .1031 



Seq. ID OJ990821_51.0419.C51 
Strand 

End 2455 

Method TBLASTX: Maize 

End 1036 

Score 80 



51422 
108999 
1 

OJ990821_51.0419.C51.o2.np 
787 

6539588 
787. .851, 2155. .2455 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990821_51.0419.C51 
Strand 

2455 
AAT/NAP 
2455 
198 



End 

Method 

End 

Score 



51422 

108999 

1 

OJ990821_51.0419.C51.ol.tw 

790 

none 



Seq. ID OJ990821_51.0419.C51 
Strand 

End 2455 

Method TBLASTX : Wheat 

End 1178 

Score 88 



790. .921, 790. .921, 794. .961, 794. .1036, 804. .1037, 1047. .117* 



51423 
109000 
808 

OJ990821_51.0419.C52.ol.np 
808 

6979335 
808. .936 

(AF172282) receptor-like protein kinase [Oryza sativa] 



Seq. ID OJ990821_51.0419.C52 

Strand + 

End 936 

Method AAT/NAP 

End 936 

Score 66 



51424 

109001 

427 

OJ990821_51.0419.C53.ol.gs 

427 

none 

427. .467 



Seq. ID OJ990821_51.0419.C53 
Strand 

End 4 67 

Method GENSCAN 

End 4 67 

Score .72 



Seq. No. 



51425 



Seq. ID OJ990821_53.0419.C1 



52821 





bene wo . 




otrana 


+ 




Start 


211 


End 


1963 




Name 


OJ990821 53.0419.Cl.ol.gs 


Method 


GEN SCAN 




Start 


211 


End 


1932 




GI 


none 


Score 


.49 




Exons 


211. .333, 1610. .1672, 1717. 


.1932 






Seq. No. 


51425 


Seq. ID 


OJ990821_53.04 




Gene No. 


109002 


Strand 


+ 




OLdl L 


211 


End 


1"D J 




Name 


OJ990821 53.0419.Cl.ol.np 


Method 


AAT/NAP 




Start 


1557 


End 


1963 




GI 


6006381 


Score 


285 




Exons 


1557. .1963 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


C 1 A O £ 


Seq. ID 


OJ990821_53.04 




bene no . 


109003 


Strand 


+ 




Start 


298 


End 


861 




Name 


OJ990821 53.0419.C2.ol.gp 


Method 


AAT/GAP 




Start 


298 


End 


861 




GI 


4714953 


Score 


1082 




Exons 


298. .861 








Seq. No. 


51426 


Seq. ID 


OJ990821_53.04 




Gene No . 


109004 


Strand 






Start 


459 


End 


728 


i y 


Name 


OJ990821 53.0419.C2.ol.gs 


Method 


GENSCAN 


f i 


Start 


459 


End 


728 


f ~s 


GI 


none 


Score 


.58 




Exons 


459..5S6, 607. .728 






i y 


Seq. No. 


51427 


Seq. ID 


OJ990821_53.04 




Gene No. 


109005 


Strand 


+ 




Start 


419 


End 


1070 


™ y 


Name 


OJ990821 53.0419.C4.ol.np 


Method 


AAT/NAP 




Q+- -« «4- 

otar u 


419 


End 


1070 




GI 


7106515 


Score 


758 




Exons 


419. .1070 








GI Descrip. 


(AP001278) Similar to Arabidopsis thaliana chromosome 


f 1 




T13P21 genomic sequence, putative helicase. (AC006067 






sativa] 








Seq. No. 


51427 


Seq. ID 


OJ990821_53.04 




Gene No . 


109005 


Strand 


+ 




Start 


419 


End 


1070 




Name 


OJ990821 53.0419.C4.ol.gs 


Method 


GENSCAN 




Start 


515 


End 


821 




GI 


none 


Score 


.41 




Exons 


515. .821 








Seq. No. 


51427 


Seq. ID 


OJ990821_53.04 




Gene No. 


109005 


Strand 


+ 




Start 


419 


End 


1070 




Name 


OJ990821 53.0419.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


560 


End 


1070 




GI 


none 


Score 


69 



[Oryza 



52822 



Exons 



560. .613, 628. .819, 629. .844, 844. .1068, 850. .1065, 1002. .1070 



Seq. No. 51428 
Gene No. 109006 
Start 1 

Name OJ990821_53 . 0419 .C5 . ol . np 

Start 1 
GI 7106515 
Exons . 1. .1454 

GI Descrip. {AP0012 

T13P21 

sativa] 



Seq. ID OJ990821_53.0419.C5 

Strand + 

End 1454 

Method AAT/NAP 

End 1454 

Score 1558 



78) Similar to Arabidopsis thaliana chromosome II BAC 
genomic sequence, putative helicase. (AC006067) [Oryza 



Seq. No. 51428 

Gene No. 109006 

Start 1 

Name OJ990821_53 . 0419 .C5 . ol . gs 

Start 7 

GI none 

Exons 7 . . 1356 



Seq. ID OJ990821_53.0419.C5 

Strand + 

End 1454 

Method GEN SCAN 

End 1356 

Score .87 



Seq. No. 51428 Seq. ID 

Gene No. 109006 Strand 

Start 1 End 

Name OJ990821_53.0419.C5.ol.tm Method 

Start 178 End 

GI none Score 

Exons 178.. 540, 180.. 461 



OJ990821_53.0419.C5 
+ 

1454 

TBLASTX: Maize 

540 

305 



Seq. No. 51428 Seq. ID 

Gene No. 109006 Strand 

Start 1 End 

Name OJ990821_53 . 0419 . C5 . o2 . ts Method 

Start 7 92 End 

GI none Score 

Exons 792.. 1004, 793.. 1023 



OJ990821_53.0419.C5 
+ 

1454 

TBLASTX : Soybean 

1023 

178 



r "~ Seq. No. 51428 Seq. ID 

^3 Gene No. 109006 Strand 

□ Start 1 End 

n Name OJ990821_53. 0419.C5 .ol. tc Method 

Start 844 End 

GI none Score 

Exons 844.. 1101 



OJ990821_53.0419.C5 
+ 

1454 

TBLASTX: Cress 

1101 

192 



Seq. No. 51428 

Gene No. 109006 

Start 1 

Name OJ990821_53 . 04 1 9 . C5 . o2 . tm 

Start 847 

GI none 

Exons 847.. 1083, 849.. 995, 1093.. 1167 



Seq. ID OJ990821_53.0419.C5 

Strand + 

End 1454 

Method TBLASTX : Mai ze 

End 1167 

Score 170 



Seq. No. 51428 

Gene No. 109006 

Start 1 

Name OJ990821 53 . 0419 . C5 . ol . ts 



Seq. ID OJ990821_53.0419.C5 

Strand + 

End 1454 

Method TBLASTX : Soybean 



52823 



Start 


1093 


End 


1275 


GI 


none 


Score 


202 


Exons 


1093.. 1275, 1093.. 1242, 1095. 


.1271 




Seq. No. 


51429 


Seq. ID 


OJ990821 


Gene No. 


109007 


Strand 


+ 


Start 


1 


End 


2068 


Name 


OJ990821 53.0419.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2068 


GI 


5902445 


Score 


3245 


Exons 


1. .2068 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


51429 




n TQ Qfi 8 9 1 


fipnp No 


109007 


o cr ana 


T 


Start 


1 


Hiiia 


Z U DO 


Name 


OJ990821 53.0419.C6.o4.tw 






Start 


1 


End 


279 


GI 


none 


Score 


261- 


Exons 


1..279, 6. .278 






Seq. No. 


51429 


oeq . ± u 


Pi TQ Qfl Q 9 1 




109007 




T 


Start 


1 




Z U DO 


Name 


OJ990821 53.0419.C6.ol.gs 






Start 


58 


End 


318 


GI 


none 


Score 


.99 


Exons 


58. .318 






Seq. No. 


51429 


oeq. iu 


o, TQQHQ 9 1 




109007 


Strand 


1 

T 


Start 


1 


JjUU 


9 n^fl 


Name 


OJ990821 53.0419.C6.ol.ts 


Method 


rpDT 7\ CTY • 

I dLiAo i a : 


Start 


154 


End 


540 


GI 


none 


Score 


290 


Exons 


154. .540, 171. .314, 187. .468, 


"3 CI CO 1 

jjI . . OZ 1 




Seq. No. 


51429 


oeq. iu 




UC11C ViKJ ■ 


109007 


Strand 


+ 


Start 


1 


End 


2068 


Name 


OJ990821 53.0419.C6.o2.tm 


Method 


TBLASTX : 


Start 


222 


End 


666 


GI 


none 


Score 


275 


Exons 


222. .476, 223. .477, 223. .480, 


498. .629, 


499. .64 


Seq. No. 


51429 


Seq. ID 


OJ990821 




109007 


Strand 


+ 


Start 


1 


End 


2068 


Name 


OJ990821 53.0419.C6.o2.tw 


Method 


TBLASTX :1 


Start 


318 


End 


750 


GI 


none 


Score 


76 


Exons 


318. .734, 324. .581, 325. .750 






Seq. No. 


51429 


Seq. ID 


OJ990821 


Gene No. 


109007 


Strand 


+ 


Start 


1 


End 


2068 


Name 


OJ990821 53.0419.C6.o2.ts 


Method 


TBLASTX: 



666 



52824 





Start 


790 


End 


1168 






GI 


none 


Score 


73 






Exons 


790. .885, 920. .1168, 924. .1166 








Seq. No. 


5142 9 


Seq. ID 


OJ990821_53.0419 


.C6 




U CI 1 IVKJ » 


109007 


Strand 


+ 






Start 


1 


End 


2068 






Name 


OJ990821 53 0419 C6 o3 tw 


Method 


TBLASTX: Wheat 






Start 


790 ~ 


End 


1211 






GI 


none 


Score 


120 






Exons 


790. .900, 795. .896, 927. .1118, 


929. .1111, 929. .1135, 930. .1211 




Seq. No. 


51429 


Cpn T D 


O,TQQ0fi?1 041 Q 


• ^ u 






109007 


C-f- -ran H 
J Li ai in 


+, 






Start 


1 




C KJ \J O 






Name 


OJ990821 53 0419 C6 o2 as 


Lit; u i i^j Li 


ftFN^PAN 






Start 


906 _ 




1 976 

X Z/ f \J 






GI 


none 


Score 


.84 






Exons 


906. .1976 










Seq. No. 




c on t n 
oeq ■ ±u 


O.TQQ0ft91 041 Q 






UC11C liU t 


i 09007 




-j_ 






Start 


X 


FnH 








Name 


O.TQQ0R?1 041 Q Pfi oS 1~w 


l it- L11UU 


TRT.A^TX -Wh^^t- 

X DJjrtO 1 z\ . VV i 1 tJ a. l_ 




- =r 


Start 


X £. 1 


Hi I 1U 






'% J 


GI 


none 


Score 


131 




in 


Exons 


1227. .1361, 1418. .1483, 1428.. 


1526 






11 3 

r j 


Seq. No. 


SI 4 ?Q 

sj X *3 -7 


Seq. ID 


OJ990821_53.0419 


^ D 






109007 


Strand 


+ 






Start 


1 


End 


2068 






Name 


OJ990821 53 0419 C6 ol tm 


Method 


TBLASTX: Maize 






Start 


1524 _ 


End 


1886 






GI 


none 


Score 


443 






Exons 


1524. .1847, 1544. .1834, 1839.. 


1886 






vl 


Seq. No. 


51429 


Seq. ID 


OJ990821_53.0419 




: c 
= as 


f^pnp No 


109007 


Strand 


+ 






Start 




End 


2068 






Name 


OJ990821 041 Q Pfi ol 1-w 


Method 


TBLASTX: Wheat 






Start 


1529 _ 


End 


1918 






GI 


none 


Score 


429 






Exons 


1529.. 1840, 1530.. 1916, 1731.. 


1907, 1871. .1918 






Seq. No. 


51430 


Seq. ID 


OJ990821_53.0419. 


C7 




(Zpnp Mo 


109008 


Strand 








Start 


362 


End 


1926 






Name 


OJ990821 53.0419.C7.ol.gs 


Method 


GENSCAN 






Start 


362 


End 


1761 






GI 


none 


Score 


.83 






Exons 


362. .813, 876. .980, 1580. .1761 








Seq. No. 


51430 


Seq. ID 


OJ990821_53.0419. 


C7 




Gene No. 


109008 


Strand 








Start 


362 


End 


1926 






Name 


OJ990821 53.0419.C7.ol.np 


Method 


AAT/NAP 






Start 


374 


End 


1926 





52825 



GI 

Exons 

GI Descrip. 



6691716 Score 1024 

374. .813, 876. .980, 1130 1241, . 1316 .. 1502, 1580. 

1838. .1926 

(AP000492) hypothetical protein [Oryza sativa] 



,1761, 



gi|6691717|dbj | BAA89397.il 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 51430 Seq. ID 

Gene No. 109008 Strand 

Start 362 End 

Name OJ990821_53 . 04 1 9 . C7 . o2 . np Method 

Start 1545 End 

GI 5902447 Score 

Exons 1545.. 1926 

GI Descrip. (AB030283) orf4 [Oryza sativa] 



OJ990821_53.0419.C7 

1926 
AAT/NAP 
1926 
206 





Seq. No. 


51431 




Seq. ID 


OJ990821_53.0419 


.C8 




Gene No. 


109009 




Strand 








otart 


i 
l 




bna 


inn 

III 






Name 


OJ990821 53.0419.C8.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


777 






GI 


5902448 




Score 


1306 






Exons 


1. .777 










S 


GI Descrip. 


(AB030283) orf3 [Oryza 


sativa] 








,3 


Seq. No. 


51431 




Seq. ID 


OJ990821_53.0419 


.C8 




Gene No. 


109009 




Strand 








Start 


1 




End 


777 




H 


Name 


OJ990821 53.0419.C8.ol. 


gs 


Method 


GENS CAN 






Start 


127 




End 


777 






GI 


none 




Score 


.63 






Exons 


127. .777 












Seq. No. 


51431 




Seq. ID 


OJ990821_53.0419 


.C8 




Gene No. 


109009 




Strand 








Start 


1 




End 


777 






Name 


OJ990821 53.0419.C8.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


367 




End 


657 






GI 


none 




Score 


58 






Exons 


367. .657, 404. .517 












Seq. No. 


51432 




Seq. ID 


OJ990821_53.0419 


.C12 




Gene No. 


109010 




Strand 


+ 






Start 


601 




End 


900 






Name 


OJ990821 53.0419.C12.ol 


• gp 


Method 


AAT/GAP 






Start 


601 




End 


900 






GI 


2796400 




Score 


159 






Exons 


601. .623, 792.. 900 











Seq. No. 51432 Seq. ID 

Gene No. 109011 Strand 

Start 1585 End 

Name OJ990821_53 . 0419. C12 . ol . gs Method 

Start 1585 End 

GI none Score 

Exons 1585.. 1658, 1663.. 1800 



OJ990821_53.0419.C12 
+ 

1800 
GENS CAN 
1800 
.77 



52826 



Seq. No. 


51433 






Seq. ID 


OJ990821_53.0419.C13 


Hono Mo 


1 0QO1 9 






O LI dllU 




Start 


1597 






End 


4310 


Name 


OJ990821 53.0419. 


C13.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1 






End 


323 


GI 


none 






Score 


56 


Exons 


1..96, 3. .323 










Seq. No. 


51433 






Seq. ID 


OJ990821_53.0419.C13 


UC11C Vi\J • 


-L \J _7 \J JL £. 






OLI Gil 1U 




Start 


1597 






End 


4310 


Name 


OJ990821 53.0419. 


C13.o5 


.ts 


Method 


TBLASTX: Soybean 


Start 


1 






End 


131 


GI 


none 






Score 


82 


Exons 


1..84, 3. .131, 6. 


.128 








Seq. No. 


51433 






Seq. ID 


OJ990821_53.0419.C13 


Gene No. 


109012 






Strand 




Start 


1597 






End 


4310 


Name 


OJ990821 53.0419. 


C13.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1356 






End 


1773 


GI 


none 






Score 


51 


Exons 


1356.. 1448, 1366. 


.1440, 


1451. 


.1477, 1510. .1605, 1520. .1591, 




1630. .1773, 1667. 


.1765 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51433 

109012 

1597 

OJ990821_53.0419.C13.ol.np 

1597 

7248394 



Seq. ID OJ990821_53.0419.C13 
Strand 

End 4310 
Method AAT/NAP 
End 3917 
Score 2597 
1597. .2678, 2948. .3225, 3268. .3917 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 51433 

Gene No. 109012 

Start 1597 

Name OJ990821_53. 0419.C13.o3. tw 

Start 2011 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ990821_53.0419.C13 
Strand 

End 4310 

Method TBLASTX : Wheat 

End 2391 

Score 74 



2011. .2112, 2074. .2391, 2186. .2335 



51433 

109012 

1597 

OJ990821_53.0419.C13.ol.tm 

2080 

none 



Seq. ID OJ990821_53.0419.C13 
Strand 

End 4310 

Method TBLASTX : Maize 

End 2541 

Score 299 



2080. .2541, 2081. .2389, 2253. .2435, 2408. .2539, 2463. .2540 



51433 

109012 

1597 



Seq. ID OJ990821_53.0419.C13 
Strand 

End 4310 



52827 




Name 


OJ990821 53. 


0419. 


C13.o2 


ts 


Method 


TBLASTX : Soybean 




Start 


2227 








End 


2466 




GI 


none 








Score 


118 




Exons 


2227. .2379, 


2236. 


.2466, 


2237. 


.2431 






Seq. No. 


51433 








Seq. ID 


OJ990821_53.0419. 


C13 


("Ion Mo 










Strand 






Start 


1597 








End 


4310 




Name 


OJ990821 53. 


0419. 


C13.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


2408 








End 


2817 




GI 


none 








Score 


458 




Exons 


2408. .2812, 


2408. 


.2803, 


2410. 


.2817, 2581. .2817 




Seq. No. 


51433 








oeq. id 


ATQQHR91 R ^ OA1 Q 


C13 


bene ino . 


1 nQni 9 
iu yuiz 








ctrana 






Start 


1597 








JjIIU 


H 3 1 U 




Name 


OJ990821 53. 


0419. 


C13.o2. 


tm 


Tut ^ /"J 

MennoQ 


i d JjHo i a . wa i z e 




Start 


2542 








End 


2757 




GI 


none 








Score 


226 




Exons 


2542. .2757, 


2543. 


.2755 










Seq. No. 


51433 








oeq. lu 




C13 


OCilC LNU . 


1 0Q01 9 








oLiana 






Start 


1597 








Hjna 


A "3 1 n 




Name 


OJ990821 53. 


0419. 


C13.o4 . 


ts 


Method 


i d!j/\o i a . ooyoean 




Start 


2611 








End 


2934 




GI 


none 








Score 


108 




Exons 


2611. .2745, 


2761. 


.2934 










Seq. No. 


51433 








oeq. id 




C13 












bcrana 






Start 


1597 








iijna 


a "31 n 




Name 


OJ990821 53. 


0419. 


C13.o2. 


gs 


Method 






Start 


3240 














GI 


none 








Score 


.81 




Exons 


3240. .4310 














Seq. No. 


51433 








Seq. ID 


OJ990821_53.0419. 


C13 




1 OQ01 9 

-LU -7U 








Strand 






Start 


1597 








End 


4310 




Name 


OJ990821 53. 


0419. 


C13.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


3459 








End 


3821 




GI 


none 








Score 


191 




Exons 


3459. .3821 














Seq. No. 


51434 








Seq. ID 


OJ990821_53.0419. 


C19 


Gene No. 


109013 








Strand 






Start 


1 








End 


1176 




Name 


OJ990821 53. 


0419. 


C19.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1176 




GI 


7486800 








Score 


314 




Exons 


1..161, 232. 


.358, 


1144. . 


1176 









GI Descrip. hypothetical protein M4I22.150 - Arabidopsis thaliana 
gi|3269295|emb|CAA19728.1| (AL030978) putative protein 
[Arabidopsis thaliana] gi | 7269587 | emb | CAB7 9589 . 1 1 (AL161566) 
putative protein [Arabidopsis thaliana] 



52828 



Seq. No. 51434 

Gene No. 109013 Strand 

Start 1 End 

Name OJ990821_53. 0419.C19.ol . ts Method 

Start 3 End 

GI none Score 

Exons 3. .164, 25. .162, 226. .318, 230. .316 



Seq. ID OJ990821_53.0419.C19 



1176 

TBLASTX : Soybean 

318 

158 



Seq. No. 51434 Seq. ID 

Gene No. 109013 Strand 

Start 1 End 

Name OJ990821_53 . 04 19 . C19 . ol . tm Method 

Start 6 End 

GI none Score 

Exons 6.. 164, 7.. 153, 226.. 318 



OJ990821_53.0419.C19 
1176 

TBLASTX: Maize 

318 

69 



Seq. No. 51434 Seq. ID 

Gene No. 109013 Strand 

Start 1 End 

Name OJ990821_53.0419.C19.ol.gs Method 

Start 62 End 

GI none Score 

Exons 62.. 161, 232.. 351, 796.. 848 



OJ990821_53.0419.C19 

1176 
GEN SCAN 
848 
.74 



Seq. No. 51435 Seq. ID OJ990821_53 . 04 19 . C20 

Gene No. 109014 Strand 

Start 417 End 1431 

Name OJ990821_53. 04 19 . C20 . ol . np Method AAT/NAP 

Start 417 End 1431 

GI 7486800 Score 216 

Exons 417.. 493, 981.. 1431 

GI Descrip. hypothetical protein M4I22.150 - Arabidopsis thaliana 
gi I 3269295 | emb | CAA19728.il (AL030978) putative protein 
[Arabidopsis thaliana] gi | 7269587 | emb | CAB79589 . 1 | (AL161566) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


51435 






Seq. ID 


OJ990821 


Gene No. 


109014 






Strand 




Start 


417 






End 


1431 


Name 


OJ990821 53.0419.C20 


.ol 


.gs 


Method 


GENSCAN 


Start 


422 






End 


1377 


GI 


none 






Score 


.93 


Exons 


422.. 520, 1008.. 1377 










Seq. No. 


51435 






Seq. ID 


OJ990821 


Gene No. 


109014 






Strand 




Start 


417 






End 


1431 


Name 


OJ990821 53.0419.C20 


ol 


.gp 


Method 


AAT/GAP 


Start 


594 






End 


1044 


GI 


none 






Score 


878 


Exons 


594. .1044 










Seq. No. 


51436 






Seq. ID 


OJ990821 


Gene No. 


109015 






Strand 


+ 


Start 


332 






End 


696 


Name 


OJ990821 53.0419.C22 


ol 


.gp 


Method 


AAT/GAP 


Start 


332 






End 


696 



52829 



GI 

Exons 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

332. .452, 664. .696 



Score 



190 



51437 
109016 
1835 

OJ990821_53.0419.C23.ol.np 
1835 
6358764 
1835.. 2550 

(AC011665) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990821_53.0419.C23 

Strand + 

End 2550 

Method AAT/NAP 

End 2550 

Score 270 



51437 

109017 

1290 

OJ990821_53.0419.C23.ol.gs 

1290 

none 

1290. .1418, 1453. .1737, 1862. 

51437 

109017 

1290 

OJ990821_53.0419.C23.ol.tc 

1488 

none 



Seq. ID OJ990821_53.0419.C23 
Strand 

2550 
GENSCAN 
1986 
.78 



End 

Method 
End 
Score 
.1986 



Seq. ID OJ990821_53.0419.C23 
Strand 

End 2550 

Method TBLASTX : Cress 

End 2550 

Score 60 



1488. .1640, 1960. .2181, 1960. .2124, 2014. .2124, 2242. .2550, 
2272.. 2550, 2374.. 2544 



rfs Seq. No. 

% r Gene No. 

W start 

FU Name 

s Start 

il GI 
l'\ Exons 

Seq. No. 
\2 Gene No. 
Q Start 
f 5 Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51438 

109018 

2208 

OJ990821_53.0419.C24.ol.gs 

2208 

none 

2208. .2331, 2497. .2834 



Seq. ID OJ990821_53.0419.C24 

Strand + 

End 2834 

Method GENSCAN 

End 2834 

Score .83 



51439 
109019 
1 

OJ990821_53.0419.C30.ol.gp 
1 

3938_1.R1084 
1..211, 309. .535 

1 3269295/emb | CAA19728 . 1 | 2.0e-09 (AL030978) putative protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990821_53.0419.C30 
Strand 

End 632 

Method AAT/GAP 

End 535 

Score 7 98 



51439 
109019 
1 

OJ990821_53.0419.C30.ol.np 
65 

7486800 
65. .224 

hypothetical protein M4I22.150 - Arabidopsis thaliana 
gi I 3269295 | emb | CAA19728.il (AL030978) putative protein 
[Arabidopsis thaliana] gi | 7269587 | emb | CAB7 9589 . 1 | (AL161566) 



Seq. ID OJ990821_53.0419.C30 

Strand 

End 632 

Method AAT/NAP 

End 224 

Score 107 



52830 



putative protein [Arabidopsis thaliana] 





Seq. No. 


51439 


Seq. ID 


OJ990821_53.0419 


.C30 




Gene No. 


109019 


Strand 


- 






Start 


1 


End 


632 






Name 


OJ990821 53.0419.C30.ol.ts 


Method 


TBLASTX : Soybean 






Start 


89 


End 


371 






GI 


none 


Score 


110 






Exons 


89. .214, 90. .212, 301. .369, 


309. .371 








Seq. No. 


51439 


Seq. ID 


OJ990821_53.0419 


.C30 




Gene No. 


109019 


Strand 


- 






Start 


1 


. End 


632 






Name 


OJ990821 53.0419.C30.ol.gs 


Method 


GENS CAN 






Start 


309 


End 


632 






GI 


none 


Score 


.84 






Exons 


309. .424, 614. .632 










Seq. No. 


51440 


Seq. ID 


OJ990821_53.0419 


.C31 




Gene No. 


109020 


Strand 


- 






Start 


120 


End 


1269 






Name 


OJ990821 53.0419.C31.ol.gs 


Method 


GENSCAN 






Start 


120 


End 


1269 






GI 


none 


Score 


.48 




T ST 


Exons 


120.. 140, 1069.. 1166, 1242.. 


1269 






f p: 


SPfT No 


51441 


Seq. ID 


OJ990821 53 0419 


.C35 


ru 


Gene No. 


109021 


Strand 


+ " 






Start 


497 


End 


724 




l~ Li 


Name 


OJ990821 53.0419.C35.o2.np 


Method 


AAT/NAP 






Start 


497 


End 


724 






GI 


7523517 


Score 


188 




ril 


Exons 


497. .724 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




C3 




51441 


Seq. ID 


OJ990821_53.0419 


. C35 


: _ 


Gene No. 


109022 


Strand 






? 1:5 


Start 


1 


End 


724 






Name 


OJ990821 53.0419.C35.ol.np 


Method 


AAT/NAP 




~:J 


Start 


1 


End 


724 




f =| 


GI 


4680203 


Score 


263 






Exons 


1..332, 683. .724 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


51441 


Seq. ID 


OJ990821_53.0419 


.C35 




Gene No. 


109022 


Strand 








Start 


1 


End 


724 






Name 


OJ990821 53.0419.C35.ol.tw 


Method 


TBLASTX: Wheat 






Start 


13 


End 


323 






GI 


none 


Score 


45 






Exons 


13. .48, 18. .50, 47. .220, 54. 


.227, 211. 


.318, 225. .323 






Seq. No. 


51442 


Seq. ID 


OJ990821_53.0419 


.C36 




Gene No. 


109023 


Strand 


+ 






Start 


465 


End 


1010 






Name 


OJ990821 53.0419.C36.ol.np 


Method 


AAT/NAP 






Start 


465 


End 


1010 





52831 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2498930 Score 569 

465. .529, 697. .1010 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



51442 

109023 

465 

OJ990821_53.0419.C36.ol.gs 

470 

none 

470. .529, 697. .978 

51443 

109024 

425 

OJ990821_53.0419.C37.ol.gs 

425 

none 

425. .747 



Seq. ID OJ990821_53.0419.C36 

Strand + 

End 1010 

Method GENSCAN 

End 978 

Score .74 



Seq. ID OJ990821_53.0419.C37 

Strand + 

End 747 

Method GENSCAN 

End 747 

Score .47 



Seq. No. 

Gene No. 
C3 Start 
l] Name 
f£ Start 

?\\ GI 

^ Exons 

•jJ GI Descrip. 

Ill 

y Seq. No. 

fii Gene No. 

I* Start 

!L Name 

U Start 

% 4 GI 

j-zs. Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51444 
109025 
415 

OJ990821_53.0419.C39.ol.np 
415 

5852093 
415. .581 

(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990821_53-.0419.C39 
Strand 

End 581 

Method AAT/NAP 

End 581 

Score 61 



51445 
109026 
1 

OJ990821_53.0419.C41.ol.np 
1 

6815107 
1..26, 434. .904 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. ID OJ990821_53.0419.C41 

Strand 

End 904 

Method AAT/NAP 

End 904 

Score 229 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method AAT/NAP 

End 1332 

Score 1275 



51446 
109027 
1 

OJ990821_53.0419.C45.ol.np 
1 

6466937 
1. .1332 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



51446 

109027 

1 

OJ99082 1_53 . 04 1 9 . C4 5 . o3 . tm 
1 

none 

1..219, 5. .214 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method TBLASTX : Maize 

End 219 

Score 117 



52832 



Seq. No. 51446 

Gene No. 109027 

Start 1 

Name OJ990821_53 . 04 19 . C45 . o2 . ts 

Start 217 

GI none 

Exons 217.. 459, 320.. 451 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method TBLASTX : Soybean 

End 4 59 

Score 87 



Seq. No. 51446 

Gene No. 109027 

Start 1 

Name OJ990821_53 . 0419 .C45 . ol . tm 

Start 220 

GI none 
Exons 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method TBLASTX : Mai ze 

End 739 

Score 112 



220. .591, 220. .717, 320. .469, 497. .739 



Seq. No. 51446 

Gene No. 109027 

Start 1 

Name OJ990821_53. 0419.C45 .o2 . tw 

Start 370 

GI none 

Exons 370.. 717, 373.-663, 488.. 739 



;* Seq. No. 

j;; Gene No. 

[iJ Start 

C3 Name 

iTi Start 

If: Exons 

5 Seq. No. 

[3 Gene No. 

sj Start 

i B " Name 

f Z ' Start 

S3 Exons 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method TBLASTX : Wheat 

End 739 

Score 112 



51446 
109027 
1 

OJ990821_53.0419.C45.ol.ts 
484 
none 

484. .837, 488. .832 

51446 
109027 
1 

OJ990821_53.0419.C45.o2.tm 
766 
none 

766. .1248, 767. .967, 862. .1200, 995. .1249 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method TBLASTX : Soybean 

End 837 

Score 122 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method TBLASTX : Mai ze 

End 1249 

Score 112 



Seq. No. 51446 

Gene No. 109027 

Start 1 

Name OJ990821_53 . 0419 . C45 . ol . tw 

Start 820 

GI none 

Exons 820.. 1293, 824.. 1198 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method TBLASTX : Wheat 

End 1293 

Score 142 



Seq. No. 51446 

Gene No. 109027 

Start 1 

Name OJ990821_53 . 0419 . C45 . ol . tc 

Start 842 

GI none 
Exons 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method TBLASTX : Cress 

End 1173 

Score 53 



842. .928, 850. .1173, 1001. .1036 



52833 



Seq. No. 51446 

Gene No. 109027 

Start 1 

Name OJ 99082 1_5 3. 0419. C45.o3.ts 

Start 952 

GI none 

Exons 952.. 1266 



Seq. ID OJ990821_53.0419.C45 
Strand 

End 1332 

Method TBLASTX : Soybean 

End 1266 

Score 201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51447 

109028 

95 

OJ990821_53.0419.C4 6.ol.gs 
95 

none 



Seq. ID OJ990821_53.0419.C46 
Strand 

End 1766 

Method GEN SCAN 

End 1766 

Score .83 



95. .229, 385. .573, 1059. .1422, 1639. .1691, 1760. .1766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



fij Seq. No. 

fi Gene No. 

f.1 Start 

~Z Name 

^ Start 

fy gi 

Exons 



Seq. ID OJ990821_53.0419.C46 
Strand 

End 2203 

Method AAT/GAP 

End . 2203 

Score 152 



51447 
109029 
2121 

OJ990821_53.0419.C4 6.ol.gp 
2121 

uC-osflcypl69e02bl 
2121. .2203 

, 5051773/emb|CAB45066.1| 1.0e-08 (AL078637) putative protein 
[Arabidopsis thaliana] 1 



51448 

109030 

114 

OJ990821_53.0419.C47.ol.gs 

114 

none 

114. .218 



Seq. ID OJ990821_53.0419.C47 

Strand + 

End 218 

Method GEN SCAN 

End 218 

Score . 64 



Seq. No. 51449 

Gene No. 109031 

Start 1 

Name OJ990821_53 . 0419 .C48 . ol . np 

Start 1 

GI 6862915 

Exons 1..18, 477.. 599 

GI Descrip. (AC018907) putative dual-specificity protein phosphatase 
[Arabidopsis thaliana] 



Seq. ID OJ990821_53.0419.C48 
Strand 

End 1005 

Method AAT/NAP 

End 599 

Score 81 



Seq. No. 


51449 








Seq. ID 


OJ990821 


Gene No. 


109031 








Strand 




Start 


1 








End 


1005 


Name 


OJ990821 


53.0419.C48 


.ol 


.gs 


Method 


GENSCAN 


Start 


477 








End 


1005 


GI 


none 








Score 


. -61 


Exons 


477. .632, 


950. .1005 










Seq. No. 


51450 








Seq. ID 


OJ990821 


Gene No. 


109032 








Strand 




Start 


395 








End 


1022 


Name 


OJ990821 


53.0419.C50 


.ol 


.np 


Method 


AAT/NAP 


Start 


395 








End 


1022 



52834 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680186 Score 134 

395.. 596, 996.. 1022 

(AF111709) unknown [Oryza sativa subsp. indica] 



51450 

109032 

395 

OJ990821_53.0419.C50.ol.gs 

730 

none 

730. .830 



Seq. ID OJ990821_53.0419.C50 
Strand 

End 1022 

Method GEN SCAN 

End 830 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51451 
109033 
1 

OJ990821_53.0419.C51.ol.np 
1 

7489805 

1..34, 974. .3366, 3891. .4067 

polyprotein - maize retrotransposon Cinful-1 

gil 4206306 | gb | AAD11615 . 1| (AF049110) prpol [Zea mays] 



Seq. ID OJ990821_53.0419.C51 
Strand 

4581 
AAT/NAP 
4067 
1397 



End 

Method 

End 

Score 



51451 
109033 
1 

OJ990821_53.0419.C51.ol.gs 
418 
none 

418. .516, 914. .1526, 1697. .1946, 1990 



Seq. ID OJ990821_53.0419.C51 
Strand 

End 4581 

Method GENSCAN 

End 3213 

Score . 7 

2249, 2339.. 3213 



51451 

109033 

1 

OJ990821_53.0419.C51.o2.tw 

1274 

none 



Seq. ID OJ990821_53.0419.C51 
Strand 

End 4581 

Method TBLASTX : Wheat 

End 1705 

Score 81 



1274. .1510, 1516. .1704, 1589. .1705 



Seq. No. 51451 

Gene No. 109033 

Start 1 

Name OJ990821_53 . 04 19 . C51 . o3 . tw 

Start 2048 

GI none 

Exons 2048.. 2248 



Seq. ID OJ990821_53.0419.C51 
Strand 

End 4581 

Method TBLASTX : Wheat 

End 2248 

Score 201 



Seq. No. 51451 

Gene No. 109033 

Start 1 

Name OJ990821_53 . 0419 . C51 . ol . tm 

Start 2254 

GI none 

Exons 2254.. 2601, 2258.. 2602 



Seq. ID OJ990821_53.0419.C51 
Strand 

End 4581 

Method TBLASTX : Maize 

End 2 602 

Score 242 



Seq. No. 
Gene No. 
Start 



51451 

109033 

1 



Seq. ID OJ990821_53.0419.C51 
Strand 

End 4581 



52835 



Name 

Start 

GI 

Exons 



OJ990821_53.0419.C51.ol.tw Method 

2275 End 

none Score 
2275. .2730, 2276.. 2680 



TBLASTX: Wheat 

2730 

276 



Seq. No. 51451 Seq. ID 

Gene No. 109033 Strand 

Start 1 End 

Name OJ990821_53 . 04 19 . C5 1 . o4 . tw Method 

Start 2935 End 

GI none Score 

Exons 2935.. 3111, 2936.. 3157, 3163.. 3294 



OJ990821_53.0419.C51 
4581 

TBLASTX: Wheat 

3294 

92 



Seq. No. 51451 Seq. ID 

Gene No. 109033 Strand 

Start 1 End 

Name OJ990821_53 . 04 19 . C51 . o2 . gs Method 

Start 3492 End 

GI none Score 

Exons 3492.. 3632, 3685.. 4179, 4342.. 4581 



OJ990821_53.0419.C51 

4581 
GENS CAN 
4581 
.58 



Seq. No. 
Gene No. 
C3 Start 
1 Name 
lZ Start 

1 ^ Exons 



51451 Seq. ID 

109033 Strand 

1 End 
OJ990821_53 .0419. C51 . o5 . tw Method 

4141 End 

none Score 

4141. .4464, 4166. .4315 



OJ990821_53.0419.C51 
4581 

TBLASTX: Wheat 

4464 

51 



• 3 



Seq. No. 51452 Seq. ID 

Gene No. 109034 Strand 

Start 33 End 

Name OJ990821_53 . 04 1 9 . C52 . ol . gs Method 

Start 33 End 

GI none Score 

Exons 33. . 136 



OJ990821_53.0419.C52 
136 

GENSCAN 

136 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



51453 Seq. ID 

109035 Strand 

1 End 595 
OJ990821_53 .0419. C53 . ol . np Method AAT/NAP 

1 End 595 

7248393 Score 237 
1..24, 237. .595 

(AP001389) hypothetical protein [Oryza sativa] 



OJ990821 53.0419.C53 



51453 

109036 

636 

OJ990821_53.0419.C53.o2.np 
636 

5042463 



Seq. ID OJ990821_53.0419.C53 
Strand 

End 3096 

Method AAT/NAP 

End 2542 

Score 108 



636. .717, 769. .902, 1562. .1780, 2312. .2542 
(AC007789) unknown protein [Oryza sativa] 



51453 
109036 



Seq. ID OJ990821_53.0419.C53 
Strand 



52836 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 

^ Gene No. 

Q Start 

f 3 Name 

'li Start 

^ GI 

Exons 



636 End 3096 

OJ990821_53 . 0419. C53 . ol . gs Method GEN SCAN 

1993 End. 3096 

none Score . 8 

1993. .2153, 2434.. 2566, 2665. .3096 



51454 

109037 

1 

OJ990821_53.0419.C54 .ol.np 
1 

5295955 



Seq. ID OJ990821_53.0419.C54 
Strand 

End 2557 

Method AAT/NAP 

End 2230 

Score 145 



1..26, 323. .437, 922. .990, 2184. .2230 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



51454 Seq. ID 

109037 Strand 

1 End 

OJ990821_53.0419.C54 .ol.tm Method 

1907 End 

none Score 



OJ990821_53.0419.C54 
2557 

TBLASTX: Maize 

2443 

80 



1907. .1936, 1934. .2161, 2204. .2443, 2274. .2432 



51454 
109037 
1 

OJ990821_53. 0419.C54 .o2.np 
1914 
7487315 
1914. .2557 

hypothetical protein T22A6.140 - Arabidopsis thaliana 
gi I 5051773 | embl CAB45066.il (AL078637) putative protein 
[Arabidopsis thaliana] gi | 7269281 | emb | CAB7934 1 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ990821_53.0419.C54 
Strand 

End 2557 

Method AAT/NAP 

End 2557 

Score 317 



51455 Seq. ID 

109038 Strand 

143 End 
OJ990821_53.0419.C56.ol.gs Method 

143 End 

none Score 
143. .1093 



OJ990821_53.0419.C56 
+ 

1093 
GENSCAN 
1093 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



51456 Seq. ID 

109039 Strand 
1 End 
OJ990821_53 .0419. C57 . ol . np Method 
1 End 
5902444 Score 
1. .713 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990821_53.0419.C57 
+ 

716 

AAT/NAP 
713 
533 



51456 

109039 

1 

OJ990821_53.0419.C57.ol.gs 



Seq. ID OJ990821_53.0419.C57 

Strand + 

End 716 

Method GENSCAN 



52837 



Start 


51 


End 


716 




GI 


none 


Score 


.88 




Exons 


51. .161, 291. .716 








Seq. No. 


51456 


Seq. ID 


OJ990821_53. 0419. 


C57 


Gene No. 


109040 


Strand 


+ 




Start 


780 


End 


1027 




Name 


OJ990821_53 . 04 19 . C57 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


78 


End 


845 




GI 


none 


Score 


143 




Exons 


78. .260, 86. .187, 297. .533, 


308. .415, 


309. .518, 680. .844 


r 




681. .845 








Seq. No. 


51456 


Seq. ID 


OJ990821_53. 0419. 


C57 


Gene No. 


109040 


Strand 


+ 




Start 


780 


End 


1027 




Name 


OJ990821 53.0419.C57.o2.np 


Method 


AAT/NAP 




Start 


780 


End 


1027 




GI 


5902445 


Score 


136 




Exons 


780. .1027 








GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 




Seq. No. 


51457 


Seq. ID 


OJ990821_45.0421. 


C4 


Gene No. 


109041 


Strand 


+ 




Start 


735 


End 


1924 




Name 


OJ990821 45.0421.C4.ol.gs 


Method 


GENSCAN 




Start ' 


735 


End 


1924 




GI 


none 


Score 


.73 




Exons 


735. .843, 991. .1184, 1721.. 


1924 







S.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51457 

109042 

7248 

OJ990821_4 

7248 

7484861 

7248. .7533 

cellulose 

Arabidopsi 

cellulose 

gil 4049343 

catalytic 

gi|7270145 

catalytic 



5.0421.C4.ol.np 



Seq. ID OJ990821_45.0421.C4 

Strand + 

End 7535 

Method AAT/NAP 

End 7533 

Score 271 



synthase (EC 2.4.1.-) catalytic chain RSW1 - 
s thaliana gi | 2827139 | gb IAAC39334 . 1 1 (AF027172) 
synthase catalytic subunit [Arabidopsis thaliana] 
|emb|CAA22568.1| (AL034567) cellulose synthase 
subunit (RSW1) [Arabidopsis thaliana] 
|emb|CAB79958.1| (AL161581) cellulose synthase 
subunit (RSW1) [Arabidopsis tha 



51457 Seq. ID 

109042 Strand 

7248 End 

OJ990821_45 . 0421 -C4.ol.tm Method 

7248 End 

none Score 



OJ990821_45.0421.C4 
+ 

7535 

TBLASTX: Maize 

7535 

68 



7248. .7307, 7266. .7307, 7350. .7535, 7364. .7513, 7492. .7533 



51457 Seq. ID 

109042 Strand 

7248 End 

OJ990821 45.0421.C4.ol.tc Method 



OJ990821_45.0421.C4 
+ 

7535 

TBLASTX: Cress 



52838 



Start 


7266 






End 


7535 


GI 


none 






Score 


60 


Exons 


7266. .7307,. 7371. 


.7535 








Seq. No. 


51457 






Seq. ID 


OJ990821__45.0421.C4 


Gene No . 


i n on a o 
1U yU4 Z 






Strand 


+ 


Start 


7248 






End 


7535 


Name 


OJ990821 45.0421. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7266 






End 


7535 


GI 


none 






Score 


68 


Exons 


7266.. 7307, 7370. 


.7513, 


7371. . 


.7535 




Seq. No. 


51458 






Seq. ID 


OJ990821_45.0421.C5 


Gene No. 


109043 






Strand 


+ 


Start 


1 






End 


2680 


Nante 


OJ990821 45.0421. 


C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


2680 


GI 


3135611 






Score 


1563 


Exons 


1..133, 224. .392, 


1027. 


.1293, 


1381. .1726, 1812. .1949, 




2045. .2170, 2270. 


.2409, 


2652. . 


,2680 




GI Descrip. 


(AF062485) cellulose synthase 


[Arabidopsis thaliana] 


Seq. No. 


51458 






Seq. ID 


OJ990821_45.0421.C5 


c^ene wo. 


109043 






Strand 


+ 


Start 


1 






End 


2680 


Name 


OJ990821 45.0421. 


C5.o2. 


tin 


Method 


TBLASTX: Maize 


Start 


21 






End 


348 


GI 


none 






Score 


153 


Exons 


21. .131, 22. .132, 


218. . 


256, 221.. 283, 


222. .335, 223. .348 


Seq. No. 


51458 






Seq. ID 


OJ990821_45.0421.C5 


Gene No. 


109043 






Strand 


+ 


btart 


1 






End 


2680 


Name 


OJ990821 45.0421. 


C5.ol. 


gs 


Method 


GEN SCAN 


Start 


67 






End 


2416 


GI 


none 






Score 


.79 


Exons 


67. .133, 224. .392 


, 1027 


. .1293, 


1381. .1687, 1812. .1949, 




2045.. 2170, 2270. 


.2416 








Seq. No. 


51458 






Seq. ID 


OJ990821_45.0421.C5 


Gene No. 


109043 






Strand 


+ 


Start 


1 






End 


2680 


Name 


OJ990821 45.0421. 


C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


267 






End 


2438 


GI 


none 






Score 


88 


Exons 


267. .323, 268. .327, 1031. .1294, 1058.. 


1279, 1376.. 1726, 




1378.. 1731, 1805. 


.1963, 


1806. . 


1964, 1809. .1985, 2041. .2178, 




2044.. 2175, 2045. 


.2176, 


2269. . 


2409, 2270. .2407, 2319. .2438 


Seq. No. 


51458 






Seq. ID 


OJ990821_45.0421.C5 


Gene No. 


109043 






Strand 


+ 


Start 


1 






End 


2680 


Name 


OJ990821 45.0421. 


C5.ol. 


gp 


Method 


AAT/GAP 


Start 


339 






End 


1549 


GI 


28113 1.R1084 






Score 


916 



Exons 339.. 392, 1027.. 1293, 1381.. 1549 

GI Descrip. '2827141 1.0e-179 (AF027173) cellulose synthase catalytic 



52839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



subunit [Arabidopsis thaliana] >gi_4 914 4 47_emb_CAB4 3650 . 1_ 
(AL050351) cellulose synthase catalytic subunit (Ath-A) 
[Arabidopsis thaliana] ' 



51458 Seq. ID 

109043" Strand 
1 End 
OJ990821_45 . 0421 . C5 . o2 . gp Method 
1027 End 
28113_1.R1084 Score 
1027. .1293, 1381. .1726, 1812. .1949, 2045. .2183 
f 2827141 1.0e-179 (AF027173) cellulose synthase catalytic 
subunit [Arabidopsis thaliana] >gi_4 914 4 4 7_emb_CAB4 3650 . 1 
(AL050351) cellulose synthase catalytic subunit (Ath-A) 
[Arabidopsis thaliana] 1 



OJ990821_45.0421.C5 
+ 

2680 
AAT/GAP 
2183 
1457 



51458 

109043 

1 

OJ990821_45.0421.C5.ol.tm 

1028 

none 

1028. .1294, 1061. .1294, 1132. 
1378. .1731, 1399. .1731, 1805. 



Seq. ID OJ990821_45.0421.C5 

Strand + 

End 2680 

Method TBLASTX : Mai ze 

End 2409 

Score 361 

.1326, 1203. .1295, 1376. .1726, 
.1963, 1806. .1958, 2043. .2165, 



2044. .2169, 2045. .2176, 2270. .2407, 2272. .2409 



51458 Seq. ID 

109043 Strand 

1 End 

OJ990821_45 . 0421 . C5 . ol . ts Method 

1154 End 

none Score 



OJ990821_45.0421.C5 

+ 

2680 

TBLASTX : Soybean 

2432 

166 



1154. .1294, 1154. .1285, 1156. .1293, 1376. .1726, 1378. .1731, 

1378. .1731, 1805. .1951, 1806. .1958, 1809. .1985, 2044. .2166, 

2045. .2176, 2057. .2170, 2264. .2407, 2270. .2407, 2272. .2409, 

2277.. 2432, 2295.. 2408 



.51458 
109043 
1 

OJ990821_45.0421.C5.ol.tw 

1577 

none 



Seq. ID OJ990821_45.0421.C5 



Strand 
End 

Method 

End 

Score 



+ 

2680 

TBLASTX: Wheat 

2167 

234 



1577. .1726, 1600. .1731, 1805. .1963, 1806. .1958, 1809. .1976, 
2044. .2166, 2045. .2167 



Seq. No. 51459 Seq. ID 

Gene No. 109044 Strand 

Start 1 End 

Name OJ990821_45 . 0421 .C6.ol .np Method 

Start 1 End 

GI 7484715 Score 

Exons 1..101, 185.. 535, 617.. 1195 

GI Descrip. cellulose synthase (EC 2.4.1.-) catalytic chain celA2 - upland 
cotton (fragment) gi | 1706958 | gb IAAB37767 . 1 | (U58284) cellulose 
synthase [Gossypium hirsutum] 



OJ990821_45.0421.C6 
+ 

1845 
AAT/NAP 
1195 
1519 



52840 



Seq. No. 51459 
Gene No. 109044 
Start 1 

Name OJ990821_45 . 0421 . C6 . ol . gp 

Start 7 

GI uC-osroM202033fllbl 
Exons 7.. 101, 185.. 400 

GI Descrip. '2827141 2.0e-52 (AF027173) cellulose synthase catalytic subunit 
[Arabidopsis thaliana] >gi_4 914 447_emb_CAB4 3650 . 1_ (AL050351) 
cellulose synthase catalytic subunit (Ath-A) [Arabidopsis 
thaliana] 1 



Seq. ID OJ990821_45.0421.C6 

Strand + 

End 1845 

Method AAT/GAP 

End 4 00 

Score 582 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51459 

109044 

1 

OJ990821_45.0421 .C6.ol.gs 

185 

none 

185. .331, 617. .1201 



Seq. ID OJ990821_45.0421.C6 

Strand + 

End 18 4 5 

Method GENSCAN 

End 1201 

Score .76 



51459 
109044 
1 

OJ990821_45 . 0421 . C6 . o2 . gp 
456 . 

15539_1.R1084 
456. .535, 617. .1845 

•1706958 1.0e-98 (U58284) cellulose synthase [Gossypium 
hirsutum] ' 



Seq. ID OJ990821_45.0421.C6 

Strand + 

End 1845 

Method AAT/GAP 

End 1845 

Score 2565 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51459 
109045 
5158 

OJ990821_45.0421.C6.o2.np 
5158 
6630699 
5158. .5240 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990821_45.0421.C6 

Strand + 

End 5240 

Method AAT/NAP 

End 524 0 

Score 82 



51459 

109046 

1922 

OJ990821_4 5.0421.C6.ol.tc 
2 

none 



Seq. ID OJ990821_45.0421.C6 
Strand 

End 5753 

Method TBLASTX : Cress 

End 1220 

Score 59 



2. .100, 2. .100, 3. .104, 179. .547, 184. .549, 184. .546, 611. .820, 
614. .850, 619. .837, 628. .858, 636.-845, 842. .1195, 849. .1049, 
871. .1185, 1038. .1220 



Seq. No. 51459 

Gene No. 10904 6 

Start 1922 

Name OJ990821_4 5 . 0421 . C6 . ol . tm 

Start 2 

GI none 



Seq. ID OJ990821_45.0421.C6 
Strand 

End 5753 

Method TBLASTX : Mai ze 

End 1303 

Score 178 



52841 




Exons 2. .100, 3. .104, 182. .541, 182. .535, 349. .543, 601. .933, 

614. .1204, 616. .1197, 1274. .1303, 1277. .1303 



Seq. No. 


51459 Seq. ID 


OJ990821 


_45.0421.C6 


Gene No. 


109046 Strand 


- 




Start 


1922 End 


5753 




Name 


OJ990821 45.0421.C6.ol.ts Method 


TBLASTX: 


Soybean 


Start 


2 End 


1198 




GI 


none Score 


60 




Exons 


2. .97, 2. .103, 3.. 104, 182. .541, 185.. 


541, 187. 


.549, 349. .543 




601 1131 614 1159. 619 1143 1160 

\j vj x « • x x _/ x / un i • x x -/ , w x _/ • • x x t j ^ iiuu • 


.1198 




Seq. No. 


51459 Seq. ID 


OJ990821 


_45.0421.C6 


Gene No. 


109046 Strand 


- 




Start 


1922 End 


5753 




Name 


OJ990821 45.0421.C6.o2.tw Method 


TBLASTX: 


Wheat 


Start 


376 End 


583 




GI 


none Score 


118 




P von 


376.-534, 377. .583, 379. .543 






Seq. No. 


51459 Seq. ID 


OJ990821 


_45.0421.C6 


Gene No. 


109046 Strand 






Start 


1922 End 


5753 




Name 


OJ990821 45.0421.C6.ol.tw Method 


TBLASTX: 


Wheat 


Start 


673 End 


1078 




GI 


none Score 


278 




IjAUilo 


673. .837, 674. .850, 842. .1075, 845. .1078, 865.. 


1 077 


Seq. No. 


51459 Seq. ID 


OJ990821 


_45. 0421. C6 


Gene No. 


109046 Strand 






Start 


1922 End 


5753 




Name 


OJ990821 45.0421.C6.o2.gs Method 


GENSCAN 




Start 


1922 End 


5753 




GI 


none Score 


.79 




Exons 


1922. .2032, 2402. .2537, 2608. .2644, 4668. .4938, 


5691. .5753 


Can Mn 


51460 Seq. ID 


OJ990821 




Gene No. 


109047 Strand 


+ 




Start 


931 End 


1312 




Name 


OJ990821 45.0421.C7.ol.gp Method 


AAT/GAP 




Start 


931 End 


1312 




GI 


uC-osflcyp033a04bl Score 


675 




Exons 


931. .1312 






GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


51460 Seq. ID 


OJ990821 


_45.0421.C7 


Gene No. 


109048 Strand 


+ 




Start 


3799 End 


5143 




Name 


OJ990821 45.0421.C7.o3.np Method 


AAT/NAP 




Start 


3799 End 


5143 




GI 


6630699 Score 


86 




Exons 


3799.. 3819, 5065.. 5143 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 





gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



52842 



Seq. No. 


51460 




Seq. ID 


OJ990821_45.0421.C7 


Gene No. 


109049 




Strand 


+ 


O Lai L, 






End 


11506 


Name 


OJ990821 45.0421 


.C7.o2.gs 


Method 


GENS CAN 


Start 


7014 




End 


11506 


GI 


none 




Score 


.52 


Exons 


7014. .7072, 7171 


..7249, 7543. 


.7630, 8031. .8165, 8343. .8384, 




9142.. 9227, 9554 


..9814, 9990. 


.10087, 10182. .10264, 11052.. 1 


Seq. No. 


51460 




Seq. ID 


OJ990821_45.0421.C7 




1 nQn^n 




Strand 


+ 


Start 


12086 




End 


12175 


Name 


OJ990821 45.0421 


.C7 .o3 . gs 


Method 


GENSCAN 


Start 


12086 




End 


12175 


GI 


none 




Score 


.72 


Exons 


12086. .12175 








Seq. No. 


51460 




Seq. ID 


OJ990821_45.0421.C7 


Gene No. 


109051 




Strand 




Start 


864 




End 


7005 


Name 


OJ990821 45.0421 


. C7 . ol . np 


Method 


AAT/NAP 


Start 


864 




End 


6149 


GI 


4680186 




Score 


366 


Exons 


864. .1064, 1903. 


.1952, 4327.. 


4398, 6066. .6149 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


51460 




Seq. ID 


OJ990821_45.0421.C7 


Gene No. 


109051 




Strand 




Start 


864 




End 


7005 


Name 


OJ990821 45.0421 


.C7 ,o2 .np 


Method 


AAT/NAP 


Start 


2124 




End 


5004 


GI 


5922620 




Score 


512 


Exons 


2124.. 2337, 2900 


..2969, 3672. 


.3920, 4089. .4122, 4758.-4782, 




4828. .5004 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 



gi| 6016853 I dbj | BAA85196.il 
corresponds to a region of 
protein [Oryza sativa] 



(AP000570) EST D15357 (C0514 ) 

the predicted gene.; hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821 45. 0421. C7 



51460 
109051 
864 

OJ990821_45.0421.C7 .o4 .np 
5283 
5922619 

5283.. 5382, 6828.. 7005 
(AP000492) hypothetical protein 
gi| 6016852 | dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



7005 
AAT/NAP 
7005 
87 



[Oryza sativa] 



51460 Seq. ID 

109052 Strand 

8368 End 

OJ990821_45 . 0421 . C7 . o5 . np Method 

8368 End 

5777623 Score 



OJ990821_45.0421.C7 

12394 
AAT/NAP 
12394 
1246 



52843 




Exons 8368. .8503, 9945. .10204, 11009 .. 11529, 11709 .. 11841, 

12090. .12276, 12319.. 12394 
GI Descrip. (AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. No. 


51461 








Seq. ID 


OJ990821 


_45 


.0421 


.C8 


Gene No. 


109053 








Strand 


+ 








Start 


179 








End 


363 








Name 


OJ990821 45. 


0421 


.C8.ol. 


gs 


Method 


GENSCAN 








Start 


179 ' 








End 


363 










none 








Score 


c 
. D 








Exons 


179. .363 


















Seq. No. 


51461 








Seq. ID 


OJ990821 


_4 5 


.0421 


.C8 


Gene No. 


109054 








Strand 


- 








Start 


703 








End 


1305 








Name 


OJ990821 45. 


0421 


.C8.o2. 


gs 


Method 


GENSCAN 








Start 


703 








End 


1305 










none 








Score 


.5 








Exons 


703.. 837, 1168.. 


1305 














Seq. No. 










Seq.' ID 


OJ990821_ 


_4 5 


0421 


.C9 


Gene No. 










Strand 


+ 








Start 










End 


3859 








Name 




U4 Z 1 


.C9.ol. 


gs 


Method 


GENSCAN 








Start 










End 


3859 










none 








Score 


. 68 








Exons 


1209. .1272, 


3159 


. .3254, 


3316. 


.3486, 3582. .3859 








Seq. No. 


514 bZ 








Seq. ID 


OJ990821 


_4 5 


0421 


.C9 


Gene No. 


loyooo 








Strand 


+ 








Start 


4 1 y4 








End 


5107 








Name 


OJ990821 45. 


0421 


,C9.o2. 


gs 


Method 


GENSCAN 








Start 


4194 








End 


5107 










none 








Score 


.82 








Exons 


4194. .4356, 


4415 


. .4567, 


4971. 


.5107 










Seq. No. 


51463 








Seq. ID 


OJ990821 


_45 


0421 


.C10 


Gene No. 


109057 








Strand 


+ 








Start 


1265 








End 


3540 








Name 


OJ990821 45. 


0421 


.ClO.ol 


.gs 


Method 


GENSCAN 








Start 


1265 








End 


3540 










none 








Score 


.82 








Exons 


1265. .1373, 


3275 


. .3540 














Seq. No. 


51463 








Seq. ID 


OJ990821_ 


_45 


0421 


.C10 


Gene No. 


109058 








Strand 


+ 








Start 


5304 








End 


5594 








Name 


OJ990821 45. 


0421 


.C10.o2 


.gs 


Method 


GENSCAN 








Start 


5304 






End 


5594 








GI 


none 








Score 


.93 








Exons 


5304. .5594 


















Seq. No. 


51464 








Seq. ID 


OJ990821_ 


_45, 


0421 


.Cll 


Gene No. 


109059 








Strand 


+ 








Start 


1088 








.End 


4120 








Name 


OJ990821 45. 


0421 


.Cll.ol 


. gs 


Method 


GENSCAN 








Start 


1088 








End 


4120 









52844 




GI 


none 








Score 


.53 








Exons 


1088. .1134, 


2382. .2538, 


2755. 


.3163, 3210.. 3658, 


3892. .4120 


Seq. No. 


51464 








Seq. ID 


OJ990821 


45 . 


0421 


.Cll 


Cpnp No 
VJC11C liv ■ 


109060 








*J L, JL Cll L\Ji 










Start 


138 








End 


54 4 








Name 


OJ990821 45. 


0421. Cll. 


ol 


.gp 


Mp1~ hoH 


AAT /RAP 








Start 


138 








End 


544 








GI 


none 








Score 


797 








Exons 


138. .544 


















Seq. No. 


51465 








Seq. ID 


OJ990821 


45 . 


0421 


. C12 


f^on^ Mo 


109061 








ij U- J- Cll Iv-1 










Start 


665 








End 


1305 

X J VJ sj 








Name 


OJ990821 45. 


0421. C12. 


ol 


.gs 


Mo f- K nrl 

i. JC L.11vJ<mL 


VJ JLj IN k_) V_^illN 








Start 


665 








End 


1305 








GI 


none 










. 47 








Exons 


665. .737, 1215. .1305 
















Seq. No. 


51466 








Seq. ID 


OJ990821 

WU Zs Z/ \J \J £~ -L- 


45 . 


0421 


. C13 


ripnp Ma 


109062 


















Start 


160 








FnH 

CjIILJ. 


4 C\9 








Name 




04 ?1 n ^ 


ol 


.gs 


L IC I— 1 1UU. 


{^FNSTAN 








Start 


160 ~~ 








End 


402 








GI 


none 








Score 


. 73 








Exons 


160. .402 


















Seq. No. 


51467 








Seq. ID 


OJ990821 


45 . 


0421 


. C14 




109063 








C +• t a nH 

U Li Ctlllwl 


-|_ 








Start 


212 








FnH 


JUL 








Name 


OJ990821 45. 


0421. C14. 


ol 


.gs 


M*=» t~ h oH 


QFNSPAN 

w Hi IN O WirllN 








Start 


212 








End 


382 








GI 


none 








Score 


. 4 








Exons 


212. .382 


















Seq. No. 


51468 








O C VJ . 11/ 




45 . 


0421 


. C15 


VJ 1 1~ L*i\J . 


109064 








uLI Cll ILL 


J. 








Start 


57 








FnH 


1 09? 

±.\J 








Name 


OJ990821 45. 


0421. C15. 


ol 


.gs 


l ie L 1 l^J Ll 


HFNSPAN 

VJ J_j IN O OiTlLN 








Start 


57 








FnH 


1 097 








GI 


none 








Q /-\ -|<~ /2> 


. <J VJ 








Exons 


57. .97, 520. 


.593, 925 


. . 


1022 












Seq. No. 


51469 








JCLj . JL Ls 




4 5 


04 21 


• V-/ X vj 


flpnp Mo 
UCilC Vi\J ■ 


109065 








oli cll lu 


J- 








Start 


114 








FnH 

J_li lvj. 


1 47S 








Name 


OJ990821 45. 


0421. C16. 


o1 
vj x 


.gs 


Mot - l-i oH 
lit: L 1 luu 


VJ ill Ln O V_,rtlN 








Start 


114 






FnH 


1 4 7 R 








GI 


none 








Score 










Exons 


114. .287, 1385. .1475 
















Seq. No. 


51469 








Seq. ID 


OJ990821_ 


45. 


0421 


.C16 


Gene No. 


109066 








Strand 










Start 


15 








End 


2795 








Name 


OJ990821 45. 


0421. C16. 


Ol 


.np 


Method 


AAT /NAP 








Start 


15 








End 


2795 








GI 


6069646 








Score 


161 









52845 



Exons 15.. 76, 1832.. 2272, 2483.. 2795 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 ( dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


51469 




Seq. ID 


OJ990821_45.0421. 


C16 


Gene No. 


109066 




Strand 






Start 


15 




End 


2795 




LN cLIUC 




04 7 1 PI 6 nO 1-m 


Method 


TBLASTX: Maize 




Start 


2005 




End 


2347 




GI 


none 




Score 


72 




Exons 


2005. .2220, 


2005.. 2214, 2191 


..2328, 2247. .2339, 2249.-2347 


Seq. No. 


51469 




Seq. ID 


OJ990821_45.0421. 


C16 


Gene No. 


109066 




Strand 






Start 


15 




End 


2795 




Name 


OJ990821 45 


.0421.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


2348 




End 


2783 




GI 


none 




Score 


38 




Exons 


2348. .2386, 


2363.. 2383, 2393 


-.2473, 24! 


35. .2580, 2487. .2603, 




2586. .2678, 


2670. .2783 








Seq. No. 


51470 




Seq. ID 


OJ990821_45.0421. 


C17 


Gene No. 


109067 




Strand 






Start 


601 




End 


1656 




NT ;a m o 


OJ990821 45 


•0421.C17.ol.np 


Method 


AAT/NAP 




Start 


601 




End 


1656 




GI 


4680199 




Score 


550 




Exons 


601.. 739, 908.. 1029, 1105.. 1656 






GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 




Seq. No. 


51470 




Seq. ID 


OJ990821_45.0421. 


C17 


Gene No. 


109067 




Strand 






Start 


601 




End 


1656 




Name 


OJ990821 45 


-0421.C17.o2.ts 


Method 


TBLASTX : Soybean 




Start 


723 




End 


926 




GI 


none 




Score 


98 




Exons 


723. .926, 723. .878, 746. .925 








Seq. No. 


51470 




Seq. ID 


OJ990821_45.0421. 


C17 


Gene No. 


109067 




Strand 






Start 


601 




End 


1656 




Name 


OJ990821 45 


.0421.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


827 




End 


1351 




GI 


none 




Score 


96 




Exons 


827. .1030, 


846. .1019, 1139.. 


1351, 1146. 


. .1241 




Seq. No. 


51470 




Seq. ID 


OJ990821_45.0421. 


C17 


Gene No. 


109067 




Strand 






Start 


601 




End 


1656 




Name 


OJ990821 45 


.0421.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


932 




End 


1367 




GI 


none 




Score 


79 




Exons 


932. .1030, 


942. .1031, 1103..: 


1252, 1104. 


..1244, 1292. .1363 





1293. .1367 



52846 



• 



Seq. No. 


51470 








Seq. ID 


OJ990821 45 0421 C17 


Gene No. 


109067 








Strand 




Start 


601 








End 


1656 


Name 


OJ990821 45. 


0421. 


C17.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1097 








End 


1456 


GI 


none 








Score 


143 


Exons 


1097. . 1456, 


1103. 


. 1456 








Seq. No. 


51471 








Seq. ID 


OJ990821 45 0421 C21 


Gene No. 


109068 








Strand 


+ _ 


Start 


77 








End 


803 


Name 


OJ990821 45. 


0421. 


C21.ol 


.gs 


Method 


GENSCAN 


Start 


77 








End 


803 


GI 


none 








Score 


.41 


Exons 


77. .160, 302 


I..489, 521. 


.803 






Seq. No. 


51471 








Seq. ID 


OJ990821 45 . 0421 .C21 


Gene No. 


109069 








Strand 


+ ~~ 


Start 


8969 








End 


9285 


Name 


OJ990821 45. 


0421. 


C21.o3 


.gs 


Method 


GENSCAN 


Start 


8969 








End 


9285 


GI 


none 








Score 


.66 


Exons 


8969. .9128, 


9161. 


.9285 








Q Seq. No. 


51471 








Seq. ID 


OJ990821_45.0421.C21 


Eft Gene No . 


109070 








Strand 




fjj Start 


1325 








End 


8210 


?~ Name 


OJ990821 45. 


0421. 


C21.o2 


.gs 


Method 


GENSCAN 


M Start 


1325 








End 


8100 


gi 


none 








Score 


.47 


W Exons 


1325. .1515, 


1717. 


.2261, 


5278. 


.5340, 5635. .5694, 6246. .6364, 




7333. .7551, 


7789. 


.7818, 


7909. 


.8100 




Seq. No. 


51471 








Seq. ID 


OJ990821_45.0421.C21 


r 5 ; Gene No. 


109070 








Strand 




y Start 


1325 








End 


8210 



f & Name 
a Start 

□ GI 
?a Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990821_45 . 0421 .C21 . ol .np Method AAT/NAP 
3340 End 8088 

7446121 Score 819 

3340. .3410, 3634. .3718, 4095. .4163, 6245. .6323, 6475. .6540, 
7119.. 7180, 7330.. 7551, 7672.. 7803, 7909.. 8088 
hypothetical protein T19L18.13 - Arabidopsis thaliana 
gi|3413707|gb|AAC31230.1| (AC004747) hypothetical protein 
[Arabidopsis thaliana] 



51471 
109070 
1325 

OJ990821_45.0421.C21.ol.gp 
7737 

LIB3434-040-P1-K1-E7 
7737. .7818, 7909. .8210 

•3413707 9.0e-21 (AC004747) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 8210 

Method AAT/GAP 

End 8210 

Score 698 



Seq. No. 



51471 



Seq. ID OJ990821 45.0421.C21 



52847 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



109071 Strand 

13627 End 

OJ990821_45.0421.C21.o3.tm . Method 

1435 End 

none Score 



17308 

TBLASTX: Maize 

1657 

120 



1435. .1551, 1445. .1552, 1532. .1657, 1552. .1656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51471 

109071 

13627 

OJ990821_45.0421.C21.o2.tc 

7339 

none 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method TBLASTX: Cress 

End 8070 

Score 137 



7339. .7425, 7411. .7449, 7459. .7503, 7459. .7548, 7504. .7557, 
7672. .7815, 7673. .7816, 7930. .7995, 7943.-7999, 8008. .8070 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



fn Seq. No. 

Gene No. 

^ Start 

^ Name 

U Start 

O GI 

fll Exons 



51471 

109071 

13627 

OJ990821_45.0421.C21.o3.ts 

7345 

none 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method TBLASTX : Soybean 

End 8070 

Score 4 0 



7345. .7473, 7444. .7548, 7459. .7503, 7516. .7557, 7673. .7705, 
7690. .7815, 7691. .7843, 7936. .7998, 7943. .7999, 7978. .8070 



51471 

109071 

13627 

OJ990821_45.0421.C21.o4.gs 

13627 

none 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method GENSCAN 

End 17293 

Score .43 



13627. .13986, 14 180 144 96, 14 611 .. 14853, 15280 .. 157 65, 
15853. .17293 



Seq. No. 51471 

Gene No. 109071 

Start 13627 

Name OJ990821_45 . 0421 .C21 . o4 . ts 

Start 13705 

GI none 

Exons 13705. .13917, 13708.. 13905 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method TBLASTX : Soybean 

End 13917 

Score 102 



Seq. No. 51471 

Gene No. 109071 

Start 13627 

Name OJ990821_45 . 0421 .C21 .o2 .np 

Start 14126 

GI 6522592 

Exons 14126. .14496, 14611.. 17308 

GI Descrip. (AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990821_45.0421.C21 
Strand 

17308 
AAT/NAP 
17308 
1689 



End 

Method 

End 

Score 



Seq. No. 51471 

Gene No. 109071 

Start 13627 

Name OJ990821_4 5 . 0.421 . C21 . o2 . ts 

Start 14144 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method TBLASTX : Soybean 

End 15104 



52848 



GI 

Exons 



none Score 54 

14144. .14290, 14148. .14294, 14 312 14 485, 14313 14 4 98 , 

14654. .14863, 14 678 .. 14818 , 14 691 1484 9, 14 918 15103, 
14919. .15104 



Seq. No. 51471 Seq. ID 

Gene No. 109071 Strand 

Start . 13627 End 

Name OJ990821_45.0421.C21.o4 . tm Method 

Start 14153 End 

GI none Score 

Exons 14153. .14293, 14264 .. 144 97 , 1434 9 14 4 98 , 14 355 .. 14 4 98 , 

14612. .14659, 14613. .14660 



OJ990821_45.0421.C21 
17308 

TBLASTX: Maize 
14660 
104 



Seq. No. 51471 
Gene No. 109071 
Start 13627 

Name OJ990821_45 . 0421 . C21 . ol . tc 

Start 14399 
GI none 
Exons 14399. .14497 

15476. .15952 

15482. .16072 



15485. .15889, 
15608. .16072, 
15897. .15998, 
16193. .16255, 
16502. .16624, 
16514. .17032, 
16943. .17038, 



14612. 
15479. 
15482. 
15530. 
15626. 
16058. 
16268. 
16505. 
16514. 
17072. 



14677, 
16045, 
15676, 
16072, 
15964, 
16180, 
16486, 
16669, 
16774, 
17113 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method TBLASTX: Cress 

End 17113 

Score 86 
14 678. .14848, 15434. .16027, 
15480. .15788, 15482 16072 , 
15483. .15803, 15485 .. 16072 r 
15530. .16069, 15543 .. 15749, 
15789. .15821, 15840 .. 16151, 
16181. .16276, 16190. .16270, 
16268. .16501, 16310. .16501, 
16511. .16777, 16511. .16777, 
16514. .16864, 1 6517 .. 16873, 



^3 Seq. No. 

fij Gene No. 

[~ Start 

I~ Name 

H Start 

N GI 

h~ Exons 

pi Seq. No. 
:'z Gene No. 
^ Start 

Name 

Start 

GI 

Exons 



51471 

109071 

13627 

OJ990821_45.0421.C21.ol.tm 

14672 

none 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method TBLASTX: Maize 

End 15071 

Score 118 



14672. .14866, 14709 .. 14855 , 14 903 .. 15070 , 14907. .15071 



51471 

109071 

13627 

OJ990821_45.0421.C21.o3.tc 

14930 

none 

14930. .15211, 14949.. 15206 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method TBLASTX: Cress 

End 15211 

Score 135 



Seq. No. 51471 
Gene No. 109071 
Start 13627 

Name OJ990821_45.0421.C21 .ol. ts 

Start 15434 
GI none 

Exons 15434. .15529, 15476 16042, 

15485. .16072, 15530 .. 16072 , 
15555. .15818, 15773 .. 16153, 
16190. .16270, 16268. .16486, 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method TBLASTX : Soybean 

End 17032 

Score 110 
15482. .16072, 15483 .. 15803, 
15552. .15800, 15554. .1564 9, 
1584 0. .16151, 15897. . 15932, 
16268. .16501, 16310. .164 95, 



52849 



16310. .16501, 16502. .16681, 16505 .. 16777, 16505 .. 16774 , 
16511. .16873, 16514. .16873, 16514 .. 16870, 16871. .17032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51471 

109071 

13627 

OJ990821_45.0421.C21, 

15468 

none 

15468. .15572, 15476.. 
15482. .15748, 15485.. 
15615. .15722, 15644.. 
15968. .16018, 16130.. 
16310. .16501, 16502.. 
16535. .16870, 16868.. 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 
o2.tm Method TBLASTX: Maize 

End 17032 

Score 55 
16075, 15482. .15952, 15482 .. 1588 9, 
16045, 15500. .15793, 15510 .. 158 66, 
16072, 15788. .16168, 15915 .. 16154 , 
16168, 16184. .16252, 16310 .. 164 95, 
16777, 16505. .16774, 16505 .. 168 94 , 
16981, 16940.. 17032 



51471 
109071 
13627 

OJ990821_4 5.0421.C21.ol.tw 
15543 
none 

15543. .15686, 15759 .. 15800, 15791 .. 15973, 15918 .. 16115, 
15920. .16075, 15965 .. 16033, 16136 .. 16564 , 16185 .. 16538 , 
16442. .16591, 16604 .. 16777 , 16943. .17011 



Seq. ID OJ990821_45.0421.C21 
Strand 

End 17308 

Method TBLASTX : Wheat 

End 17011 

Score 54 



Seq. No. 51472 Seq. ID 

Gene No. 109072 Strand 

Start 317 End 

Name OJ990821_4 5 . 0421 . C22 . ol . gs Method 

Start 317 End 

GI none Score 

Exons 317.. 430 



OJ990821_45.0421.C22 
+ 

430 

GENS CAN 

430 

.93 



Seq. No. 51472 Seq. ID 

Gene No. 109073 Strand 

Start 1524 End 

Name OJ990821_45 . 0421 . C22 . o2 . gs Method 

Start 1524 End 

GI none Score 

Exons 1524.. 1628, 1707.. 1895 



OJ990821_45.0421.C22 
+ 

1895 
GEN SCAN 
1895 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



51472 Seq. ID OJ990821_45 . 0421 . C22 

109074 Strand 

3952 End 8120 

OJ990821_45 . 0421 . C22 . ol . np Method AAT/NAP 

3952 End 8120 

7489738 Score 4384 

3952.. 7917, 7960.. 8120 

gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi| 4234852 | gb I AAD12997 . 1| (AF082133) gag-pol polyprotein [Zea 
mays] 



51472 Seq. ID 

109074 Strand 

3952 End 

OJ990821 45.0421.C22.o5.tm Method 



OJ990821_45.0421.C22 
8120 

TBLASTX: Maize 



52850 



Start 
GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
^3 GI 
EH Exons 

Pi 3 

r=| Seq. No. 
r r "5 Gene No. 

Start 
2* Name 
FSJ Start 
= GI 

Exons 

Seq. No. 

Gene No. 
\2 Start 
□ Name 

Start 
%s? GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



3991 
none 

3991. .4182, 

51472 

109074 

3952 

OJ990821_45. 

4003 

none 

4003. .4398, 

51472 

109074 

3952 

OJ990821_45. 

4006 

none 

4006. .4197, 

51472 

109074 

3952 

OJ990821_45. 

4462 

none 

4462. .4758, 

51472 

109074 

3952 

OJ990821_45. 

4558 

none 

4558. .5007, 

51472 

109074 

3952 

OJ990821_45. 

4894 

none 

4894. .4995, 

51472 

109074 

3952 

OJ990821_45. 
5029 
5509260 
5029. .5466, 



4231. .4407, 4390. 

0421.C22.o3.tw 
4169. .4402 

0421.C22.o3.ts 



End 4 4 4 9 

Score 56 
,4449 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_45.0421.C22 
8120 

TBLASTX: Wheat 

4402 

118 



OJ990821_45.0421.C22 
8120 

TBLASTX: Soybean 

4572 

60 



4186. .4377, 4280. .4381, 4390. .4572 



0421.C22.o2.tm 



4463. .4663, 4732, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4893 



OJ990821_45.0421.C22 
8120 

TBLASTX: Maize 

4893 

134 



Seq. ID OJ990821_45.0421.C22 
Strand 

End 8120 

Method TBLASTX : Wheat 

End 5338 

Score 154 
4562. .5008, 4984. .5337, 4991. .5338, 4993. .5337 



0421.C22.ol.tw 



0421.C22.o3.tm 
5029.. 5337, 5030. 

0421.C22.ol.ts 
5030.. 5062, 5105, 



Seq. ID OJ990821_45.0421.C22 
Strand 

8120 

TBLASTX: Maize 
5337 
138 



End 

Method 
End 
Score 
.5320 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5377 



OJ990821_45.0421.C22 
8120 

TBLASTX : Soybean 

5466 

44 



51472 

109074 

3952 

OJ990821 45.0421.C22.ol.tc 



Seq. ID OJ990821_45.0421.C22 
Strand 

End 8120 

Method TBLASTX : Cress 



52851 



Start 


5119 








End 


5379 




GI 


none 








Score 


116 




Exons 


5119. .5379, 


5141. 


.5377 










Seq. No. 


51472 








Seq. ID 


OJ990821_45.0421 


.C22 


VJCUC IN W » 


109074 








rand 






Start 


3952 








End 


8120 




Name 


OJ990821 45 


.0421. 


C22.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


5977 








End 


6363 




GI 


none 








Score 


77 




Exons 


5977. .6150, 


6154. 


.6363, 


6182. 


.6361 






Seq. No. 


51472 








Seq. ID 


OJ990821_45.0421 


.C22 


Gene No. 


109074 








Strand 






Start 


3952 








End 


8120 




Name 


OJ990821 45 


.0421. 


C22.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


5980 








End 


6641 




GI 


none 








Score 


35 




Exons 


5980. .6078, 


6005. 


.6079, 


6058. 


.6363, 6089. .6340, 6408. .6641, 




6409. .6456 














Seq. No. 


51472 








Seq. ID 


OJ990821_45.0421 


.C22 


Cpnp No 


109074 








Strand 






Start 


3952 








End 


8120 




Name 


OJ990821 45 


.0421. 


C22.o2, 


. tc 


Method 


TBLASTX: Cress 




Start 


5983 








End 


6363 




GI 


none 








Score 


123 




Exons 


5983. .6150, 


6163. 


.6363 










Seq. No. 


51472 








Seq. ID 


OJ990821_45.0421 


.C22 


Cpno Mo 


109074 








Strand 






Start 


3952 








End 


8120 




Name 


OJ990821 45 


.0421. 


C22.o4. 


.tm 


Method 


TBLASTX: Maize 




Start 


5986 








End 


6363 




GI 


none 








Score 


54 




Exons 


5986.. 6057, 


6065. 


.6148, 


6088. 


.6147, 6154. .6363, 6256. .6315 


Seq. No. 


51472 








Seq. ID 


OJ990821_45.0421 


.C22 




109074 








Strand 






Start 


3952 








End 


8120 




Name 


OJ990821 45 


.0421. 


C22.o2. 


. ts 


Method 


TBLASTX : Soybean 




Start 


6417 








End 


6803 




GI 


none 








Score 


114 




Exons 


6417. .6803, 


6586. 


.6792 










Seq. No. 


51472 








Seq. ID 


OJ990821_45.0421, 


.C22 


fronts Mo 


j. \j j \j i *± 








.Strand 






Start 


3952 








End 


8120 




Name 


OJ990821 45 


.0421. 


C22.o4. 


. tw 


Method 


TBLASTX: Wheat 




Start 


6660 








End 


7097 




GI 


none 








Score 


107 




Exons 


6660. .6830, 


6900. 


.7097 










Seq. No. 


51472 








Seq. ID 


OJ990821_45.0421. 


,C22 


Gene No. 


109074 








Strand 






Start 


3952 








End 


8120 




Name 


OJ990821 45 


.0421. 


C22.ol. 


tm 


Method 


TBLASTX: Maize 





52852 



Start 
GI 

Exons 



7081 
none 

7081. .7173, 7123. .7173, 7278, 
7449. .7703, 7450. .8028 



End 8028 
Score 51 

,7409, 7297.. 7338, 7419. .8027, 



Seq. No. 51473 

Gene No. 109075 

Start 2337 

Name OJ990821_45 . 0421 . C23 . ol . gs 

Start 2337 

GI none 

Exons 2337.. 2405, 3950.. 4023, 4068. 

6705. .6968, 7185. .8478, 8498. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,5223, 



OJ990821_45.0421.C23 
+ 



10314 
GENSCAN 
10152 
.63 

5241. .5627, 



5727. .6575, 



,9375, 9616.. 10152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51473 
109075 
2337 

OJ990821_4 5.0421.C23.ol.np 
3912 
7228457 

3912. .3935, 4252. .4330, 5452. 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990821_45.0421.C23 

Strand + 

End 10314 

Method AAT/NAP 

End 10314 

Score 3145 

.7007, 7062.. 8709, 8776. .10314 



51473 Seq. ID 

109076 Strand 

13903 End 

OJ990821_45 . 0421 . C23 . o3 . np Method 

13903 End 

5852180 Score 



OJ990821_45.0421.C23 
+ 

17479 
AAT/NAP 
17479 
653 



13903. .13956, 14 937 .. 15054 , 15106 .. 15532 , 17444. .17479 
(AL117265) zhbOOOlO.l [Oryza sativa] 



51473 
109077 
10458 

OJ990821_45.0421.C23.o2.gs 
10458 



none 
10458. 
11261. 
12690. 



,10540, 10701. 
,11352, 11451. 



Seq. ID 
Strand 

End 14187 
Method GENSCAN 
End 14008 
Score .84 
10729, 10798. .10931, 11006 
11596, 11733-. .12494, 12561 



OJ990821 45.0421.C23 



,11194, 
.12619, 



,12881, 12949. .13073, 13933.. 14008 



OJ990821 45.0421.C23 



Seq. No. 51473 Seq. ID 

Gene No. 109077 Strand 

Start 10458 End 14187 

Name OJ990821_45 . 0421 . C23 . o2 . np Method AAT/NAP 

Start 11732 End 12945 

GI 6721561 Score 1133 

Exons 11732. .12494, 12561 .. 12619, 12690.. 12945 

GI Descrip. (AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



52853 



Seq. No. 51473 

Gene No. 109077 

Start 10458 

Name OJ990821_45 . 0421 . C23 . ol . gp 

Start 13806 

GI uC-osflcyp033a04bl 

Exons 13806. . 14187 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990821_45.0421.C23 
Strand 

End 14187 

Method AAT/GAP 

End 14187 

Score 699 





Seq. No. 


51473 








Seq. ID 


OJ990821_45.0421.C23 




Gene No. 


109078 








Strand 






Start 


15055 








End 


17277 




Name 


OJ990821 45 


.0421 


.C23.07 


.tw 


Method 


TBLASTX: Wheat 




Start 


5511 








End 


5909 




GI 


none 








Score 


249 




Exons 


5511. .5909, 


5525 


. .5563, 


5636. 


.5779 






Seq. No. 


51473 








Seq. ID 


OJ990821_45.0421.C23 




Gene No. 


109078 








Strand 






Start 


15055 








End 


17277 




Name 


OJ990821 45 


.0421 


.C23.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


6492 








End 


6947 




GI 


none 








Score 


143 




Exons 


6492. .6674, 


6500 


. .6601, 


6711. 


.6947, 6713.. 6829, 6735.. 6932 


in 


Seq. No. 


51473 








Seq. ID 


OJ990821_45.0421.C23 


fy 


Gene No. 


109078 








Strand 






Start 


15055 








End 


17277 


I : \ 


Name 


OJ990821 45 


.0421 


.C23.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


7139 








End 


7595 


■- "H 


GI 


none 








Score 


563 


t y 


Exons 


7139. .7594, 


7140 


. .7595 










Seq. No. 


51473 








Seq. ID 


OJ990821_45.0421.C23 




Gene No. 


109078 








Strand 




'« 


Start 


15055 








End 


17277 




Name 


OJ990821 45 


.0421 


.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7269 








End 


7625 




GI 


none 








Score 


406 




Exons 


7269. .7625, 


7310 


. .7612 










Seq. No. 


51473 








Seq. ID 


OJ990821_45.0421.C23 




Gene No. 


109078 








Strand 






Start 


15055 








End 


17277 




Name 


OJ990821 45 


.0421 


,C23.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7652 








End 


8036 




GI 


none 








Score 


326 




Exons 


7652. .7750, 


7653 


. .8036, 


7814. 


.8035 






Seq. No. 


51473 








Seq. ID 


OJ990821_45.0421.C23 




Gene No. 


109078 








Strand 






Start 


15055 








End 


17277 




Name 


OJ990821 45 


.0421 


.C23.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


7710 








End 


8134 




GI 


none 








Score 


463 




Exons 


7710. .8132, 


7750 


. .7866, 


7755. 


.8099, 7811.. 8134 



52854 



Seq. No. 51473 

Gene No. 109078 

Start 15055 

Name OJ990821_45 . 0421 . C23 .ol . ts 

Start 7764 

GI none 

Exons 7764.. 8189, 7814.. 7948 



Seq. ID OJ990821_45.0421.C23 
Strand 

End 17277 

Method TBLASTX : Soybean 

End 8189 

Score 313 



Seq. No. 51473 

Gene No. 109078 

Start 15055 

Name OJ990821_45 . 0421 . C23 .06 . tw 

Start 8279 

GI none 

Exons 8279.. 8494, 8280. .8471, 8470, 



Seq. ID OJ990821_45.0421.C23 
Strand 

End 17277 

Method TBLASTX : Wheat 

End 8 688 

Score 157 
,8505, 8515. .8688 



Seq. No. 51473 

Gene No. 109078 

Start 15055 

Name OJ990821_45 . 0421 .C23 . 08 . tw 

Start 8727 

GI none 

Exons 8727.. 9059, 8728.. 8985 

tj 

%1 Seq. No. 51473 

ffl Gene No. 109078 

ril Start 15055 

Li Name OJ990821_45 . 0421 . C23 . o3 . tm 

^ Start 9190 

GI none 

y Exons 9190.. 9495, 9207.. 9494 



Seq. ID OJ990821_45.0421.C23 
Strand 

End 17277 

Method TBLASTX : Wheat 

End 9059 

Score 186 



Seq. ID OJ990821_45.0421.C23 
Strand 

End 17277 

Method TBLASTX : Mai ze 

End 9495 

Score 325 



Seq. No. 51473 

Gene No. 109078 

Start 15055 

Name OJ990821_45 . 0421 .C23 .o5 . tw 

Start 9190 

GI none 

Exons 9190.. 9573, 9198.. 9506, 9540. 



Seq. ID OJ990821_45.0421.C23 
Strand 

End 17277 

Method TBLASTX : Wheat 

End 9573 

Score 317 
.9572 



Seq. No. 51473 

Gene No. 109078 

Start 15055 

Name OJ990821_45 . 0421 . C23 . o3 . tw 

Start 9697 

GI none 

Exons 9697.. 10149, 9846.. 9953, 1017 

Seq. No. 51473 

Gene No. 109078 

Start 15055 

Name OJ990821_45. 0421 ,C23.o4 . tm 

Start 10021 

GI none 

Exons 10021. .10185, 10186.. 10269 



Seq. ID OJ990821_45.0421.C23 
Strand 

End 17277 

Method TBLASTX : Wheat 

End 10305 

Score 329 

4. .10305, 10179. .10304 

Seq. ID OJ990821_45.0421.C23 
Strand 

End 17277 

Method TBLASTX : Mai ze 

End 10269 

Score 138 
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Seq. No. 


51473 


Seq. ID 


OJ990821_45.0421 


.C23 


Gene No. 


109078 


Strand 






Start 


t c r\ c c 

15055 


End 


17277 




Name 


OJ990821 45.0421.C23.o3.gs 


Method 


GENSCAN 




Start 


15055 


End 


17277 




GI 


none 


Score 


.71 




Exons 


15055. .15189, 15261. .15500, 


16302. .16461, 16574. .16765, 






16923. .17064, 17175.. 17277 








Seq. No. 


51473 


Seq. ID 


OJ990821_45.0421 


.C23 


Gene No. 


109078 


Strand 


- 




otart 


15055 


End 


17277 




Name 


OJ990821 45.0421.C23.o4.np 


Method 


AAT/NAP 




Start 


16324 


End 


17062 




GI 


6539586 


Score 


216 




Exons 


16324. .16521, 16570.. 17062 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


51474 


Seq. ID 


OJ990821_45.0421 


.C24 


Gene No. 


109079 


Strand 


+ 




Start 


3728 


End 


4192 




Name 


OJ990821 45.0421.C24.ol.np 


Method 


AAT/NAP 




Start 


3728 


End 


4192 




GI 


119958 


Score 


396 




Exons 


3728. .4192 








GI Descrip. 


FERREDOXIN III PRECURSOR (FD 


III) gi 1168473 (M73831) ferredoxin 




[Zea mays] gi | 1864001 | dbj | BAA19251 | (AB001387) FdHI [Zea mays; 




gi|444686|prf | I1907324C ferredoxin: ISOTYPE=III [Zea mays] 


Seq. No. 


51474 


Seq. ID 


OJ990821_45.0421 


.C24 


Gene No. 


109080 


Strand 


+ 




Start 


10433 


End 


10762 




Name 


OJ990821 45.0421.C24.o2.np 


Method 


AAT/NAP 




Start 


10433 


End 


10762 




GI 


730583 


Score 


277 




Exons 


10433. .10762 








GI Descrip. 


60S ACIDIC RIBOSOMAL PROTEIN 


P2 gi | 551267 | emb | CAA55047 | 


(X78213; 




60s acidic ribosomal protein 


P2 [Parthenium argentatum] 




Seq. No. 


51474 


Seq. ID 


OJ990821_45.0421 


.C24 


Gene No . 


109081 


Strand 






Start 


10029 


End 


10823 




Name 


OJ990821 45.0421.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


3713 


End 


4189 




GI 


none 


Score 


62 




Exons 


3713.. 3937, 3940.. 4185, 3941 


. .4189 






Seq. No. 


51474 


Seq. ID 


OJ990821_45.0421 


.C24 


Gene No. 


109081 


Strand 






Start 


10029 


End 


10823 




Name 


OJ990821 45.0421.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


3877 


End 


4208 




GI 


none 


Score 


402 




Exons 


3877. .4191, 3878. .4177, 4104 


..4208, 4105. .4194 




Seq. No. 


51474 


Seq. ID 


OJ990821_45.0421 


.C24 


Gene No. 


109081 


Strand 







52856 



Start 


10029 


End 


10823 




Name 


OJ990821 45.0421.C24.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3884 


End 


4189 




GI 


none 


Score 


251 




Exons 


3884. .4018, 3889. .4119, 389C 


..4120, 4102. .4164, 4103. .4189 


Seq. No. 


51474 


Seq. ID 


OJ990821 45 0421 


. C24 






Strand 






Start 


10029 


End 


10823 




Name 


OJ990821 45.0421.C24.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3889 


End 


4189 




GI 


none 


Score 


347 




Exons 


3889. .4185, 3890. .4189 








Seq. No. 


51474 


Seq. ID 


OJ990821 45 0421 


. C24 




1 OQOfi 1 


Strand 






Start 


10029 


End 


10823 




Name 


OJ990821 45.0421.C24.o2.gs 


Method 


GENSCAN 




Start 


10029 


End 


10823 




GI 


none 


Score 


.46 




Exons 


10029. .10217, 10454.. 10823 








Seq. No. 


51474 


Seq. ID 


OJ990821_45.0421 






1 OQOft 1 


Strand 






Start 


10029 


End 


10823 




Name 


OJ990821 45.0421.C24.o2.tm 


Method 


TBLASTX: Maize 




Start 


10429 


End 


10765 




GI 


none 


Score 


188 




Exons 


10429. .10611, 10430. .10621, 


10625. .10765 




Seq. No. 


51474 


Seq. ID 


OJ990821_45.0421 


. C24 






Strand 






Start 


10029 


End 


10823 




Name 


OJ990821 45.0421.C24.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10429 


End 


10621 




GI 


none 


Score 


184 




Exons 


10429. .10611, 10433.. 10621 








Seq. No. 


51475 


Seq. ID 


OJ990821_45.0421 




Gene No. 


109082 


Strand 


+ 




Ot-dXTL. 


262 


End 


3869 




Name 


OJ990821 45.0421.C25.ol.gs 


Method 


GENSCAN 




Start 


262 


End 


3869 




GI 


none 


Score 


.44 




Exons 


262. .320, 505. .564, 1762. .1866, 2457.. 


2573, 2991. .3204, 






3710. .3869 








Seq. No. 


51475 


Seq. ID 


OJ990821_45.0421 


,C25 


Gene No. 


109083 


Strand 


+ 




O Lai U 


3800 


End 


7199 




Name 


OJ990821 45.0421.C25.ol.np 


Method 


AAT/NAP 




Start 


3800 


End 


7199 




GI 


5852181 


Score 


124 




Exons 


3800. .3831, 7055.. 7199 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






Seq. No. 


51476 


Seq. ID 


OJ990821_41.0421 


,C4 



52857 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



109084 Strand 

1 End 1378 

OJ990821_4 1 . 0421 . C4 . ol . np Method AAT/NAP 

1 End 1378 

6691191 Score 242 
1..69, 778. .1378 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



51476, 
109084 
1 

OJ990821_41.0421.C4 .ol.tw 

967 

none 

967. .1179, 1221. .1313 



Seq. No. 51477 

Gene No. 109085 

Start 84 

Name OJ990821_4 1 . 0421 . C5 . ol . tw 

Start 84 

GI none 

Exons 84. .227, 85. .228, 236. .328 



Seq. ID OJ990821_41.0421.C4 
Strand 

End 1378 

Method TBLASTX : Wheat 

End 1313 

Score 83 



Seq. ID OJ990821_41.0421.C5 

Strand 

End 328 

Method TBLASTX : Wheat 

End 328 

Score 71 



* Seq. No. 51478 

J Gene No. 109086 

fl Start 208 

ii Name OJ990821_41 . 0421 . C6 . ol . gs 

^ Start 208 

^ GI none 

^ Exons 208.. 311, 463.. 632 



Seq. ID OJ990821_41.0421.C6 
Strand 

End 632 

Method GEN SCAN 

End 632 

Score . 7 



y Seq. No. 51479 

Gene No. 109087 

- Start 59 

1 Name OJ990821_4 1 . 0421 . C7 . ol . gs 

' 4 Start 59 

~ GI none 

3 Exons 59.. 184 



Seq. ID OJ990821_41.0421.C7 

Strand 

End 184 

Method GENSCAN 

End 184 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51480 
109088 
1 

OJ990821_41.0421.C9.ol.np 
1 

7228450 
1..74, 160. .283, 417. .502 

(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID OJ990821_41.0421.C9 
Strand 

502 

AAT/NAP 
502 
219 



End 

Method 

End 

Score 



51481 

109089 

529 

OJ990821_41. 0421. C10. ol.gs 

529 

none 



Seq. ID OJ990821_41. 0421. C10 

Strand + 

End 2849 

Method GENSCAN 

End 2849 

Score .44 



529. .682, 1914. .2376, 2454. .2566, 2836. .2849 



52858 



Seq. No. 51482 

Gene No. 109090 

Start 254 

Name OJ990821_41 . 0421 ,C13.ol .gs 

Start 254 

GI none 

Exons 254.. 306, 445.. 817 



Seq. ID OJ990821_41.0421.C13 

Strand + 

End 817 

Method GENSCAN 

End 817 

Score .5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51483 
109091 
1 

OJ990821_41.0421.C15.ol.np 
1 

4680179 
1. .4095 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990821_41.0421.C15 
Strand + 

10206 
AAT/NAP 
4095 
6643 



End 

Method 

End 

Score 



51483 

109091 

1 

OJ990821_41.0421.C15.ol.gs 
49 

none 



Seq. ID OJ990821_41.0421.C15 

Strand + 

End 10206 

Method GENSCAN 

End 8 628 

Score . 67 



49. .421, 431. .731, 969. .1204, 1240. .1536, 1576. .2219, 

2232. .2786, 2846. .3078, 3122. .3558, 4928. .5040, 5133. .5464, 

5764. .5832, 6931. .7037, 7834. .8628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



51483 

109091 

1 

OJ990821_41.0421.C15.o2.np 

4684 

7340881 



Seq. ID OJ990821_41.0421.C15 

Strand + 

End 10206 

Method AAT/NAP 

End 9707 

Score 475 



4684. .4771, 4918. .5054, 5147. .5485, 6870. .7037, 7143. .7175, 
9687.. 9707 

(AP001551) hypothetical protein [Oryza sativa] 



51483 
109091 
1 

OJ990821_41.0421.C15.o3.np 
4835 
4539665 
4835. .4887, 7155. .8606 

(AF061282) polyprotein [Sorghum bicolor] 



Seq. ID OJ990821_41.0421.C15 

Strand + 

End 10206 

Method AAT/NAP 

End 8 606 

Score 1553 



51483 

109091 

1 

OJ990821_41.0421.C15.o4 .np 

9308 

5852178 



Seq. ID OJ990821_41.0421.C15 

Strand + 

End 10206 

Method AAT/NAP 

End 10206 

Score 422 



9308. .9613, 9645. .9748, 10111.. 10206 
(AL117265) zhb0008.1 [Oryza sativa] 



51483 
109092 



Seq. ID OJ990821_41.0421.C15 
Strand 



52859 



Start 
Name 
Start 
GI 

Exons 



9380 End 

OJ990821_41 . 0421 . C15 . 08 . tw Method 

38 End 

none Score 
38. .337, 43. .249, 308. .403 



12304 

TBLASTX: Wheat 

403 

260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51483 

109092 

9380 

OJ990821 
41 

none 
41. .337, 



41.0421.C15.o6.tm 



41. .325, 58. .228 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_41.0421.C15 
12304 

TBLASTX: Maize 

337 

212 



Seq. No. 51483 

Gene No. 109092 

Start 9380 

Name OJ990821_4 1 . 0421 . C15 . o7 . tw 

Start 680 

GI none 
Exons 



Seq. ID OJ990821_41.0421.C15 
Strand 
End 

Method 
End 
Score 



12304 

TBLASTX: Wheat 

1096 

150 



680. .886, 683. .796, 730. .828, 911. .1096, 931. .1095 



Seq. No. 51483 Seq. ID 

Gene No. 109092 Strand 

Start 9380 4 ■ End 

Name OJ990821_41 . 0421 . C15 ,o4 . tw Method 

Start 1258 End 

GI none Score 

Exons 1258.. 1740, 1362.. 1736 



OJ990821_41.0421.C15 
12304 

TBLASTX: Wheat 

1740 

530 



ij Seq. No. 51483 Seq. ID 

3 Gene No. 109092 Strand 

\\ Start 9380 End 

" Name OJ990821_41 . 0421 . C15 . o5 . tm Method 

a Start 1270 End 

^ GI none Score 

J Exons 1270.. 1557, 1368.. 1556 



OJ990821_41.0421.C15 
12304 

TBLASTX: Maize 

1557 

314 



Seq. No. 51483 

Gene No. 109092 

Start 9380 

Name OJ990821_4 1.0421. C15 . o4 . tm 

Start 1627 

GI none 

Exons 1627.. 1806, 1792.. 2127, 1878. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2009, 2034. .2111 



OJ990821_41.0421.C15 
12304 

TBLASTX: Maize 
2127 
155 



Seq. No. 


51483 








Seq. ID 


OJ990821_41.0421 


.C15 


Gene No. 


109092 








Strand 






Start 


9380 








End 


12304 




Name 


OJ990821 41 


.0421 


CIS.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1681 








End 


2076 




GI 


none 








Score 


57 




Exons 


1681. .1713, 


1681 


.1725, 


1717. 


.2076, IE 


312 . .2075 




Seq. No. 


51483 








Seq. ID 


OJ990821_41.0421 


• C15 


Gene No. 


109092 








Strand 






Start 


9380 








End 


12304 





52860 




Name 


OJ990821 41 


.0421 


-C15.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1789 








End 


2058 




GI 


none 








Score 


344 




Exons 


1789. .2058, 


1790 


. .1870, 


1809. 


.2057 






Seq. No. 


51483 








Seq. ID 


OJ990821_41.0421 


.C15 


belle LNU • 


1 0QHQ9 








Strand 






Start 


9380 








End 


12304 




Name 


OJ990821 41 


.0421 


.C15.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2061 








End 


2477 




GI 


none 








Score 


589 




Exons 


2061. .2435, 


2062 


. .2475, 


2112. 


.2477, 2137. .2475 




Seq. No. 


51483 








Seq. ID 


OJ990821_41.0421 


.CIS 












Strand 






Start 


9380 








End 


12304 




Name 


OJ990821 41 


.0421 


.C15.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


2098 








End 


2343 




GI 


none 








Score 


192 




Exons 


2098. .2343 














Seq. No. 


51483 








Seq. ID 


OJ990821_41.0421 


.CIS 












Strand 






Start 


9380 








End 


12304 




Name 


OJ990821 41 


.0421 


.C15.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2164 








End 


2522 




GI 


none 








Score 


464 




Exons 


2164. .2517, 


2166 


. .2432, 


2218. 


.2505, 2325. .2522 




Seq. No. 


51483 








Seq. ID 


OJ990821_41.0421 


. CIS 


Gene No. 


109092 








Strand 






O Lai L 


.70 O U 








End 


12304 




Name 


OJ990821 41 


.0421 


,C15.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2556 








End 


7616 




GI 


none 








Score 


512 




Exons 


2556. .2783, 


2605 


. .3084, 


2638. 


.3051, 2829. .3083, 7172. .7615, 




7240. .7308, 


7360 


. .7611, 


7470. 


.7616 






Seq. No. 


51483 








Seq. ID 


OJ990821_41.0421 


. CIS 


ucllc LMw • 










Strand 






Start 


9380 








End 


12304 




Name 


OJ990821 41 


.0421 


.C15.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


2872 








End 


7663 




GI 


none 








Score 


284 




Exons 


2872. .3132, 


2877 


. .3131, 


7414. 


.7662, 7415. .7663 




Seq. No. 


51483 








Seq. ID 


OJ990821_41.0421 


.CIS 


bene ino . 


1 HQ0Q9 
J. U Z7U jZ 








Strand 






Start 


9380 








End 


12304 




Name 


OJ990821 41 


.0421 


.C15.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2931 








End 


7753 




GI 


none 








Score 


374 




Exons 


2931. .3218, 


2932 


. .3222, 


7461. 


.7565, 7462. .7749, 7463.-7753 


Seq. No. 


51483 








Seq. ID 


OJ990821_41.0421 


.CIS 


Gene No. 


109092 








Strand 






Start 


9380 








End 


12304 





52861 



Name 

Start 

GI 

Exons 



OJ990821_41 . 0421 . C15 . ol . tw Method TBLASTX : Wheat 
3091 End 8247 

none Score 716 

3091. .3717, 3093. .3497, 3235. .3672, 3594. .3716, 7622.-7825, 
7678. .7821, 7821. .8126, 7828. .8247, 7828. .8205, 8187. .8246 



Seq. No. 51483 Seq. ID 

Gene No. 109092 Strand 

Start 9380 End 

Name OJ990821_4 1.0421. C15 . ol . tm Method 

Start 3271 End 

GI none Score 

Exons 3271.. 3432, 3273.. 3425, 3290.. 3427, 

3429. .3491, 3430. .3858, 3597. .3857, 

7959. .8123, 7960. .8385, 8080. .8364, 



OJ990821_41.0421.C15 
12304 

TBLASTX: Maize 
8385 
215 

3425. .3490, 3429. .3731, 
7827. .7955, 7828.-7962, 
8187. .8384 



Seq. No. 51483 

Gene No. 109092 

Start 9380 

Name OJ990821_41 . 0421 . C15 . 06 . tw 

Start 3717 

GI none 

Exons 3717.. 3788, 3718.. 4050, 3810. 
8248. .8568 



OJ990821_41.0421.C15 
12304 

TBLASTX: Wheat 

8568 

319 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3899, 3996. .4049, 8247. .8516, 



Seq. No. 51483 Seq. ID 

Gene No. 109092 Strand 

Start 9380 End 

Name OJ990821_4 1 . 0421 . C15 . o2 .gs Method 

Start 9380 End 

GI none Score 

Exons 9380.. 9506, 9680.. 9883, 12241.. 12304 



OJ990821_41.0421.C15 

12304 
GENSCAN 
12304 
. 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51483 Seq. ID 

109092 Strand 

9380 End 12304 

OJ990821_4 1 . 04 21 . C15 . o5 . np Method AAT/NAP 

11852 End 12044 

5042463 Score 105 
11852. .12044 

(AC007789) unknown protein [Oryza sativa] 



OJ990821 41.0421.C15 



51484 

109093 

307 

OJ990821_41.0421.C16.ol.gs 

307 

none 

307. .541, 558.-824, 838. .899 



Seq. ID OJ990821_41.0421.C16 

Strand + 

End 899 

Method GENSCAN 

End 8 99 

Score . 55 



Seq. No. 51485 Seq. ID OJ990821 

Gene No. 109094 Strand + 

Start 480 End 610 

Name OJ990821_41 . 0421 . C19. ol . gs Method GENSCAN 

Start 480 End 610 

GI none Score . 9 

Exons 480.. 610 



41.0421.C19 



52862 



Seq. No. 51486 Seq. ID 

Gene No. 109095 Strand 

Start 11918 End 

Name 0 J99082 1_4 1 . 0 4 2 1 . C20 . o2 . gp Method 

Start 11918 End 

GI uC-osflcyp088bl2bl Score 

Exons 11918. .12027 

■GI Descrip. ' 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990821_41.0421.C20 
+ 

12027 
AAT/GAP 
12027 
160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51486 
109096 
12578 

OJ990821_41.0421.C20.o2.np 
12578 
7363272 
12578.. 12671 

(AP001552) hypothetical protein [Oryza sativa] 



Seq. ID OJ990821_41.0421.C20 

Strand + 

End 12671 

Method AAT/NAP 

End 12671 

Score 92 



51486 Seq. ID 

109097 Strand 

53 End 

OJ990821_4 1 . 0421 .C20 . ol . gs Method 

53 End 

none Score 



OJ990821_41.0421.C20 

12181 
GENSCAN 
12181 
.53 



53. .234, 308. .559, 1133. .1257, 2127. .2160, 2537. .2638, 
2983. .3101, 3509. .3645, 7955. .8078, 8189. .8599, 9030. .9155, 
10585. .10709, 10828. .10958, 10964 .. 11114 , 11434 .. 11600, 
12111.. 12181 



J Seq. No. 

L! Gene No. 

Start 

^ Name 

1 Start 

^ GI 

= Exons 

3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51486 
109097 
53 

OJ990821_41.0421.C20.ol.np 
2219 
6523547 
2219. .2262, 8088. .9296 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. ID OJ990821_41.0421.C20 
Strand 

End 12181 

Method AAT/NAP 

End 9296 

Score 387 



51486 
109097 
53 

OJ990821_41.0421.C20.ol.gp 
6372 

uC-osflcyp088bl2bl 
6372. .6479 

f 5257255/dbj IAP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ990821_41.0421.C20 
Strand 

End 12181 

Method AAT/GAP 

End 6479 

Score 148 



Seq. No. 51487 

Gene No. 109098 

Start 1352 

Name OJ990821_41 . 0421 . C21 . ol . np 

Start 1352 

GI 7242910 



Seq. ID OJ990821_41.0421.C21 
Strand 

End 1710 

Method AAT/NAP 

End 1710 

Score 84 



52863 



\s2 



Exons 


1352. .1435, 


1494. .1710 








GI Descrip. 


(AP001383) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51488 






c prr t n 


OJ990821 


f"onci Mo 


X U _7 W _7 _/ 






Strand. 


T 


Start 


6954 








9616 


Name 


OJ990821 41 


.0421.C22.o3. 


9 s 


net. no u. 


GENSCAN 


Start 


6954 






£jUQ 


9616 


GI 


none 






Score 


.78 


Exons 


6954. .7152, 


9501. .9616 








Seq. No. 


51488 






OC^. X u 


OJ990821 


fZono Mo 


X VJ _/ X \J u 






OlidllQ 




Start 


5250 






iiinu 


6666 


Name 


OJ990821 41 


.0421.C22.o2. 


gs 


Mnf V» O (H 


GENSCAN 


Start 


5250 






£jna 


6666 


GI 


none 






Score 


.58 


Exons 


5250. .5396, 


5752. .5889, 


6430. 


.6666 




Seq. No. 


51489 






Seq. ID 


OJ990821 


Gene No. 


109101 






Strand 


+ 


Start 


1 






End 


6836 


Name 


OJ990821 41 


.0421.C23.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


6836 


GI 


4680179 






Score 


415 



Exons 

GI Descrip. 



' f Z 9 Seq. No. 

^ Gene No. 

lJ Start 

\2 Name 

fil Start 

r gi 

I~ Exons 

LJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1.-189, 4253.-4427, 6792. .6836 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



51489 

109101 

1 

OJ990821_41.0421.C23.ol.gs 

1403 

none 



Seq. ID OJ990821_41.0421.C23 

Strand + 

End 6836 

Method GENSCAN 

End 5854 

Score .66 



1403. .1479, 1609. .1798, 2152. .2298, 3314. .3389, 3602. .3632, 
4736.. 4816, 5243.-5356, 5449.-5854 



51489 
109101 
1 

OJ990821_41.0421.C23.ol.gp 
3398 
3106852 
3398. .3768 

4521194/dbj I AB013613 . 1 | AB013613 1.0e-25 Oryza sativa DMA, 
centromere sequence RCB11 



Seq. ID OJ990821_41.0421.C23 

Strand + 

End 6836 

Method AAT/GAP 

End 37 68 

Score 599 



51489 
109101 
1 

OJ990821_41.0421.C23.o2.gp 
3867 
2309880 
3867. .4232 

4521194/dbj | AB013613 . 1 | AB013613 3.0e-60 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. ID OJ990821_41.0421.C23 

Strand + 

End 6836 

Method AAT/GAP 

End 4232 

Score 655 



52864 





Seq. No. 


51489 




Seq. ID 


OJ990821_41.0421 


.C23 




Gene No. 


109101 




Strand 


+ 






j Lai L. 






End 


6836 






Name 


OJ990821 41.0421.C23.o2. 


np 


Method 


AAT/NAP 






Start 


4999 




End 


6836 






GI 


7340881 




Score 


383 






Exons 


4999.. 5086, 5233.. 5394, 


5543. .5901, 6780. .6836 






GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


51489 




Seq. ID 


OJ990821_41.0421 


.C23 




Gene No. 


109101 




Strand 


+ 






Start 


1 




End 


6836 






Name 


OJ990821 41.0421.C23.o4. 


np 


Method 


AAT/NAP 






Start 


6676 




End 


6836 






GI 


6721561 




Score 


140 








6676. .6836 












GI Descrip. 


(AP001073) EST AU082058 


C12976) corresponds to a region 


of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 








gi| 6815086 |dbj IBAA90372. 


11 


(AP001081) 


EST AU082058 (C12976) 






corresponds to a region 


of 


the predicted gene.; hypothetical 






protein [Oryza sativa] 












Seq. No. 


51489 




Seq. ID 


OJ990821_41.0421 


.C23 




ucne no . 


109102 




Strand 


- 




i J 


Start 


6069 




End 


6200 






Name 


OJ990821 41.0421.C23.o2. 


gs 


Method 


GENSCAN 




Us 


Start 


6069 




End 


6200 




f u 


GI 


none 




Score 


.67 




~ " 


Exons 


6069. . 6200 












Seq. No. 


51489 




Seq. ID 


OJ990821_41.0421 


-C23 






109103 




Strand 






f fi 


Start 


6554 




End 


6836 






Name 


OJ990821 41.0421.C23.ol. 


tm 


Method 


TBLASTX: Maize 




f 1 


Start 


2 




End 


190 




- — 


GI 


none 




Score 


69 




?^ 


Exons 


2. .43, 37. .189, 52. .189, 


86 


. .190 






i . J 


Seq. No. 


51489 




Seq. ID 


OJ990821_41.0421 


.C23 




UCl lC IN . 


109103 




Strand 








Start 


6554 




End 


6836 






Name 


OJ990821 41.0421.C23.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


2 




End 


4297 






GI 


none 




Score 


69 






Exons 


2. .43, 2. .43, 37. .189, 52.. 


189, 4247.. 


4297 






Seq. No. 


51489 




Seq. ID 


OJ990821_41.0421 


.C23 




Gene No. 


109103 




Strand 








Start 


6554 




End 


6836 






Name 


OJ990821 41.0421.C23.o3. 


np 


Method 


AAT/NAP 






Start 


6554 




End 


6836 






GI 


4680183 




Score 


124 






Exons 


6554. .6645, 6775. .6836 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 






Seq. No. 


51490 




Seq. ID 


OJ990821_41.0421 


.C24 




Gene No. 


109104 




Strand 


+ 





52865 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990821_41.0421.C24 .ol.np 
1 

7340881 

1..113, 219. .249, 1627. .1670 

(AP001551) hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



1670 
AAT/NAP 
1670 
150 



51490 

109104 

1 

OJ990821_41.0421.C24 .ol.gs 

745 

none 

745. .1657 



Seq. ID OJ990821_41.0421.C24 

Strand + 

End 1670 

Method GENSCAN 

End 1657 

Score .52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



51490 Seq. ID 

109104 Strand 
1 End 
OJ990821_4 1 . 0421 .C24 . o2 . np Method 
811 End 
5042448 Score 
811. .1668 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



OJ990821_41.0421.C24 
+ 

1670 
AAT/NAP 
1668 
1370 



51491 ' Seq. ID 

109105 Strand 

1 End 
OJ990821_41. 0421. C2 6. ol.np Method 

1 End 

4544372 Score 
1. .1300 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990821_41.0421.C26 
+ 

1306 
AAT/NAP 
1300 
549 



51491 

109105 

1 

OJ990821_41.0421.C26.ol.tm 

317 

none 

317. .475, 473. .697 

51491 

109105 

1 

OJ990821_41.0421.C26.o2.ts 

320 

none 

320. .718, 424. .540 

51491 

109105 

1 

OJ990821_41.0421.C26.ol.tw 

878 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_41.0421.C26 
+ 

1306 

TBLASTX: Maize 

697 

63 



OJ990821_41.0421.C26 
+ 

1306 

TBLASTX : Soybean 

718 

206 



Seq. ID OJ990821_41.0421.C26 

Strand + 

End 1306 

Method TBLASTX : Wheat 

End 1285 

Score 206 



52866 




Exons 878.. 1285, 886.. 1251 



Seq. No. 


51491 


Seq. ID 


OJ99082.1_41.0421. 


C26 


Gene No. 


109105 


Strand 


+ 




Start 


1 


End 


1306 




Name 


OJ990821 41.0421.C26.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1061 


End 


1306 




GI 


none 


Score 


227 




Exons 


1061.. 1306, 1063.. 1200, 1273 


. .1302 






Seq. No. 


51492 


Seq. ID 


OJ990821_41.0421. 


C27 


Vac lie INvJ • 




Strand 






Start 


91 


End 


5664 




Name 


OJ990821 41.0421.C27.ol.gs 


Method 


GENSCAN 




Start 


91 


End 


4881 




GI 


none 


Score 


.63 




Exons 


91. .220, 244. .399, 481. .594, 


663. .722, 


798. .1010, 1038.. 


.120: 




1393. .1800, 1888. .2767, 2881 


..2978, 3311. .3437, 4022. .4224, 




4367. .4881 










514 92 


Seq. ID 


OJ990821_41.0421. 


C27 


Gene No. 


109106 


Strand 






Start 


91 


End 


5664 




Name 


OJ990821 41.0421.C27.ol.np 


Method 


AAT/NAP 




Start 


4382 


End 


5664 




GI 


5852179 


Score 


275 




Exons 


4382. .4559, 4617. .4817, 5644 


. .5664 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






Spct No 


51493 


Seq. ID 


OJ990821_41.0421. 


poo 


Gene No. 


109107 


Strand 


+ 




Start 


762 


End 


2303 




Name 


OJ990821 41.0421.C28.ol.np 


Method 


AAT/NAP 




Start 


762 


End 


2303 




GI 


7248392 


Score 


166 




Exons 


762. .878, 1533. .1926, 2172.. 


2303 






GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] . 




Seq. No. 


51493 


Seq. ID 


OJ990821_41.0421. 


C28 


Gene No. 


109108 


Strand 






Start 


1365 


End 


2385 




Name 


OJ990821 41.0421.C28.ol.gs 


Method 


GENSCAN 




Start 


1365 


End 


2385 




GI 


none 


Score 


. 9 




Exons 


1365.. 1478, 1663.. 1779, 1874 


..2086, 2125. .2385 




Seq. No. 


51493 


Seq. ID 


OJ990821_41.0421. 


C28 


Gene No. 


109109 


Strand 






Start 


5135 


End 


5539 




Name 


OJ990821 41.0421.C28.o2.tm 


Method 


TBLASTX: Maize 




Start 


4465 


End 


4719 




GI 


none 


Score 


97 




Exons 


4465. .4614, 4466.. 4564, 4654 


. .4719 






Seq. No. 


51493 


Seq. ID 


OJ990821_41.0421. 


C28 


Gene No. 


109109 


Strand 






Start 


5135 


End 


5539 





52867 



Name 


OJ990821 41.0421.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


5054 


End 


5358 


GI 


none 


Score 


72 


Exons 


5054. .5182, 5121.. 5183, 5165. .5266, 5252.. 5341, 5263.. 5358 


Seq. No. 


51493 


Seq. ID 


OJ990821_41.0421.C28 


Gene No. 


109109 


Strand 




Start 


5135 


End 


5539 


Name 


OJ990821 41.0421.C28.o2.np 


Method 


AAT/NAP 


o car u 


5135 


End 


5539 


GI 


7489553 


Score 


487 


Exons 


5135. .5539 






GI Descrip. 


probable reverse transcriptase - rice 


(fragment) 




gi I 24 62640 lemb ICAA73800.il 


(Y13370) reverse transcriptase [Ory 




sativa] 






Seq. No. 


51494 


Seq. ID 


OJ990821_41.0421.C31 


,-\ y> /"t NT /-\ 

ocllc LNO . 


109110 


Strand 


- 


Start 


436 


End 


580 


Name 


OJ990821 41.0421.C31.ol.gs 


Method 


GENSCAN 


Start 


436 


End 


580 


GI 


none 


Score 


.56 


Exons 


436. .580 






Seq. No. 


51495 


Seq. ID 


OJ990821_41.0421.C32 


bene ino . 


109111 


Strand 


+ 


Start 


4 94 


End 


1113 


Name 


OJ990821 41.0421.C32.ol.gs 


Method 


GENSCAN 


Start 


4 94 


End 


1022 


GI 


none 


Score 


.71 


Exons 


494. .553, 721. .1022 






Seq. No. 


51495 


Seq. ID 


OJ990821 41.0421.C32 


Gene No. 


109111 


Strand 


+ 


Start 


4 94 


End 


1113 


LVdlllC 


OJ990821 41-0421. C32.ol.np 


Method 


AAT/NAP 


Start 


4 94 


End 


1113 


GI 


2498930 


Score 


691 


Exons 


494. .553, 721. .1113 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU L AT I ON 




PROTEIN) gi 11203794 (U18774 


) Sog [Drosophila melanogaster] 


Seq. No. 


51496 


Seq. ID 


OJ990821_41.0421.C33 


Gene No. 


109112 


Strand 




Start 


1 


End 


2500 


Name 


OJ990821 41.0421.C33.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2301 


GI 


5032159 


Score 


124 


Exons 


1..95, 175. .314, 2203. .2301 






GI Descrip. 


transducin (beta)-like 1 gi I 3021409 | emb | CAA73319 . 1 1 (Y12781) 




transducin (beta) like 1 protein [Homo 


sapiens] 


Seq. No. 


51496 


Seq. ID 


OJ990821_41.0421.C33 


Gene No. 


109112 


Strand 




Start 


1 


End 


2500 


Name 


OJ990821 41.0421.C33.ol.gs 


Method 


GENSCAN 


Start 


169 


End 


2500 



52868 



GI 


none 




Score 


.51 


Exons 


169. .314, 2203. .2500 








Seq. No. 


51496 




Seq. ID 


OJ990821_41.0421.C33 


Gene No. 


109113 




Strand 




C +- -a y~4- 






iliUU 


^9*7 9 


Name 


OJ990821 41.0421.C33.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


9 




End 


2263 


GI 


none 




Score 


105 


Exons 


9. .104, 175. .306, 178.. 


315, 


182. .316, 


195. .317, 2183. .2263, 




2184. .2252 








Seq. No. 


51496 




Seq. ID 


OJ990821_41.0421.C33 


belle LMvJ . 


XKJ 711 J 




otrana 




Start 


3030 




End 


3272 


Name 


OJ990821 41.0421.C33.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


24 




End 


2263 


GI 


none 




Score 


115 


Exons 


24. .92, 178. .315, 182.. 


316, 


2183. .2263 




Seq. No. 


51496 




Seq. ID 


OJ990821_41.0421.C33 


Gene No. 


109113 




Strand 




Cf art" 


JUJU 




End 


3272 


Name 


OJ990821 41.0421.C33.o2 


.np 


Method 


AAT/NAP 


Start 


3030 




End 


3272 


GI 


4585985 




Score 


80 


Exons 


3030. .3272 








GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


51497 




Seq. ID 


OJ990821_41.0421.C34 




i n qi i a 

1U 3114 




Strand 


+ 


Start 


1132 




End 


2369 


Name 


OJ990821 41.0421.C34.ol 


.gs 


Method 


GENS CAN 


Start 


1132 




End 


2369 


GI 


none 




Score 


.63 


Exons 


1132. .1265, 1508. .1538, 


1585 


..1601, 2165. .2369 


Seq. No. 


51497 




Seq. ID 


OJ990821_41.0421.C34 


Gene No. 


109115 




Strand 


+ 


Start 


5440 




End 


8499 


Name 


O.T9Q0R91 41 H491 C^A n9 


.np 


Method 


AAT/NAP 


Start 


5440 




End 


8499 


GI 


7340881 




Score 


382 


Exons 


5440. .5528, 5675. .5798, 


5891 


..5929, 5986. .6350, 7787. .7893, 




7999. .8211, 8465. .8499 








GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51497 




Seq. ID 


OJ990821_41. 0421.C34 


Gene No. 


109116 




Strand 




Start 


3954 




End 


4117 


Name 


OJ990821 41.0421.C34.ol 


. np 


Method 


AAT/NAP 


Start 


3954 




End 


4117 


GI 


7340884 




Score 


108 


Exons 


3954. .4117 








GI Descrip. 


(AP001551) Similar to Antirrhinum majus transposon Tam3 gene 




transposase. (ABO 13 982) 


[Oryza sativa] 





52869 



Seq. No. 51498 

Gene No. 109117 

Start 194 

Name OJ990821_41 . 0421 . C35 . ol . gs 

Start 194 

GI none 

Exons 194.. 373, 446.. 595, 1005.. 1077 



Seq. ID OJ990821_41.0421.C35 

Strand + 

End 1077 

Method GEN SCAN 

End 1077 

Score .87 



Seq. No. 51499 Seq. ID OJ990821_4 1 . 0421 . C38 

Gene No. 109118 Strand - . 

Start 1 End 1961 

Name OJ990821_4 1 . 0421 . C38 . ol .np Method AAT/NAP 

Start 1 End 1961 

GI 7248394 Score 1480 

Exons 1..1218, 1474.. 1961 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 

Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 

Seq. No. 51499 Seq. ID OJ990821_4 1 . 0421 . C38 

Gene No. 109118 Strand 

Start 1 End 1961 

Name OJ99082 1_4 1 . 0421 . C38 . o2 . ts Method TBLASTX : Soybean 

Start 1 End 313 

GI none Score 68 

Exons 1..126, 3. .131, 176. .313, 180. .305 

Seq. No. 51499 Seq. ID OJ990821_41 . 0421 . C38 

Gene No. 109118 Strand 

Start 1 End 1961 

Name OJ990821_41 . 0421 .C38 .ol .gs Method GENSCAN 

Start 83 End 1744 

GI none Score .79 

Exons 83.. 1744 



?~ Seq. No. 
il Gene No. 
p Start 

Name 
b= * Start 

GI 

Exons 



51499 

109118 

1 

OJ990821_41.0421.C38.ol.ts 

464 

none 



Seq. ID OJ990821_41.0421.C38 
Strand 

End 1961 

Method TBLASTX : Soybean 

End 934 

Score 82 



464. .652, 477. .608, 653. .934, 672. .896 



Seq. No. 51499 

Gene No. 109118 

Start 1 

Name OJ990821_4 1 . 0421 . C38 . o2 . tw 

Start 551 

GI none 

Exons 551.. 652, 614.. 931, 618.. 932 

Seq. No. 51499 

Gene No. 109118 

Start 1 

Name OJ990821 41 . 0421 .C38 .ol . tm 



Seq. ID OJ990821_41.0421.C38 
Strand 

End 1961 

Method TBLASTX : Wheat 

End 932 

Score 114 



Seq. ID OJ990821_41.0421.C38 
Strand 

End 1961 

Method TBLASTX: Maize 



52870 




Start 


620 


End 


1081 


GI 


none 


Score 


225 


Exons 


.620. .1081, 621. .932, 776.. 


1081 




Seq. No. 


51499 


Seq. ID 


OJ990821_41.0421.C38 


Gene No. 


109118 


Strand 




btalL 


i 
i 


bna 


l y bi 


Name 


OJ990821 41-0421. C38.ol.tw 


Method 


TBLASTX: Wheat 


Start 


969 


End 


1354 


GI 


none 


Score 


294 


Exons 


969. .1064, 971. .1303, 993. 


.1295, 1201. 


.1305, 1298. .1354, 




1308. .1349 






Seq. No. 


51499 


Seq. ID 


OJ990821_41.0421.C38 


Ljene no . 


i ncn i q 
luyiio 


otrana 




Start 


1 


End 


1961 


Name 


OJ990821 41.0421.C38.o2.tm 


Method 


TBLASTX: Maize 


Start 


1082 


End 


1300 


GI 


none 


Score 


207 


Exons 


1082. .1300, 1083. .1295 






Seq. No. 


51500 


Seq. ID 


OJ990821_41.0421.C39 


Gene No . 


xuyiiy 


otrana 


+ 


Start 


104 


End 


241 


Name 


OJ990821 41.0421.C39.ol.gs 


Method 


GENSCAN 


Start 


104 


End 


241 


GI 


none 


Score 


.72 


Exons 


104. .241 






Seq. No. 


51501 


Seq. ID 


OJ990821_42.0421.C1 


Gene No. 


109120 


Strand 


+ 


Start 


1 


End 


749 


Name 


OJ990821 42.0421.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


749 


GI 


629693 


Score 


320 


Exons 


1. .749 






GI Descrip. 


probable integrase - common tobacco (fragment) 




gi| 530742 | emb | CAA567 91 | (X80830) integrase [Nicotiana tabacum] 


Seq. No. 


51501 


Seq. ID 


OJ990821_42.0421.C1 


v^ene jno . 


109120 


Strand 


+ 


Start 


1 


End 


749 


Name 


OJ990821 42.0421.Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2 


End 


286 


GI 


none 


Score 


187 


Exons 


2. .286 






Seq. No. 


51501 


Seq. ID 


OJ990821_42.0421.C1 


Gene No . 


109120 


Strand 


+ 


Start 


1 


End 


749 


Name 


OJ990821 42.0421.Cl.ol.gs 


Method 


GENSCAN 


Start 


23 


End 


562 


GI 


none 


Score 


.98 


Exons 


23. .562 






Seq. No. 


51502 


Seq. ID 


OJ990821_42.0421.C3 


Gene No. 


109121 


Strand 


+ 



52871 



ry 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



491 



End 

Method 
End 
Score 



1134 
AAT/NAP 
1134 
757 



OJ990821_42.0421.C3.ol.np 
491 

2498930 
491. .551, 719. .1134 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



51503 Seq. ID 

109122 Strand 

37 6 End 

OJ990821_42 . 0421 .C5 . ol . gs Method 

376 End 

none Score 
376.-624, 1089. .1185, 1881. .1933, 2030 
2931. .3472, 3549. .3714 



OJ990821_42.0421.C5 
+ 

3714 
GENS CAN 
3714 
.61 

,.2171, 2322. .2786, 



51504 

109123 

1367 

OJ990821_42.0421.C6.ol.np 

1367 

7106512 



Seq. ID OJ990821_42.0421.C6 
Strand + 
End 6270 
Method AAT/NAP 
End 6270 
Score 1032 
1367. .1427, 1500. .1691, 1985. .3171, 6234. .6270 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



51504 Seq. ID OJ990821_42 . 0421 . C6 

109124 Strand 

6604 End 

OJ990821_42.0421.C6.ol.gp Method 

6604 End 

101153_1.R1084 Score 
6604.. 6793, 7110. .7338 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone:tl7804 



OJ990821_ 
+ 

7338 
AAT/GAP 
7338 
630 



51504 Seq. ID 

109125 Strand 

7356 End 

OJ990821_42.0421.C6.o2.gp Method 

7356 End 

2428185 Score 
7356. .7783 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17 8 04 



OJ990821_42.0421.C6 
+ 

7783 
AAT/GAP 
7783 
833 



51504 Seq. ID 

109126 Strand 

9125 End 

OJ990821__42.0421.C6.o2.np Method 

9125 End 

6983860 Score 
9125.. 10168, 10998.. 11042 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



OJ990821_42.0421.C6 
+ 

11042 
AAT/NAP 
11042 
960 



52872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51504 
109126 
9125 

OJ990821_42.0421.C6.o3.np 
9455 
6063554 
9455. .9499, 10869. .11042 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990821_42.0421.C6 

Strand + 

End 11042 

Method AAT/NAP 

End 11042 

Score 111 



Seq. ID OJ990821_42.0421.C6 
Strand 

End 8567 

Method AAT/GAP 

End 8567 

Score 428 



51504 
109127 
8312 

OJ990821_42 . 0421 . C6 . o3 . gp 
8312 

61605_3.R1084 
8312. .8567 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 
U Name 
%j Start 

cn gi 

fil Exons 

^ Seq. No. 
^ Gene No. 
y Start 
fil Name 
1" Start 
GI 

Exons 



51504 

109128 

9187 

OJ990821_42.0421.C6.o2.tw 

9187 

none . 



Seq. ID OJ990821_42.0421.C6 
Strand 

End 9473 

Method TBLASTX: Wheat 

End 9473 

Score 35 



9187. .9231, 9290. .9472, 9292. .9471, 9299. .9472, 9336. .9473 



51504 

109129 

9524 

OJ990821_42.0421.C6.ol.tm 

9524 

none 



Seq. ID OJ990821_42.0421.C6 
Strand 

End 9892 

Method TBLASTX : Mai ze 

End 9820 

Score 240 



9524. .9820, 9547. .9711, 9752. .9820 



Seq. No. 51504 

Gene No. 109129 

Start 9524 

Name OJ990821_42 . 0421 . C6 . ol . tw 

Start 9524 

GI none 

Exons 9524.. 9892, 9547.. 9717 



Seq. ID OJ990821_42.0421.C6 
Strand 

End 9892 

Method TBLASTX : Wheat 

End 9892 

Score 294 



Seq. No. 51505 
Gene No. 109130 
Start 1483 

Name 0 J9 90 8 21_42.0421.C7.ol.np 

Start 1483 
GI 6907087 
Exons 1483.. 2115 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990821_42.0421.C7 

Strand + 

End 2115 

Method AAT/NAP 

End 2115 

Score 311 



Seq. No. 



51505 



Seq. ID OJ990821_42.0421.C7 



52873 



Gene No. 109130 Strand + 

Start 1483 End 2115 

Name OJ990821_42 . 0421 . CI . ol . gs Method GENSCAN 

Start 1638 End 2109 

GI none Score . 63 

Exons 1638.. 2109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51506 Seq. ID 

109131 Strand 
1 End 
OJ990821_42 . 0421 . C8 . o2 . np Method 
1 End 
7248395 Score 
1..36, 1433. .1483, 2363. .4029 

(AP001389) hypothetical protein [Oryza sativa] 



OJ990821_42.0421.C8 
+ 

12807 
AAT/NAP 
4029 
1375 



51506 Seq. ID 

109131 Strand 
1 End 
OJ990821_42.0421.C8.ol.gp Method 
886 End 
uC-osflcyp033a04bl Score 
886. .1267 

'6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990821_42.0421.C8 
+ 

12807 
AAT/GAP 
1267 
627 



Seq. No. . 51506 

Gene No. 109131 

Start 1 

Name OJ990821_42 . 0421 . C8 . ol . gs 

Start 984 

GI none 

Exons 984.. 1054, 2284.. 2503, 2531, 
3876. .3976 



Seq. ID OJ990821_42 .0421.C8 

Strand + 

End 12807 

Method GENSCAN 

End 397 6 

Score . 65 
.2753, 2865.. 3442, 3553.. 3727, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



51506 

109131 

1 

OJ990821_42.0421.C8.o4.np 

2347 

7106512 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2347. .3723, 4231. .4383, 4537. .4805, 7463. .7484 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990821_42.0421.C8 
+ 

12807 
AAT/NAP 
7484 
1232 



51506 Seq. ID 

109131 Strand 

1 End 

OJ990821_42 . 04 21 . C8 . o5 . np Method 

64 81 End 

7106512 Score 



OJ990821_42.0421.C8 
+ 

12807 
AAT/NAP 
12807 
84 



6481.. 6541, 6614.. 6685, 12762.. 12807 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



51506 
109131 



Seq. ID OJ990821__42.0421.C8 
Strand + 



52874 



Start 


1 


End 


Name 


OJ990821 42.0421.C8.o6.np 


Method 


Start 


8722 


End 


GI 


7248393 


Score 


Exons 


8722. .9009, 9049. .9417 




GI Descrip. 


(AP001389) hypothetical protein [Oryza 


Seq. No. 


51506 


Seq. ID 


Gene No. 


109132 


Strand 


Start 


15510 


End 


Name 


OJ990821 42.0421.C8.o5.gp 


Method 


Start 


15510 


End 


GI 


uC-osflcyp033a04bl 


Score 


Exons 


15510. .15891 




GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 




DNA, chromosome 1, clone: 


P0711E10" 


Seq. No. 


51506 


Seq. ID 


Gene No. 


109133 


Strand 


Start 


17302 


End 


Name 


OJ990821 42.0421.C8.o6.gp 


Method 


Start 


17302 


End 


GI 


61605 1.R1084 


Score 


Exons 


17302. .17573 




GI Descrip. 


, 5852170/emb|AL117265. 1 IOST17804 1 . Oe- 




indica (GLA4 ) genomic DNA, 


chromosome 4 


Seq. No. 


51506 


Seq. ID 


Gene No. 


109134 


Strand 


Start 


814 


End 


Name 


OJ990821 42.0421.C8.ol.np 


Method 


Start 


814 


End 


GI 


4680186 


Score 


Exons 


814. .1044, 2717. .2763 




GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


Seq. No. 


51506 


Seq. ID 


Gene No. 


109135 


Strand 


Start 


4323 


End 


Name 


OJ990821 42.0421.C8.o3.np 


Method 


Start 


4323 


End 


GI 


7106513 


Score 


Exons 


4323.. 4431, 4534.. 4577 




GI Descrip. 


(AP001278) hypothetical protein [Oryza 


Seq. No. 


51506 


Seq. ID 


Gene No. 


109136 


Strand 


Start 


6220 


End 


Name 


OJ990821 42.0421.C8.o2.gp 


Method 


Start 


6220 


End 


GI 


72524 1.R1084 


Score 


Exons 


6220. .6528 




GI Descrip. 


' 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0eH 




DNA, chromosome 6, clone P0680A03, com] 


Seq. No. 


51506 


Seq. ID 


Gene No. 


109137 


Strand 



12807 
AAT/NAP 
9417 
542 



15891 
AAT/GAP 
15891 
659 



+ 

17573 
AAT/GAP 
17573 
417 



2763 
AAT/NAP 
2763 
239 



4577 
AAT/NAP 
4577 
182 



6528 
AAT/GAP 
6528 
431 



52875 



Start 
Name 
Start 
GI 

Exons 



7.971 End 17917 

OJ990821_42 . 0421 ,C8 . o7 . np Method AAT/NAP 

7971 End 17917 

5852180 Score 474 

7971. .8029, 14142. .14590, 14642 .. 14760, 15740 157 93 , 

17853. .17917 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 51506 

Gene No. 109137 

Start 7971 

Name OJ990821_42 . 0421 .C8 . o4 . gs 

Start 15440 

GI none 

Exons 15440. .15552, 15740 15793, 16642.. 16723 



Seq. ID OJ990821_42.0421.C8 



Strand. 
End 

Method 

End 

Score 



17917 
GENSCAN 
16723 
.58 



Seq. No. 


51507 


Seq. ID 


OJ990821 42. 0421. C9 


Gene No. 


109138 


Strand 


+ 


Start 


166 


End 


541 


Name 


OJ990821 42.0421.C9.ol.gs 


Method 


GENSCAN 


Start 


166 


End 


541 


GI 


none 


Score 


.74 


Exons 


166. .405, 455. .541 






Seq. No. 


51507 


Seq. ID 


OJ990821_42.0421.C9 


Gene No. 


109139 


Strand 


+ 


Start 


1237 


End 


8738 


Name 


OJ990821 42.0421.C9.ol.np 


Method 


AAT/NAP 


Start 


1237 


End 


2975 


GI 


6907087 


Score 


933 


Exons 


1237. .1605, 1651. .2335, 2874. 


.2975 




GI Descrip. 


(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 



sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51507 

109139 

1237 

OJ990821_42.0421.C9.o4.np 

1570 

6466937 



Seq. ID' OJ990821_42.0421.C9 

Strand + 

End 8738 

Method AAT/NAP 

End 7951 

Score 200 



1570. .1590, 6845. .7462, 7873. .7951 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 51507 

Gene No. 109139 

Start 1237 

Name OJ990821_42 . 0421 . C9 . ol . gp 

Start 3439 

GI uC-osflcyp033a04bl 

Exons 3439.. 3820 

GI Descrip. ■ 6016845/dbj | AP000570 . 1 1 AP000570 3 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 
+ 

8738 
AAT/GAP 
3820 
679 



42. 0421. C9 



0e-59 Oryza sativa genomic 



Seq. No. 
Gene No. 



51507 
109139 



Seq. ID OJ990821_42.0421.C9 
Strand + 



52876 



Start 
Name 
Start 
GI 

Exons 



1237 End 8738 

OJ990821_42.0421.C9.o4 . gs Method GEN SCAN 

3617 End 8738 

none Score .42 

3617.. 3688, 4793.. 5030, 5732. .6094, 6650.. 6848, 7069.. 7289, 
8300. .8341, 8497. .8738 



Seq. No. 51507 

Gene No. 109140 

Start 1565 

Name OJ990821_42 . 0421 . C9 . o2 . gs 

Start 1565 

GI none 

Exons 1565. .2095 



Seq. ID OJ990821_42.0421.C9 
Strand 

End 2095 

Method GENS CAN 

End 2095 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51507 

109141 

2196 

OJ990821_42.0421.C9.o3.gs 

2196 

none 

2196. .2618, 3148. .3198 



Seq. ID OJ990821_42.0421.C9 
Strand 

End 3198 

Method GENS CAN 

End 3198 

Score . 8 



51507 
109142 
3368 

OJ990821_42.0421.C9.o2.np 
3368 
4680186 
3368.. 3572, 4676.. 4729 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990821_42.0421.C9 
Strand 

End 4729 

Method AAT/NAP 

End 4 729 

Score 282 



51507 
109143 
4910 

OJ990821_42.0421.C9.o3.np 
4910 
6907087 
4910. .5271 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990821_42.0421.C9 
Strand 

End 5271 

Method AAT/NAP 

End 5271 

Score 304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51507 

109144 

7224 

OJ990821_42.0421.C9.ol.tm 

6975 

none 



Seq. ID OJ990821_42.0421.C9 
Strand 

End 11129 

Method TBLASTX : Mai ze 

End 7446 

Score 71 



6975. .7037, 6983. .7042, 7042. .7131, 7043. .7219, 7238. .7414, 
7252. .7446 



Seq. No. 51507 

Gene No. 109144 

Start 7224 

Name OJ990821_42 . 0421 .C9 . o5 . np 

Start 7224 



Seq. ID OJ990821_42.0421.C9 
Strand 

End 11129 

Method AAT/NAP 

End 11129 



52877 



# • 



GI 


6983860 




Score 


588 


Exons 


7224. .7244, 


9922.. 10159, 10358.. 11129 




GI Descrip. 


(AP001168) 


Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy ty 




(AF061282) 


[Oryza sativa] 






Seq. No. 


51507 




Seq. ID 


OJ990821_42.0421.C9 




109144 




Strand 


- 


Start 


7224 




End 


11129 


Name 


OJ990821 42 


.0421.C9.o5.gs 


Method 


GEN SCAN 


Start 


9321 




End 


11028 


GI 


none 




Score 


.8 


Exons 


9321. .9473, 


9841. .10632, 10786. .11028 




Seq. No. 


51507 




Seq. ID 


OJ990821_42.0421.C9 


UCllC IvKJ . 


109144 




Strand 


- 


Start 


7224 




End 


11129 


Name 


OJ990821 42 


.0421.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


10399 




End 


10698 


GI 


none 




Score 


67 


Exons 


10399. .10698, 10595.. 10684 






Seq. No. 


51507 




Seq. ID 


OJ990821_42.0421.C9 




109144 




Strand 




Start 


7224 




End 


11129 


Name 


OJ990821 42 


■0421.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10579 




End 


10938 


GI 


none 




Score 


86 


Exons 


10579. .1093 


8, 10583. .10819, 


10844. .10936 


Seq. No. 


51508 




Seq. ID 


OJ990821_42.0421.C1 


Gene No. 


109145 




Strand 


+ 


Start 


1 




End 


515 


Name 


OJ990821 42 


.0421. C10. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


515 


GI 


4680186 




Score 


125 


Exons 


1..30, 309. 


.515 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 



i Seq. No. 


51508 










Seq. ID 


OJ990821_ 


_42. 


0421 


.C10 


z Gene No. 


109146 










Strand 










* Start 


865 










End 


899 








Name 


OJ990821 42 


0421 


.C10 


.ol 


.gs 


Method 


GENSCAN 








Start 


865 








End 


899 








GI 


none 










Score 


.64 








Exons 


865..899 




















Seq. No. 


51509 










Seq. ID 


OJ990821_ 


42. 


0421 


.Cll 


Gene No. 


109147 










Strand 


+ 








Start 


673 










End 


1044 








Name 


OJ990821 42 


0421 


.Cll 


.ol 


.gs 


Method 


GENSCAN 








Start 


673 










End 


1044 








GI 


none 










Score 


.44 








Exons 


673. .1044 




















Seq. No. 


51510 










Seq. ID 


OJ990821_ 


_42. 


0421 


.C12 


Gene No. 


109148 










Strand 










Start 


624 










End 


1000 









52878 



Name 

Start 

GI 

Exons 



OJ990821_42 . 0421 . C12 . ol . gs Method GENSCAN 

624 End 1000 

none Score .73 
624. .741, 945. .1000 



Seq. No. 51511 Seq. ID OJ990821_42 . 0421 . C13 

Gene No. 109149 Strand . + 

Start 591 End 924 

Name OJ990821_42 . 0421 . C13 . o2 . gp Method AAT/GAP 

Start 591 End 924 

GI 92678_1.R1084 Score 359 

Exons 591.. 734, 807.. 924 

GI Descrip. 1 6069643/dbj I AP000616. 1 | AP000616 9.0e-67 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51511 Seq. ID 

109150 Strand 

1680 End 
OJ990821_42 . 0421 . C13 . ol . gs Method 

1680 End 

none Score 

1680. .1868, 3065. .4131, 4395.-5498 



OJ990821_42.0421.C13 
+ 

5498 
GENSCAN 
5498 
.73 



f 1 


Seq. No. 


51511 




Seq. ID 


OJ990821_42.0421.C13 




Gene No. 


109150 




Strand 


+ 




Start 


1680 




End 


5498 




Name 


OJ990821 42 


.0421.C13.ol.np 


Method 


AAT/NAP 


fy 


Start 


3085 




End 


5112 




GI 


2852684 




Score 


748 


hi 
?r 


Exons 


3085. .5112 








% J 


GI Descrip. 


(AF017751) 


resistance protein 


candidate [Lactuca sativa] 




Seq. No. 


51511 




Seq. ID 


OJ990821_42.0421.C13 




Gene No. 


109150 




Strand 


+ 




Start 


1680 




End 


5498 


"•4 


Name 


OJ990821 42 


.0421.C13.ol.ts 


Method 


TBLASTX : Soybean 


i - 
? ^ 


Start 


3877 




End 


4595 




GI 


none 




Score 


50 


\ -Jr 


Exons 


3877. .3954, 


3961. .4068, 4149. 


.4232, 4311. .4463, 4313. .4447, 


f 1 




4479. .4595 










Seq. No. 


51512 




Seq. ID 


OJ990821_42.0421.C15 




Gene No. 


109151 




Strand 


+ 




Start 


368 




End 


806 




Name 


OJ990821 42 


.0421.C15.ol.gs 


Method 


GENSCAN 




Start 


368 




End 


647 




GI 


none 




Score 


.74 




Exons 


368. .647 









Seq. No. 51512 Seq. ID 

Gene No. 109151 Strand 

Start 368 End 

Name OJ990821_42 .0421.C15.ol.np Method 

Start 368 End 

GI 7248393 Score 

Exons 368.. 647, 687.. 806 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



OJ990821_42.0421.C15 

+ 

806 

AAT/NAP 
806 
245 



52879 




Seq. No. 


51513 


Seq. ID 


OJ990821__42.0421.C16 




109152 


Strand 




Start 


1 


End 


1550 


Name 


OJ990821 42.0421.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1550 


GI 


5042463 


Score 


115 


Exons 


1..48, 402. .488, 1212. .1550 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 


beq. iNO . 


51514 


Seq. ID 


OJ990821_42.0421.C18 


Gene No. 


109153 


Strand 


+ 


Start 


49 


End 


1129 


Name 


OJ990821 42.0421.C18.ol.gs 


Method 


GEN SCAN 


Start 


49 


End 


1129 


GI 


none 


Score 


.93 


Exons 


49. .270, 590. .673, 752. .1129 






Seq. No. 


51515 


Seq. ID 


OJ990821_42.0421.C19 


Gene No. 


109154 


Strand 




Start 


3468 


End 


5088 


Name 


OJ990821 42.0421.C19.ol.np 


Method 


AAT/NAP 


Start 


3468 


End 


5088 


GI 


6907087 


Score 


571 


Exons 


3468.. 3569, 4111.. 4507, 4542. 


.4681, 4727.. 5088 


GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 ( 


;E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


51516 


Seq. ID 


OJ990821_42.0421.C20 


Gene No . 


109155 


Strand 


+ 


Start 


76 


End 


3659 


Name 


OJ990821 42.0421.C20.ol.gs 


Method 


GENS CAN 


Start 


76 


End 


3659 


GI 


none 


Score 


.7 


Exons 


76. .483, 556. .631, 721. .895, 


935. .1598, 


1762. .2521, 2867. .2' 




3261.. 3300, 3508.. 3552, 3647. 


.3659 




Seq. No. 


51517 


Seq. ID 


OJ990821_42.0421.C21 


Gene No. 


109156 


Strand 






1 


End 


2712 


Name 


OJ990821 42.0421.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1106 


GI 


629693 


Score 


469 


Exons 


1. .1106 






GI Descrip. 


probable integrase - common tobacco (fragment) 




gi I 530742 | emb|CAA56791 1 (X80830) integrase [Nicotiana tabaci 


Seq. No. 


51517 


Seq. ID 


OJ990821_42.0421.C21 


Gene No. 


109156 


Strand 




Start 


1 


End 


2712 


Name 


OJ990821 42.0421.C21.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1133 


GI 


4263831 


Score 


351 


Exons 


1..611, 737. .1133 







GI Descrip. (AC006067) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



52880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51517 

109156 

1 

OJ990821_ 
294 

7248394 
294. .319, 



OJ990821 42.0421.C21 



Seq. ID 
Strand 

End 2712 
Method AAT/NAP 
End 2712 
Score 301 
.2712 

(AP001389) ESTs C97394 (C60113) , AU075824 ( R01 65 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . ^-Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



42.0421.C21.o4.np 



1698.. 2067, 2623. 



Seq. No. 


51517 








Seq. ID 


OJ990821_42.0421 


.C21 


Gene No. 


109156 








Strand 


- 




Start 


1 








End 


2712 




Name 


OJ990821 42. 


0421 


.C21.ol 


-gs 


Mp t" hnd 


GEN SCAN 




Start 


597 








End 


2671 




GI 


none 








Score 


.52 




Exons 


597.. 671, 1054.. 


1785, 2630.. 


2671 






Seq. No. 


SI SI 7 








Seq. ID 


OJ990821_42.0421 


.C21 


Gene No. 


1 091 Sfi 
j. \j ^ j. >j \j 








Strand 


- 




Start 


1 








End 


2712 




Name 


OJ990821 42. 


0421 


.C21.o2 


.ts 


Mp f" hnH 


TRT.A^TX • Sovhpan 

A. l—> UAlJ i. £\ m t_> y JkJ Cull 




Start 


784 








End 


1056 




GI 


none 








Score 


192 




Exons 


7 R4 1 OSfi 

/ O *± • • 1UJU 














Seq. No. 


51517 








Seq. ID 


OJ990821_42.0421 


.C21 


Gene No. 


109156 








Strand 


- 




Start 


1 








End 


2712 






OJ990821 42. 


0421 


.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


805 








End 


1137 




GI 


none 








Score . 


184 




Exons 


805. .1137 














Seq. No. 


51517 








Seq. ID 


OJ990821_42.0421 


.C21 


Gene No. 


109156 








Strand 






Start 


1 








End 


2712 




Name 


OJ990821 42. 


0421 


.C21.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1393 








End 


1776 




GI 


none 








Score 


64 




Exons 


1393. .1662, 


1684 


. .1776 










Seq. No. 


51517 








Seq. ID 


OJ990821_42.0421 


.C21 


Gene No. 


109156 








Strand 






Start 


1 








End 


2712 




Name 


OJ990821 42. 


0421 


-C21.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1426 








End 


1836 




GI 


none 








Score 


94 




Exons 


1426. .1677, 


1511 


. .1678, 


1685 


..1834, 1699. .1836 




Seq. No. 


51518 








Seq. ID 


OJ990821_42.0421 


.C22 


Gene No. 


109157 








Strand 


+ 




Start 


1292 








End 


1673 





52881 



Name OJ990821_42 . 0421 .C22 . o2 . gp Method AAT/GAP 

Start 1292 End 1673 

GI uC-osflcyp033a04bl Score 671 

Exons 1292.. 1673 

GI Descrip. 1 6016845/dbj I AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51518 

109158 

530 

OJ990821_42.0421.C22.ol.np 
530 

7248394 



Seq. ID OJ990821_42.0421.C22 
Strand 

End 4224 

Method AAT/NAP 

End 4224 

Score 1455 



530. .558, 2371. .3090, 3353. .4224 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 





Seq. No. 


51518 








Seq. ID 


OJ990821_42.0421.C22 




Gene No. 


109158 








Strand 






Start 


530 








End 


4224 




Name 


OJ990821 42 


.0421 


.C22.o2 


.ts 


Method 


TBLASTX: Soybean 


S3. 


Start 


2377 








End 


2806 


Ji 


GI 


none 








Score 


70 


i I 




0-277 9 CO 0 


Zj / O 


. . Z4 / y f 




.2574, 2648. .2806, 2694. .2768 


3 


Seq. No. 


51518 








Seq. ID 


OJ990821_42.0421.C22 


_ a 


Gene No. 


109158 








Strand 




•s? 


Start 


530 








End 


4224 




Name 


OJ990821 42 


.0421 


,C22.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2491 








End 


2953 




GI 


none 








Score 


68 




Exons 


2491. .2583, 


2492 


.2575, 


2648. 


.2953, 2682.. 2804, 2836. .2946, 


s 




2865. .2951, 


2873 


.2953 










Seq. No. 


51518 








Seq. ID 


OJ990821_42.0421.C22 




Gene No. 


109158 








Strand 






Start 


530 








End 


4224 




Name 


OJ990821 42 


0421 


C22.ol 


.tw 


Method 


TBLASTX: Wheat 


tr 


Start 


2822 








End 


3175 




GI 


none 








Score 


104 




Exons 


2822. .3175, 


2823 


.2975, 


2867. 


.3166, 3027.. 3167 




Seq. No. 


51518 








Seq. ID 


OJ990821_42.0421.C22 




Gene No. 


109158 








Strand 






Start 


530 








End 


4224 




Name 


OJ990821 42 


0421 


C22.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2954 








End 


3172 




GI 


none 








Score 


143 




Exons 


2954. .3172, 


3027 


.3167 










Seq. No. 


51518 








Seq. ID 


OJ990821_42.0421.C22 




Gene. No. 


109158 








Strand 






Start 


530 








End 


4224 




Name 


OJ990821 42. 


0421 


C22.o3 


.ts 


Method 


TBLASTX : Soybean 



52882 



Start 


3023 


End 


3383 


GI 


none 


Score 


108 


Exons 


3023.. 3157, 3213.. 3383 






Seq. No. 


51518 


Seq. ID 


OJ990821 






q+- r^nH 

JLI OilU 




Start 


530 


End 


4224 


Name 


OJ990821 42.0421.C22.ol.ts 


Method 


TBLASTX: 


Start 


3792 


End 


4130 


GI 


none 


Score 


199 


Exons 


3792. .4130 






Seq. No. 


51519 


Seq. ID 


OJ990821 


OGIlt. IN KJ . 


J. \J J ± J .7 






Start 


286 


End 


735 


Name 


OJ990821 42.0421.C23.ol.gs 


Method 


GENSCAN 


Start 


286 


End 


735 


GI 


none 


Score 


.91 


Exons 


286. .615, 697. .735 






Seq. No. 


51520 


Seq. ID 


OJ990821 


Gene No. 


109160 


Strand 


+ 


Start 


2094 


End 


2806 


Name 


OJ990821 42.0421.C24.ol.np 


Method 


AAT/NAP 


Start 


2094 


End 


2806 


GI 


7340868 


Score 


41 


Exons 


2094. .2253, 2748. .2806 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


51520 


Seq. ID 


OJ990821 




109161 


Strand 




Start 


402 


End 


1232 


Name 


OJ990821 42.0421.C24.ol.gs 


Method 


GENSCAN 


Start 


402 


End 


1232 


GI 


none 


Score 


.85 


Exons 


402. .957, 1188. .1232 






Seq. No. 


51521 


Seq. ID 


OJ990821 


Gene No. 


109162 


Strand 


+ 


Start 


1 


End 


4882 


Name 


OJ990821 42.0421.C25.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


4882 


GI 


4680186 


Score 


254 


Exons 


1..50, 3736. .3789, 4620. .4765, 4828. .4882 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


51521 


Seq. ID 


OJ990821_ 




109162 


Strand 


+ 


Start 


1 


End 


4882 


Name 


OJ990821 42.0421.C25.ol.gs 


Method 


GENSCAN 


Start 


729 


End 


4827 


GI 


none 


Score 


.71 


Exons 


729. .841, 2795. .2841, 4471, 


.4523, 4711 


.4827 


Seq. No. 


51521 


Seq. ID 


OJ990821_ 


Gene No. 


109163 


Strand 




Start 


5494 


End 


5732 



52883 



Name OJ990821_42 . 0421 . C25 . ol . gp Method AAT/GAP 

Start 5494 End 5732 

GI 57406_2.R1084 Score 375 

Exons 5494.. 5732 

GI Descrip. 1 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 51521 Seq. ID 

Gene No. 109164 Strand 

Start 1 End 

Name OJ990821_42 . 0421 . C25 . ol . np Method 

Start 1 End 

GI 5852181 Score 

Exons 1..60, 1159.. 1340, 
GI Descrip. (AL117265) zhbOOll 



4522. .4553 

1 [Oryza sativa] 



OJ990821_42.0421.C25 

4553 
AAT/NAP 
4553 
122 





Seq. No. 


51521 






Seq. ID 


OJ990821_42.0421.C25 




Gene No. 


109165 






Strand 






Start 


5647 






End 


8834 




Name 


OJ990821 42 


.0421.C25.o2 


.gs 


Method 


GENS CAN 




Start 


5647 






End 


8834 




GI 


none 






Score 


.8 




Exons 


5647. .5729, 


7167. .7193, 


7996. 


.8132, 8 


408. .8518, 8597. .8834 




Seq. No. 


51522 






Seq. ID 


OJ990ff21_42.0421.C28 




Gene No. 


109166 






Strand 


+ 




Start 


1670 






End 


4873 




Name 


OJ990821 42 


.0421.C28.ol 


.np 


Method 


AAT/NAP 




Start 


1670 






End 


4873 




GI 


7267361 






Score 


222 


i 1 


Exons 


1670. .2385, 


4812. .4873 








F! 3 


GI Descrip. 


(AL161506) 


putative athila transposon protein [Arabidopsis 






thaliana] 










n 


Seq. No. 


51522 






Seq. ID 


OJ990821_42.0421.C28 




Gene No. 


109167 






Strand 




: s 


Start 


3208 






End 


4738 




Name 


OJ990821 42 


.0421.C28.o2 


.gs 


Method 


GENS CAN 




Start 


3208 






End 


4738 




GI 


none 






Score 


• .57 




Exons 


3208. .3624, 


4419. .4530, 


4555. 


.4738 





Seq. No. 51523 Seq. ID 

Gene No. 109168 Strand 

Start 5 End 

Name 0 J9 908 2 1_4 2 . 0 4 2 1 . C2 9 . ol . gs Method 

Start 5 End 

GI none Score 

Exons 5.. 52, 60.. 677 



OJ990821_42.0421.C29 
+ 

677 

GENSCAN 

677 

.85 



Seq. No. 51524 Seq. ID 

Gene No. 109169 Strand 

Start 155 End 

Name 0 J9 908 2 1_4 2 . 04 2 1 . C3 1 . ol . gs Method 

Start 155 End 

GI none Score 



OJ990821_42.0421.C31 
+ 

218 

GENSCAN 

218 

.48 



52884 



Exons 



155. .218 



Seq. No. 51524 Seq. ID OJ990821_42 . 0421 . C31 

Gene No. 109170 Strand 

Start 970 End 1117 

Name OJ990821_42 . 0421 . C31 . ol . gp Method AAT/GAP 

Start 970 End 1117 

GI 5455363 Score 113 

Exons 970.. 995, 1059.. 1117 

GI Descrip. 3176667 1.0e-17 (AC004393) Similar to hypothetical 41.9KD 
protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64 006. [Arabidopsis thaliana] 



Seq. No. 51525 Seq. ID 

Gene No. 109171 Strand 

Start 88 End 

Name OJ990821_42 . 0421 . C32 . ol . gs Method 

Start 88 End 

GI none Score 

Exons 88.. 240, 888.. 1092, 1461.. 1646 



OJ990821_42.0421.C32 

1646 
GENSCAN 
1646 
.48 



Seq. No. 


51526 


Seq. ID 


OJ990821_42.0421 


.C33 


Gene No. 


109172 


Strand 


+ 




Start 


118 


End 


3690 




Name 


OJ990821 42.0421.C33 


.ol.gs Method 


GENSCAN 




Start 


118 


End 


3690 




GI 


none 


Score 


.66 




Exons 


118. .238, 449. .601, 


1355.. 2151, 3583.. 


3690 




Seq. No. 


51526 


Seq. ID 


OJ990821 42.0421 


.C33 


Gene No. 


109172 


Strand 


+ 




Start 


118 


End 


3690 




Name 


OJ990821 42.0421.C33 


. ol.np Method 


AAT/NAP 




Start 


1399 


End 


2959 




GI 


7486147 


Score 


599 




Exons 


1399. .2959 








GI Descrip. 


hypothetical protein 


F25I24.40 - Arabidopsis thaliana 





gi| 4539357 | emb | CAB40051 . 1| (AL049525) putative protein 
[Arabidopsis thaliana] gi | 726778 1 1 emb | CAB81184 . 1 1 (AL161518) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51526 Seq. ID 

109173 Strand 

4762 End 

0 J9 90 8 2 1_4 2 . 0 4 2 1 . C3 3 . o3 . np Method 

4762 End 

7242910 Score 



OJ990821_42.0421.C33 
+ 

8770 
AAT/NAP 
6189 
104 



4762.. 5189, 5703.. 5989, 6076.. 6189 

(AP001383) hypothetical protein [Oryza sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51526 

109173 

4762 

OJ990821_42.0421.C33.o3.gs 

5740 

none 



Seq. ID OJ990821_42.0421.C33 

Strand + 

End 8770 

Method GENSCAN 

End 8770 

Score . 68 



5740. .6038, 7108. .7162, 7571. .7666, 8137. .8315, 8614. .8770 



52885 



Seq. No. 


51526 








Seq. ID 


OJ990821_42.0421.C33 


Gene No. 


109174 








Strand 




Start 


3365 








End 


8776 


Name 


OJ990821_42 


0421 


.C33.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


1446 








End 


1620 


GI 


none 








Score 


191 


Exons 


1446. . 1541, 


1447 


. . 1620, 


1459. 


. 1614 




Seq. No. 


51526 








Seq. ID 


OJ990821_42.0421.C33 


Gene No. 


109174 








Strand 




Start 


3365 








End 


8776 


Name 


OJ990821 42 


0421 


.C33.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1705 








End 


2622 


GI 


none 








Score 


232 


Exons 


1705. .1935, 


1728 


. .1931, 


1837. 


.1935, 1947. .2150, 1948. .2622, 




2193. .2273, 


2398 


. .2550 









Seq. No. 


51526 








Seq. ID 


OJ990821_42.0421 


.C33 


Gene No. 


109174 








Strand 






Start 


3365 








End 


8776 




Name 


OJ990821 42. 


0421. 


C33.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1759 








End 


2067 




GI 


none 








Score 


224 




Exons 


1759. .1941, 


1791. 


.1940, 


1942. 


.2067, 1947.. 2033 




Seq. No. 


51526 








Seq. ID 


OJ990821_42.0421 


.C33 


Gene No. 


109174 








Strand 






Start 


3365 








End 


8776 




Name 


OJ990821 42. 


0421. 


C33.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2872 








End 


3343 




GI 


none 








Score 


305 




Exons 


2872. .3090, 


2873. 


.3244, 


3262. 


.3339, 3311.. 3343 




Seq. No. 


51526 








Seq. ID 


OJ990821_42.0421 


.C33 


Gene No. 


109174 








Strand 






Start 


3365 








End 


8776 




Name 


OJ990821 42. 


0421. 


C33.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3068 








End 


3430 




GI 


none 








Score 


122 




Exons 


3068. .3259, 


3205. 


.3426, 


3249. 


.3401, 3275.. 3427, 3311. .3430 


Seq. No. 


51526 








Seq. ID 


OJ990821_42.0421 


.C33 


Gene No. 


109174 








Strand 






Start 


3365 








End 


8776 




Name 


OJ990821 42. 


0421. 


C33.o2 


.np 


Method 


AAT/NAP 




Start 


3365 








End 


8776 




GI 


7486567 








Score 


72 




Exons 


3365. .3399, 


5302. 


.5498, 


8645. 


.8776 






GI Descrip. 


hypothetical 


protein F7H19.150 - Arabidopsis thaliana 





gil 3292822 | emb | CAA19812 . 1| (AL031018) putative protein 
[Arabidopsis thaliana] gi | 7269144 | emb | CAB79252 . 1 1 (AL161558) 
putative protein [Arabidopsis thaliana] 



Seq. No. 51526 Seq. ID OJ990821_42 . 0421 . C33 

Gene No. 109174 Strand 

Start 3365 End 8776 



52886 



Name 

Start 

GI 

Exons 



OJ990821_42 . 0421 . C33 . o2 . gs Method GENSCAN 

4786 End 5485 

none Score . 81 
4786.. 5020, 5043.. 5485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51526 

109174 

3365 

OJ990821_42.0421.C33.o3.tm 

6350 

none 



Seq. ID OJ990821_42.0421.C33 
Strand 

End 8776 

Method TBLASTX : Maize 

End 6643 

Score 156 



6350. .6520, 6385. .6510, 6394. .6537, 6542. .6643 



51527 

109175 

1 

OJ990821_42.0421.C34.ol.np 
1 

6688926 



Seq. ID OJ990821_42.0421.C34 

Strand + 

End 1658 

Method AAT/NAP 

End 1658 

Score 113 



1..111, 979. .1081, 1551. .1658 

(AJ251365) VAP27 [Nicotiana plumbaginif olia] 



51527 

109176 

2615 

OJ990821_42.0421.C34.ol.gs 

2615 

none 

2615. .2827 



Seq. ID OJ990821_42.0421.C34 
Strand 

End 2827 

Method GENSCAN 

End 2827 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51528 

109177 

735 

OJ990821_42 . 0421 .C35 . ol . gs 

735 

none 



Seq. ID OJ990821_42.0421.C35 

Strand + 

End 5203 

Method GENSCAN 

End 5203 

Score . 63 



735. .784, 1104. .1193, 4396.-4575, 4999. .5203 



51528 

109178 

7265 

OJ990821_42.0421.C35.o2.gs 

7265 

none 



Seq. ID OJ990821_42.0421.C35 
Strand 

End 20647 

Method GENSCAN 

End 20647 

Score .52 



7265. .7399, 7517. .8236, 10240 10368 , 114 04 .. 114 25 , 
11622. .11809, 14446. .14608, 15545 .. 15739, 157 99 .. 16003, 
16317. .17140, 17155. .17633, 17646 17879, 178 92 . . 1814 0 , 
18257. .18730, 18835 .. 19021, 19056.. 20647 



Seq. No. 51528 

Gene No. 109178 

Start 7265 

Name OJ990821_42 . 0421 . C35 .ol . np 

Start 7268 

GI 7486198 

Exons 7268.. 7374, 7525.. 7653 
GI Descrip. hypothetical protein F26K10.170 



Seq. ID OJ990821_42.0421.C35 
Strand 

End 20647 

Method AAT/NAP 

End 7653 

Score 108 

Arabidopsis thaliana 



52887 



gi | 7269683 | emb | CAB79631 . 1| (AL161572) putative protein 
[Arabidopsis thaliana] 



Seq. No. 51528 Seq. ID 

Gene No. 109178 Strand 

Start 7265 End 

Name OJ990821_42 . 0421 . C35 . ol . tc Method 

Start 16312 End 

GI none Score 

Exons 16312. . 16587, 16337 .. 16543, 16585 .. 16710, 16607 

16702. .16791, 16718. .16777, 16822.. 17013 



OJ990821 42.0421.C35 



20647 

TBLASTX: Cress 
17013 
79 

16711, 



Seq. No. 51528 

Gene No. 109178 

Start 7265 

Name OJ990821_42 . 0421 . C35 . o3 . np 

Start 16318 

GI 7228446 

Exons 16318. .17187, 17274 .. 19545, 
GI Descrip. 



OJ990821 42.0421.C35 



Seq. ID 
Strand 

End 20647 
Method AAT/NAP 
End 20458 
Score 3362 
19577. .20458 

(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 





Seq. No. 


51528 






Seq. ID 


OJ990821_42.0421 


.C35 


C3 


Gene No. 


109178 






Strand 






% j 


Start 


7265 






End 


20647 




7 Hi 


Name 


OJ990821 42. 


0421. C35 


.o2.ts 


Method 


TBLASTX : Soybean 






Start 


16327 






End 


16983 




f ^3 


GI 


none 






Score 


80 




I :S 


Exons 


16327. .16791 


, 16379. 


.16516, 


16607. .16792, 16852. .16983 






Seq. No. 


51528 






Seq. ID 


OJ990821_42.0421 


.C35 


?; s 


Gene No. 


109178 






Strand 








Start 


7265 






End 


20647 




S3 


Name 


OJ990821 42. 


0421. C35 


. 06. tm 


Method 


TBLASTX: Maize 






Start 


16339 






End 


16584 






GI 


none 






Score 


93 






Exons 


16339. .16584 


, 16457. 


.16579 










Seq. No. 


51528 






Seq. ID 


OJ990821_42.0421 


.C35 


f 1 


Gene No. 


109178 






Strand 








Start 


7265 






End 


20647 






Name 


OJ990821 42. 


0421. C35 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


16585 






End 


17110 






GI 


none 






Score 


125 






Exons 


16585. .16791 


, 16640. 


.16804, 


16843. .17043, 1684 9 .. 17040 , 





17069. .17110 



Seq. No. 51528 Seq. ID 

Gene No. 109178 Strand 

Start 7265 End 

Name OJ990821_42 . 0421 . C35 . o4 . tw Method 

Start 16738 End 

GI none Score 

Exons 16738. .16791, 16816 .. 17004 , 17032.. 17178 



OJ990821_42.0421.C35 
20647 

TBLASTX: Wheat 
17178 
106 



Seq. No. 



51528 



Seq. ID OJ990821_42.0421.C35 



52888 




Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821_42.0421.C35 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


17358 




End 


17837 




GI 


5509260 




Score 


51 




Exons 


17358. .17837, 17362. 


. 17427, 


17461. .17535, 17617. .17811 




GI Descrip. 












Seq. No. 


51528 




Seq. ID 


OJ990821 42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821_42 . 0421 .C35 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


17373 




End 


17819 




GI 


none 




Score 


96 




Exons 


17373. . 17714, 17377 . 


. 17535, 


17748 . . 176 


i 1 9 




Seq. No. 


51528 




Seq. ID 


OJ990821_42 . 0421 


.C35 


Gene No. 


. 109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821_42 . 0421 .C35 


. o2.tc 


Method 


TBLASTX: Cress 




Start 


17472 




End 


17736 




GI 


none 




Score 


99 




Exons 


17472. .17735, 17611. 


. 17736 








Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821_42 . 04 21 .C35 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


17511 




End 


17828 




GI 


none 




Score 


220 




Exons 


17511. . 17828, 17512 . 


. 17820, 


17559. .17828 




Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821_42 . 0421 .C35 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


18195 




End 


18670 




GI 


none 




Score 


142 




Exons 


18195. . 18233, 18233. 


. 18670, 


18369. .18665 




Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821_42 . 0421 .C35 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


18233 




End 


18679 




GI 


none 




Score 


213 




Exons 


18233. . 18679 










Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 




. o3 . tm 


Method 


TBLASTX: Maize 




Start 


18272 




End 


18701 




GI 


none 




Score 


59 




Exons 


18272. .18331, 18272. 


.18334, 


18356. .18697, 18375. .18701 




Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 



52889 




Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821 42.0421.C35.ol.tw 


Method 


TBLASTX: Wheat 




Start 


18344 




End 


18904 




GI 


none 




Score 


119 




Exons 


J.004 4 . . lo4 3 0, 1844U.. 


io y U4 , 


18450. . 18 


689 




Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821 42.0421.C35. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


18710 




End 


19039 




GI 


none 




Score 


93 




Exons 


18710. .19039, 18714.. 


19013, 


18863. .18 


943 




Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821 42.0421.C35. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18983 




End 


19429 




GI 


none 




Score 


50 




Exons 


18983. .19063, 19062.. 


19133, 


19064. .19429, 19118 .. 19387 , 






19^UU . . 19409 










Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821 42.0421.C35. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


19043 




End 


19513 




GI 


none 




Score 


114 




Exons 


1 Qft / O 1 Q A C f\ 1 ftl 1 O 

i yu4 o . . iy4ou , lyiio.. 


i y4 4 1 , 


19248. .19451, 19427. .19513 




Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821 42.0421.C35. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


19994 




End 


20306 




GI 


none 




Score 


158 




Exons 


iyy 94 . . zu juo , lyyyy.. 


Zu JUd 








Seq. No. 


51528 




Seq. ID 


OJ990821_42.0421 


.C35 


Gene No. 


109178 




Strand 






Start 


7265 




End 


20647 




Name 


OJ990821 42.0421.C35. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


. 20000 




End 


20395 




GI 


none 




Score 


62 




Exons 


20000. .20395, 20217.. 


20345 








Seq. No. 


51529 




Seq. ID 


OJ990821_42.0421 


.C36 


Gene No. 


109179 




Strand 


+ 




Start 


1 




End 


2043 




Name 


OJ990821 42.0421.C36. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


286 




GI 


5777617 




Score 


123 




Exons 


1..23, 182. .286 











GI Descrip. (AJ245900) . CAA30375 . 1 protein [Oryza sativa] 



52890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51529 

109179 

1 

OJ990821_42.0421.C36.o2.np 
1 

7340909 



Seq. ID OJ990821_42.0421.C36 

Strand + 

End 2043 

Method AAT/NAP 

End 2043 

Score 14 4 



1..48, 947. .1279, 1429. .1532, 1944. .2043 
(AP001550) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51529 

109180 

437 

OJ990821_42.0421.C36.ol.gs 

437 

none 



Seq. ID OJ990821_42.0421.C36 
Strand 

End 6800 

Method GENS CAN 

End 6800 

Score . 62 



437. .863, 1152. .1249, 1378. .1605, 1653. .1779, 3162. .3286, 
4143. .4394, 4794. .4859, 5135. .5229, 5247. .5318, 6707. .6800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51529 Seq. ID 

109180 Strand 

437 End 

OJ990821_42.0421.C36.o4 .np Method 

732 End 

7340909 Score 



OJ990821_42.0421.C36 

6800 
AAT/NAP 
3487 
169 



732. .879, 1796. .1885, 1951. .2204, 3461. .3487 
(AP001550) hypothetical protein [Oryza sativa] 



Seq. No. 


51529 




Seq. ID 


OJ990821_42.0421.C36 


Gene No. 


109180 




Strand 




Start 


437 




End 


6800 


Name 


OJ990821 42 


-0421.C36.o3.np 


Method 


AAT/NAP 


Start 


1287 




End 


1663 


GI 


6714421 




Score 


332 


Exons 


1287. .1663 








GI Descrip. 


(AC012328) 


unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


51529 




Seq. ID- 


OJ990821_42.0421.C36 


Gene No. 


109180 




Strand 




Start 


437 




End 


6800 


Name 


OJ990821 42 


■0421.C36.ol.tm 


Method 


TBLASTX: Maize 


Start 


1305 




End 


1678 


GI 


none 




Score 


196 


Exons 


1305. .1358, 


1354. .1509, 1360. .1509, 1376. .1561, 1472. .1561, 



1561. .1596, 1564. .1581, 1592. .1642, 1606. .1638, 1640. .1678, 
1640. .1675, 1642. .1677 



Seq. No. 51529 Seq. ID OJ990821_42 . 0421 . C36 

Gene No. 109180 Strand 

Start 437 End 6800 

Name OJ990821_42 . 0421 . C36 . ol . tc Method TBLASTX : Cress 

Start 1308 End 1591 

GI none Score 93 

Exons 1308. .1358, 1360. .1470, 1376. .1456, 1477. .1590, 1481. .1591 



Seq. No. 
Gene No. 
Start 



51529 

109180 

437 



Seq. ID OJ990821_42.0421.C36 
Strand 

End 6800 



52891 



Name 

Start 

GI 

Exons 



OJ990821_42.0421.C36.ol.ts 

1308 

none 

1308. .1358, 1324. .1353, 1354, 
1478. . 1591 



Method TBLASTX : Soybean 
End 1591 
Score 39 

.1458, 1360. .1458, 1477. .1590, 



Seq. No. 51530 Seq. ID 

Gene No. 109181 Strand 

Start 54 End 

Name OJ99082 1_4 2.0421. C37 . ol . gs Method 

Start 54 End 

GI none Score 

Exons 54.. 146, 286.. 408 



OJ990821_42. 
+ 

408 

GENSCAN 
408 
. 91 



0421. C37 



X -.2. 
- 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



i n Seq. No. 

Ijf Gene No. 

H Start 

ij Name 

n Start 

rii GI 

"J* Exons 

^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51530 Seq. ID OJ990821_42 . 0421 . C37 

109182 Strand + 

656 End 3764 

OJ990821_42.0421.C37.ol.np Method AAT/NAP 
656 End 3764 

7228438 Score 495 

656. .717, 795. .1194, 1275. .1568, 1663. .1896, 
3700. .3764 

(AP001366) EST C28952 (C62945 ) corresponds to 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



1978. .2186, 
a region of the 



51530 Seq. ID 

109183 Strand 
13575 End 
OJ990821_42 . 0421 . C37 . o2 . np Method 
13575 End 
7487187 Score 

13575. .13725, 14684 .. 14866, 15150 

17120. .17491, 18542. .18809, 18899 



OJ990821_42.0421.C37 
+ 

18996 
AAT/NAP 
18996 
1281 

16360, 16391. .17085, 
18996 



hypothetical protein T19K4.250 - Arabidopsis thaliana 
gi|3036816|emb|CAA18506.1| (AL022373) myosin-like protein 
[Arabidopsis thaliana] gi | 7270564 | emb | CAB81521 . 1 | (AL161588) 
myosin-like protein [Arabidopsis thaliana] 



51530 Seq. ID 

109183 Strand 

13575 End 

OJ990821_42 . 0421 .C37 .ol . gp Method 

15185 End 

426310 Score 
15185. .15576 

3036816/emb|CAA18506| 3.0e-29 (AL022373) myosin-like protein 
[Arabidopsis thaliana] 



OJ990821_42.0421.C37 
+ 

18996 
AAT/GAP 
15576 
728 



Seq. No. 51530 Seq. ID 

Gene No. 109184 Strand 

Start 18991 End 

Name OJ990821_42 . 0421 . C37 . o2 . gp Method 

Start 18991 End 

GI 3769037 Score 

Exons 18991. .19509, 19542.. 19567 



OJ990821_42.0421.C37 

19567 
AAT/GAP 
19567 
974 



52892 



Seq. No. 51530 Seq. ID 

Gene No. 109185 Strand 

Start 20144 End 

Name OJ990821_42 . 0421 . C37 . o5 . gs Method 

Start 20144 End 

GI none Score 

Exons 20144 . .20629 



OJ990821_42.0421.C37 

20629 
GENSCAN 
20629 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51530 

109186 

21443 

OJ990821_42.0421.C37.o6.gs 

21443 

none 



Seq. ID OJ990821_42.0421.C37 
Strand 

End 24168 

Method GENSCAN 

End 24168 

Score .44 



21443. .21667, 21789 21837 , 21929 .. 22068 , 22220 .. 22258 , 
22292..22426, 24163. .24168 



Seq. No. 51530 Seq. ID 

Gene No. 109187 Strand 

Start 27841 End 
Name 0 J9 9 0 8 2 1_4 2 . 0 4 2 1 . C3 7 . o 1 . t w Me t hod 

Start 14817 End 

GI none Score 
Exons 14817. .14870, 14818 

15148. .15282, 15149 

15289. .15450, 15305 154 66, 15306 



,14868, 15143. 
,15283, 15279. 



OJ990821 42.0421.C37 



28242 

TBLASTX: Wheat 
15467 
74 

15277, 15147. .15281, 
15308, 15280. .15309, 
15467 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51530 

109187 

27841 

OJ9908 

15305 

none 

15305. 

15371. 

15475. 

15880. 

16175. 

16674. 

16994. 

18535. 

18636. 

18926. 



21 42.0421.C37.ol.tm 



,15376, 
,15481, 
,15900, 
16101, 
16363, 
17105, 
17122, 
18627, 
18758, 
18991 



15306. 
15384. 
15477. 
16044. 
16176. 
16684. 
17105. 
18542. 
18779. 



.15377, 
.15485, 
.15848, 
.16169, 
.16643, 
.16719, 
.17500, 
.18658, 
.18841, 



Seq. ID OJ990821_42.0421.C37 
Strand 

End 28242 

Method TBLASTX : Mai ze 

End 18991 

Score 87 
15322. .15387, 15323 .. 15382, 
15387. .15485, 15464 .. 15847, 
15836. .16072, 15837 .. 16073, 
16079. .16171, 16080. .16169, 
16176. .16415, 16448. .16636, 
16701. .17033, 16813. .17103, 
17106. .17492, 17194. .17493, 
18543. .18638, 18635 .. 18757, 
18780. .18980, 18854 .. 18928 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51530 Seq. ID 

109187 Strand 

27841 End 

OJ990821_42 . 0421 . C37 . ol . tc Method 

15345 End 

none Score 



OJ990821_42.0421.C37 
28242 

TBLASTX: Cress 

15772 

387 



15345. .15764, 1538 6 .. 15712, 15716 .. 15772, 15717. .15761 



Seq. No. 51530 

Gene No. 109187 

Start 27841 

Name OJ990821_42 . 0421 . C37 . ol . ts 

Start 15479 



Seq. ID OJ990821_42.0421.C37 
Strand 

End 28242 

Method TBLASTX : Soybean 

End 15797 



52893 



GI 


none 




Score 


400 




Exons 


15479. .15790, 15480. 


. 15791, 


15480. .15797 




Seq. No. 


51530 




Seq. ID 


OJ990821_42.0421 


.C37 


Gene No. 


109187 




Strand 






Start 


27841 




End 


28242 




Name 


OJ990821_42.0421.C37 


.o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15840 




End 


16347 




GI 


none 




Score 


50 




Exons 


15840. . 15884, 15885. 


.16010, 


15885. .16010, 15887. .16054, 






16047. . 16235, 16115. 


.16219, 


16257. .16325, 16273. .1634 7 




Seq. No. 


51530 




Seq. ID 


OJ990821_42.0421 


.C37 


Gene No. 


109187 




Strand 






Start 


27841 




End 


28242 




Name 


OJ990821_42.0421.C37 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


16722 




End 


17492 




GI 


none 




Score 


114 




Exons 


16722. .17012, 17066. 


. 17377, 


17079. .17* 


192, 17295. .17492, 






17394 . . 17477 










Seq. No. 


51530 




Seq. ID 


OJ990821_42.0421 


.C37 


Gene No. 


109187 




Strand 






Start 


27841 




End 


28242 




Name 


OJ990821 42.0421. C37 


. o7 . gs 


Method 


GENS CAN 




Start 


27841 




End 


28242 




GI 


none 




Score 


.8 




Exons 


27841. .28242 










Seq. No. 


51531 




Seq. ID 


OJ990821_42.0421 


.C38 


Gene No. 


109188 




Strand 






Start 


125 




End 


640 




Name 


OJ990821_42 . 0421 . C38 


.ol.gs 


Method 


GENSCAN 




Start 


125 




End 


628 




GI 


none 




Score 


.91 




Exons 


125. . 628 










Seq. No. 


51531 




Seq. ID 


OJ990821_42.0421 


.C38 


Gene No. 


109188 




Strand 






Start 


125 




End 


640 




Name 


OJ990821 42.0421.C38 


. ol . np 


Method 


AAT/NAP 




Start 


221 




End 


640 




GI 


2583113 




Score 


477 




Exons 


221. .640 










GI Descrip. 


(AC002387) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


51531 




Seq. ID 


OJ990821_42.0421 


.C38 


Gene No. 


109188 




Strand 






Start 


125 




End 


640 




Name 


OJ990821 42.0421.C38 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


305 




End 


533 




GI 


none 




Score 


209 




Exons 


305. .337, 368..S32, : 


369. .533 






Seq. No. 


51531 




Seq. ID 


OJ990821_42.0421 


.C38 


Gene No. 


109188 




Strand 






Start 


125 




End 


640 





52894 



Name 


y"\ T rt rt rt rt rt -1 JIO rt >l rt -1 /"> rt 

OJ990821_42 . 04 21 . C38 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


311 




End 


533 


GI 


none 




Score 


226 


Exons 


Oil COO OIC coo 

311. .532, 315. .533 








Seq. No. 


51531 




Seq. ID 


OJ990821 42. 0421. C3 


Gene No. 


109188 




Strand 




Start 


125 




End 


640 


Name 


/"\~rrtrtrtoO"i a o a ji o 1 /"too 

OJ990821 42.0421.C38 


. ol . ts 


Method 


TBLASTX : Soybean 


Start 


354 




End 


533 


GI 


none 




Score 


143 


Exons 


OCjI COO O C coo 

354.-533/ 3S9..532 








Seq. No. 


51532 




Seq. ID 


0J9 90821 42 . 0421 .C3 


Gene No. 


109189 




Strand 


+ 


Start 


70 




End 


1568 


Name 


OJ990821 42.0421.C39 


. ol . gs 


Method 


GEN SCAN 


Start 


70 




End 


1568 


GI 


none 




Score 


. 4 


Exons 


70. .116, 1400. .1568 








Seq. No. 


51533 




Seq. ID 


0J9 90531 35 . 0420.C9 


Gene No. 


109190 




Strand 


+ 


Start 


491 




End 


1132 


Name 


OJ990531 35. 0420. C9. 


ol . np 


Method 


AAT/NAP 


Start 


491 




End 


1132 


GI 


2498930 




Score 


742 


Exons 


491. .551, 719. .1132 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 


(U18774) 


Sog [Drosophila melanogaster] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51534 

109191 

651 

OJ990531_35.0420.C13.ol.np 
651 

7489783 

651. .796, 890. .961, 1044 



Seq. ID OJ990531_35.0420.C13 
Strand + 
End 4 408 

Method AAT/NAP 
End 4 4 08 

Score 2236 
1118, 1201.. 1272, 1360.. 1431, 
1556. .1627, 1708. .1773, 1852. .1917, 1994. .2283, 2377. .2660, 
2995. .3266, 3716. .3851, 4145. .4275, 4383. .4408 
leucine-rich repeat transmembrane protein kinase 1 - maize 
(fragment ) gi | 336028 9 | gb | AAC27894 . 1 1 (AF023164 ) leucine-rich 
repeat transmembrane protein kinase 1 [Zea mays] 



51534 Seq. ID 

109191 Strand 

651 End 

OJ990531_35.0420.C13.ol.gp Method 

663 End 

49249 1.R1084 Score 



OJ990531_35.0420.C13 
+ 

4408 
AAT/GAP 
2531 
1934 

.1272, 1360.. 1431, 



663. .796, 890. .961, 1044. .1118, 1201, 

1556. .1627, 1708. .1773, 1852. .1917, 1994. .2283, 2377. .2531 
'3360289 1.0e-126 (AF023164) leucine-rich repeat transmembrane 
protein kinase 1 [Zea mays] 1 



Seq. No. 
Gene No. 



51534 
109191 



Seq. ID OJ990531_35.0420.C13 
Strand + 



52895 



Start 
Name 
Start 
GI 

Exons 



651 End 

OJ990531_35.0420.C13.o2.tm Method 

663 End 

none Score 



4408 

TBLASTX: Maize 

1624 

186 



663.-773, 664. .783, 665. .796, 671. .796, 891. .974, 892. .960, 
894. .1001, 1044. .1118, 1045. .1119, 1181. .1270, 1200. .1271, 
1201. .1272, 1202. .1273, 1348. .1443, 1361. .1405, 1368. .1409, 
1566. .1619, 1571.. 1624, 1572.. 1622 



Seq. No. 51534 Seq. ID 

Gene No. 109191 Strand 

Start 651 End 

Name OJ990531_35. 0420 . C13 . ol . gs Method 

Start 664 End 

GI none Score 
Exons 



OJ990531_35.0420.C13 
+ 

4408 
GEN SCAN 
4275 
.93 



664. .796, 890. .961, 1044. .1118, 1708. .1773, 1852. .1917, 
1994. .2283, 2377. .2660, 2995. .3266, 3716. .3851, 4145. .4275 



Seq. No. 51534 

Gene No. 109191 

Start 651 

Name OJ990531_35 . 0420 . C13 . o2 . tc 

Start 666 

GI none 
Exons 



Seq. ID OJ990531_35.0420.C13 
Strand 
End 

Method 
End 
Score 



+ 

4408 

TBLASTX: Cress 

1273 

155 



666. .773, 695. .796, 887. .916, 891. .971, 1045. .1071, 1202. .1273 



Seq. No. 51534 Seq. ID 

Gene No. 109191 Strand 

Start 651 End 

Name OJ990531_35 . 0420 . C13 . ol . tw Method 

Start 1361 End 

GI none Score 
Exons 



OJ990531_35.0420.C13 
+ 

4408 

TBLASTX: Wheat 

1918 

67 



1361. .1405, 1372. .1437, 1372. .1461, 1537. .1614, 1556. .1630, 
1557. .1628, 1708. .1779, 1709. .1771, 1841. .1918, 1852. .1917 



Seq. No. 51534 

Gene No. 109191 

Start 651 

Name OJ990531_35 . 0420 . C13 . o2 . ts 

Start 1556 

GI none 

Exons 1556.. 1630, 1557.. 1628, 1702. 

1709.. 1786, 1852.. 1905, 1853. 



Seq. ID OJ990531_35.0420.C13 

Strand + 

End 4408 

Method TBLASTX : Soybean 

End 1906 

Score 82 

.1758, 1705.. 1779, 1709.. 1768, 
.1906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



51534 

109191 

651 

OJ990531_35.0420.C13.ol.tm 

2094 

none 

2094. .2282, 2138. .2284, 2367. 
2451.. 2663, 2477.. 2662, 2479. 
2993..3268, 2994.. 3269, 3190. 
3721. .3852, 4142. .4273, 4144. 

51534 
109191 



Seq. ID OJ990531_35.0420.C13 

Strand + 

End 4408 

Method TBLASTX : Maize 

End 4408 

Score 174 

.2474, 2375. .2494, 2376. .2495, 
.2664, 2983. .3147, 2992. .3267, 
.3270, 3716. .3859, 3717. .3851, 
.4275, 4376. .4408, 4380. .4406 

Seq. ID OJ990531_35.0420.C13 
Strand + 



52896 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



651 

OJ990531_35.0420.C13.ol.ts 
2375 
none 
2375. 
3075. 
3723. 



.2662, 2382.. 2663, 2992. 
.3269, 3537.. 3593, 3716. 
.3842, 4160. .4273, 4162. 



51534 

109191 

651 

OJ990531_35.0420.C13.ol.tc 

2388 

none 

2388. .2531, 2451. .2663, 2454. 
2992. .3267, 2994. .3269, 3048. 
3717. .3821 



End 4 408 

Method TBLASTX : Soybean 

End 4275 

Score 213 

.3063, 2994.. 3053, 3052.. 3267, 
.3826, 3717. .3842, 3721. .3843, 
.4275 

Seq. ID OJ990531_35.0420.C13 

Strand + 

End 44 08 

Method TBLASTX: Cress 

End 3823 

Score 64 

.2552, 2504. .2662, 2554. .2664, 
.3284, 3410. .3436, 3716. .3823, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descfip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51534 

109191 

651 

OJ990531_35. 0420 . C13 . o2 . gp 
3979 

40641JL.R1084 
3979. .4010, 4142 
'3360289 3.0e-42 
protein kinase 1 



.4275, 4383, 



Seq. ID OJ990531_35.0420.C13 

Strand + 

End 4408 

Method AAT/GAP 

End 4408 

Score 262 
.4408 



(AF023164) leucine-rich repeat transmembrane 
[Zea mays] ' 



51535 Seq. ID 

109192 Strand 
1 End 
OJ990531_35 . 0420 . C14 . ol . np Method 
1 End 
7489784 Score 
1. .198 

leucine-rich repeat transmembrane protein kinase 2 - maize 
gi I 3360291 1 gb IAAC27895.il (AF023165) leucine-rich repeat 
transmembrane protein kinase 2 [Zea mays] 



OJ990531_35.0420.C14 
+ 

457 

AAT/NAP 
198 
175 



51535 Seq. ID 

109192 Strand 
1 End 
OJ990531_35 . 0420 . C14 . ol . gp Method 
58 End 
40641_1.R1084 Score 
58. .457 

•3360289 3.0e-42 (AF023164) 

protein kinase 1 [Zea mays] 



OJ990531_35.0420.C14 
+ 

457 

AAT/GAP 

457 

742 



leucine-rich repeat transmembrane 



51535 

109192 

1 

OJ990531_35. 0420.C14 .ol.gs 
58 

none 
58. .201 



Seq. ID OJ990531_35.0420.C14 

Strand + 

End 4 57 

Method GENS CAN 

End 201 

Score .74 



52897 



Seq. No. 51535 

Gene No. 109193 

Start 7600 

Name OJ990531_35.0420.C14 .o3.gs 

Start 7600 

GI none 
Exons 



Seq. ID OJ990531_35.0420.C14 

Strand + 

End 17495 

Method GEN SCAN 

End 17495 

Score .66 



7600. .7728, 7878. .8010, 8905. .9060, 9279. .9427, 9931. .10050, 
10236. .10449, 10566 .. 10638 , 10990 .. 11035 , 11370 .. 11557 , 
11666. .11828, 14258. .14353, 14538 .. 14705, 15118 .. 15520, 
15957. .16063, 16181 .. 16242 , 16784 .. 16914 , 1 6935 17051, 
17479. .17495 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



51535 
109193 
7600 

OJ990531_35.0420.C14.o2.gp 
7626 

.R1084 

,7803, 7878. .8010, 8125 
,9427, 9931.. 10050, 10236 



841_1 
7626. 
9279. 
10745 
11950 



Seq. ID OJ990531_35.0420.C14 

Strand + 

End 17495 

Method AAT/GAP 

End 12312 

Score 3630 ■ 
8213, 8362. .8419, 8905. .9060, 

10449, 10536. . 10638, 



,11035, 11370. . 11557, 11666 .. 11828 , 



10792, 10990, 
12312 

, 4105639/gb|AAD02489.1| 0.0e+00 (AF049356) phytoene desaturase 
precursor [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51535 
109193 
7600 

OJ990531_35.0420.C14.o3.np 
7636 
4105639 

7636. .7803, 7878. .8010, 8125 
9279.. 9427, 9931.. 10050, 10236 



Seq. ID OJ990531_35.0420.C14 

Strand + 

End 17495 

Method AAT/NAP 

End 12012 

Score 2521 

8213, 8362. .8419, 8905. .9060, 

10449, 10536. .10638, 



10745. .10792, 10990 .. 11035, 11370 .. 11557 , 11666 .. 11828 , 
11950. .12012 

(AF049356) phytoene desaturase precursor [Oryza sativa] 



51535 

109193 

7600 

OJ990531_35.0420.C14.o3.gp 

14181 

none 



Seq. ID OJ990531_35.0420.C14 

Strand + 

End 17495 

Method AAT/GAP 

End 15250 

Score 94 9 



14181. .14353, 14492. .14705, 15118. .15250 



51535 

109193 

7600 

OJ990531_35.0420.C14.o4.gp 

16017 

none 

16017. .16063, 16181.. 16599 

51535 

109194 

18068 

OJ990531_35.0420.C14.o5.gp 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990531_35.0420.C14 
+ 

17495 
AAT/GAP 
16599 
904 



OJ990531_35.0420.C14 
+ 

18282 
AAT/GAP 



52898 





Start 


18068 


End 


18282 




GI 


3107396 


Score 


426 




Exons 


18068. .18282 








Seq. No. 


51535 


Seq. ID 


OJ990531_35.0420.C14 




Gene No . 


109195 


Strand 






Start 


26366 


End 


26726 




Name 


OJ990531 35.0420.C14.o6.gp 


Method 


AAT/GAP 




Start 


26366 


End 


26726 




GI 


none 


Score 


666 




Exons 


26366. .26726 








Seq. No. 


51535 


Seq. ID 


OJ990531_35.0420.C14 




Gene No. 


109196 


Strand 






Start 


722 


End 


6838 




Name 


OJ990531 35.0420.C14.o2.gs 


Method 


GEN SCAN 




Start 


722 


End 


6838 




GI 


none 


Score 


.79 




Exons 


722. .818, 1066. .1244, 1370.. 


1552, 1667 


..1828, 1936.. 2096, 






2193. .2355, 2478. .2884, 2960 


..3104, 3206. .3376, 3427. .3750, 






3841. .3960, 4292. .4498, 4529 


..4759, 48 


74. .5008, 5105. .5242, 






5353. .5451, 5555. .5674, 5752 


..5829, 6764. .6838 




Seq. No. 


51535 


Seq. ID 


OJ990531_35.0420.C14 




Gene No. 


109196 


Strand 






Start 


722 


End 


6838 


en 


Name 


OJ990531 35.0420.C14.o2.np 


Method 


AAT/NAP 




Start 


725 


End 


5817 


12 


GI 


5669167 


Score 


3166 




Exons 


725. .818, 1066. .1244, 1370.. 


1552, 1667 


..1840, 1936. .2096, 


iy 




2193. .2274, 2349. .2381, 2478 


..2884, 2960. .3104, 3206. .3310, 


s 




3427. .3549, 3631. .3750, 3841 


..3960, 4292. .4498, 4580. .4759, 


5 U 




4874. .5008, 5105. .5242, 5353 


..5451, 5555. .5674, 5752. .5817 


E 


GI Descrip. 


(AF156691) plasma membrane proton ATPase [Nicotiana 


r ^ 




plumbagini folia] 






^ . 5 


Seq. No. 


51535 


Seq. ID 


OJ990531_35.0420.C14 




Gene No. 


109197 


Strand 






Start 


17760 


End 


27119 


n 


Name 


OJ990531 35.0420.C14.o7.tm 


Method 


TBLASTX: Maize 




Start 


52 


End 


404 




GI 


none 


Score 


190 




Exons 


52. .177, 55. .162, 90. .209, 160. .204, 233. .307, 297. .341, 






299. .334, 369. .404 








Seq. No. 


51535 


Seq. ID 


OJ990531_35.0420.C14 




Gene No. 


109197 


Strand 






Start 


17760 


End 


27119 




Name 


OJ990531 35.0420.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


713 


End 


3313 




GI 


none 


Score 


133 




Exons 


713. .820, 1370. .1567, 1392.. 


1553, 1664 


..1834, 1665. .1829, 






1928.. 2107, 1930.. 2109, 2191 


..2271, 2349. .2381, 2475. .2675, 






2479..2643, 2688. .2894, 2707 


..2727, 2803. .2904, 2958. .3107, 






2959.. 3105, 2964.. 3116, 3200 


. .3313 






Seq. No. 


51535 


Seq. ID 


OJ990531_35.0420.C14 



52899 



Gene No. 109197 
Start 17760 

Name OJ990531_35 . 0420 . C14 . ol . t.c 

Start 722 
GI none 

Exons 722.. 820, 1370.. 1552, 1374.. 

1667.. 1834, 1904.. 2098, 1939 

2349. .2381, 2475. .2636, 2479 

2707. .2724, 2803. .2895, 2958 

3424.. 3552, 3428. .3550, 3626 

3839.. 3964, 3840.. 3968, 3875 

4574. .4759, 4578. .4760, 4581 

5099.. 5248, 5102.. 5248, 5356 
5555. .5674 



Strand 

End 27119 

Method TBLASTX: Cress 

End 5675 

Score 100 
1553, 1664.. 1834, 1665.. 1829, 

..2109, 2191. .2271, 2192. .2284, 

..2637, 2619. .2675, 2688. .289.4, 

..3101, 2959. .3105, 3200. .3337, 

..3697, 3631.. 3753, 3838.. 3963, 

..3964, 4292. .4501, 4293. .4499, 

..4760, 4874. .5011, 4875. .5009, 

..5454, 5357. .5452, 5550. .5675, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51535 

109197 

17760 

OJ990531_35 

722 

none 

722. .820, 1 
1904. .2098, 
2331. .2381, 
2688. .2894, 
2959. .3105, 
3428. .3538, 
4251. .4499, 
4874. .5011, 
5353. .5454, 



.0420.C14.ol.tm 



370. . 
1930 
2338 
2700 
3200 
3631 
4292 
4923 
5555 



1552, 
. .2109 
. .2382 
. .2768 
. .3337 
. .3753 
. .4501 
. .5009 
. .5632 



1395. . 

, 2191 

, 2346 

, 2707 

, 3213 

, 3632 

, 4574 

, 5099 



Seq. ID 
Strand 
End 

Method 

End 

Score 
1553, 1664. 
..2271, 219 
..2381, 247 
..2904, 295 
..3272, 342 
..3697, 383 
..4759, 457 
..5248, 510 



OJ990531_35.0420.C14 
27119 

TBLASTX: Maize 

5632 

97 

.1834, 1665.. 1829, 
1..2274, 2192. .2284, 
5. .2675, 2479.-2643, 
7. .3106, 2958. .3107, 
4..3S52, 3427..3537, 

6. -3976, 3838..3963, 

7. -4753, 4587.-4763, 
2.-5248, 5348.-5452, 



U Seq. No. 51535 

rU Gene No. 109197 

/ Start 17760 

^ Name OJ990531_35 . 0420 . C14 .ol . tw 

[i Start 1526 

GI none 

^ Exons 1526.. 1552, 1664.. 1834, 1665. 

,3 1940.. 2098, 2191.. 2274, 2192. 

r4 2475.. 2675, 2479.. 2643, 2688. 

^ 2958.. 3107, 2959.. 3105, 3186. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 35.0420.C14 



27119 

TBLASTX: Wheat 
3266 
146 

.1829, 1914. .2093, 1930. 
.2284, 2346. .2381, 2363. 
.2894, 2700. .2768, 2803. 
.3266, 3200.. 3259 



.2109, 
.2401, 
.2904, 



Seq. No. 51535 
Gene No. 109197 
Start 17760 

Name OJ990531_35 . 0420 . C14 . o2 . ts 

Start 3423 
GI none 

Exons 3423.-3524, 3424.-3552, 3424. 

3631.. 3753, 3836.. 3976, 3838. 
4293. .4499, 4574.-4759, 4578. 



Seq. ID 
Strand 
End 

Method 
End- 
Score 



OJ990531 35.0420.C14 



27119 

TBLASTX: Soybean 
4951 
76 

3552, 3626.. 3697, 3631.. 3720, 
3963, 4290.. 4478, 4292.. 4501, 
4760, 4868.-4948, 4874. .4951 



Seq. No. 51535 Seq. ID 

Gene No. 109197 Strand 

Start 17760 End 

Name OJ990531_35 . 0420 . C14 . o4 . tw Method 

Start 3836 End 



OJ990531_35.0420.C14 
27119 

TBLASTX: Wheat 
4471 



52900 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 141 

3836.-3964, 3838. .3963, 4292. .4471, 4293. .4466 



51535 

109197 

17760 

OJ990531_35.0420.C14 .o3.tw 

4472 

none 

4472. .4501, 4574. .4759, 4578. 
5099. .5212, 5102. .5218 



OJ990531_35.0420.C14 
27119 

TBLASTX: Wheat 

5218 

219 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4760, 4868. .5011, 4874. .5011, 



Seq. No. 51535 

Gene No. 109197 

Start 17760 

Name OJ990531_35 . 0420 . C14 . o4 . ts 

Start 4952 

GI none 

Exons 4952. -.5011, 5102.. 5248, 5120. 
5550. .5666, 5555.-5674 



Seq. ID OJ990531_35.0420.C14 
Strand 

End 27119 

Method TBLASTX : Soybean 

End 5674 

Score 91 

.5230, 5348. .5452, 5353.-5454, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



51535 

109197 

17760 

OJ990531_35.0420.C14 .oS.tw 

5353 

none 

5353. .5454, 5354. .5452, 5550, 

51535 

109197 

17760 

OJ990531_35.0420.C14 .o2.tm 

7512 

none 

7512. .7697, 7585. .7734, 7716. 
7871. .8011, 7872. .8015, 8122. 



OJ990531_35. 0420.C14 
27119 

TBLASTX: Wheat 

5675 

84 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5675, 5555. .5674 

Seq. ID OJ990531_35.0420.C14 
Strand 

End 27119 
Method TBLASTX : Mai ze 
End 8210 
Score 169 

.7805, 7717. .7806, 7849. .8010, 
.8208, 8123. .8209, 8139. .8210 



51535 

109197 

17760 

OJ990531_35. 

7871 

none 

7871. .8011, 
8360. .8419, 
9272. .9427, 
9928. .10050, 
10235. .10459 
10535. .10639 
10737. .10796 
11369. .11560 



Seq. ID OJ990531_35.0420.C14 
Strand 

End 27119 
Method TBLASTX : Cress 
End 11828 
Score 174 

.8212, 8139. .8216, 8359. .8418, 
.9061, 8907.. 9062, 9271.. 9426, 
.9429, 9300.. 9437, 9927.. 10052, 
9928.. 10053, 9930.. 10052, 10233 .. 10454 , 
10236. .10469, 10533 .. 10640, 10534 .. 10644 , 
10539. .10640, 10540. .10641, 10737 .. 10793, 
10988. .11035, 11367. .11558, 11367 .. 11555, 
11369. .11557, 11663. .11824, 11664. .11828 



0420.C14.o2.tc 



7872. .8015, 8111 
8361. .8420, 8906 
9282. .9428, 9283 



51535 Seq. ID 

109197 Strand 
17760 End 

OJ990531 35.0420.C14.o3.ts Method 



OJ990531_35.0420.C14 
27119 

TBLASTX : Soybean 



52901 



Start 
GI 

Exons 



7872 End 11829 

none Score 169 

7872. .8015, 7877. .8011, 8111. .8215, 8122. .8214, 8139. .8216, 
8359. .8418, 8906. .9061, 8907. .9062, 9272. .9427, 9277. .9426, 
9279. .9428, 9280. .9429, 9492. .9518, 9927. .10052, 9928. .10050, 
9930. .10052, 10225. .10407, 10234 .. 1038 6, 10235 10459, 
10236. .10469, 10533 10640, 10534 .. 1064 4 , 10535 .. 10639, 
10540. .10641, 10737. .10793, 10743. 
10753. .10797, 10988 .. 11035 , 11367. 
11369. .11557, 11663. .11812, 11664. 
11671. .11829 



10796, 10745. .10798, 
11558, 11369. .11560, 
11828, 11667. .11828, 



Seq. No. 51535 

Gene No. 109197 

Start 17760 

Name OJ990531_35 . 0420 . C14 . 06 . tm 

Start 8359 

GI none 

Exons 8359.. 8418, 8363.. 8419, 8892. 

8907. .9062, 9270. .9362, 9272. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9050, 8900 
.9427, 9277 



OJ990531 35.0420.C14 



27119 

TBLASTX: Maize 
10361 
113 

9061, 8906. 
9426, 9282. 



9061, 
9428, 



9927. .10052, 9928. .10050, 10233 .. 10283, 10235 .. 10285, 
10236. .10283, 10279 .. 10350, 10284 .. 10361, 10286.. 10360 



fy 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51535 Seq. ID 

109197 Strand 

17760 End 

OJ990531_35.0420.C14 .o2.tw Method 

10987 End 

none Score 



OJ990531_35.0420.C14 
27119 

TBLASTX: Wheat 

12022 

66 



10987. .11037, 10989. .11036, 11361 .. 11567, 11367 .. 11558 , 
11369. .11563, 11663. .11824, 11664 .. 11828, 11670 .. 11828 , 
11671. .11829, 11947. .12021, 11948 .. 12022, 11955.. 12020 



51535 

109197 

17760 

OJ990531_35.0420.C14.o4.tm 

11505 

none 

11505. .11558, 
11665. .11829, 
11994. .12023 



11505. .11552, 
11665. .11829, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 35.0420.C14 



27119 

TBLASTX: Maize 
12023 
84 

11663. .11824, 11664. .11828, 
11947. .11994, 11949. . 11993, 



Seq. No. 51535 

Gene No. 109197 

Start 17760 

Name OJ990531_35 . 0420 . C14 . o3 . tm 

Start 14594 

GI none 

Exons 14594. .14701, 14634 14705, 14 636 .. 14707 , 15115 
15117. .15212, 15217. .15267, 15225 152 66, 15247 



Seq. ID OJ990531_35.0420.C14 
Strand 

27119 

TBLASTX: Maize 
15452 
99 

15222, 
15438, 



End 

Method 

End 

Score 



15264. .15443, 15265 .. 15438, 15267.. 15452 



Seq. No. 51535 Seq. ID 

Gene No.' 109197 Strand 

Start 17760 End 

Name OJ990531_35 . 0420 .C14 . o4 . gs Method 



OJ990531_35.0420.C14 

27119 
GENSCAN 



52902 



Start 
GI 

Exons 



17760 End 27112 

none Score .41 

17760. .17963, 17969 .. 18096, 18305 .. 18364 , 18459 .. 18623, 

18648. .18719, 19459 .. 19699, 19708 .. 19836, 20040 20256, 

24086. .24187, 26389.-26759, 26822.. 27112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51535 Seq. ID 

109197 Strand 

17760 End 

OJ990531_35.0420.C14.o4 .np Method 

17779 End 

1362587 Score 
17779. .17978, 26955. .27110 

spermatid-specif ic protein T2 precursor - longfin squid 



OJ990531_35.0420.C14 

27119 
AAT/NAP 
27110 
163 



51535 

109197 

17760 

OJ990531_35.0420.C14 .oS.tm 

26549 

none 

26549. .26605, 26595 26636, 
26907. .27119, 26916. .27119 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_35.0420.C14 
27119 

TBLASTX: Maize 

27119 

61 



26631. .26654, 26658 .. 26714 , 



Seq. No. 51536 Seq. ID OJ990531_35 . 0420 . C15 

Gene No. 109198 Strand + 

Start 1 End 2945 

Name OJ990531_35 . 0420 . C15 . ol . gp Method AAT/GAP 

Start 1 End 2945 

GI uC-osroM202028g08al Score 138 

Exons 1..26, 2893.. 2945 

GI Descrip. ' 4490301/emb | CAB38792 . 1 1 3.0e-28 (AL035678) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51536 
109199 
2850 

OJ990531_35.0420.C15.ol.np 
2850 
7485664 
2850. .3848 

hypothetical protein F17M5 
gi I 44 90300 | emb | CAB387 91.il 

[Arabidopsis thaliana] gi | 7270281 1 emb | CAB80050 . 1 1 
putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_ 
+ 

3848 
AAT/NAP 
3848 
1093 



35.0420.C15 



90 - Arabidopsis thaliana 
(AL035678) putative protein 

(AL161583) 



51536 Seq. ID 

109199 Strand 

2850 End 
OJ990531_35.0420.C15.ol.gs Method 

2893 End 

none Score 
2893. .3836 



OJ990531_35.0420.C15 
+ 

3848 
GEN SCAN 
3836 
.99 



Seq. No. 
Gene No. 
Start 



51536 

109200 

4637 



Seq. ID OJ990531_35.0420.C15 
Strand + 
End 7691 



52903 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990531_35.0420.C15.o2.gp 

4637 

none 

4637. .4830, 5135. .5406 



Method AAT/GAP 
End 5406 
Score 8 67 



51536 

109200 

4637 

OJ990531_35.0420.C15.o2, 

4693 

6671958 

4693. .4771, 5135. .5675, 
7058.. 7126, 7221. .7292, 
(AC013454) hypothetical 



Seq. ID OJ990531_35.0420.C15 

Strand + 

End 7691 
np Method AAT/NAP 

End 74 92 

Score 936 
5757. .6220, 6642. .6777, 6897. .6968, 
7382. .7492 

protein [Arabidopsis thaliana] 



51536 

109200 

4637 

OJ990531_35.0420.C15.o2.gs 

5095 

none 

5095.. 5675, 5757.. 6220, 
7382.. 7453, 7640.. 7691 



Seq. ID OJ990531_35.0420.C15 

Strand + 

End 7691 

Method GENSCAN 

End 7691 

Score .46 



Seq. No. 


51536 








Gene No. 


109201 








Start 


7954 








Name 


OJ990531 35. 


0420. 


CIS.ol 


.tm 


Start 


2949 








GI 


none 








Exons 


2949. .3776, 


2966. 


.3778 




Seq. No. 


51536 








Gene No. 


109201 








Start 


7954 








Name 


OJ990531 35. 


0420. 


C15.o2 


tw 


Start 


2955 








GI 


none 








Exons 


2955. .3131, 


2966. 


.3079 




Seq. No. 


51536 








Gene No. 


109201 








Start 


7954 








Name 


OJ990531 35. 


0420. 


CIS.ol, 


tc 


Start 


3002 








GI 


none 








Exons 


3002. .3061, 


3003. 


.3068, 


31( 



6642. .6777, 7058. .7126, 7221. .7292, 
OJ990531 35.0420.C15 



Seq. ID 
Strand 
End 

Method 

End 

Score 



8991 

TBLASTX: Maize 

3778 

1370 



3585. .3629 

Seq. No. 51536 

Gene No. 109201 

Start 7954 

Name OJ990531_35 . 0420 . C15 . ol , 

Start 3104 

GI none 

Exons 3104.. 3217, 3105.. 3518, 



Seq. ID OJ990531_35.0420.C15 
Strand 

End 8991 

Method TBLASTX : Wheat 

End 3131 

Score 179 



Seq. ID OJ990531_35.0420.C15 
Strand 

End 8991 

Method TBLASTX : Cres s 

End 3629 

Score 84 
3105. .3515, 3152. .3499, 3516. .3581, 



Seq. ID OJ990531_35.0420.C15 
Strand 

End 8991 

ts Method TBLASTX: Soybean 

End 3518 

Score 517 
3284. .3496, 3309. .3497 



52904 




Seq. No. 


51536 








Seq. ID 


OJ990531__35.0420.C15 




109201 








Strand 




Start 


7954 








End 


8991 


Name 


OJ990531 35. 


0420. 


C15.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3426 








End 


3815 


GI 


none 








Score 


118 


Exons 


3426. .3530, 


3432. 


.3497, 


3516. 


.3815, 3569.-3688 


Seq. No. 


51536 








Sea ID 


OJ990531 35 0420 C15 


\J ~ 1 1 1»U • 


109201 








Strand - 




Start 


7954 








End 


8991 


Name 


OJ990531 35. 


0420. 


C15.o3 


.ts 


Method 


TBLASTX : Sovbean 


Start 


3585 








End 


3824 


GI 


none 








Score 


203 


Exons 


3585. .3773, 


3587. 


.3700, 


3774. 


. 3824 




Seq. No. 


51536 








Seq. ID 


OJ990531 35 0420 C15 




109201 








Strand 




Start 


7954 








End 


8991 


Name 


OJ990531 35. 


0420. 


C15.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5122 








End 


5412 


GI 


none 








Score 


284 


Exons 


5122. .5394, 


5148. 


.5354, 


5209. 


.5412 




Seq. No. 


51536 








Seq. ID 


OJ990531_35.0420.C15 


Gene No. 


109201 








Strand 






7954 








End 


8991 


Name 


OJ990531 35. 


0420. 


C15.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


5451 








End 


5841 


GI 


none 








Score 


88 


Exons 


5451. .5570, 


5452. 


.5661, 


5454. 


.5660, 5647..S676, 5742. .5825, 




5763. .5825, 


5764. 


.5841 . 








Seq. No. 


51536 








Seq. ID 


OJ990531_35. 0420. CIS 


VjCllC LIU < 


109201 








Strand 




Start 


7954 








End 


8991 


Name 


OJ990531 35. 


0420. 


C15.o4 


tm 


Method 


TBLASTX: Maize 


Start 


5844 








End 


6107 


GI 


none 








Score 


282 


Exons 


5844. .6107, 


5848. 


.6105 








Seq. No. 


51536 








Seq. ID 


OJ990531_35.0420.C15 


Gene No. 


109201 








Strand 




Start 


7954 








End 


8991 


Name 


OJ990531 35. 


0420. 


C15.o5 


tm 


Method 


TBLASTX: Maize 


Start 


7040 








End 


7432 


GI 


none 








Score 


58 


Exons 


7040. .7135, 


7052. 


.7111, 


7056. 


.7136, 7056.. 7136, 7167.. 7298, 




7216. .7299, 


7217. 


.7318, 


7217. 


.7309, 7373. .7432, 7380. .7430 


Seq. No. 


51536 








Seq. ID 


OJ990531_35.0420.C15 


Gene No. 


109201 








Strand 




Start 


7954 








End 


8991 


Name 


OJ990531 35. 


0420. 


C15.o3. 


gp 


Method 


AAT/GAP 


Start 


7954 






End 


8845 


GI 


none 








Score 


1252 


Exons 


7954. .8247, 


8361. 


.8567, 


8666. 


.8845 





52905 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

C3 gi 

t"s Exons 



ry 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



51536 Seq. ID 

109201 Strand 

7954 End 

OJ990531_35 . 0420 . C15 . o3 . gs Method 

8197 End 

none Score 



OJ990531_35.0420.C15 

8991 
GENSCAN 
8964 
.81 



8197. .8247, 8361. .8567, 8666. .8840, 8957. .8964 



51536 

109201 

7954 

OJ990531_35.0420.C15.o2.tm 

8366 

none 



Seq. ID OJ990531_35.0420.C15 
Strand 

End 8991 
Method TBLASTX : Maize 
End 8991 
Score 138 

8366. .8560, 8367. .8561, 8367. .8567, 8375. .8569, 8622. .8657, 
8665. .8841, 8666. .8857, 8667. .8843, 8771. .8854, 8956. .8991 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_ 
+ 

5924 
AAT/NAP 
3380 
983 



35.0420.C16 



51537 
109202 
1651 

OJ990531_35.0420.C16.ol.np 
1651 
7431376 

1651. .1794, 1822. .1971, 2134, 
3243.. 3380 

hypothetical protein F17M5.120 - Arabidopsis thaliana 
gi I 4490303 | emb | CAB38794.il (AL035678) putative protein 
[Arabidopsis thaliana] gi | 7270284 | emb | CAB80053 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



,2262, 2471. .2635, 2781. .3086, 



51537 

109202 

1651 

OJ990531_35.0420.C16.ol.gs 

1687 

none 



Seq. ID OJ990531_35.0420.C16 

Strand + 

End 5924 

Method GENSCAN 

End 5924 

Score .76 



1687. .1971, 2134. .2262, 2471. .2635, 2781. .3086, 3648. .4001, 
4283. .4411, 5089. .5253, 5784. .5924 



51537 
109202 
1651 

OJ990531_35.0420.C16.o2.np 
3708 
7431376 

3708. .4001, 4283. .4413, 5091. 
hypothetical protein F17M5.120 - Arabidopsis thaliana 
gi I 44 90303 | emb | CAB38794.il (AL035678) putative protein 
[Arabidopsis thaliana] gi I 7270284 | emb | CAB80053 . 1 1 (AL161583) 
putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_35.0420.C16 
+ 

5924 
AAT/NAP 
5921 
1086 



,5253, 5390.. 5695, 5784.. 5921 



51537 Seq. ID 

109202 Strand 

1651 End 

OJ990531_35 . 0420 . C16 . ol . gp Method 

4271 End 



OJ990531_35.0420.C16 
+ 

5924 

AAT/GAP 

5407 



52906 



GI LIB3432-040-P1-K1-D4 
Exons 4271.. 4411, 5089.. 5407 

GI Descrip. ' 44 90303/emb | CAB38794 . 1 1 
[Arabidopsis thaliana] ' 



Score 



835 



4.0e-27 (AL035678) putative protein 



Seq. No. 51537 Seq. ID 

Gene No. 109203 Strand 

Start 5879 End 

Name OJ990531_35 . 0420 . C16 . o2 . gp Method 

Start 5879 End 

GI 427687 Score 

Exons 5879.. 6113 



OJ990531_35.0420.C16 
+ 

6113 
AAT/GAP 
6113 
422 



Seq. No. 51537 
Gene No. 109204 
Start 6726 

Name OJ990531_35 . 0420 . CI 6 . o2 . tm 

Start 1680 
GI none 
Exons 1680. 

2128. 

3743, 

4340. 



.1787, 1681.. 1821, 1717. 

.2196, 2163.. 2195, 2190. 

.3769, 3842.. 4009, 3843. 

.4393, 4342. .4392, 4343. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 35.0420.C16 



15252 

TBLASTX: Maize 
4393 
144 

.1821, 1831. .1992, 1843. .1980, 
.2243, 2191. .2244, 2193. .2240, 
.4.010, 4280. .4345, 4282. .4344, 
.4393 



Seq. No. 51537 
Gene No. 109204 
Start 6726 

Name OJ990531_35 . 0420 . C16 .o2 . tc 

Start 1686 
GI none 

Exons 1686.. 1784, 1687.. 1821, 1831. 

2509.. 2649, 2770.. 2961, 2780. 
3270.. 3314, 3843.. 4010, 3845. 
5125. .5262, 5127. .5270, 5389. 
5781. .5810, 5811. .5855 



Seq. ID OJ990531_35.0420.C16 
Strand 

End 15252 
Method TBLASTX: Cress 
End 5855 
Score 108 

.2022, 2134. .2229, 2507. .2638, 
.3031, 2781. .3035, 3240. .3269, 
.4009, 4277. .4378, 4282. .4377, 
.5655, 5390.. 5653, 5777.. 5809, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51537 

109204 

6726 

OJ990531_35.0420.C16.o3.t« 

1687 

none 

1687. .1821, 1831. .2022, 1831. 
3843. .4010, 3911. .4009, 4282. 

51537 

109204 

6726 

OJ990531_35.0420.C16.o2.ts 

2781 

none 

2781.. 3062, 2786.. 3061, 5365. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 35.0420.C16 



15252 

TBLASTX : Soybean 
4435 
92 

1968, 2128. .2265, 2166. .2255, 
4416, 4283. .4435, 4283. .4435 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5670, 5390. .5671 



OJ990531_35.0420.C16 
15252 

TBLASTX : Soybean 
5671 
208 



Seq. No. 51537 Seq. ID 

Gene No. 109204 Strand 

Start 6726 End 

Name OJ990531 35 . 0420 ,C16.ol . tm Method 



OJ990531_35.0420.C16 
15252 

TBLASTX: Maize 



52907 




Start 2979 
GI none 

Exons 2979.. 3086, 2980.. 3084, 

3246. .3413, 5588. .5707, 
5784. .5945, 6000. .6077, 




End 6158 

Score 162 
2981.. 3100, 2984.. 3100, 3245,. 3388, 
5592.. 5693, 5597.. 5695, 5783.. 5929, 
6117. .6158 



Seq. No. 51537 Seq. ID OJ990531_35 . 0420 . C16 

Gene No. 109204 Strand 

Starr 6726 End 15252 

Name OJ990531_35 . 0420 . C16 . o3 . gp Method AAT/GAP 

Start 6353 End 6861 

GI 3768922 Score 697 

Exons 6353.. 6703, 6779.. 6861 

GI Descrip. 2498706/sp | Q38899 | ORC2_ARATH 2.0e-16 ORIGIN RECOGNITION COMPLEX 
SUBUNIT 2 >gi_1113103 (U40269) atOrc2p [Arabidopsis thaliana] 
>gi_3236239 (AC004684) origin recognition complex protein 
[Arabidopsis thaliana] 



Seq. No. 51537 Seq. ID 

Gene No. 109204 Strand 

Start 6726 End 15252 

Name OJ990531_35 . 0420 . C16 . o3 . np Method AAT/NAP 

Start 6507 End 8489 

GI 2498706 Score 983 . 

Exons 6507.. 6703, 6779.. 7006, 7082 

8346. .8489 

GI Descrip. ORIGIN RECOGNITION COMPLEX SUBUNIT 2 gi 11113103 
[Arabidopsis thaliana] gi | 3236239 | gb | AAC23627 . 1 



OJ990531 35.0420.C16 



.7373, 7940. .8072, 8154. .8260, 



(U40269) atOrc2p 
(AC004684) 



origin recognition complex protein [Arabidopsis thaliana] 



Seq. No. 51537 

Gene No. 109204 

Start 6726 

Name OJ990531_35 . 0420 . C16 . ol . tc 

Start 6513 

GI none 

Exons 6513.. 6704, 6538.. 6705, 6753. 

7081. .7287, 7083. .7376, 7937, 



Seq. ID OJ990531_35.0420.C16 
Strand 

End 15252 
Method TBLASTX : Cress 
End 8450 
Score 147 

.7010, 6754. .7005, 6794. .7009, 
.8086, 7938. .8075, 8151. .8273, 



8153. .8263, 8338. .8391, 8346. .8405, 8421. .8450 



Seq. No. 51537 Seq. ID 

Gene No. 109204 Strand 

Start 6726 End 

Name OJ990531_35 . 0420 . CI 6 . o2 . gs Method 

Start 6726 End 

GI none Score 
Exons 



OJ990531_35.0420.C16 

15252 
GENS CAN 
15252 
.66 



6726. .7006, 7082. .7373, 7940. .8072, 8154. .8296, 8346. .8617, 
9098. .9127, 9436. .9500, 9571. .9674, 10196 .. 10459, 13244 .. 13472, 
13509. .13749, 13861 .. 1408 9, 14 191 .. 14369, 15183. .15252 



Seq. No. 51537 Seq. ID 

Gene No. 109204 Strand 

Start 6726 End 

Name OJ990531_35 . 0420 . C16. o3 . tm Method 

Start 6780 End 

GI none Score 
Exons 



OJ990531_35.0420.C16 
15252 

TBLASTX: Maize 

7160 

214 



6780. .6992, 6781. .6993, 6814. .6996, 6836. .6997, 7081. .7158, 



52908 



7083. .7160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51537 

109204 

6726 

OJ990531_35.0420.C16.ol.ts 

6894 

none 



Seq. ID OJ990531_35.0420.C16 
Strand 

End 15252 

Method TBLASTX : Soybean 

End 7233 

Score 121 



6894.. 7004, 6895.. 7002, 6902.. 7006, 7081.. 7233, 7083.. 7232 



51537 

109204 

6726 

OJ990531_35.0420.C16.o4.gp 
7084 

920 1.R1084 



Seq. ID OJ990531_35.0420.C16 
Strand 

End 15252 

Method AAT/GAP 

End 8417 

Score 1049 



7084. .7373, 7940. .8072, 8154. .8260, 8346. .8417 

, 2498706/sp|Q38899|ORC2_ARATH 2.0e-16 ORIGIN RECOGNITION COMPLEX 
SUBUNIT 2 >gi_1113103 (U40269) atOrc2p [Arabidopsis thaliana] 
>gi_3236239 (AC004684) origin recognition complex protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990531_35.0420.C16 
Strand 

End 15252 

Method AAT/GAP 

End 11812 

Score 164 



51537 
109204 
6726 

OJ990531_35.0420.C16.o5.gp 
11705 

uC-osflcyp088bl2bl 
11705. .11812 

'5257255/dbj | AP000364. 1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


51537 




Seq. ID 


OJ990531 


Gene No. 


109204 




Strand 




Start 


6726 




End 


15252 


Name 


OJ990531 35.0420.C16 


. o4 .np 


Method 


AAT/NAP 


Start 


13483 




End 


14117 


GI 


3204132 




Score 


180 


Exons 


13483. .13965, 14042. 


.14117 






GI Descrip. 


(AJ006770) extensin 


[Cicer 


arietinum] 




Seq. No. 


51538 




Seq. ID 


OJ990531 


Gene No. 


109205 




Strand 


+ 


Start 


1023 




End 


3290 


Name 


OJ990531 35.0420.C17 


.ol.gs 


Method 


GENSCAN 


Start 


1023 




End 


3290 


GI 


none 




Score 


.43 


Exons 


1023. .1196, 1451. .1628, 1785. .1919, 3127. .3290 


Seq. No. 


51538 




Seq. ID 


OJ990531 


Gene No. 


109206 




Strand 


+ 


Start 


7351 




End 


8322 


Name 


OJ990531 35.0420.C17 


.ol.gp 


Method 


AAT/GAP 


Start 


7351 




End 


7741 


GI 


none 




Score 


705 


Exons 


7351. .7741 









52909 



Seq. No. 51538 Seq. ID OJ990531_35 . 0420 . C17 

Gene No. 109206 Strand + 

Start 7351 .End 8322 

Name OJ990531_35 . 0420 . C17 . ol . np Method AAT/NAP 

Start 7411 End 8322 

GI 1076413 Score 655 

Exons 7411. .8322 

GI Descrip. serine O-acetyltransf erase (EC 2.3.1.30) - Arabidopsis thaliana 
gi I 2146776 | pir | IS67482 serine O-acetyltransf erase (EC 2.3.1.30) 
- Arabidopsis thaliana gi 1608577 (L34076) serine 

acetyltransf erase [Arabidopsis thaliana] gi | 608 677 | emb | CAA84371 | 
(Z34888) serine acetyltransf erase [Arabidopsis thaliana] 
gi|1093493|prf | I2104212A Ser acetyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 51538 Seq. ID 

Gene No. 109206 Strand 

Start 7351 End 

Name OJ990531_35 . 0420 . C17 . ol . tc Method 

Start 7825 End 

GI none Score 

Exons 7825.. 8238, 7938.. 8237 



OJ990531_35.0420.C17 
+ 

8322 

TBLASTX: Cress 

8238 

421 



Seq. No. 


51538 








Seq. ID 


OJ990531_35.0420 


.C17 


Gene No. 


109206 








Strand 


+ 




Start 


7351 








End 


8322 




Name 


OJ990531 35 


.0420. 


C17.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


7825 








End 


8238 




GI 


none 








Score 


217 




Exons 


7825. .8043, 


7938. 


.8042, 


8023. 


.8238, 8049.. 8237 




Seq. No. 


51538 








Seq. ID 


OJ990531_35.0420 


.C17 


Gene No. 


109206 








Strand 


+ 




Start 


7351 








End 


8322 




Name 


OJ990531 35 


.0420. 


C17.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


7864 








End 


8238 




GI 


none 








Score 


67 




Exons 


7864. .8223, 


7865. 


.7969, 


7891. 


.8238, 7941. .8237 




Seq. No. 


51539 








Seq. ID 


OJ990531J35.0420 


.C18 


Gene No. 


109207 








Strand 


+ 




Start 


1 








End 


2021 




Name 


OJ990531 35 


.0420. 


C18.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1422 




GI 


7340909 








Score 


157 




Exons 


1..25, 799. 


.1157, 


1277. 


.1422 








GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


51539 








Seq. ID 


OJ990531_35.0420 


.C18 


Gene No. 


109207 








Strand 


+ 




Start 


1 








End 


2021 




Name 


OJ990531 35 


.0420. 


C18.ol 


.gs 


Method 


GENS CAN 




Start 


1094 








End 


2021 




GI 


none 








Score 


.46 




Exons 


1094. .1239, 


1303. 


.1444, 


1926. 


.2021 






Seq. No. 


51540 








Seq. ID 


OJ990531_35.0420 


.C19 



52910 




Gene No. 






Strand 


+ 


Start 


1785 




End 


3688 


Name 


OJ990531 35. 


0420.C19.ol.gs 


Method 


GEN SCAN 


Start 


1785 




End 


3688 


GI 


none 




Score 


.42 


Exons 


1785. .1903, 


2523.-2598, 3512. 


.3688 




Seq. No. 


51540 




Seq. ID 


OJ990531 


Gene No. 


109209 




Strand 




Start 


4956 




End 


6377 


Name 


OJ990531 35. 


0420.C19.o2.np 


Method 


AAT/NAP 


Start 


4163 




End 


5878 


GI 


7485066 




Score 


456 


Exons 


4163. .4207, 


4965. .5878 






GI Descrip. 


hypothetical 


protein - Arabidopsis thaliana 



gi|2244839|emb|CAB10261.1| (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi | 7268228 | emb | CAB78524 . 1 | (AL161540) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


51540 








Seq. ID 


OJ990531_35.0420 


.C19 


Gene No. 


109209 








Strand 


- 




Start 


4956 








End 


6377 




Name 


OJ990531 35. 


0420. 


C19.ol 


.np 


Method 


AAT/NAP 




Start 


4942 








. End 


6182 




GI 


2464864 








Score 


495 




Exons 


4942. .6182 














GI Descrip. 


(Z99707) putative protein 


[Arabidopsis 


thaliana] 




Seq. No. 


51540 








Seq. ID 


OJ990531_35.0420 


.C19 


Gene No. 


109209 








Strand 






Start 


4956 








End 


6377 




Name 


OJ990531 35. 


0420. 


C19.o2 


.gs 


Method 


GENSCAN 




Start 


4956 








End 


6377 




GI 


none 








Score 


.99 




Exons 


4956. .6377 














Seq. No. 


51540 








Seq. ID 


OJ990531_35. 04*20 


.C19 


Gene No. 


109209 








Strand 






Start 


4956 








End 


6377 




Name 


OJ990531 35. 


0420. 


C19.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4965 








End 


5411 




GI . 


none 








Score 


120 




Exons 


4965. .5411, 


4972. 


.5355 










Seq. No. 


51540 








Seq. ID 


OJ990531_35.0420 


.C19 


Gene No. 


109209 








Strand 






Start 


4956 








End 


6377 




Name 


OJ990531 35. 


0420. 


C19.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5019 








End 


5361 




GI 


none 








Score 


95 




Exons 


5019. .5360, 


5034. 


.5210, 


5050.. 5277, 5323.. 5361 




Seq. No. 


51540 








Seq. ID 


OJ990531_35.0420 


.C19 


Gene No. 


109209 








Strand 






Start 


4956 








End 


6377 




Name 


OJ990531 35. 


0420. 


C19.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5169 








End 


5834 





52911 



GI 


none 








Score 


139 


Exons 


5169. .5543, 


5173. 


.5526, 


5661. 


.5834 




Seq. No. 


51540 








Seq. ID 


OJ990531_35.0420.C19 


Cprip Mr* 


109209 








Strand 




Start 


4956 








End 


6377 


Name 


OJ990531 35. 


.0420. 


C19.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


5283 








End 


6206 


GI 


none 








Score 


112 


Exons 


5283. .5591, 


5323. 


.5553, 


5337. 


.5453, 5661. .5882, 6024. .6206 


Seq. No. 


51540 








Seq. ID 


OJ990531_35.0420.C19 


Gene No. 


109209 








Strand 




Start 


4956 








End 


6377 


Name 


OJ990531 35. 


,0420. 


C19.ol, 


. tm 


Method 


TBLASTX : Maize 


Start 


5364 








End 


6149 


GI 


none 








Score 


257 


Exons 


5364. .5666, 


5658. 


.5924, 


5658. 


.6026, 5659. .5991, 6012. .6149, 



6058. .6144 



Seq. No. 51541 Seq. ID OJ990531_35 . 0420 . C20 

Gene No. 109210 Strand + 

Start 6354 End 12603 

Name OJ990531_35 . 0420 . C20 . ol . np Method AAT/NAP 

Start 6126 End 12051 

GI 7452422 Score 2208 

Exons 6126. .6472, 6642. .7049, 7896. .9047, 9689. .10798, 11180 .. 11282, 

11983. .12051 

GI Descrip. hypothetical protein F10M10.80 - Arabidopsis thaliana 

gi|4455176|emb|CAB36708.1| (AL035521) hypothetical protein 
[Arabidopsis thaliana] gi | 7270381 | emb | CAB80148 . 1 | (AL161585) 
hypothetical protein [Arabidopsis thaliana] 

Seq. No. 51541 Seq. ID OJ990531__35 . 0420 .C20 

Gene No. 109210 Strand + 

Start 6354 End 12603 

Name OJ990531_35 . 0420 . C20 . o2 . gs Method GENSCAN 

Start 6354 End 12603 

GI none Score .7 

Exons 6354.. 7052, 7896.. 9053, 9689.. 10798, 11180 .. 11256, 11355.. 11439 

11672. .11773, 11865. .11963, 12478.. 12603 

Seq. No. 51541 Seq. ID OJ990531_35 . 0420 . C20 

Gene No. 109211 Strand 

Start 1290 End 4683 

Name OJ990531_35 . 0420 . C20 . ol . gp Method AAT/GAP 

Start 440 End 558 

GI LIB3477-003-P1-K1-E9 Score 161 

Exons 440.. 558 

GI Descrip. • 24 9858 6/sp | Q4 0638 | MPOlJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 51541 Seq. ID OJ990531_35 . 0420 . C20 

Gene No. 109211 Strand 

Start 1290 End 4683 

Name OJ990531_35 . 0420 . C20 . ol . gs Method GENSCAN 



52912 




Start 


1290 




End 


4683 




GI 


none 




Score 


.84 




Exons 


1290. .1445, 3210. .3349, 3444 


..4362, 4516. .4683 




Seq- No. 


51541 




Seq. ID 


OJ990531_35.0420 


.C20 


Gene No. 


109212 




Strand 






Start 


8910 




End 


9806 




Name 


OJ990531 35.0420.C20 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


8910 




End 


9806 




GI 


none 




Score 


226 




Exons 


8910. .9053, 8911. .9054, 8912 


..9052, 9686. .9805, 9686. .9805, 




9687. .9806 










Seq. No. 


51541 




Seq. ID 


OJ990531_35.0420 


.C20 


Gene No. 


109213 




Strand 






Start 


10005 




End 


10447 




Name 


OJ990531 35.0420.C20 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


10005 




End 


10447 




GI 


none 




Score 


100 




Exons 


10005. .10091, 10005. 


.10091, 


10006. .10092, 10013. .10096, 






10104. .10445, 10144. 


.10446, 


10148. .104 


147 




Seq. No. 


51541 




Seq. ID 


OJ990531_35.0420 


.C20 


Gene No. 


109214 




Strand 






Start 


11485 




End 


11971 




Name 


OJ990531 35.0420.C20 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11485 




End 


11971 




GI 


none 




Score 


114 




Exons 


11485. .11586, 11496. 


.11588, 


11498. .11584, 11499. .11588, 






11671. .11775, 11675. 


.11776, 


11858. .11968, 11862. .11969, 






11865. . 11969, 11870. 


. 11971 








Seq. No. 


51542 




Seq. ID 


OJ990531_35.0420 


.C21 


Gene No . 


109215 




Strand 


+ 




Start 


170 




End 


753 




Name 


OJ990531 35.0420.C21 


.ol.gp 


Method 


AAT/GAP 




Start 


170 




End 


698 




GI 


none 




Score 


701 




Exons 


170. .217, 375. .698 










Seq. No. 


51542 




Seq. ID 


OJ990531_35.0420 


. C21 


Gene No . 


109215 




Strand 


+ 




Start 


170 




End 


753 




Name 


OJ990531 35.0420.C21 


. ol . gs 


Method 


GENSCAN 




Start 


376 




End 


753 




GI 


none 




Score 


.98 




Exons 


376. .753 










Seq. No. 


51542 




Seq. ID 


OJ990531_35.0420 


.C21 


Gene jjq # 


109216 




Strand 






Start 


3072 




End 


3332 




Name 


OJ990531 35.0420.C21 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


376 




End 


654 




GI 


none 




Score 


377 




Exons 


376. .654, 498. .653 










Seq. No. 


51542 




Seq. ID 


OJ990531_35.0420 


-C21 



52913 



Gene No. 109216 Strand 

Start 3072 " End 

Name OJ990531_35 . 0420 . C21 . ol . ts Method 

Start 4 30 End 

GI none Score 

Exons 430,. 741, 504.. 740, 666.. 752 



3332 

TBLASTX : Soybean 

752 

504 



Seq. No. 51542 Seq. ID 

Gene No. 109216 Strand 

Start ' 3072 End 

Name OJ990531_35 . 0420 . C21 . ol . tw Method 

Start 526 End 

GI none Score 

Exons 526.-753, 537.. 755, 687.. 758 



OJ990531_35.0420.C21 
3332 

TBLASTX: Wheat 

758 

234 



Seq. No. 51542 Seq. ID 

Gene No. 109216 Strand 

Start 3072 End 

Name OJ990531_35 . 0420 . C21 . o2 . gs Method 

Start 3072 End 

GI none Score 

Exons 3072.. 3332 



OJ990531_35.0420.C21 

3332 
GENSCAN 
3332 
.52 



Seq. No. 51543 Seq. ID 

Gene No. 109217 Strand 

Start 1 End 

Name OJ990531_35 . 0420 . C22 . ol . np Method 

Start 1 End 

GI 5777617 Score 

Exons 1..58, 914.. 1017 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990531_35.0420.C22 
+ 

1017 
AAT/NAP 
1017 
88 



Seq. No. 51543 Seq. ID 

Gene No. 109218 Strand 

Start 1071 End 

Name OJ990531_35 . 0420 . C22 . o2 . gs Method 

Start 1071 End 

GI none Score 

Exons 1071.. 1098, 1177.. 1565 



OJ990531_35.0420.C22 
+ 

1565 
GENSCAN 
1565 
.88 



C3 



Seq. No. 51543 

Gene No. 109219 

Start 5266 

Name OJ990531_35 . 0420 . C22 . o3 . np 

Start 5266 

GI 7487883 

Exons 5266.. 5314, 5444.. 5541, 6035., 
GI Descrip. hypothetical protein T9J22.21 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6180, 



OJ990531 
+ 

6408 
AAT/NAP 
6408 
116 
6373. .6408 



35.0420.C22 



Arabidopsis thaliana 



gi I 27393791 gb|AAC14502. 1| 
[Arabidopsis thaliana] 



(AC002505) hypothetical protein 



Seq. No. 51543 Seq. ID 

Gene No. 109220 Strand 

Start 118 End 

Name OJ990531_35 . 0420 . C22 . ol . gp Method 

Start 118 End 

GI 5038557 Score 



OJ990531_35.0420.C22 
455 

AAT/GAP 

455 

664 



52914 



Exons 


118. .455 








Seq. No. 


51543 


Seq. ID 


OJ990531_35. 


0420. C22 


Gene No. 


109221 


Strand 






Start 


1792 


End 


3341 




Name 


OJ990531 35.0420.C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


173 


End 


446 




GI 


none 


Score 


183 




Exons 


173. .205, 215. .418, 216. .446 








Seq. No. 


51543 


Seq. ID 


OJ990531_35. 


0420. C22 


Gene No . 


109221 


Strand 


- 




Start 


1792 


End 


3341 




Name 


OJ990531 35.0420.C22.o3.gs 


Method 


GEN SCAN 




Start 


1792 


End 


3341 




GI 


none 


Score 


.73 




Exons 


1792. .2114, 2257. .2367, 2873. 


.3341 






Seq. No. 


51543 


Seq. ID 


OJ990531_35. 


0420. C22 


Gene No. 


109221 


Strand 






Start 


1792 


End 


3341 




Name 


OJ990531 35.0420.C22.o2.np 


Method 


AAT/NAP 




Start 


2878 


End 


2983 




GI 


5777617 


Score 


81 




Exons 


2878. .2983 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


51544 


Seq. ID 


OJ990531_35. 


0420. C23 


Gene No. 


109222 


Strand 


+ 




Start 


1 


End 


361 




Name 


OJ990531 35.0420.C23.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


361 




GI 


uC-osflcypll8e08al 


Score 


546 




Exons 


1..52, 131. .361 








GI Descrip. 


'2739379 4.0e-22 (AC002505) hypothetical protein [Arabidops 




thaliana] 1 








Seq. No. 


51545 


Seq. ID 


OJ990531_35. 


0420. C24 


Gene No 


109223 


Strand 






Start 


808 


End 


1647 




Name 


OJ990531 35.0420.C24.ol.gs 


Method 


GEN SCAN 




Start 


808 


End . 


1647 




GI 


none 


Score 


.44 




Exons 


808. .866, 1635. .1647 








Seq. No. 


51546 


Seq. ID 


OJ990531_35. 


0420. C25 


Gene No 


109224 


Strand 






Start 


514 


End 


604 




Name 


OJ990531 35.0420.C25.ol.gs 


Method 


GENSCAN 




Start 


514 


End 


604 




GI 


none 


Score 


.67 




Exons 


514. .604 








Seq. No. 


51547 


Seq. ID 


OJ990531_31. 


0419. CI 


Gene No. 


109225 


Strand 






Start 


1 


End • 


845 




Name 


OJ990531 31.0419.Cl.ol.gp 


Method 


AAT/GAP 





52915 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



845 
1156 



40641_1.R1084 
1..334, 433. .590, 698. .845 

1 3360289 3.0e-42 (AF023164) leucine-rich repeat transmembrane 
protein kinase 1 [Zea mays] 1 



51547 

109225 

1 

OJ990531_31.0419.Cl.ol.tm 
51 

none 



Seq. ID OJ990531_31.0419.C1 
Strand 

End 845 

Method TBLASTX : Mai ze 

End 831 

Score 52 



51. .95, 52. .93, 57. .98, 85. .159, 183. .302, 188. .232, 215. .340, 
225.-335, 230. .337, 434. .592, 435. .593, 436. .594, 436. .597, 
698.-829, 700. .831 



51547 

109225 

1 

OJ990531_31.0419.Cl.ol.gs 

191 

none 

191. .334, 434. .590, 698. .786 



Seq. ID OJ990531_31.0419.C1 
Strand 

End 845 

Method GENSCAN 

End 786 

Score .81 



51547 
109225 
1 

OJ990531_31.0419.Cl.ol.np 
194 

7489784 

194. .334, 434. .590, 698. .845 

leucine-rich repeat transmembrane protein kinase 2 - maize 
gi | 3360291 | gb | AAC27895 . 1 | (AF023165) leucine-rich repeat 
transmembrane protein kinase 2 [Zea mays] 



Seq. ID OJ990531J31.0419.C1 
Strand 

845 

AAT/NAP 
845 
589 



End 

Method 

End 

Score 



51547 

109225 

1 

OJ990531_31.0419.Cl.ol.ts 

200 

none 



Seq. ID OJ990531_31.0419.C1 
Strand 

End 845 

Method TBLASTX : Soybean 

End 811 

Score 91 



200. .340, 237. .335, 434. .592, 438. .593, 439. .597, 698. .811, 
700. .810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



51547 

109225 

1 

OJ990531_31.0419.Cl.ol.tc 

212 

none 



Seq. ID OJ990531_31.0419.C1 

Strand 

End 845 

Method TBLASTX : Cress 

End 594 

Score 115 



212. .340, 246. .335, 250. .336, 434. .592, 435. .593, 436. .594 



51547 

109225 

1 

OJ990531_31.0419.Cl.ol.tw 
485 



Seq. ID OJ990531_31.0419.C1 

Strand 

End 845 

Method TBLASTX : Wheat 

End 811 



52916 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'~ Seq. No. 
!L Gene No. 
^3 Start 

Name 
U' Start 

Exons 

^3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
485. .589, 683. .811, 697. .810 



95 



51548 

109226 

1 

OJ990531_31 . 0419 . C2 . ol . np 
1 

7489783 



Seq. ID OJ990531_31.0419.C2 
Strand 

End 2043 

Method AAT/NAP 

End 2043 

Score 1382 



1..198, 533. .816, 910. .1199, 1276. .1341, 1422. .1487, 1568. .1639, 
1764. .1835, 1923. .2043 

leucine-rich repeat transmembrane protein kinase 1 - maize 
(fragment) gi | 3360289 | gb | AAC27894 . 1 | (AF023164) leucine-rich 
repeat transmembrane protein kinase 1 [Zea mays] 



51548 

109226 

1 

OJ990531_31.0419.C2.ol.tc 
1 

none 



Seq. ID OJ990531_31.0419.C2 
Strand 

End 2043 

Method TBLASTX : Cress 

End 805 

Score 140 



1..201, 11. .148, 15. .200, 529. .639, 530. .742, 531. .689, 
641. .739, 662. .805 



51548 

109226 

1 

OJ990531_31.0419.C2.ol.tm 
1 

none 



Seq. ID OJ990531_31.0419.C2 
Strand 

End 2043 

Method TBLASTX : Mai ze 

End 1099 

Score 260 



1..201, 2. .199, 5. .205, 46. .210, 529. .714, 530. .742, 531. .716, 
698. .817, 699. .818, 719. .826, 909. .1055, 911. .1099 



51548 

109226 

1 

OJ990531_31.0419.C2.ol.ts 
16 

none 



Seq. ID OJ990531_31.0419.C2 
Strand 

End 2043 

Method TBLASTX : Soybean 

End 818 

Score 181 



16. .201, 20. .199, 530. .679, 531. .674, 677. .817, 681. .818 



51548 

109226 

1 

OJ990531_31.0419.C2.ol.gs 
85 

none 



Seq. ID OJ990531_31.0419.C2 
Strand 

End 2043 

Method GENSCAN 

End 1487 

Score . 9 



85. .198, 533. .816, 910. .1199, 1276. .1341, 1422. .1487 



51548 

109226 

1 

OJ990531_31 . 04 19 . C2 . ol . gp 
662 

49249 1.R1084 



Seq. ID OJ990531J31.0419.C2 
Strand 

End 2043 

Method AAT/GAP 

End 1994 

Score 1422 



662. .816, 910. .1199, 1276. .1341, 1422. .1487, 1568. .1639, 
1764. .1835, 1923. .1994 



52917 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'3360289 1.0e-126 (AF023164) 
protein kinase 1 [Zea mays] ' 

51548 

109226 

1 

OJ990531_31.0419.C2.ol.tw 

1275 

none 

1275.. 1340, 1276.. 1341, 1416 
1424. .1486, 1565. .1639, 1567 
1734. .1823, 1758. .1823, 1765 



leucine-rich repeat transmembrane 



Seq. ID OJ990531_31.0419.C2 
Strand 

End 2043 

Method TBLASTX : Wheat 

End 1834 

Score 95 
.1487, 1420. .1488, 1423. .1485, 
.1638, 1580. .1639, 1581.. 1658, 
.1824, 1790. .1834 



Seq. No. 51548 

Gene No. 109226 

Start 1 

Name O J9 90 5 3 1_3 1.0419.C2.o2.tm 

Start 1275 

GI none 

Exons 1275.. 1340, 1276.. 1341, 1384, 
1565. .1639, 1566. .1634, 1567. 



Seq. ID OJ990531_31.0419.C2 
Strand 

End 2043 

Method TBLASTX: Maize 

End 1639 

Score 77 
.1485, 1416. .1487, 1424. .1486, 
.1638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51548 

109226 

1 

OJ990531_31.0419.C2.o2.ts 

1287 

none 

1287. .1340, 1288. .1362, 1409. 
1437. .1493, 1565. .1639, 1567. 

51549 

109227 

527 

OJ990531_31.0419.C3.ol.gs 

527 

none 

527. .540, 615. .729 

51549 
109227 
527 

OJ990531_31.0419.C3.ol.gp 
615 

49249JL.R1084 
615. .907 

'3360289 1.0e-126 (AF023164) 
protein kinase 1 [Zea mays] 1 

51550 

109228 

210 

OJ990531_31.0419.C4 .ol.tw 

208 

none 

208. .300, 213. .299, 399.-554, 



Seq. ID OJ990531_31.0419.C2 
Strand 

End 2043 

Method TBLASTX : Soybean 

End 1639 

Score 52 
.1486, 1416. .1490, 1427. .1486, 
.1638 

Seq. ID OJ990531_31.0419.C3 

Strand 

End 907 

Method GENSCAN 

End 729 

Score .93 



Seq. ID OJ990531_31.0419.C3 
Strand 

End 907 

Method AAT/GAP 

End 907 

Score 543 

leucine-rich repeat transmembrane 



Seq. ID OJ990531_31.0419.C4 
Strand 

End 554 

Method TBLASTX : Wheat 

End 554 

Score 67 

402. .536 



52918 



Seq. No. 


51550 


Seq. ID 


OJ990531J31. 


0419. 


C4 




III 0 










Start 


210 


End 


554 






Name 


OJ990531 31.0419.C4.ol.gs 


Method 


GENS CAN 






Start 


210 


End 


533 






GI 


none 


Score 


.65 






Exons 


210. .533 










Seq. No. 


51551 


Seq. ID 


OJ990531_31. 


0419. 


C5 


Gene No. 


109229 


Strand 


+ 






O LCtL L 


1 


End 


899 






Name 


OJ990531 31-0419. C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


898 






GI 


3694807 


Score 


164 






Exons 


1..43, 565. .653, 777. .898 










GI Descrip. 


(AF055898) alanine aminotransferase [Zea mays] 






Seq. No. 


C I C CI 

jijDI 


oeq. iu 


OJ990531_31. 


0419. 


C5 


bene lno . 


109229 


Strand 


+ 






Start 


1 


End 


899 






Name 


OJ990531 31.0419.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


576 


End 


8 99 






GI 


none 


Score 


95 






Exons 


576.-656, 775.-879, 776. .898, 


777. .899 








Seq. No. 


51551 


Seq. ID 


OJ990531_31. 


0419. 


C5 


bsnc LNO • 


109229 


Strand 


+ 






Start 


1 


End 


899 






Name 


OJ990531 31.0419.C5.ol.gs 


Method 


GENSCAN 






Start 


579 


End 


897 






GI 


none 


Score 


.67 






Exons 


579.-653, 777.-897 










Seq. No. 


51552 


Seq. ID 


OJ990531_31. 


0419. 


C6 


Gene No. 


109230 


Strand 


+ 






OLai. L 


1 


End 


136 






Name 


OJ990531 31.0419.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


136 






GI 


3694807 


Score 


160 






Exons 


1. .136 










GI Descrip. 


(AF055898) alanine aminotransferase [Zea mays] 






Seq. No. 


51552 


Seq. ID 


OJ990531_31. 


0419. 


C6 


belle 1NO • 


109231 


Strand 








Start 


733 


End 


947 






Name 


OJ990531 31.0419.C6.ol.tm 


Method 


TBLASTX : Maize 




Start 


19 


End 


211 






GI 


none 


Score 


179 






Exons 


19-. 138, 20. .211 










Seq. No. 


51552 


Seq. ID 


OJ990531_31. 


0419. 


C6 


Gene No. 


109231 


Strand 








Start 


733 


End 


947 






Name 


OJ990531 31.0419.C6.o2-gs 


Method 


GENSCAN 






Start 


733 


End 


947 






GI 


none 


Score 


.93 






Exons 


733-. 947 











52919 





oeq. INO. 


C 1 c c o 
D 1DO J 


oeq. iu 




Gene No. 


109232 


Strand 




Start 


153 


End 




Name 


OJ990531 31.0419.C7.ol.gs 


Method 




Start 


153 


End 




GI 


none 


Score 




Exons 


153. ,268 






Seq. No. 


51554 


Seq*. ID 




VJCllC LNIJ ■ 


109233 


Strand 




Start 


1 


End 




Name 


OJ990531 31.0419.C10.ol.np 


Method 




Start 


1 


End 




GI 


7340909 


Score 




Exons 


1..24, 157. .505, 625. .770 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 




Q /-\ /-r \7/"n 

oeq . lno . 


51554 


Seq. ID 




Gene No. 




Strand 




Start 


l 


End 




Name 


OJ990531 31 . 04 19 . C10 . ol . gs 


Method 




Start 


A A O 

4 42 


End 


f ^ 


GI 


none 


Score 




Exons 


442. .587, OD1..792, 1274.. 


1369 


fB 


oeq. iNo . 


51555 


Seq. ID 


: b? 


Gene No. 


109234 


Strand 




Start 


433 


End 


[y 


Name 


OJ990531 31.0419.C13.ol.gs 


Method 




Start 


433 


End 




GI 


none 


Score 




Exons 


433.. 636, 1239.. 1367 






oeq. wo. 


51556 


Seq. ID 




Gene No. 


109235 


Strand 




Start 


236 


End 




Name 


OJ990531 31.0419.C14.ol.gs 


Method 


% J 


Start 


236 


End 


H : 


GI 


none 


Score 




Exons 


236. .378 






Seq. No. 


51557 


Seq. ID 




Gene No. 


109236 


Strand 




Start 


476 


End 




Name 


OJ990531 31.0419.C15.ol.np 


Method 




Start 


476 


End 




GI 


2498930 


Score 




Exons 


476. .539, 707. .1101 





OJ990531_31.0419.C7 
+ 

268 

GENSCAN 

268 

.78 



+ 

1369 
AAT/NAP 
770 
156 



OJ990531_31. 0419. C10 
+ 

1369 
GENSCAN 
1369 
.45 



OJ990531_31.0419.C13 

1367 
GENSCAN 
1367 
.9 



OJ990531_31.0419.C14 
378 

GENSCAN 

378 

.63 



OJ990531_31.0419.C15 
+ 

1101 
AAT/NAP 
1101 
655 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



51557 

109236 

476 

OJ990531_31.0419.C15.ol.gs 
480 



Seq. ID OJ990531_31.0419.C15 

Strand + 

End 1101 

Method GENSCAN 

End 1009 



52920 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

480. .539, 707. .1009 



Score 



, 98 



51558 Seq. ID 

109237 Strand 
175 End 
OJ990531_31 .0419. C17 . ol . np Method 
175 End 
2497367 -Score 
175. .446, 529. .676 

HYPOTHETICAL PROTEIN KIAA0274 gi 1 1665813 | dbj | BAA13403 . 1 1 
(D87464) Similar to S.cerevisiae hypothetical protein N0330 
(S55864) [Homo sapiens] 



OJ990531_31.0419.C17 
+ 

800 

AAT/NAP 

676 

150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51558 Seq. ID 

109237 Strand 

175 End 

OJ990531_31 . 0419 . C17 . ol . tm Method 

241 End 

none Score 



OJ990531__31.0419.C17 
+ 

800 

TBLASTX: Maize 

720 

305 



241. .288, 242. .457, 242. .448, 391. .456, 546. .713, 546. .710, 
547. .720, 547. .711 



Seq. No. 51558 

Gene No. 109237 

Start 175 

Name OJ990531__31 . 0419. C17 . ol . tc 

Start 245 

GI none 

Exons 245. .448, 245. .436, 391. .447, 545 
630. .713 



Seq. ID OJ990531_31.0419.C17 

Strand + 

End 800 

Method TBLASTX : Cress 

End 713 

Score 265 

.613, 546.-683, 621. .713, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51558 

109237 

175 

OJ990531_31.0419.C17 .ol.ts 

314 

none 



Seq. ID OJ990531_31.0419.C17 

Strand + 

End 800 

Method TBLASTX : Soybean 

End 800 

Score 154 



314. .448, 391. .447, 545. .718, 545. .784, 546. .800 



51559 

109238 

1 

OJ990531_31.0419.C18.ol.np 
1 

7487361 

1..40, 218. .299, 423. .614, 



696 



Seq. ID 

Strand 

End 

Method 
End 
Score 
809, 



OJ990531_ 
+ 

1206 
AAT/NAP 
1206 
355 
1001. .1206 



31.0419.C18 



hypothetical protein T22J18.20 - Arabidopsis thaliana 
gi|3287695|gb|AAC25523.1| (AC003979) Similar to hypothetical 
protein C34B7.2 gb | 1729503 from C. elegans cosmid gb|Z83220. 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



51559 Seq. ID 

109238 Strand 

1 End 
OJ990531_31 .0419.C18.ol.gs Method 

2 End 



OJ990531_31.0419.C1E 
+ 

1206 
GEN SCAN 
1139 



52921 



GI 

Exons 



none Score .85 

2. .15, 423. .610, 695. .789, 1006. .1139 



Seq. No. 51559 Seq. ID 

Gene No. 109238 Strand 

Start 1 End 

Name OJ990531_31 . 04 1 9 . C18 . ol . tm Method 

Start 211 End 

GI none Score 
Exons 



OJ990531_31.0419.C18 
+ 

1206 

TBLASTX: Maize 

1148 

141 



211. .303, 211. .297, 219. .311, 219. .302, 420. .608, 420. .608, 
421. .615, 422. .610, 663. .764, 694. .795, 697. .774, 989. .1141, 
990. .1148, 991. .1140, 1004. .1141 



Seq. No. 51559 Seq. ID 

Gene No. 109238 Strand 

Start 1 End 

Name OJ990531_31 . 0419 . C18 . ol . ts Method 

Start 211 End 

GI none Score 

Exons 211. .303, 219. .299, 420. .608, 421. .609, 
990. .1061, 991. .1062 



OJ990531_31.0419.C18 
+ 

1206 

TBLASTX : Soybean 

1062 

98 

697. .789, 697. .774, 



Seq. No. 
Gene No. 



Ill 



Start 
Name 
Start 
GI 

Exons 



51560 Seq. ID 

109239 Strand 

140 End 

OJ990531_31.0419.C19.ol.tm Method 

139 End 

none Score 



OJ990531_31.0419.C19 
+ 

906 

TBLASTX: Maize 

906 

74 



139. .228, 170. .229, 177. .284, 276. .341, 276. .341, 278.-346, 
347. .364, 456. .605, 457. .618, 457. .645, 464. .646, 789.-884, 
800. .889, 801. .884, 802. .906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51560 Seq. ID 

109239 Strand 

140 End 
OJ990531_31.0419.C19.ol.gs Method 

140 End 

none Score 

140. .366, 459. .617, 803. .884 



OJ990531_31.0419.C19 
+ 

906 

GENSCAN 

884 

.77 



OJ990531 31.0419.C22 



51561 Seq. ID 

109240 Strand 

1 End 786 

OJ990531_31 . 0419 . C22 . ol . np Method AAT/NAP 

1 End 786 

5669167 Score 506 

1..58, 148. .327, 428. .562, 650. .786 

(AF156691) plasma membrane proton ATPase [Nicotiana 
plumbaginif olia] 



Seq. No. 51561 Seq. ID 

Gene No. 109240 Strand 

Start 1 End 

Name OJ990531_31 . 0419 . C22 . ol . gs Method 

Start 248 - End 

GI none Score 

Exons 248..327, 390.. 562 



OJ990531_31.0419.C22 
786 

GENSCAN 

562 

.75 



52922 



Seq. No. 51561 
Gene No. . 109241 ' 

Start 1114 

Name OJ990531_31 . 0419 . C22 . ol . tc 

Start 2 

GI none 

Exons 2. .58, 12. .56, 142. .231, 146. 



OJ990531_31.0419.C22 
1172 

TBLASTX: Cress 

774 

54 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.232, 149. .232, 190. .288, 216. .293, 



283. .327, 284. .328, 293. .328, 431. .565, 438. .563, 655. .774, 
667. .774 



Seq. No. 51561 

Gene No. 109241 

Start 1114 

Name OJ990531_31 . 0419 . C22 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ990531_31.0419.C22 
Strand 

End 1172 

Method TBLASTX : Mai ze 

End 78 6 

Score 98 



2. .58, 142. .231, 155. .232, 190. .288, 216. .293, 280. .327, 
281. .331, 431. .565, 447. .563, 655. .786, 670. .774 



Seq. No. 51561 

Gene No. 109241 

Start 1114 

Name OJ990531_31 . 0419 . C22 . ol . tw 

Start 126 

GI none 
Exons 



Seq. ID OJ990531_31.0419.C22 
Strand 

End 1172 

Method TBLASTX : Wheat 

End 7 62 

Score 61 



126. .230, 142. .231, 146. .232, 190. .288, 216. .293, 280. .327, 
281. .328, 431. .565, 435. .566, 670. .762 



OJ990531 31.0419.C22 



Seq. No. 51561 Seq. ID 

Gene No. 109241 Strand 

Start 1114 End 

Name OJ990531_31 . 04 1 9 . C22 . ol . ts Method 

Start 142 End 

GI none Score 

Exons 142. .231, 146. .232, 190. .294, 216. .293, 280. .327, 290 

431. .565, 441. .563, 667. .717, 667. .720 



1172 

TBLASTX: Soybean 
720 
88 



,328, 



Seq. No. 51561 Seq. ID 

Gene No. 109241 Strand 

Start 1114 End 

Name OJ990531_31 . 0419 .C22 . ol . gp Method 

Start 1114 End 

GI 5607395 Score 

Exons 1114.. 1172 



OJ990531_31.0419.C22 

1172 
AAT/GAP 
1172 
99 



Seq. No. 51562 Seq. ID 

Gene No. 109242 Strand 

Start 1 End 

Name OJ990531_31 . 0419 .C24 . ol . gp Method 

Start 1 End 

GI LIB3434-035-P1-K1-A7 Score 

Exons 1..230 

GI Descrip. 1 54 4187 6/dbj | AP000367 . 1 | AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ990531_31.0419.C24 
+ 

230 

AAT/GAP 

230 

398 



Seq. No. 



51562 



Seq. ID OJ990531_31.0419.C24 



52923 



Gene No. 109243 Strand 

Start 292 End 

Name OJ990531_31 . 04 19 . C24 . ol . gs Method 

Start 292 End 

GI none Score 

Exons 292.-323, 524.. 634 

Seq. No. 51562 

Gene No. 109244 

Start 918 

Name OJ990531_31 . 04 19 . C24 . o2 . gs 

Start 918 * 

GI none 

Exons 918.. 1277, 1363.. 1473, 1649.. 1714 



+ 

634 

GENS CAN 

634 

.79 



Seq. ID OJ990531_31.0419.C24 
Strand 

1714 
GENSCAN 
1714 
.87 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51563 

109245 

831 

OJ990531_31.0419.C25.ol.tm 

819 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

819. .875, 930. .1007, 955. .1008, 957. .1046, 1141. .1170, 
1230. .1307, 1238. .1309, 1238. .1309, 1240. .1311, 1379. .1441, 
1379. .1441, 1381. .1443, 1381. .1443, 1582. .1677, 1587. .1673, 
1600. .1677, 2044. .2163, 2052. .2162, 2238. .2324, 2238. .2321, 
2239. .2328 



OJ990531_31.0419.C25 
+ 

2328 

TBLASTX: Maize 
2328 
59 



Seq. No. 51563 Seq. ID 

Gene No. 109245 Strand 

Start 831 End 

Name OJ990531_31 . 04 19 . C25 . ol . gs Method 

Start 831 End 

GI none Score 

Exons 831.. 909, 1067.. 1164, 1361.. 1443, 1599 
2239. .2248 



OJ990531_31.0419.C25 
+ 

2328 
GENSCAN 
2248 
.93 

,.1677, 2056. .2198, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51563 Seq. ID 

109245 Strand 

831 End 
OJ990531_31.0419.C25.ol.np Method 

831 End 

461498 Score 

831. .869, 958. .1008, 1114. .1164, 1241. 



OJ990531_31.0419.C25 
+ 

2328 
AAT/NAP 
2328 
612 

.1306, 1382. .1443, 



1599. .1677, 2056.. 2160, 2239.-2328 

ALANINE AMINOTRANSFERASE 2 (GPT) (GLUTAMIC— PYRUVIC TRANSAMINASE 
2) (GLUTAMIC—ALANINE TRANSAMINASE 2) (ALAAT-2) 

gi|320619|pir||S28429 alanine transaminase (EC 2.6.1.2) - proso 
millet gi|296204|emb|CAA49199| (X69421) alanine aminotransferase 
[Panicum miliaceum] 



51563 

109245 

831 

OJ990531_31.0419.C25.ol.tc 

843 

none 



Seq. ID OJ990531_31.0419.C25 



Strand 
End 

Method 

End 

Score 



+ 

2328 

TBLASTX: Cress 

2328 

38 



843. .875, 955. .1008, 1238. .1309, 1238. .1309, 1249.. 1311, 



52924 



1379. .1441, 1564. .1677, 1590. .1685, 2044. .2163, 2055. .2162, 
2238. .2321, 2238. .2321, 2239. .2328 



Seq. No. 51563 

Gene No. 109245 

Start 831 

Name OJ990531_31 . 0419.C25 .ol . ts 

Start 843 

GI none 
Exons 



Seq. ID OJ990531_31.0419.C25 

Strand + 

End 2328 

Method TBLASTX : Soybean 

End 2328 

Score 41 

1163, 1141.. 1170, 



843. .875, 955. .1008, 957. .1004, 1110 
1238. .1309, 1240. .1311, 1379. .1441, 1379. .1441, 1563. .1661, 
1570. .1677, 2044. .2163, 2052. .2162, 2054. .2209, 2238. .2321, 
2239. .2328 



Seq. No. 51563 

Gene No. 109245 

Start 831 

Name OJ990531_31 . 0419 . C25 . ol . tw 

Start 1588 

GI none 

Exons 1588.. 1677, 1593.. 1679, 1596. 

2238..228S, 2238.. 2294, 2239. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1682, 2044 
.2295 



OJ990531_31.0419.C25 
+ 

2328 

TBLASTX : Wheat 
2295 
118 

2163, 2055.. 2162, 



Seq. No. 51564 Seq. ID 

Gene No. 10924 6 Strand 

Start 294 End 

Name OJ990531_31 . 0419. C27 . ol . gs Method 

Start 294 End 

GI none Score 

Exons 294.. 544 



OJ990531_31.0419.C27 
+ 

544 

GEN SCAN 

544 

.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



51564 Seq. ID OJ990531_31 . 0419 . C27 

109247 Strand 

508 End 1438 

OJ990531_31 .0419. C27 . ol . gp Method AAT/GAP 

508 End 1016 

3768922 Score 697 

508. .858, 934.. 1016 

2498706/sp|Q38899|ORC2_ARATH 2.0e-16 ORIGIN RECOGNITION COMPLEX 
SUBUNIT 2 >gi_1113103 (U40269) atOrc2p [Arabidopsis thaliana] 
>gi_3236239 (AC004 684) origin recognition complex protein 
[Arabidopsis thaliana] 



51564 Seq. ID 

109247 Strand 
508 End 
OJ990531_31.0419.C27.ol.np Method 
662 End 
2498706 Score 
662. .858, 934. .1161, 1237. .1438 

ORIGIN RECOGNITION COMPLEX SUBUNIT 2 gi 11113103 (U40269) atOrc2p 
[Arabidopsis thaliana] gi I 3236239 | gb | AAC23627 . 1 1 (AC004684) 
origin recognition complex protein [Arabidopsis thaliana] 



OJ990531_31.0419.C27 

1438 
AAT/NAP 
1438 
671 



51564 

109247 

508 



Seq. ID 

Strand 

End 



OJ990531 31.0419.C27 



1438 



52925 



Name OJ990531_31 . 04 1 9 . C27 . ol . tc Method TBLASTX : Cress 

Start 668 End 1435 

GI none Score 147 

Exons 668. .859, 693. .860, 908. .1165, 909. .1160, 949. .1164, 1236. .1430, 

1238. .1435 



Seq. No. 


51564 






Seq. ID 


OJ990531_31.0419. 


C27 


Gene No. 


109247 






Strand 


- 




Start 


508 






End 


1438 




Name 


OJ990531 31 


.0419.C27.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


731 






End 


860 




GI 


none 






Score 


144 




Exons 


731. .859, 732. .860, 732 


. .860 








Seq. No. 


51564 






Seq. ID 


OJ990531_31.0419. 


C27 


Gene No. 


109247 






Strand 


- 




Start 


508 






End 


1438 




Name 


OJ990531_31 


.0419.C27.o2 


.gs 


Method 


GENSCAN 




Start 


881 






End 


1393 




GI 


none 






Score 


.68 




Exons 


881. .1161, 


1237. .1393 










Seq. No. 


51564 






Seq. ID 


OJ990531_31.0419. 


C27 


Gene No. 


109247 






Strand 


_ 




Start 


508 






End 


1438 




Name 


OJ990531_31 


.0419.C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


935 






End 


1315 




GI 


none 






Score 


214 




Exons 


935. .1147, 


936. .1148, 969. .1151, 991.. 


1152, 1236.. 1313, 






1238. .1315 












Seq. No. 


51564 






Seq. ID 


OJ990531_31.0419. 


C27 


Gene No. 


109247 






Strand 






Start 


508 






End 


1438 




Name 


OJ990531 31 


.0419.C27.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1049 






End 


1388 




GI 


none 






Score 


121 




Exons 


1049. .1159, 


1050. .1157, 


1056. 


.1160, 1058.. 1159, 1236.. 1388, 




1238. .1387 












Seq. No. 


51564 






Seq. ID 


OJ990531_31.0419. 


C27 


Gene No. 


109247 






Strand 






Start 


508 






End 


1438 




Name 


OJ990531 31 


.0419.C27.o2 


.gp 


Method 


AAT/GAP 




Start 


1231 






End 


1438 




GI 


920 1.R1084 






Score 


313 




Exons 


1231. .1438 













GI Descrip. ' 2498706/sp | Q38899 | 0RC2_ARATH 2.0e-16 ORIGIN RECOGNITION COMPLEX 
SUBUNIT 2 >gi_1113103 (U40269) atOrc2p [Arabidopsis thaliana] 
>gi_3236239 (AC004684) origin recognition complex protein 
[Arabidopsis thaliana] ■ 



Seq. No. 51565 Seq. ID 

Gene No. 109248 Strand 

Start 2649 End 

Name OJ990531_31 . 04 19 . C28 . o2 . np Method 

Start 2649 End 



OJ990531_31.0419.C28 
+ 

3801 

AAT/NAP 

3801 



52926 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7340868 Score 89 

2649. .2808, 3768. .3801 

(AP001551) hypothetical protein [Oryza sativa] 



51565 
109249 
1 

OJ990531_31.0419.C28.ol.gp 
1 

920_1.R1084 
1..41, 123. .229, 315. .386 

, 24 98706/sp|Q388 99|ORC2_ARATH 2.0e-16 ORIGIN RECOGNITION COMPLEX 
SUBUNIT 2 >gi_1113103 (U40269) atOrc2p [Arabidopsis thaliana] 
>gi_3236239 (AC004 684) origin recognition complex protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990531_31.0419.C28 
Strand 

End 2754 

Method AAT/GAP 

End 386 

Score 377 



51565 
109249 
1 

OJ990531_31.0419.C28.ol.np 
1 

2498706 
1..41, 123. .229, 315. .458 

ORIGIN RECOGNITION COMPLEX SUBUNIT 2 gi 11113103 (U40269) atOrc2p 
[Arabidopsis thaliana] gi | 3236239 | gb (AAC23627 . 1 | (AC004684) 
origin recognition complex protein [Arabidopsis thaliana] 



Seq. ID OJ990531_31.0419.C28 
Strand 

End 2754 

Method AAT/NAP 

End 458 

Score 154 



Seq. No. 


51565 


Seq. ID 


OJ990531 


Gene No. 


109249 


Strand 




Start 


1 


End 


2754 


Name 


OJ990531 31.0419.C28.ol.gs 


Method 


GENSCAN 


Start 


123 


End 


2754 


GI 


none 


Score 


.79 


Exons 


123. .265, 315. .586, 1067.. 


1321, 1406.. 


1470, 154 




2166. .2403, 2645.-2754 






Seq. No. 


51566 


Seq. ID 


OJ990531 


Gene No. 


109250 


Strand 


+ 


Start 


1 


End 


404 


Name 


OJ990531 31.0419.C29.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


404 


GI 


4680183 


Score 


135 


Exons 


1..36, 315. .404 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


Seq. No. 


51566 


Seq. ID 


OJ990531 


Gene No. 


109251 


Strand 




Start 


1 


End 


1303 


Name 


OJ990531 31.0419.C29.o3.np 


Method 


AAT/NAP 


Start 


1 


End 


1303 


GI 


7340881 


Score 


124 


Exons 


1..32, 1137. .1303 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


51566 


Seq. ID 


OJ990531 


Gene No. 


109251 


Strand 




Start 


1 


End 


1303 



52927 



Name OJ990531_31.0419.C29.ol.np Method AAT/NAP 

Start 192 End 282 

GI 6721561 Score 132 

Exons 192.. 282 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


51567 




Seq. ID 


OJ990531_31.0419.C31 




1 0925? 




Strand 




Start 


1 




End 


1068 


Name 


OJ990531 31.0419.C31.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


710 


GI 


24324 1.R1084 




Score 


886 


Exons 


1..379, 637. .710 








GI Descrip. 


M490292/emb|CAB38783.1 1 


5.0e- 


-30 (AL035678) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


51567 




Seq. ID 


OJ990531_31.0419.C31 


Gene No. 


109252 




Strand 


- 


Start 


1 




End 


1068 


Name 


OJ990531 31.0419.C31.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


174 




End 


427 


GI 


none 




Score 


301 


Exons 


174. .425, 176. .427, 179. 


.424 






Seq. No. 


51567 




Seq. ID 


OJ990531_31.0419.C31 


Gene No. 


109252 




Strand 




Start 


1 




End 


1068 


Name 


OJ990531 31.0419.C31.ol. 


gs 


Method 


GEN SCAN 


Start 


179 




End 


719 


GI 


none 




Score 


.95 


Exons 


179. .379, 637. .719 








Seq. No. 


51567 




Seq. ID 


OJ990531_31.0419.C31 


Gene No. 


109252 




Strand 




Start 


1 




End 


1068 


Name 


OJ990531 31.0419.C31.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


179 




End 


768 


GI 


none 




Score 


119 


Exons 


179. .295, 180. .290, 302. 


.382, 


303. .380, 


625. .768, 638. .721 


Seq. No. 


51567 




Seq. ID 


OJ990531_31.0419.C31 


Gene No. 


109252 




Strand 




Start 


1 




End 


1068 


Name 


OJ990531 31.0419.C31.ol. 


np 


Method 


AAT/NAP 


Start 


182 




End 


1068 


GI 


7485649 




Score 


282 


Exons 


182. .379, 637. .773, 1022 


. .1068 




GI Descrip. 


hypothetical protein F17M5.10 


- Arabidopsis thaliana 



gi|4490292|emb|CAB38783.1| (AL035678) putative protein 
[Arabidopsis thaliana] gi | 7270273 | emb | CAB80042 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



Seq. No. 



51568 



Seq. ID OJ990531_31.0419.C32 



52928 



Gene No. 109253 Strand 

Start 3 End 2829 

Name OJ990531_31 . 0419.C32 .ol .gp Method AAT/GAP 

Start 3 End 1159 

GI 44238_1.R1084 Score 656 

Exons 3. .51, 138. .194, 899. .1159 

GI Descrip. 1 4490292/emb | CAB38783 . 1 1 9.0e-17 (AL035678) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 51568 Seq. ID 

Gene No. 109253 Strand 

Start 3 End 

Name OJ990531_31 . 0419.C32 . ol . gs Method 

Start 138 End 

GI none Score 
Exons 



OJ990531_31.0419.C32 

2829 
GENS CAN 
2825 
.44 



138. .194, 899. .1016, 1496. .1575, 2596.-2825 



Seq. No. 51568 Seq. ID 

Gene No. 109253 Strand 

Start 3 End 

Name OJ990531_31 . 0419.C32 .o2 .gp Method 

Start 2219. End 

GI none Score 

Exons 2219.. 2829 



OJ990531_31.0419.C32 

2829 
AAT/GAP 
2829 
1198 



Seq. No. 51569 Seq. ID OJ990531_31 . 0419 . C34 

Gene No. 109254 Strand + 

Start 647 End 1086 

Name OJ990531_31.0419.C34 .ol.np Method AAT/NAP 

Start 647 End 1086 

GI 7485327 Score 139 

Exons 647.. 704, 791.. 863, 975.. 1086 

GI Descrip. hypothetical protein F10M23.10 - Arabidopsis thaliana 
gi| 4455190|emb|CAB36513.1| (AL035440) putative protein 
[Arabidopsis thaliana] gi | 7269519 | emb | CAB79522 . 1 1 (AL161565) 
putative protein [Arabidopsis thaliana] 



Seq. No. 51570 Seq. ID 

Gene No. 109255 Strand 

Start 352 End 

Name OJ990531_31 . 0419 . C35 . ol . gs Method 

Start 352 End 

GI none Score 

Exons 352.. 463, 527.. 597 



OJ990531_31.0419.C35 
597 

GENSCAN 

597 

.68 



Seq. No. 51571 

Gene No. 109256 

Start 215 

Name OJ990531_31 . 0419.C37 .ol .gs 

Start 215 

GI none 

Exons 215. .368, 460. .583, 696. .1170 

Seq. No. 51571 

Gene No. 109257 

Start 1 

Name OJ990531_31 . 0419 . C37 . ol . np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990531_31.0419.C37 
+ 

1170 
GENSCAN 
1170 
.88 



OJ990531 31.0419.C37 



1428 
AAT/NAP 



52929 



Start 1 End 1428 

GI 6721555 Score 718 

Exons 1..306, 712. .911, 948. .1214, 1373. .1428 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi| 6815080 |dbj IBAA90366. 1 | (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 51571 

Gene No. 109257 

Start 1 

Name OJ990531_31 . 04 19 . C37 . o2 . np 

Start 1323 

GI 5777617 

Exons 1323.. 1422 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990531_31.0419.C37 
Strand 

End 1428 

Method AAT/NAP 

End 1422 

Score 7 9 



Seq. No. 51571 

Gene No. 109258 

Start 1795 

Name OJ990531_31 . 0419. C37 . ol . tm 

Start 6 

GI none 

Exons 6.. 146, 10.. 135, 12.. 146 



Seq. ID OJ990531_31.0419.C37 
Strand 

End 4060 

Method TBLASTX : Mai ze 

End 14 6 

Score 128 



"~ Seq. No. 51571 

^ Gene No. 109258 

0 Start 1795 

fiJ Name OJ990531_31 . 04 19 . C37 . ol . ts 

£3 Start 6 

f"l GI none 

~r Exons 



Seq. ID OJ990531_31.0419.C37 
Strand 

End 4 060 

Method TBLASTX : Soybean 

End 276 

Score 144 



6. .146, 7. .138, 199. .276, 245. .265 



Seq. No. 51571 

Gene No. 109258 

Start 1795 

Name OJ990531_31. 0419.C37 .ol.tw 

Start 683 

GI none 
Exons 



Seq. ID OJ990531_31.0419.C37 
Strand 

End 4060 

Method TBLASTX : Wheat 

End 963 

Score 105 



683. .805, 694. .840, 714. .836, 718. .855, 729. .854, 817. .945, 
844. .963, 852. .953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51571 

109258 

1795 

OJ990531_31.0419.C37.o2.gs 

1795 

none 



Seq. ID OJ990531_31.0419.C37 
Strand 

End 4060 

Method GENSCAN 

End 4060 

Score .76 



1795.. 2022, 2725.. 2792, 2835.. 3057, 3843.. 3909, 4017.. 4060 



Seq. No. 51572 

Gene No. 109259 

Start 1154 

Name OJ990531_31.0419.C4 0.ol.gs 

Start 1154 

GI none 

Exons 1154.. 1493, 1580.. 1821 



Seq. ID OJ990531_31.0419.C40 
Strand 

End 1821 

Method GENSCAN 

End 1821 

Score .99 



52930 





Seq. No. 


51572 




Seq. ID 


OJ990531_31.0419 


.C40 




a t-» a NT /~\ 


1 HQ? 




o u rana 








Start 


1154 




End 


1821 






Name 


OJ990531 31.0419.C40.ol 


.tc 


Method 


TBLASTX : Cress 






Start 


1163 




End 


1483 






GI 


none 




Score 


175 






Exons 


1163. .1483, 1185. .1481 












Seq. No. 


51573 




Seq. ID 


OJ990531_31.0419 


.C43 




ucUc INO . 






o Tirana. 


T 






Start 


144 




End 


895 






Name 


OJ990531 31.0419.C43.ol 


gp 


Method 


AAT/GAP 






Start 


144 




End 


895 






GI 


2442274 




Score 


304 






Exons 


144 . .245, 716. .747, 864 


.895 










Seq. No. 


51573 




Seq. ID 


OJ990531_31.0419 


.C43 




Vjene iNO . 






OLianu 


T 






Start 


144 




End 


895 






Name 


OJ990531 31.0419.C43.ol 


gs 


Method 


GEN SCAN 






Start 


144 




End 


519 






GI 


none 




Score 


.89 






Exons 


144. .245, 427. .519 












Seq. No. 


51574 




Seq. ID 


OJ990531_31.0419 


.C44 




bene ino . 


J. U y£ D JL 




Strand 






m 


Start 


134 




End 


1301 




f ii 


Name 


OJ990531 31.0419.C44.ol. 


gs 


Method 


GENSCAN 




r ^ 


Start 


134 




End 


1007 






GI 


none 




Score 


.6 






Exons 


134. .275, 365. .436, 531. 


.599, 


880. .1007 




[LI 


Seq. No. 


51574 




Seq. ID 


OJ990531_31.0419 


.C44 


S 


Gene No. 


109261 




Strand 








*D t- CI i- L. 


X J *± 




End 


1301 






Name 


OJ990531 31.0419.C44.ol. 


np 


Method 


AAT/NAP 






Start 


165 




End 


1301 




f ~~ 


GI 


6671958 




Score 


250 




kl 


Exons 


165. .275, 365.-436, 531. 


.599, 


689. .760, 


880.. 1032, 1258 


. .13C 


fi 


GI Descrip. 


(AC013454) hypothetical 


protein [Arabidopsis thaliana] 




^ =? 


Seq. No. 


51574 




Seq. ID 


OJ990531_31.0419 


.C44 




Gene No. 


109261 




Strand 








a t-+- 


± J ft 




End 


1301 






Name 


OJ990531 31.0419.C44.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


225 




End 


605 






GI 


none 




Score 


72 






Exons 


225.. 284, 227.. 277, 339. 


.440, 


348. .440, 


358. .441, 359.. 


490, 






521. .601, 521. .601, 546. 


.605 










Seq. No. 


51575 




Seq. ID 


OJ990531_31.0419 


.C45 




Gene No. 


109262 




Strand 








Start 


1 




End 


986 






Name 


OJ990531 31.0419.C45.ol. 


np 


Method 


AAT/NAP 






Start 


1 


End 


904 






GI 


6671958 




Score 


365 






Exons 


1..488, 825. .904 











52931 






GI Descrip. 


(AC013454) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


51575 




Seq. ID 


OJ990531J31.0419 


C45 




Qqj^3 No. 


109262 




Strand 








Start 


1 




End 


986 






Name 


OJ990531 31.0419.C45.ol. 


an 


Method 


AAT/GAP 






Start 


217 




End 


986 






GI 


none 




Score 


855 






Exons 


217. .488, 793. .986 












Seq. No. 


51575 




Seq. ID 


OJ990531_31.0419 


C45 




Gene No . 


109263 




Strand 








Start 


1787 




End 


2128 






Name 


OJ990531 31.0419.C45.o2. 


tm 


Mpt* hod 


TBLASTX • Maize 






Start 


1 




End 


171 






GI 


none 




Score 


208 






Exons 


1..171, 5. .169 












Seq. No. 


51575 




Seq. ID 


OJ990531_31.0419 


C45 




Gene No . 


109263 




Strand 








Start 


1787 




End 


2128 






Name 


OJ990531 31.0419.C45.ol. 


ts 


Mf^ t" hnH 


TBLASTX • Sovbean 






•Start 


211 




End 


501 






GI 


none 




Score 


70 




% =? 


Exons 


211. .414, 229. .501, 269. 


. 475 








[f] 


Seq. No. 


51575 




Seq. ID 


OJ990531J31.0419. 


C45 


fig 


Gene No. 


109263 




Strand 








Start 


1787 




End 


2128 






Name 


OJ990531 31.0419.C45.o2. 


np 


Method 


AAT/NAP 






Start 


1775 




End 


2128 






GI 


7485664 




Score 


373 






Exons 


1775. .2128 












GI Descrip. 


hypothetical protein F17M5.90 


- Arabidopsis thaliana 





gi I 4490300 | emb ICAB38791.il (AL035678) putative protein 
[Arabidopsis thaliana] gi | 7270281 | emb | CAB80050 . 1 | (AL161583) 





putative protein 


[Arabidopsis 


thaliana] 






\1 Seq. No. 


51575 




Seq. ID 


OJ990531J31.0419. 


C45 


[3 Gene No. 


109263 




Strand 






Start 


1787 




End 


2128 




~~ Name 


OJ990531 31.0419. 


C45.o2.gs 


Method 


GEN SCAN 




Start 


1787 




End 


1984 




GI 


none 




Score 


.86 




Exons 


1787. .1984 










Seq. No. 


51575 




Seq. ID 


OJ990531_31.0419. 


C45 


Gene No. 


109263 




Strand 






Start 


1787 




End 


2128 




Name 


OJ990531 31.0419. 


C45.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1799 




End 


2038 




GI 


none 




Score 


65 




Exons 


1799. .1849, 1850. 


.2038, 1923. 


2036 






Seq. No. 


51575 




Seq. ID 


OJ990531_31.0419. 


C45 


Gene No. 


109263 




Strand 






Start 


1787 




End 


2128 





52932 



Name OJ990531_31 . 0419 . C45 . ol . tw 

Start 1808 

GI none 

Exons 1808.. 2107, 1935.. 2054 

Seq. No. 51575 

Gene No. 109263 

Start 1787 

Name OJ990531_31 . 0419.C45.ol . tm 

Start 1845 

GI none 

Exons 1845.. 2126, 1847.. 2128, 1970.. 2128 



Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



TBLASTX: Wheat 

2107 

119 



OJ990531_31.0419.C45 
2128 

TBLASTX: Maize 

2128 

272 



Seq. No. 51576 Seq. ID OJ990531_31 . 04 19 . C4 6 

Gene No. 109264 Strand + 

Start 2513 End 2842 

Name OJ990531_31 . 0419 . C46 . ol . gp Method AAT/GAP 

Start 2513 End 2842 

GI uC-osroM202028g08al Score 594 

Exons 2513.. 2842 

GI Descrip. 1 4490301/emb | CAB38792 . 1 | 3.0e-28 (AL035678) hypothetical protein 
[Arabidopsis thaliana] ■ 



Seq. No. 51576 Seq. ID OJ990531_31 . 04 19 . C4 6 

Gene No. 109265 Strand 

Start 2415 End 2842 

Name OJ990531_31 . 0419 . C46 .ol .np Method AAT/NAP 

Start 2415 End 2842 

GI 7485650 Score 264 

Exons 2415.. 2440, 2497.. 2842 

GI Descrip. hypothetical protein F17M5.100 - Arabidopsis thaliana 

gi I 4490301 1 emb | CAB38792.il (AL035678) hypothetical protein 
[Arabidopsis thaliana] gi | 7270282 | emb | CAB80051 . 1 1 (AL161583) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


51576 








Seq. ID 


OJ990531 


Gene No. 


109265 








Strand 




Start 


2415 








End 


2842 


Name 


OJ990531 31. 


0419 


.C46-ol 


.tm 


Method 


TBLASTX: 


Start 


2570 








End 


2842 


GI 


none 








Score 


55 


Exons 


2570. .2671, 


2598 


.2660, 


2726. 


.2797, 2741.. 2809, 




2800. .2841, 


2807 


.2842, 


2812. 


.2841 




Seq. No. 


51577 








Seq. ID 


OJ990531 


Gene No. 


109266 








Strand 


+ 


Start 


5 








End 


356 


Name 


OJ990531 31. 


0419 


C47.ol 


gs 


Method 


GENS CAN 


Start 


5 








End 


356 


GI 


none 








Score 


.79 


Exons 


5. .118, 216. 


.356 










Seq. No. 


51578 








Seq. ID 


OJ990531 


Gene No. 


109267 








Strand 


+ 


Start 


108 








End 


1136 


Name 


OJ990531 31. 


0419, 


C48.ol 


gs 


Method 


GENSCAN 


Start 


108 








End 


1136 



31.0419.C46 



52933 



GI none 

Exons 108.. 209, 1124.. 1136 

Seq. No. 51579 

Gene No. 109268 

Start 780 

Name OJ990531_31 . 0419.C4 9.ol.gs 

Start 780 

GI none 

Exons 780.. 996, 1337.. 1585 

Seq. No. 51579 

Gene No. 109269 

Start 2205 

Name OJ990531_31 . 04 19 . C4 9 . o2 . gs 

Start 2205 

GI none 

Exons 2205.. 2401 



Score 



.86 



Seq. ID OJ990531_31.0419.C49 

Strand + 

End 1585 

Method GEN SCAN 

End 1585 

Score .72 



Seq. ID OJ990531_31.0419.C49 
Strand 

End 2401 

Method GENS CAN 

End 2401 

Score .88 



Seq. No. 

Gene No. 

Start 
f= . Name 
*~ Start 

11 gi 

Exons 

q Seq. No. 

=".; Gene No. 

'*% Start 

Name 

fLJ Start 

s GI 

12 Exons 

v"s GI Descrip. 



51580 Seq. ID 

109270 Strand 

422 End 
OJ990531_31.0419.C50.ol.gs Method 

422 End 

none Score 

422. .538, 729. .831 



OJ990531_31.0419.C50 
831 

GENS CAN 

831 

.56 



51581 Seq. ID OJ990531_31 . 04 19 . C51 

109271 Strand + 

298 End 751 

OJ990531_31 .0419. C51 . ol . np Method AAT/NAP 
298 End 751 

7431376 Score 201 

298.. 441, 469.. 751 
hypothetical protein F17M5 
gi | 44 90303 | emb | CAB38794 . 1 1 

[Arabidopsis thaliana] gi | 7270284 | emb | CAB80053 . 1 | 
putative protein [Arabidopsis thaliana] 



120 - Arabidopsis thaliana 
(AL035678) putative protein 

(AL161583) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51581 

109271 

298 

OJ990531_31 . 04 19 . C51 . ol . tm 

327 

none 



Seq. ID OJ990531_31.0419.C51 
Strand 
End 

Method 
End 
Score 



+ 

751 

TBLASTX: Maize 

639 

146 



327. .413, 328. .468, 364. .468, 478. .639, 490. .627 



51581 Seq. ID 

109271 Strand 

298 End 
OJ990531_31 . 04 19 . C51 . ol . gs Method 

334 End 

none Score 
334. .618 



OJ990531_31.0419.C51 
+ 

751 

GENSCAN 

618 

.97 



Seq. No. 
Gene No. 



51581 
109271 



Seq. ID OJ990531_31.0419.C51 
Strand + 



52934 



Start 


298 




End 


751 




Name 


OJ990531 31.0419.C51 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


334 




End 


669 




GI 


none 




Score 


87 




Exons 


334. .468, 478. .669, 


478. .615 








Seq. No. 


51581 




Seq. ID 


OJ990531_31.0419. 


.C51 


Gene No. 






btrana 


+ 




Start 


298 




End 


751 




Name 


OJ990531 31.0419.C51 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


334 




End 


669 




GI 


none 




Score 


107 




Exons 


334. .468, 478. .669 










Seq. No. 


51582 




Seq. ID 


OJ990531_31.0419. 


.C57 


Gene No. 






otrana 






Start 


47 




End 


574 




Name 


OJ990531 31.0419.C57 


.ol.gs 


Method 


GENSCAN 




Start 


47 




End 


574 




GI 


none 




Score 


.95 




Exons 


47. .253, 407. .574 










Seq. No. 


51583 




Seq. ID 


OJ990531_31.0419. 


,C58 


Gene No. 


109273 




Strand 


+ 




Start 


1 




End 


1499 




Name 


OJ990531 31.0419.C58 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1499 




GI 


7452422 




Score 


563 




Exons 


1..312, 1159. .1499 










GI Descrip. 


hypothetical protein 


F10M10. 


80 - Arabidopsis thaliana 





gi| 4455176 | emb | CAB36708.il (AL035521) hypothetical protein 
[Arabidopsis thaliana] gi | 7270381 | emb | CAB80148 . 1 | (AL161585) 
hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


51583 




Seq. ID 


OJ990531 31.0419 


.C58 




Gene No. 


109273 




Strand 


+ 






Start 


1 




End 


1499 






Name 


OJ990531 31.0419.C58. 


ol.gs 


Method 


GENSCAN 




Ti 


Start 


7 




End 


1387 




L .J: 


GI 


none 




Score 


.95 




C3 


Exons 


7. .315, 1159. .1387 












Seq. No. 


51584 




Seq. ID 


OJ990531_31.0419 


.C59 




Gene No. 


109274 




Strand 


+ 






Start 


1 




End 


1322 






Name 


OJ990531 31.0419.C59. 


ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1210 






GI 


4680203 




Score 


524 






Exons 


1..59, 265. .1210 












GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 






Seq. No. 


51584 




Seq. ID 


OJ990531_31.0419 


.C59 




Gene No. 


109274 




Strand 


+ 






Start 


1 




End 


1322 






Name 


OJ990531 31.0419.C59. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


5 




End 


1099 






GI 


none 




Score 


151 





52935 




Exons 


5. .202, 210. .368, 211. .420, 439. .591, 


456. .578, 614. .796 






624. .746, 640. .780, 785. .832, 


836. .877 


, 839.. 877, 901.. 1005 




902.. 1006, 1007.. 1099 








Seq. No. 


51584 


Seq. ID 


OJ990531 31.0419. 


C59 


Gene No. 


109274 


Strand 


+ 




Start 


1 


End 


1322 




Name 


OJ990531 31.0419.C59.ol.tc 


Method 


TBLASTX: Cress 




Start 


210 


End 


591 




GI 


none 


Score 


199 




Exons 


210. .368, 211. .420, 439. .591, 


456. .578 






Seq. No. 


51584 


Seq. ID 


OJ990531_31.0419. 


C59 


Gene No. 


109274 


Strand 


+ 




Start 


1 


End 


1322 




Name 


OJ990531 31.0419.C59.ol.gs 


Method 


GENSCAN 




Start 


211 


End 


1186 




GI 


none 


Score 


.78 




Exons 


211. .549, 650. .1186 








Seq. No. 


51584 


Seq. ID 


OJ990531_31.0419. 


C59 


Gene No. 


109274 


Strand 


+ 




Start 


1 


End 


1322 




Name 


OJ990531 31-0419. C59-ol.gp 


Method 


AAT/GAP 




Start 


547 


End 


1322 




GI 


5002953 


Score 


457 . 




Exons 


547. .662, 1142. .1322 








GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 1 . Oe- 


39 (AF114171) TNP2 


-li 




protein [Sorghum bicolor] 








Seq. No. 


51585 


Seq. ID 


OJ990531_31.0419. 


C60 


Gene No. 


109275 


Strand 


+ 




Start 


1098 


End 


3157 




Name 


OJ990531 31.0419.C60.ol.gs 


Method 


GENSCAN 




Start 


1098 


End 


3157 




GI 


none 


Score 


.72 




Exons 


1098.. 1227, 1316.. 1562, 1620. 


.1749, 1826. .2047, 2284. .25 


86, 




2669. .3157 








Seq. No. 


51586 


Seq. ID 


OJ990531_31.0419. 


Col 


Gene No. 


109276 


Strand 


+ 




Start 


3302 


End 


9559 




Name 


OJ990531 31.0419.C61.ol.np 


Method 


AAT/NAP 




Start 


3302 


End 


7023 




GI 


188864 


Score 


93 




Exons 


3302.. 3328, 4525.. 5040, 6910. 


.7023 






GI Descrip. 


(M74027) mucin [Homo sapiens] 








Seq. No. 


51586 


Seq. ID 


OJ990531_31.0419. 


C61 


Gene No. 


109276 


Strand 


+ 




Start 


3302 


End 


9559 




Name 


OJ990531 31.0419.C61.o2.gs 


Method 


GENSCAN 




Start 


4718 


End 


9559 




GI 


none 


Score 


.61 




Exons 


4718. .4966, 6541. .6641, 9454. 


.9559 






Seq. No. 


51587 


Seq. ID 


OJ990531_31.0419. 


C62 



52936 



Gene No. 


109277 


Strand 


+ 




Start 


671 


End 


4117 




Name 


OJ990531 31.0419.C62.ol.gs 


Method 


GENSCAN 




Start 


671 


End 


4117 




GI 


none 


Score 


.63 




Exons 


671. .760, 971. .1375, 1451. .1635, 2058. 


.2185, 4023. .4117 




Seq. No. 


51587 


Seq. ID 


OJ990531_31.0419. 


C62 


Gene- No . 


t n n o "7 o 


Strand 






Start 


5660 


End 


6971 




Name 


OJ990531 31.0419.C62.ol.np 


Method 


AAT/NAP 




Start 


4682 


End 


6971 




GI 


6721510 


Score 


148 




Exons 


4682. .4830, 5416. .5510, 6408. 


.6550, 6720. .6971 




GI Descrip. 


(AP001072) Similar to mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


C T COT 

51587 


Seq. ID 


OJ990531 31.0419. 


C62 


Gene No. 


109278 


Strand 


_ 




Start 


5660 


End 


6971 




Name 


OJ990531_31.0419.C62.o2.gs 


Method 


GENSCAN 




Start 


5660 


End 


6112 




GI 


none 


Score 


.83 




Exons 


5660 . . 6112 








Seq. No. 


51588 


Seq. ID 


OJ990531_31.0419. 


C63 


Gene No. 


109279 


Strand 


+ 




Start 


529 


End 


605 




Name 


OJ990531 31.0419.C63.ol.gs 


Method 


GENSCAN 




Start 


529 


End 


605 




GI 


none 


Score 


.64 




Exons 


529. .605 








Seq. No. 


51588 


Seq. ID 


OJ990531_31.0419. 


C63 


Gene No. 


109280 


Strand 


+ 




Start 


3876 


End 


5307 




Name 


OJ990531 31.0419.C63.ol.np 


Method 


AAT/NAP 




Start 


3861 


End 


5301 




GI 


2501494 


Score 


533 




Exons 


3861. .5301 








GI Descrip. 


FLAVONOL 3-0-GLUCOSYLTRANSFERASE 5 (UDP-GLUCOSE FLAVONOID 



3-O-GLUCOSYLTRANSFERASE 5) gi | 542015 | pir | | S4 1 951 UTP-glucose 
glucosyltransf erase - cassava gi | 45324 9 | emb | CAA54 612 | (X774 62) 
UTP-glucose glucosyltransf erase [Manihot esculenta] 



Seq. No. 51588 Seq. ID 

Gene No. 109280 Strand 

Start • 3876 End 

Name OJ990531_31 . 0419 . C63 . o2 . gs Method 

Start 3876 End 

GI none Score 

Exons 3876.. 4781, 4903.. 5307 



OJ990531_31.0419.C63 
+ 

5307 
GENSCAN 
5307 
.5 



Seq. No. 51588 Seq. ID 

Gene No. 109281 Strand 

Start 6623 End 

Name OJ990531_31 . 04 19 . C63 . o3 . gs Method 

Start 6623 End 



OJ990531_31.0419.C63 
+ 

6788 

GENSCAN 

6788 



52937 




GI 


none 








Score 


.96 


Exons 


6623. . 6685, 


6747 


. .6788 








Seq. No. 


51588 








Seq. ID 


OJ990531_31.0419.C63 


Gene No. 


109282 








Strand 




Start 


8312 








End 


10615 


Name 


OJ990531 31 


. 0419 


.C63.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


3855 








End 


5226 


GI 


none 








Score 


70 


Exons 


3855. .3968, 


4212 


. .4331, 


4380. 


.4535, 4587. .4613, 4588. .4617, 




4650. .4799, 


4651 


. .4800, 


4825. 


.4881, 4887. .5021, 4888. .5226, 




4927. .5061 












Seq. No. 


51588 








Seq. ID 


OJ990531_31.0419.C63 


Gene No. 


109282 








Strand 




Start 


8312 








End 


10615 


Name 


OJ990531 31 


. 0419 


.C63.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3882 








End 


5255 


GI 


none 








Score 


90 


Exons 


3882. .4001, 


3893 


. .4000, 


4153. 


.4191, 4215. .4580, 4578. .4634, 




4585. .4617, 


4623 


. .4871, 


4624 . 


.4815, 4828. .4881, 4833. .4931, 




4876. .5082, 


4878 


. .5132, 


5082. 


.5255, 5095.. 5226 


Seq. No. 


51588 








Seq. ID 


OJ990531_31.0419.C63 


Gene No . 


109282 








Strand 




Start 


8312 








End 


10615 


Name 


OJ990531 31 


.0419 


C63.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4211 








End 


4508 


GI 


none 








Score 


208 


Exons 


4211. .4504, 


4212 


.4508 








Seq. No. 


51588 








Seq. ID 


OJ990531_31.0419.C63 


Gene No. 


109282 








Strand 




Start 


8312 








End 


10615 


Name 


OJ990531 31 


.0419 


C63.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4485 








End 


5112 


GI 


none 








Score 


50 


Exons 


4485. .4562, 


4502. 


.4534, 


4578. 


.4637, 4588. .4644, 4633. .4806, 




4650. .4808, 


4878. 


.5054, 


4891. 


.5112, 4912.. 5070 


Seq. No. 


51588 








Seq. ID 


OJ990531_31.0419.C63 


Gene No . 


109282 








Strand 




Start 


8312 








End 


10615 


Name 


OJ990531 31 


0419. 


C63.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4735 








End 


5064 


GI 


none 








Score 


58 


Exons 


4735. .4818, 


4876. 


.5064, 


4878. 


.5027, 4936.. 5049 


Seq. No. 


51588 








Seq. ID 


OJ990531_31.0419.C63 


Gene No . 


109282 








Strand 




Start 


8312 








End 


10615 


Name 




04 1 9 . 


C63 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


7231 








End 


7647 


GI 


none 








Score 


78 


Exons 


7231. .7647, 


7304. 


.7402 








Seq. No. 


51588 








Seq. ID 


OJ990531_31.0419.C63 



52938 



Gene No. 109282 Strand 

Start 8312 End 10615 

Name OJ990531_31 . 0419 .C63.o3 .np Method AAT/NAP 

Start 7237 End 10201 

GI 7363274 Score 922 

Exons 7237.. 8092, 8799.. 9033, 9130.. 9313, 9416.. 9727, 9809.. 10201 

GI Descrip. (AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F17A8; putative protein. (AL049482) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51588 

109282 

8312 

OJ990531_31.0419.C63.o2.np 

7330 

7485592 

7330. .8092, 8799. .9060, 9121. 
hypothetical protein F17A8.10 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990531 31.0419.C63 



10615 
AAT/NAP 
10255 
979 

9330, 9432.. 9704, 9813.. 10255 
Arabidopsis thaliana 



gi I 4538896 | embl CAB39633.il (AL049482) putative protein 





[Arabidopsis thaliana] gi | 7267661 1 emb | CAB78089 . 1 1 (AL161515) 




putative protein [Arabidopsis 


thaliana 


] 


Seq. No. 


51588 - 


Seq. ID 


OJ990531_31.0419.C63 


Gene No. 


109282 


Strand 




Start 


8312 


End 


10615 


Name 


OJ990531 31.0419.C63.o4.gs 


Method 


GEN SCAN 


Start 


8312 


End 


10615 


GI 


none 


Score 


.48 


Exons 


8312. .8455, 8933. .9076, 9615. 


.9727, 10078. .10333, 10526.. 10615 


Seq. No. 


51588 


Seq. ID 


OJ990531_31.0419.C63 


Gene No. 


109282 


Strand 




Start 


8312 


End 


10615 


Name 


OJ990531 31.0419.C63.o2.tm 


Method 


TBLASTX: Maize 


Start 


8819 


End 


9229 


GI 


none 


Score 


92 


Exons 


8819.. 8917, 8826.. 8909, 8921. 


.9199, 8921. .9229, 8955. .9209 


Seq. No. 


51588 


Seql ID 


OJ990531_31.0419.C63 


Gene No. 


109282 


Strand 




Start 


8312 


End 


10615 


Name 


OJ990531 31.0419.C63.o4.tm 


Method 


TBLASTX: Maize 


Start 


9649 


End 


10111 


GI 


none 


Score 


55 


Exons 


9649. .9717, 9651. .9713, 9711. 


.9851, 9712.. 9825, 9965.. 10054, 




9965.. 10069, 10076.. 10111 






Seq. No. 


51589 


Seq. ID 


OJ990531_31.0419.C64 


Gene No. 


109283 


Strand 


+ 


Start 


187 


End 


326 


Name 


OJ990531 31.0419.C64.ol.gp 


Method 


AAT/GAP 


Start 


187 


End 


326 


GI 


LIB3474-009-P1-K1-F11 


Score 


228 


Exons 


187. .326 






GI Descrip. 


, 4455244/emb|CAB36743.1| 6.0e 


-11 (AL035523) MtN3-like protein 




[Arabidopsis thaliana] 1 






Seq. No. 


51590 


Seq. ID 


OJ990531_31.0419.C65 



52939 



Gene No. 109284 Strand 

Start 743 End 1907 

Name OJ990531_31 . 0419 . C65 . ol . gs Method GENSCAN 

Start 743 End 1907 

GI none Score .81 

Exons 743.. 909, 1829.. 1907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51591 

109285 

2167 

OJ990531_31.0419.C66.ol.gp 
2167 

uC-osflm202099e04bl 
2167.. 2499, 2584.. 2604, 



OJ990531_31.0419.C66 
+ 

3313 
AAT/GAP 
3313 
887 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3182. .3313 

'3913437/sp|Q38953|DDX8_ARATH 2.0e-32 PUTATIVE PRE-MRNA SPLICING 
FACTOR ATP-DEPENDENT RNA HELICASE >gi_14 02875_emb_CAA66825_ 
(X98130) RNA helicase [Arabidopsis thaliana] 

>gi_14 95271_emb_CAA66613_ (X97970) RNA helicase [Arabidopsis 
thaliana] 1 



51591 Seq. ID 

109286 Strand 

4064 End 
.OJ990531_31 . 04 19 . C66 . o2 . gp Method 

4064 End 

2312777 Score 
4064. .4494 



OJ990531_31.0419.C66 
+ 

4494 
AAT/GAP 
4494 
806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51591 Seq. ID 

109287 Strand 
5452 End 
OJ990531_31.0419.C66.ol.np Method 
5452 End 
3913437 Score 
5452. .8352 

PUTATIVE PRE-MRNA SPLICING FACTOR ATP-DEPENDENT RNA HELICASE 
gi|1402875|emb|CAA66825| (X98130) RNA helicase [Arabidopsis 
thaliana] gi | 1495271 | emb I CAA66613 | (X97970) RNA helicase 
[Arabidopsis thaliana] 



OJ990531_31.0419.C66 
+ 

8352 
AAT/NAP 
8352 
3827 



51591 Seq. ID 

109287 Strand 
5452 End 
OJ990531_31.0419.C66.o3.gp Method 
5566 End 
3760156 Score 
5566. .6138 

3913437/sp|Q38953|DDX8_ARATH 2 . 0e-32 PUTATIVE PRE-MRNA SPLICING 
FACTOR ATP-DEPENDENT RNA HELICASE >gi_1402875_emb_CAA66825_ 
(X98130) RNA helicase [Arabidopsis thaliana] 

>gi_14 95271_emb_CAA66613_ (X97970) RNA helicase [Arabidopsis 
thaliana] 



OJ990531_31.0419.C66 
+ 

8352 
AAT/GAP 
6138 
1107 



Seq. No. 51591 

Gene No. 109288 

Start 11227 

Name OJ990531_31 .0419. C66 . o3 . np 



Seq. ID OJ990531_31.0419.C66 

Strand + 

End 13704 

Method AAT/NAP 



52940 



Start 11227 End 13704 

GI 5882744 Score 126 

Exons 11227. .11411, 13613.. 13704 

GI Descrip. (AC008263) Strong similarity to gb|AF031243 nodule-specific 
protein (Nlj70) from Lotus japonicus and is a member of the 
PF| 00083 Sugar (and other) transporter family. EST gb|Z37715 
comes from this gene. [Arabidopsi . . . 



Seq. No. 51591 Seq. ID 

Gene No. 109288 Strand 

Start 11227 End 

Name OJ990531_31 . 04 19 . C66 . o2 . gs Method 

Start 13200 End 

GI none Score 

Exons 13200. .13583 



OJ990531_31.0419.C66 
+ 

13704 
GENSCAN 
13583 
.84 



Seq. No. 51591 Seq. ID OJ990531_31 . 0419 . C66 

Gene No. 109289 Strand 

Start 8189 End 8483 

Name OJ990531_31 . 0419 . C66 . o4 .gp Method AAT/GAP 

Start 8189 End 8483 

GI 1518_1.R1084 Score 516 

Exons 8189.. 8483 

GI Descrip. 1 3913437 /sp I Q38 953 | DDX8_ARATH 3.0e-13 PUTATIVE PRE-MRNA SPLICING 
FACTOR ATP-DEPENDENT RNA HELICASE >gi__14 0287 5_emb_CAA66825_ 
(X98130) RNA helicase [Arabidopsis thaliana] 

>gi_14 95271_emb_CAA66613_ (X97970) RNA helicase [Arabidopsis 
thaliana] ' 





Seq. No. 


51591 








Seq. ID 


OJ990531_31.0419.C66 




Gene No. 


109290 








Strand 






Start 


9451 








End 


11856 




Name 


OJ990531 31 


.0419 


C66.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


5098 








End 


5340 


~ 35. 


GI 


none 








Score 


237 




Exons 


5098. .5340, 


5146 


.5319 










Seq. No. 


51591 








Seq. ID 


OJ990531_31.0419.C66 




Gene No. 


109290 








Strand 




% J 


Start 


9451 








End 


11856 




Name 


OJ990531 31 


0419 


C66.0I 


.tc 


Method 


TBLASTX: Cress 




Start 


5143 








End 


8455 




GI 


none 








Score 


157 




Exons 


5143. .5301, 


5167 


.5301, 


5208. 


.5303, 5455.. 5607, 5610. .5753, 






5611. .5754, 


5739 


.5834, 


5740. 


.5838, 5850. .5930, 5896. .5964, 






5957. .6046, 


5959 


.8355, 


6036. 


.8348, 8366. .8455 



Seq. No. 51591 

Gene No. 109290 

Start 9451 

Name OJ990531_31 . 0419.C66. o4 . ts 

Start 514 6 

GI none 

Exons 5146.. 5358, 5167.. 5322, 5214.. 5354 



Seq. ID OJ990531_31.0419.C66 
Strand 

End 11856 

Method TBLASTX : Soybean 

End 5358 

Score 247 



Seq. No. 
Gene No. 



51591 
109290 



Seq. ID 
Strand 



OJ990531 31.0419.C66 



52941 




Start 


9451 








End 


11856 


Name 


OJ990531 31. 


0419. 


C66.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6207 








End 


6693 


GI 


none 








Score 


116 


Exons 


6207. .6413, 


6207. 


.6692, 


6208. 


.6693 




Seq. No. 


51591 








Seq. ID 


OJ990531_31.0419.C66 


Gene No. 


109290 








Strand 




Start 


9451 








End 


11856 


Name 


OJ990531 31. 


0419. 


C66.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


6367 








End 


6786 


GI 


none 








Score 


425 


Exons 


6367. .6744, 


6373. 


.6726, 


6378. 


.6743, 6733.-6786 


Seq. No. 


51591 








Seq. ID 


OJ990531_31. 0419. C66 


Gene No. 


109290 








Strand 




Start 


9451 








End 


11856 


Name 


OJ990531 31. 


0419. 


C66.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


6760 








End 


7107 


GI 


none 








Score 


357 


Exons 


6760. .7107, 


6762. 


.7067 








Seq. No. 


51591 








Seq. ID 


OJ990531__31.0419.C66 


Gene No. 


109290 








Strand 




Start 


9451 








End 


11856 


Name 


OJ990531 31. 


0419. 


C66.0I 


. tm 


Method 


TBLASTX: Maize 


Start 


6849 








End 


8325 


GI 


none 








Score 


310 


Exons 


6849. .6884, 


6850. 


.7185, 


6909. 


.7058, 7133. .7186, 7180. .7407, 




7184. .7546, 


7186. 


.7734, 


7194. 


.7412, 7450. .7545, 7479. .7685, 




7744. .7983, 


7744. 


.7956, 


7755. 


.7973, 8005. .8121, 8065. .8325 


Seq. No. 


51591 








Seq. ID 


OJ990531_31.0419.C66 


Gene No. 


109290 








Strand 




Start 


9451 








End 


11856 


Name 


OJ990531 31. 


0419. 


C66.0I 


.ts 


Method 


TBLASTX : Soybean 


Start 


7153 








End 


8253 


GI 


none 








Score 


574 


Exons 


7153. .7713, 


7158. 


.7709, 


7714. 


.8124, 7758. .8069, 8133. .8237, 




8134. .8253 












Seq. No. 


51591 








Seq. ID 


OJ990531_31.0419.C66 


Gene No. 


109290 








Strand 




Start 


9451 








End 


11856 


Name 


OJ990531 31. 


0419. 


C66.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


9448 








End 


9861 


GI 


none 








Score 


201 


Exons 


9448. .9672, 


9449. 


.9667, 


9763. 


.9861, 9767.. 9850 


Seq. No. 


51591 








Seq. ID 


OJ990531_31.0419.C66 


Gene No. 


109290 








Strand 




Start 


9451 








End 


11856 


Name 


OJ990531 31. 


0419. 


C66.o2 


.np 


Method 


AAT/NAP 


Start 


9451 








End 


11856 


GI 


7452036 








Score 


247 


Exons 


9451. .9667, 


9764. 


.9854, 


11820 


. .11856 





GI Descrip. hypothetical protein F21B7.6 - Arabidopsis thaliana 



52942 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi|2809237igb|AAB97697.1| (AC002560) F21B7.6 [Arabidopsis 
thaliana] 



51592 

109291 

2859 

OJ990531_31 . 0419 . C67 . o2 . gs 

2859 

none 



Seq. ID OJ990531_31.0419.C67 

Strand + 

End 10033 

Method GEN SCAN 

End 10033 

Score .61 



2859. .3000, 5211. .5553, 5625.-8294, 8344. .8477, 8499. .9051, 
9094.. 9687, 9760.. 10033 



Seq. ID OJ990531_31.0419.C67 

Strand + 

End 10033 

Method AAT/NAP 

End 10030 

Score 7961 



51592 
109291 
2859 

OJ990531_31.0419.C67.o2.np 
5231 
5295971 
5231. .10030 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. ID OJ990531_31.0419.C67 
Strand 

End 396 

Method AAT/NAP 

End 396 

Score 278 



51592 
109292 
1 

OJ990531_31.0419.C67.ol.np 
1 

5295971 
1. .396 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


51592 






Seq. ID 


OJ990531 


Gene No. 


109292 






Strand 




Start 


1 






End 


396 


Name 


OJ990531 31.0419.C67. 


ol. 


gs 


Method 


GENSCAN 


Start 


96 






End 


396 


GI 


none 






Score 


.44 


Exons 


96. .396 










Seq. No. 


51592 






Seq. ID 


OJ990531 


Gene No. 


109293 






Strand 




Start 


7072 






End 


7507 


Name 


OJ990531 31.0419.C67. 


ol. 


gp 


Method 


AAT/GAP 


Start 


7072 






End 


7507 


GI 


uC-osflM2020118f01al 






Score 


797 


Exons 


7072. .7507 










GI Descrip. 


'5295971/dbj IBAA81872 


-11 


4. 


0e-64 (AB026295) EST 



Seq. No. 
Gene No. 
Start 



corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



51592 

109294 

9202 



Seq. ID OJ990531_31.0419.C67 
Strand 

End 9656 



52943 




Name OJ990531_31 . 04 19 . C67 . o2 . gp Method AAT/GAP 

Start 9202 End 9656 

GI 36280_1.R1084 Score 850 

Exons 9202.. 9656 

GI Descrip. 1 5295971/dbj | BAA81872 . 1 | 1.0e-81 (AB026295) EST D24 315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 


CI CQO 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419. 


C67.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


3298 








End 


3576 


GI 


none 








Score 


294 


Exons 


3298. .3576, 


3333. 


.3563 








Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419. 


C67.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3339 








End 


3585 


GI 


none 








Score 


265 


Exons 


3339. .3557, 


3340. 


.3585, 


3382 


. .3567, 3398. .3568 


Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




Start 


lie 35 








End 


12506 


Name 


OJ990531 31. 


0419. 


C67.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3340 








End 


3888 


GI 


none 








Score 


295 


Exons 


3340. .3594, 


3348. 


.3602, 


3348 


..3605, 3349. .3609, 3434. .3688, 




3434. .3649, 


3673. 


.3831, 


3679 


..3768, 3681.. 3803, 3850.. 3888 


Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419. 


C67.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3391 








End 


3888 


GI 


none 








Score 


252 


Exons 


3391. .3606, 


3391. 


.3639, 


3548 


..3637, 3672. .3887, 3673. .3888, 




3676. .3762, 


3681. 


.3887 








Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419. 


C67.O10 


i.tm 


Method 


TBLASTX: Maize 


Start 


4192 








End 


11759 


GI 


none 








Score 


95 


Exons 


4192. .4269, 


4197. 


.4280, 


4197 


..4277, 10485. .10595, 10488 . . 10! 




10495. .10596 


, 10501. .10596, 


11504. .11617, 11505. .11615, 




11505. .11627 


, 11733.. 11759 






Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419. 


C67.o7. 


tm 


Method 


TBLASTX: Maize 



52944 




Start 


5618 








End 


5910 




GI 


none 








Score 


45 




Exons 


5618. .5653, 


5688. 


.5834, 


5689. 


.5910, 5689.. 5910 




Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419 


C67 


Gene No. 


109295 








Strand 






btart 


1 1 QQC 
llOOO 








End 


12506 




Name 


OJ990531 31. 


0419. 


C67.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6144 








End 


6864 




GI 


none 








Score 


258 




Exons 


6144. .6419, 


6145. 


.6420, 


6162. 


.6419, 6402. .6434, 6439. .6864, 




6440. .6763, 


6499. 


.6864 










Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419 


C67 


Gene No. 










Strand 






Start 


11835 








End 


12506 




Name 


OJ990531 31. 


0419. 


C67.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6796 








End 


7242 




GI 


none 








Score 


338 




Exons 


6796. .7155, 


6810. 


.7094, 


7150. 


.7242, 7162. .7242 




Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419. 


C67 


Gene No. 


luy^ yo 








Strand 






Start 


11835 








End 


12506 




Name 


OJ990531 31. 


0419. 


C67.o8 


.tm 


Method 


TBLASTX: Maize 




Start 


6879 








End 


7119 




GI 


none 








Score 


308 




Exons 


6879. .7118, 


6880. 


.7119 










Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419. 


C67 


Gene No. 


i noooc 

iuyz y o 








Strand 






Start 


11835 








End 


12506 




Name 


OJ990531 31. 


0419. 


C67.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


7180 








End 


7455 




GI 


none 








Score 


198 




Exons 


7180. .7455, 


7276. 


.7356 










Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419. 


C67 


Gene No . 


luy^yo 








Strand 






Start 


11835 








End 


12506 




Name 


OJ990531 31. 


0419. 


C67.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


7315 








End 


7866 




GI 


none 








Score 


116 




Exons 


7315. .7455, 


7513. 


.7779, 


7530. 


.7679, 7782..7853, 7786. .7866 


Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419. 


C67 


Gene No. 


iuy^ yo 








Strand 






Start 


11835 








End 


12506 




Name 


OJ990531 31. 


0419. 


C67.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7518 








End 


7945 




GI 


none 








Score 


696 




Exons 


7518. .7943, 


7522. 


.7944, 


7549. 


.7944, 7904. .7945 




Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419. 


C67 


Gene No. 


109295 








Strand 






Start 


11835 








End 


12506 




Name 


OJ990531 31. 


0419. 


C67.o3 


.ts 


Method 


TBLASTX: Soybean 





52945 




Start 


7549 








End 


8029 


GI 


none 








Score 


348 


Exons 


7549. .7857, 


7554. 


.7844, 


7882. 


.7950, 7961.. 8029 


Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31 


.0419. 


C67.o4 


. tc 


Method 


TBLASTX: Cress 


Start 


7564 








End 


7956 


GI 


none 








Score 


202 


Exons 


7564. .7860, 


7614. 


.7646, 


7704. 


.7850, 7882. .7956 


Seq. No. 


51592 








Seq. ID 


OJ99053l_3l . 04 19 . C67 


Gene No. 


109295 








Strand 




Start 










End 


12506 


Name 


OJ990531 31 


.0419. 


C67.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


8480 








End 


8977 


GI 


5509260 








Score 


423 


Exons 


8480. .8977, 


8560. 


.8736, 


8800. 


.8958 




GI Descrip. 


_ 












Seq. No. 


51592 








Seq. ID 


OJ990531_31 . 0419.C67 


Gene No. 


109295 








Strand 




Start 


. 11835 








End 


12506 


Name 


OJ990531 31 


0419. 


C67.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


8531 








End 


8827 


GI 


none 








Score 


387 


Exons 


8531. .8827, 


8538. 


.8669, 


8557. 


.8826 




Seq. No. 


51592 








Seq. ID 


OJ990531 31.0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31 


0419. 


C67.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


8602 








End 


8866 


GI 


none 








Score 


244 


Exons 


8602. .8733, 


8603. 


.8866 








Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419. 


C67.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


8624 








End 


8965 


GI 


none 








Score 


334 


Exons 


8624. .8965, 


8641. 


.8736, 


8797. 


.8961 




Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419. 


C67.o3 


tm 


Method 


TBLASTX: Maize 


Start 


9028 








End 


9420 


GI 


none 








Score 


138 


Exons 


9028. .9117, 


9028. 


. 9117, 


9115. 


.9348, 9124. .9222, 9128. .9418, 




9149. .9418, 


9271. 


. 9420 








Seq. No. 


51592 








Seq. ID 


OJ990531_31 .0419.C67 


Gene No. 


109295 








Strand 




Start 


11835 








End 


12506 



52946 




Name 


OJ990531 31. 


,0419 


.C67.o5, 


,tw 


Method 


TBLASTX: Wheat 


Start 


9155 








End 


9529 


GI 


none 








Score 


93 


Exons 


9155. .9310, 


9335 


. .9529 








Seq- No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




o tar u 


llUJJ 








End 


12506 


Name 


OJ990531 31. 


0419 


.C67.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


9335 








End 


9997 


GI 


none 








Score 


254 


Exons 


9335. .9625, 


9397 


. .9507, 


9529. 


.9624, 9632. .9694, 9639. .9728, 




9779. .9997, 


9799 


. .9963 








Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 




J. U yij 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419 


.C67.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


9356 








End 


10006 


GI 


none 








Score 


144 


Exons 


9356. .9517, 


9529 


. .9675, 


9530. 


.9691, 9773.. 10006, 9773. .9847 


Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


M r\ 

ucUc LNO . 


lu jZ yD 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419 


.C67.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


9422 








End 


9601 


GI 


none 








Score 


192 


Exons 


9422. .9601, 


9424 


. .9600 








Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 












Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419, 


.C67.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


9548 








End 


9967 


GI 


none 








Score 


106 


Exons 


9548. .9694, 


9631, 


. .9675, 


9764 . 


.9967, 9773.. 9955 


Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


Gene No. 


109295 








Strand 




uLdlL 


1 1 ooc 
110 JJ 








End 


12506 


Name 


OJ990531 31. 


0419, 


,C67.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


9607 








End 


9996 


GI 


none 








Score 


458 


Exons 


9607. .9678, 


9608. 


. .9994, 


9610. 


.9996, 9639. .9845, 9659.-9994, 




9796. .9996 












Seq. No. 


51592 








Seq. ID 


OJ990531_31.0419.C67 


ocllc INO ■ 


1 0Q9 Q R 
IUjZ 








Strand 




Start 


11835 








End 


12506 


Name 


OJ990531 31. 


0419, 


,C67.o3. 


gs 


Method 


GENSCAN 


Start 


11835 








End 


12506 


GI 


none 








Score 


.88 


Exons 


11835. .11843 


, 12009. .12149, 12291. .12506 


Seq. No. 


51593 








Seq. ID 


OJ990531_31.0419.C68 


Gene No. 


109296 








Strand 


+ 



52947 




Start 


18 




End 


149 








Name 


OJ990531 31 


.0419.C68.ol.gs 


Method 


GENSCAN 








Start 


18 




End 


149 








GI 


none 




Score 


.84 








Exons 


18. .149 














Seq. No. 


51593 




Seq. ID 


OJ990531 


_31. 


0419 


.C68 


Gene No. 


109297 




Strand 










o lai L 






End 


A 1 Q 








Name 


OJ990531 31 


-0419.C68.ol.np 


Method 


AAT/NAP 








Start 


337 




End 


479 








GI 


5852093 




Score 


68 








Exons 


337. .479 














GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 










Seq. No. 


51594 




Seq. ID 


OJ990531 


_31. 


0419 


.C70 


Gene No. 


1 flQOQQ 




Strand 


+ 








Start 


287 




End 


637 








Name 


OJ990531 31 


.0419.C70.ol.gs 


Method 


GENSCAN 








Start 


287 




End 


637 








GI 


none 




Score 


.89 








Exons 


287. .637 














Seq. No. 


51594 




Seq. ID 


OJ990531_ 


_31. 


0419 


.C70 


bene no . 


luyzyo 




Strand 


+ 








Start 


287 




End 


637 








Name 


OJ990531 31 


-0419.C70.ol.gp 


Method 


AAT/GAP 








Start 


409 




End 


480 








GI 


none 




Score 


100 








Exons 


409. .480 














Seq. No. 


51594 




Seq. ID 


OJ990531_ 


_31. 


0419 


.C70 


Gene No . 


iu y/. y y 




Strand 










Start 


1172 




End 


1587 








Name 


OJ990531 31 


.0419.C70.o2.gs 


Method 


GENSCAN 








Start 


1172 




End 


1587 








GI 


none 




Score 


.67 








Exons 


1172. .1237, 


1555. .1587 












Seq. No. 


51595 




Seq. ID 


OJ990531_ 


_31, 


0419 


.C71 


Gene No . 


luy JUL) 




Strand 


+ 








Start 


455 




End 


603 








Name 


OJ990531 31 


-0419.C71.ol.gs 


Method 


GENSCAN 








Start 


455 


End 


603 








GI 


none 




Score 


.57 








Exons 


455. .603 














Seq. No. 


51595 




Seq. ID 


OJ990531_ 


_31. 


0419 


.C71 


Gene No. 


109301 




Strand 










Of a T-+- 

o nan. 


356 




End 


4 j y 








Name 


OJ990531 31 


-0419.C71-ol.np 


Method 


AAT/NAP 








Start 


356 




End 


439 








GI 


5852084 




Score 


77 








Exons 


356. .439 














GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


51595 




Seq. ID 


OJ990531_ 


_31. 


0419 


.C71 



52948 



Gene No. 109302 Strand 

Start 1054 End 1560 

Name OJ990531_31. 0419.C71 .o2 .gs Method GEN SCAN 

Start 1054 End 1560 

GI none Score . 65 

Exons 1054.. 1192, 1472.. 1560 



Seq. No. 51596 Seq. ID 

Gene No. 109303 Strand 

Start 15 End 

Name 0 J9 90 5 3 1_3 1 . 0 4 1 9 . C7 2 . ol . gs Method 

Start 15 End 

GI none Score 

Exons 15.. 174 



OJ990531_31.0419.C72 
174 

GEN SCAN 

174 

.82 



Seq. No. 51597 Seq. ID 

Gene No. 109304 Strand 

Start 806 End 

Name OJ990531_31 . 04 19 . C73 . ol . gs Method 

Start 806 End 

GI none Score 

Exons 806.. 1005, 1248.. 1308 



OJ990531_31.0419.C73 

1308 
GENSCAN 
1308 
.56 



[J Seq. No. 51597 Seq. ID 

ij Gene No. 109305 Strand 

?n Start 1438 End 

?!! Name OJ990531_31 . 0419 . C73 . ol . gp Method 

] Jz Start 1438 End 

i=? GI none Score 

LJ Exons 1438.. 1543 



OJ990531_31.0419.C73 

1543 
AAT/GAP 
1543 
186 



fll Seq. No. 51598 Seq. ID 

s * Gene No. 109306 Strand 

!„ Start 560 End 

□ Name OJ990531_31.0419.C83.ol.gs Method 

% 4 Start 560 End 

La GI none Score 

[** Exons 560.. 925 



OJ990531_31.0419.C83 
925 

GENSCAN 

925 

.61 



Seq. No. 51599 Seq. ID 

Gene No. 109307 Strand 

Start 221 End 

Name OJ990531_31 . 04 19 . C86 . ol . gs Method 

Start 221 End 

GI none Score 

Exons 221.. 280, 324.. 464, 482.. 583 



OJ990531_31.0419.C86 
583 

GENSCAN 

583 

.53 



OJ990531 31.0419.C94 



Seq. No. 51600 Seq. ID _ 

Gene No. 109308 Strand 

Start 1 End 777 

Name OJ990531_31 . 04 19 . C94 . ol . np Method AAT/NAP 

Start 1 End 777 

GI 5669167 Score 409 

Exons 1..202, 313. .411, 515. .634, 712. .777 

GI Descrip. (AF156691) plasma membrane proton ATPase [Nicotiana 
plumbagini f ol ia ] 



52949 





Seq. No. 


51600 






Seq. ID 


OJ990531_31.0419.C94 




Gene No. 


109308 






Strand 






Start 


1 






End 


777 




Name 


OJ990531 


_31.0419.C94.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


59 






End 


635 




GI 


none 






Score 


125 




Exons 


59. .208, 


62. .208, 308.. 


412, 


313. .414, 


510. .635, 515. .634 




Seq. No. 


51600 






Seq. ID 


OJ990531_31 .0419.C94 




Gene No . 


109308 






Strand 






Start 


1 






End 


777 




Name 


OJ990531 


_31.0419.C94.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


62 






End 


635 




GI 


none 






Score 


114 




Exons 


62. .208, 


62.. 208, 313.. 


414, 


314. .412, 


510. .635, 515. .634 




Seq. No. 


51600 






Seq. ID 


OJ990531_31.0419.C94 




Gene No. 


109308 






Strand 






Start 


1 






End 


777 




Name 


OJ990531 


_31.0419.C94.ol 


.gs 


Method 


GENSCAN 




Start 


65 






End 


774 




GI 


none 






Score 


. 9 




Exons 


65. .202, 


313. .411, 515. 


. 634, 


712. .774 




"? 

%J 


Seq. No. 


51600 






Seq. ID 


OJ990531_31.0419.C94 




Gene No. 


109308 






Strand 




Z. . 


Start 


1 






End 


777 


s br 


Name 


OJ990531 


_31.0419.C94.ol 


.ts 


Method 


TBLASTX : Soybean 


= . = 


Start 


66 






End 


635 




GI 


none 






Score 


95 




Exons 


66. .143, 


89. .190, 116.. 


208, 


308. .412, 


313. .414, 504. .635, 


rj 




515. . 634 










~ 

fi 


Seq. No. 


51600 






Seq. ID 


OJ990531_31.0419.C94 




Gene No. 


109308 






Strand 






Start 


1 






End 


777 


M 


Name 


OJ990531 


31.0419.C94.ol 


.tc 


Method 


TBLASTX: Cress 


w 


Start 


80 






End 


740 




GI 


none 






Score 


77 




Exons 


80. .202, 


99. .188, 116.. 


208, 


313. .414, 


314. .412, 501. .635, 






515. . 634, 


696. .740 










Seq. No. 


51601 






Seq. ID 


OJ990531_31.0419.C95 




Gene No. 


109309 






Strand 


+ 




Start 


1 






End 


1349 




Name 


OJ990531 


31.0419.C95.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1349 




GI 


4105639 






Score 


627 




Exons 


1..148, 298. .355, 840.. 


995, 


1214. .1349 






GI Descrip. 


(AF049356) phytoene desaturase precursor [Oryza sativa] 




Seq. No. 


51601 






Seq. ID 


OJ990531_31.0419.C95 




Gene No. 


109309 






Strand 


+ 




Start 


1 






End 


1349 




Name 


OJ990531 


31.0419.C95.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


47 






End 


1349 




GI 


none 






Score 


101 



52950 



Exons 



47. .133, 75. .134, 295. .354, 841. .996, 842. .997, 1207. .1347, 
1212. .1349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



51601 

109309 

1 

OJ990531_31.0419.C95.ol.tc 
47 

none 



Seq. ID OJ990531_31.0419.C95 

Strand + 

End 1349 

Method TBLASTX : Cress 

End 1349 

Score 99 



47. .133, 75. .134, 295..354, 296. .355, 297. .356, 841. .996, 
842. .997, 1206. .1349, 1207. .1347 



51601 

109309 

1 

OJ990531_31.0419.C95.ol.gp 
61 

841 1.R1084 



Seq. ID OJ990531__31.0419.C95 

Strand + 

End 1349 

Method AAT/GAP 

End 1349 

Score 774 



61. .148, 298.-355, 840. .995, 1214. .1349 

, 4105639/gb|AAD02489.1| 0.0e+00 (AF049356) phytoene desaturase 
precursor [Oryza sativa] 1 



51601 

109309 

1 

OJ990531_31.0419.C95.ol.tm 

295 

none 



Seq. ID OJ990531_31.0419.C95 

Strand + 

End 1349 

Method TBLASTX : Mai ze 

End 1349 

Score 113 



295. .354, 299. .355, 827. .985, 835.-996, 841. .996, 842. .997, 
1164. .1343, 1207. .1347, 1212. .1349 



51601 

109309 

1 

OJ990531_31.0419.C95.ol.gs 

314 

none 

314. .329, 840. .995 

51602 

109310 

1 

OJ990531_31.0419.C96.ol.np 
1 

4105639 



Seq. ID OJ990531_31.0419.C95 

Strand + 

End 1349 

Method GENSCAN 

End 995 

Score .78 



Seq. ID OJ990531_31.0419.C96 

Strand + 

End 965 

Method AAT/NAP 

End 965 

Score 439 



1..21, 179. .233, 568. .754, 863. .965 

(AF049356) phytoene desaturase precursor [Oryza sativa] 



51602 

109310 

1 

OJ990531_31.0419.C96.ol.tm 

179 

none 



Seq. ID OJ990531_31.0419.C96 

Strand + 

End 965 

Method TBLASTX : Mai ze 

End 665 

Score 86 



179. .232, 187. .231, 553. .663, 561. .665 

51602 Seq. ID OJ990531_31 . 04 19 . C96 



52951 



Gene No. 109310 

Start 1 

Name OJ990531_31. 0419.C96.ol , 

Start 185 

GI 841JL.R1084 

Exons 185.. 233, 568.. 754, 863. 

GI Descrip. ' 4105639/gb | AAD02489 . 1 | 
precursor [Oryza sativa] 



gp 



.965 



Strand 
End 

Method 

End 

Score 



+ 

965 

AAT/GAP 

965 

581 



0.0e+00 (AF049356) phytoene desaturase 



Seq. No. 


51602 






Seq. ID 


OJ990531_31.0419 


.C96 


Gene No. 


109310 






Strand 


+ 




Start 


1 






End 


965 




Name 


OJ990531 


31.0419.C96.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


185 






End 


965 




GI 


none 






Score 


66 




Exons 


185. .235, 


187. .234, 559. 


.666, 


565. .666, 


566. .667, 566.. 


673, 




667. .756, 


669.. 755, 669. 


.764, 


860. .964, 


861. .965, 867.. 


965 


Seq. No. 


51602 






Seq. ID 


OJ990531_31.0419 


.C96 


Gene No. 


109310 






Strand 


+ 




Start 


1 






End 


965 




Name 


OJ990531 


31.0419.C96.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


186 






End 


965 




GI 


none 






Score 


72 




Exons 


186. .233, 


560. .652, 565. 


.669, 


567. .689, 


567. .665, 669.. 


755, 




671. .754, 


677. .757, 860. 


.964, 


861. .965 






Seq. No. 


51602 






Seq. ID 


OJ990531_31.0419 


.C96 


Gene No u 


109310 






Strand 


+ 




Start 


1 






End 


965 




Name 


OJ990531 


31.0419.C96.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


186 






End 


965 




GI 


none 






Score 


73 




Exons 


186. .233, 


202. .237, 560. 


.646, 


565. .666, 


567. .665, 654.. 


755, 




671. .754, 


675. .764, 676. 


.756, 


860. .964, 


861. . 965 




Seq. No. 


51602 






Seq. ID 


OJ990531 31.0419 


. C96 


Gene No. 


109310 






Strand 


+ — 




Start 


1 






End 


965 




Name 


OJ990531 


31.0419.C96.ol. 


gs 


Method 


GEN SCAN 




Start 


188 






End 


675 




GI 


none 






Score 


.95 




Exons 


188. .233, 


568. .675 










Seq. No. 


51602 






Seq. ID 


OJ990531_31.0419 


.C96 


Gene No. 


109310 






Strand 


+ 




Start 


1 






End 


965 




Name 


OJ990531 


31.0419.C96.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


702 






End 


965 




GI 


none 






Score 


84 




Exons 


702. .755, 


702. .749, 860. 


. 964, 


861. .965 






Seq. No. 


51603 






Seq. ID 


OJ990531_31.0419 


.C97 


Gene No. 


109311 






Strand 






Start 


133 






End 


740 




Name 


OJ990531 


31.0419.C97.ol. 


gp 


Method 


AAT/GAP 




Start 


133 






End 


740 





52952 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

133. .353, 648. .740 



Score 



468 



51604 
109312 
1 

OJ990531_31.0419.C99.ol.np 
1 

6469087 
1..91, 946. .1234 

(AB005788) nicotianamine aminotransferase B [Hordeum vulgare] 



Seq. ID OJ990531_31.0419.C99 
Strand 

End 1234 

Method AAT/NAP 

End 1234 

Score 152 





Seq. No. 


51604 


Seq. ID 


OJ990531_31. 


0419 


.C99 




Gene No. 


109312 


Strand 










Start 


1 


End 


1234 








Name 


OJ990531 31.0419.C99.ol.gp 


Method 


AAT/GAP 








Start 


57 


End 


988 








GI 


4715663 


Score 


100 








Exons 


57. .92, 950. .988 












GI Descrip. 


4559366/gb|AAD23027.1|AC006585 22 7 . 0e- 


-50 (AC006585 


) putative 






tyrosine transaminase [Arabidopsis thaliana] 








Seq. No. 


51604 


Seq. ID 


OJ990531_31. 


0419 


.C99 




Gene No. 


109312 


Strand 








Q 


Start 


1 


End 


1234 








Name 


OJ990531 31.0419.C99.ol.gs 


Method 


GENS CAN 






~ : s 


Start 


925 


End 


1227 






= CP 


GI 


none 


Score 


.9 








Exons 


925. .1227 










lh 


Seq. No. 


51605 


Seq. ID 


OJ990531_31. 


0419 


.C100 


f y 


Gene No. 


109313 


Strand 


+ 








Start 


1162 


End 


1248 






= 


Name 


OJ990531 31.0419.C100.ol.gp 


Method 


AAT/GAP 








Start 


1162 


End 


1248 








GI 


uC-osflcyp034f07bl 


Score 


127 






I. £ 


Exons 


1162. .1248 












GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 






japonica BAG clone 34K24, complete sequence' 








Seq. No. 


51605 


Seq. ID 


OJ990531_31. 


0419 


.C100 




"Gene No. 


109314 


Strand 


+ 








Start 


2148 


End 


4781 








Name 


OJ990531 31.0419.C100.o2.gs 


Method 


GEN SCAN 








Start 


2148 


End 


4040 








GI 


none 


Score 


.66 








Exons 


2148.. 2219, 2543.. 2706, 2802. 


.2871, 3639. .4040 








Seq. No. 


51605 


Seq. ID 


OJ990531_31. 


0419 


.C100 




Gene No. 


109314 


Strand 


+ 








Start 


2148 


End 


4781 








Name 


OJ990531 31.0419.C100.ol.np 


Method 


AAT/NAP 








Start 


3621 


End 


4778 








GI 


7523486 


Score 


383 








Exons 


3621.. 3723, 3770.. 3931, 4668. 


.4778 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 







52953 




Seq. No. 


51605 








Seq. ID 


OJ990531_31 . 0419 


.C100 


Gene No. 


109314 








Strand 


+ 




Start 


. 2148 








End 


4781 




Name 


OJ990531_31 


.0419 


.C100.o3 


.gs 


Method 


GENSCAN 




Start 


4509 








End 


4781 




GI 


none 








Score 


. 68 




Exons 


4509. . 4781 














Seq. No. 


51605 








Seq. ID 


OJ990531 31.0419 


.C100 


Gene No. 


109315 








Strand 


+ 




Start 


6438 








End 


7365 




Name 


OJ990531_31 


0419 


C100 ,o4 


. gs 


Method 


GENSCAN 




Start 


6438 








End 


7365 




GI 


none 








Score 


. 93 




Exons 


6438 . . 6886, 


7254 


. 7365 










Seq. No. 


51605 








Seq. ID 


OJ990531_31 . 0419 


.C100 


Gene No. 


109316 








Strand 






Start 


89 








End 


1405 




Name 


OJ990531 31 


0419 


ClOO.ol 


.gs 


Method 


GENSCAN 




Start 


89 








End 


1405 




GI 


none 








Score 


. 45 




Exons 


89..464 f 1395. .1405 










Seq. No. 


51605 








Seq. ID 


OJ990531_31 . 0419 


.C100 


Gene No. 


109317 








Strand 






Start 


6363 








End 


6937 




Name 


OJ990531 31. 


0419. 


C100.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6363 








End 


6863 




GI 


none 








Score 


255 




Exons 


6363.-6863, 


6393. 


.6863 










Seq. No. 


51605 








Seq. ID 


OJ990531_31 .0419 


.C100 


Gene No. 


109317 








Strand 






Start 


6363 








End 


6937 




Name 


OJ990531 31. 


0419. 


ClOO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


6501 








End 


6937 




GI 


none 








Score 


221 




Exons 


6501. .6794, 


6533. 


.6763, 


6878. 


. 6937 






Seq. No. 


51605 








Seq. ID 


OJ990531_31 . 0419 


-C100 


Gene No. 


109318 








Strand 






Start 


6875 








End 


7098 




Name 


OJ990531 31. 


0419. 


C100.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6875 








End 


7098 




GI 


none 








Score 


202 




Exons 


6875. .7093, 


6889. 


.7098 










Seq. No. 


51605 








Seq. ID 


OJ990531_31 . 0419 


-C100 


Gene No. 


109319 








Strand 






Start 


7094 








End 


7483 




Name 


OJ990531 31. 


0419. 


C100.O2 


. T-W 


jxieunoa 


i dj_iH.o i a . wnea u 




Start 


7094 








End 


7483 




GI 


none 








Score 


95 




Exons 


7094. .7234, 


7328. 


.7483 










Seq. No. 


51605 








Seq. ID 


OJ990531J31.0419 


.C100 



52954 



Gene No. 109320 Strand 

Start 7429 End 

Name OJ990531_31.0419.C100.ol . tm Method 

Start 7429 End 

GI none Score 

Exons 7429.. 7704, 7430.. 7702 



7704 

TBLASTX: Maize 

7704 

333 



Seq. No. 51606 

Gene No. 109321 

Start 1563 

Name OJ990531_31 . 0419. C101 . ol . gs 

Start 1563 

GI none 

Exons 1563.. 1725, 3728.. 3837, 3950, 
5330. .5469, 5484. .5546, 5745. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4011, 



OJ990531_ 
+ 

6422 
GENSCAN 
6422 
.53 

4077. .4198, 



31.0419.C101 



4301. .4341, 



.5793, 6294. .6422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51606 

109322 

1 

OJ990531_31.0419.C101.ol.np 
1 

7340881 



Seq. ID OJ990531_31.0419.C101 
Strand 

End 2447 

Method AAT/NAP 

End 2447 

Score 299 



1..242, 1594. .1642, 1697. .2010, 2096. .2219, 2363. .2447 
(AP001551) hypothetical protein [Oryza sativa] 



51606 Seq. ID 

109323 Strand 

7344 End 
OJ990531_31 . 0419 . C101 . o2 . gs Method 

7344 End 

none Score 
7344. .7532 



OJ990531_31.0419.C101 

7532 
GENSCAN 
7532 
.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51607 Seq. ID 

109324 Strand 

6312 End 

OJ990531_31.0419.C102.o2.gs Method 

6312 End 

none Score 



OJ990531_31.0419.C102 
+ 

9138 
GENSCAN 
9138 
.66 



6312. .6326, 6412. .6522, 8639. .8746, 9115. .9138 



Seq. No. 51607 Seq. ID 

Gene No. 109325 Strand 

Start 812 End 

Name OJ990531_31 . 0419 . C102 . ol . gs Method 

Start 812 End 

GI none Score 
Exons 



OJ990531_31.0419.C102 

5208 
GENSCAN 
5208 
.82 



812. .1002, 1118. .1280, 2033. .2264, 2299. .2594, 2684. .2778, 
3073. .3477, 4001. .4228, 4986. .5208 



Seq. No. 51607 Seq. ID 

Gene No. 109325 Strand 

Start 812 End 

Name OJ990531_31 . 0419 . C102 . ol . gp Method 

Start 2060 End 

GI LIB3432-060-P1-K1-F10 Score 

Exons 2060.. 2486 



OJ990531_31.0419.C102 

5208 
AAT/GAP 
2486 
675 



52955 



GI Descrip.- '3386534 1.0e-28 (AF078934) mariner transposase [Glycine max] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531 31.0419.C102 



51607 
109325 
812 

OJ990531_31.0419.C102.ol.np 
2283 
6539555 
2283.-2594, 2684. .3370 

(AP000836) Similar to mariner transposase (AF078934) [Oryza 
sativa] gi I 6539592 | dbj | BAA88208 . 1 1 (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



5208 
AAT/NAP 
3370 
988 



Seq. No. 51607 

Gene No. 109326 

Start 12627 

Name OJ990531_31 . 0419. C102 . o2 . tw 

Start 2251 

GI none 

Exons 2251.. 2298, 2292. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2507, 2299.. 2430 



OJ990531_31.0419.C102 
14425 

TBLASTX: Wheat 

2507 

35 





Seq. No. 


51607 


Seq. ID 


OJ990531_31.0419.C102 




Gene No. 


109326 


Strand 






Start 


12627 


End 


14425 


IJ 


Name 


OJ990531 31.0419.C102.o2.gp 


Method 


AAT/GAP 




Start 


12325 


End 


12620 




GI 


3762709 


Score 


536 




Exons 


12325. .12620 






^ =r 


Seq. No. 


51607 


Seq. ID 


OJ990531_31.0419.C102 


i. Li 


Gene No. 


109326 


Strand 






Start 


12627 


End 


14425 




Name 


OJ990531 31.0419.C102.o3.gs 


Method 


GENSCAN 




Start 


12627 


End 


14425 




GI 


none 


Score 


1 




Exons 


12627. .13256, 13934. .14425 








Seq. No. 


51607 


Seq. ID 


OJ990531_31.0419.C102 




Gene No. 


109326 


Strand 






Start 


12627 


End 


14425 




Name 


OJ990531 31.0419.C102.o2.np 


Method 


AAT/NAP 




Start 


12690 


End 


14398 




GI 


1279640 


Score 


683 




Exons 


12690. .13145, 13218. .13256, 


13934. .14398 




GI Descrip. 


(X92204) NAM [Petunia x hybrida] gi | 6066595 | emb | CAA63102 . 2 | 



(X92205) NAM [Petunia x hybrida] 



Seq. No. 51607 Seq. ID 

Gene No. 109326 Strand 

Start 12627 End 

Name OJ990531_31 . 04 19 . C102 . ol . tc Method 

Start 13934 End 

GI none Score 

Exons 13934. .14347, 13947.. 14285 



OJ990531_31.0419.C102 
14425 

TBLASTX: Cress 

14347 

362 



Seq. No. 
Gene No. 



51607 
109326 



Seq. ID OJ990531_31.0419.C102 
Strand 



52956 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12627 End 

OJ990531_31.0419.C102.ol.ts Method 

13955 End 

none Score 



14425 

TBLASTX : Soybean 

14347 

125 



13955. .14077, 13971 .. 14066, 14082 14267 , 14087. .14347 



51607 

109326 

12627 

OJ990531_31.0419.C102.ol.tm 

13967 

none 



Seq. ID OJ990531_31.0419.C102 
Strand 

End 14425 

Method TBLASTX: Maize 

End 14347 

Score 108 



13967. .14065, 13968 .. 14063, 14060 .. 14347 , 14 061 .. 14279, 
14249. .14347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
' Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



51607 

109326 

12627 

OJ990531_31.0419.C102.ol.tw 

13976 

none 



Seq. ID OJ990531_31.0419.C102 
Strand 

End 14425 

Method TBLASTX : Wheat 

End 14204 

Score 91 



13976. .14071, 13980. .14084, 14087 .. 14203 , 14097. .14204 



Seq. ID OJ990531_31.0419.C103 
Strand 

End 956 

Method AAT/NAP 

End 956 

Score 8 6 



51608 
109327 
1 

OJ990531_31.0419.C103.ol.np 
1 

5869816 
1..328, 439.-657, 838. .956 

(AJ249395) NADH- ubiquinone oxidoreductase subunit 4 [Globodera 
pallida] 



51608 

109328 

1303 

OJ990531_31.0419.C103.ol.gs 

1303 

none 



Seq. ID OJ990531_31.0419.C103 
Strand 

End 24 66 

Method GEN SCAN 

End 2466 

Score .84 



1303. .1359, 1787. .1909, 1950. .2081, 2419. .2466 



Seq. ID OJ990531_31.0419.C104 

Strand + 

End 1255 

Method AAT/GAP 

End 1255 

Score 253 



51609 
109329 
1107 

OJ990531_31.0419.C104.ol.gp 
1107 
286806 
1107. .1255 

5441872/dbj | AP000366.il AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone: P04 37H03 (contig a) 

51610 Seq. ID OJ990531_31 . 04 19 . C105 

109330 Strand + 

975 End 1995 

OJ990531_31 . 0419. C105 . ol . gs Method GENSCAN 

975 End 1995 

none Score .48 



52957 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



975. .1115, 1175. .1245, 1835. .1995 

51611 Seq. ID 

109331 Strand 

34 6 End 
OJ990531_31.0419.C106.ol.gs Method 

346 End 

none Score 
346. .361, 1813. .1865 



OJ990531_31.0419.C106 
+ 

1865 
GEN SCAN 
1865 
.44 



51612 Seq. ID 

109332 Strand 

1 End 3560 

OJ990531_31.0419.C107 .o2.np Method AAT/NAP 

1 End 3560 

4680186 Score 363 

1..29, 2465. .2520, 3360. .3560 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990531_31.0419.C107 
+ 



51612 Seq. ID 

109333 Strand 

4478 End 
OJ990531_31.0419.C107 .o2.gs Method 

4478 End 

none Score 
4478. .4531 



OJ990531_31.0419.C107 
+ 

4531 
GEN SCAN 
4531 
.84 



Seq. No. 51612 Seq. ID 

Gene No. 109334 Strand 

Start 1 End 

Name OJ990531_31 . 04 19 . C107 . ol . np Method 

Start 1 End 

GI 119714 Score 

Exons 1..296, 598.. 694 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 198 67 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



OJ990531_31.0419.C107 

3493 
AAT/NAP 
694 
74 



Seq. No. 51612 Seq. ID 

Gene No. 109334 Strand 

Start 1 End 

Name OJ990531_31 . 04 19 . C107 . ol . gs Method 

Start 312 End 

GI none Score 
Exons 



OJ990531_31.0419.C107 

3493 
GENS CAN 
3315 
.44 



312. .630, 1277. .1377, 1388. .1482, 1887. .1956, 3240. .3315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51612 Seq. ID 

109334 Strand 
1 End 
OJ990531_31 . 0419 .C107 . o2 . gp Method 
3112 End 
uC-osflcyp033a04bl Score 
3112. .3493 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990531_31. 0419.C107 

3493 
AAT/GAP 
3493 
663 



52958 



Seq. No. 


51613 


Seq. ID 


OJ990531 


Gene No. 


109335 


Strand 


+ 


CM 1 y>f 

btart 


h UD 


Lau 


£. J D / 


Name 


OJ990531 31.0419.C108.ol.np 


Method 


AAT/NAP 


Start 


405 


End 


2367 


GI 


4680203 


Score 


310 


Exons 


405. .459, 1666. .2367 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


51613 


Seq. ID 


OJ990531 


Gene No. 


109336 


Strand 




Start 


125 


End 


1325 


Name 


OJ990531 31.0419.C108.ol.gs 


Method 


GEN SCAN 


Start 


125 


End 


1325 


GI 


none 


Score 


.5 


Exons 


125. .247, 409. .497, 1215. .1237, 1297.. 


1325 


Seq. No. 


51614 


Seq. ID 


OJ990621 


Gene No. 


109337 


Strand 




Start 


1 


End 


321 


Name 


OJ990621 11.0419.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


321 


GI 


5295950 


Score 


76 


Exons 


1..27, 213. .321 






GI Descrip. 


(AB026295) EST AU066268 (S5980 ) corresponds to 




predicted gene.; hypothetical 


protein 


[Oryza sa 


Seq. No. 


51614 


Seq. ID 


OJ990621 


Gene No. 


109338 


Strand 




Start 


249 


End 


435 


Name 


OJ990621 11.0419.Cl.ol.gs 


Method 


GENSCAN 


Start 


249 


End 


435 


GI 


none 


Score 


.49 


Exons 


249. .435 






Seq. No. 


51615 


Seq. ID 


OJ990621 


Gene No . 


109339 


Strand 


+ 


Start 


132 


End 


434 


Name 


OJ990621 11.0419.C3.ol.gs 


Method 


GENSCAN 


Start 


132 


End 


434 


GI 


none 


Score 


.41 


Exons 


132. .434 






Seq. No. 


51616 


Seq. ID 


OJ990621 


Gene No. 


109340 


Strand 




Start 


1 


End 


692 


Name 


OJ990621 11.0419.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


692 


GI 


3702326 


Score 


120 


Exons 


1..19, 342. .447, 545. .692 







GI Descrip. (AC005397) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 51616 

Gene No. 109340 

Start 1 

Name OJ990621_11 . 0419 . C4 . ol . tm 

Start 332 



Seq. ID OJ990621_11.0419.C4 
Strand 

End 692 

Method TBLASTX : Mai ze 

End 615 



52959 



GI 

Exons 



none Score 118 

332. .442, 333. .446, 346. .447, 348. .446, 533. .613, 544. .615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51616 

109340 

1 

OJ990621_11.0419.C4.ol.ts 

339 

none 



Seq. ID OJ990621_11.0419.C4 
Strand 

End 692 

Method TBLASTX : Soybean 

End 609 

Score 112 



339. .446, 343. .438, 346. .447, 544. .609 



Seq. No. 51616 

Gene No. 109340 

Start 1 

Name OJ99062 1_11 . 04 1 9 . C4 . ol . gs 

Start 342 

GI none 

Exons 342.. 447, 545.. 610 

Seq. No. 51617 

Gene No. 109341 

Start 107 

Name OJ990621_11 . 04 19 . C5 . ol . gs 

Start 107 

GI none 

Exons 107.. 253 



Seq. ID OJ990621_11.0419.C4 
Strand 

End 692 

Method GENSCAN 

End 610 

Score .94 



Seq. ID OJ990621_11.0419.C5 

Strand + 

End 253 

Method GENSCAN 

End 253 

Score .44 



Seq. No. 51618 

Gene No. 109342 

Start 170 

Name OJ990621_11 . 0419 . C7 . ol . gs 

Start 170 

GI none 

Exons 170.. 329 



Seq. ID OJ990621_11.0419.C7 
Strand 

End 32 9 

Method GENSCAN 

End 32 9 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



51619 
109343 
25 

OJ990621_11.0419.C14.ol.gp 
25 

LIB3475-011-P1-K1-B8 
25. .335 

'5295936/dbj | AB026295 . 2 | AB026295 1.0e-140 Oryza sativa genomic 
DNA, chromosome 6, clone : P0 681 F10, complete sequence' 



Seq. ID OJ990621_11.0419.C14 

Strand + 

End 335 

Method AAT/GAP 

End 335 

Score 583 



Seq. ID OJ990621_11.0419.C14 

Strand + 

End 741 

Method AAT/GAP 

End 741 

Score 527 



51619 
109344 
463 

OJ990621_11 . 0419 . C14 . o2 .gp 
463 

72910_1.R1084 
463. .741 

'5295936/dbj IAB026295. 2 IAB026295 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



51620 
109345 



Seq. ID OJ990621_11.0419.C21 
Strand + 



52960 



Start 
Name 
Start 
GI 

Exons 



133 End 

OJ99062 1_11 . 04 19 . C2 1 . ol . gs Method 

133 End 

none Score 
133. .289, 359. .438 



438 

GENSCAN 

438 

.4 



Seq. No. 51621 Seq. ID OJ990621_11 . 04 19 . C23 

Gene No. 109346 Strand + 

Start 1 End 226 

Name OJ990621_11 . 04 19 . C23 . ol . gp Method AAT/GAP 

Start 1 End 226 

GI 81139_1.R1084 Score 395 

Exons 1..226 

GI Descrip. ' 529594 1/dbj I BAA81842 . 1 | 5.0e-71 (AB026295) ESTs 

AU075322(C11109),D22430(C11109) correspond to a region of the 
predicted gene.; Similar to Medicago sativa early 
nodule-specific protein (ENOD8) gene, complete cds . (L18899) 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51621 Seq. ID 

109347 Strand 

621 End 

OJ99062 1_11 . 04 19 . C23 . o2 . gp Method 

540 End 

267_8.R1084 Score 
540. .877 

•70748/pir | IHSUR3P 3.0e-10 histone H3, embryonic - sea urchin 
(Strongylocentrotus purpuratus) 1 



OJ990621_11.0419.C23 

1216 
AAT/GAP 
877 
559 



Seq. No. 51621 Seq. ID 

Gene No. 109347 Strand 

Start 621 End 

Name OJ990621_11 . 0419.C23 . ol . gs Method 

Start 621 End 

GI none Score 

Exons 621.. 643, 732.. 1128 



OJ990621_11.0419.C23 

1216 
GENSCAN 
1128 
.85 



Seq. No. 


51621 




Seq. ID 


OJ990621_11.0419 


C23 


Gene No. 


109347 




Strand 






Start 


621 




End 


1216 




Name 


OJ990621 


11.0419.C23 


. ol.ts Method 


TBLASTX : Soybean 




Start 


703 




End 


1128 




GI 


none 




Score 


114 




Exons 


703. .897, 


748. .1128, 


755. . 1120 






Seq. No. 


51621 




Seq. ID 


OJ990621JL1.0419 


C23 


Gene No. 


109347 




Strand 






Start 


621 




End 


1216 




Name 


OJ990621 


11.0419.C23 


. ol.tw Method 


TBLASTX: Wheat 




Start 


707 




End 


1154 




GI 


none 




Score 


239 




Exons 


707. .808, 


712. .1011, 


748. .1128, 752.. 


1120, 1098. .1154 





Seq. No. 51621 Seq. ID OJ990621_11 . 04 19 . C23 

Gene No. 109347 Strand 

Start 621 End 1216 

Name OJ990621 11 . 04 19 . C23 . ol . tm Method TBLASTX: Maize 



52961 



Start 
GI 

Exons 



715 End 1145 

none Score . 230 

715. .1011, 748. .1128, 752... 1120, 1098. .1145 



Seq. No. 51621 Seq. ID OJ990621_11 . 04 19 . C23 

Gene No. 109347 Strand 

Start 621 End 1216 

Name OJ990621_11.0419.C23.o3.gp Method AAT/GAP 

Start 720 End 1216 

GI 267_5.R1084 Score 882 

Exons 720.. 1216 

GI Descrip. 1 122087/sp I P02300 | H3__PEA 8.0e-61 HISTONE H3 

>gi_81849_pir S04520 histone H3 (clone pH3c-l) - alfalfa 

>gi_82609_pir A26014 histone H3 - wheat >gi_19607_emb_CAA31964_ 

(X13673) histone H3 (AA 1-136) [Medicago sativa] 

>gi_19609_emb_CAA31965_ (X13674) histone H3 (AA 1-136) [Medicago 
sativa] >gi_217 97_emb_CAA25451_ (X00937) H3 histone [Triticum 
aestivum] >gi_488565 (U09459) histone H3.1 [M ! 

Seq. No. 51621 Seq. ID OJ990621_11 . 04 19 . C23 

Gene No. 10934 7 Strand 

Start 621 End 1216 

Name OJ990621_11 . 0419 .C23 . ol .np Method AAT/NAP 

Start 721 End 1128 

GI 122085 Score 673 

Exons 721.. 1128 

GI Descrip. HISTONE H3 gi | 81641 | pir | | S06250 histone H3 - Arabidopsis 

thaliana gi | 82482 | pir | | S04099 histone H3 (variant H3R-21) - rice 
gi|1362194 |pir| IS57626 histone H3 - maize gi | 20251 1 emb | CAA31969 | 
(X13678) histone H3 (AA 1-136) [Oryza sativa] 

gi|20253|emb|CAA31970| (X13680) histone H3 (AA 1-136) [Oryza 
sativa] gi 1168493 (M36658) histone H3 (H3C3) [Zea mays] 
gi|168495 (M13378) h 



Seq. No. 51621 Seq. ID 

Gene No. 109347 Strand 

Start 621 End 

Name 0 J9 90 62 1_1 1.0419.C23.ol.tc Method 

Start 748 End 

GI none Score 

Exons 748.. 1128, 752.. 1120 



OJ990621_11.0419.C23 
1216 

TBLASTX: Cress 

1128 

388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51622 Seq. ID OJ990621_11 . 0419. C26 

109348 Strand 

195 End 718 

OJ990621_11 . 0419 . C26 . ol . np Method AAT/NAP 

195 End 718 

6069646 Score 207 

195. .718 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 
Gene No. 



51622 
109348 



Seq. ID 
Strand 



OJ990621 11.0419.C26 



52962 



Start 


195 






End 


718 




Name 


OJ990621 


_11.0419.C26 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


219 






End 


717 




GI 


none 






Score 


113 




Exons 


219. .347 


, 457. .717, 


557, .715 








Seq. No. 


51623 






Seq. ID 


OJ990621_11.0419 


.C28 


Gene No. 


109349 






Strand 








1 






End 


4 OU 




Name 


OJ990621 


_11.0419.C28 


.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


450 




GI 


872116 






Score 


218 




Exons 


1. .231, 


362. .450 










GI Descrip. 


(X79770) 


sti (stress 


inducible protein) 


[Glycine max] 




Seq. No. 


51623 






Seq. ID 


OJ990621_11.0419 


.C28 


bene no . 








Strand 






Start 


1 






End 


450 




Name 


OJ990621 


_11.0419.C28 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


448 




GI 


none 






Score 


108 




Exons 


1. .228, 


13. .222, 45. 


.233, 344 


. . 448, 374 


. .448 




Seq. No. 


51623 






Seq. ID 


OJ990621_11.0419 


.C28 


Gene No . 


iuyo4 y 






Strand 






Start 


1 






End 


450 




Name 


OJ990621 


_11.0419.C28 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


228 




GI 


none 






Score 


87 




Exons 


1. .228, 


46. .225 










Seq. No. 


51623 






Seq. ID 


OJ990621_11.0419 


.C28 


Gene No . 


1 n Q A Ok 

iuy J4 y 






Strand 






Start 


1 






End 


450 




Name 


OJ990621 


_11.0419.C28 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


449 




Gi 


none 






Score 


84 




Exons 


1. .228, 


6.. 206, 345. 


.449, 359 


. .448 






Seq. No. 


51623 






Seq. ID 


OJ990621_11.0419 


.C28 


Gene No . 


iuy y 






Strand 






Start 


1 






End 


450 




Name 


OJ990621 


_11.0419.C28 


. ol . gs 


Method 


GENS CAN 




Start 


8 






End 


447 




GI 


none 






Score 


.97 




Exons 


8. .231, 


362. .447 










Seq. No. 


51624 






Seq. ID 


OJ990621_11.0419 


.C29 


Gene No . 


i noT^n 
lUyoDU 






Strand 


+ 




Start 


208 






End 


687 




Name 


OJ990621 


_11.0419.C29 


.ol.gs 


Method 


GENSCAN 




Start 


208 




End 


687 




GI 


none 






Score 


.69 




Exons 


208. .322 


, 555.-687 










Seq. No. 


51624 






Seq. ID 


OJ990621_11.0419 


.C29 


Gene No. 


109351 






Strand 







52963 



Start 
Name 
Start 
GI 

Exons 



1365 End 

OJ990621_11 . 04 19 . C2 9 . o2 . gs Method 

1365 End 

none Score 
1365.. 1492, 1943.. 1965 



1965 
GENSCAN 
1965 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51625 

109352 

1021 

OJ990621_11.0419.C32.ol.gp 
492 

663JL.R1084 
492.. 1179, 2010 



OJ990621 11.0419.C32 



Seq. ID _ 
Strand 

End 2261 
Method AAT/GAP 
End 2261 
Score 1456 
2261 

'2833377/sp|Q40739|UGS2_ORYSA 0.0e+00 SOLUBLE GLYCOGEN (STARCH) 

SYNTHASE PRECURSOR (SSS) >gi_542161_pir JQ2322 

ADPglucose — starch glucosyltransf erase (EC 2.4.1.21) precursor 
rice >gi_450485_dbj_BAA03739_ (D16202) soluble starch synthase 
precursor [Oryza sativa] 1 



.2049, 2185. 



51625 Seq. ID 

109352 Strand 

1021 End 
OJ990621_11 . 0419 . C32 . ol . tm Method 

916 End 

none Score 

916. .945, 1009. .1185, 1022. .1177, 2010 
2184. .2240 



OJ990621_11.0419.C32 
2261 

TBLASTX : Maize 

2240 

235 

..2048, 2182.. 2238, 



Seq. No. 51625 

Gene No. 109352 

Start 1021 

Name OJ990621_11 . 0419 .C32 . ol . gs 

Start 1021 

GI none 

Exons 1021.. 1179, 2010.. 2018 



Seq. ID OJ990621_11.0419.C32 
Strand 

End 2261 

Method GENSCAN 

End 2018 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51625 Seq. ID 

109352 Strand 

1021 End 

OJ990621_11 . 0419 . C32 . ol . np Method 

1024 End 

7188796 Score 



OJ990621_11.0419.C32 

2261 
AAT/NAP 
2261 
324 



1024. .1179, 2010. .2049, 2185. .2261 

(AF234163) starch synthase I [Hordeum vulgare] 



51626 

109353 

1 

OJ990621_ll.0419.C33.ol.gp 
1 

663_1.R1084 
1..125, 204 



OJ990621 11.0419.C33 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.266, 377. .468, 565. .646, 837. .1010, 1107. .1191 
•2833377/sp|Q40739|UGS2_ORYSA 0.0e+00 SOLUBLE GLYCOGEN (STARCH) 

SYNTHASE PRECURSOR (SSS) >gi_542161_pir JQ2322 

ADPglucose — starch glucosyltransf erase (EC 2.4.1.21) precursor 
rice >gi_450485_dbj_BAA03739_ (D16202) soluble starch synthase 
precursor [Oryza sativa] 1 



1191 
AAT/GAP 
1191 
1055 

837. .1010, 1107.. 
SOLUBLE GLYCOGEN 



52964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51626 

109353 

1 

OJ990621_11.0419.C33.ol.np 
1 

5295947 



Seq. ID OJ990621_11.0419.C33 
Strand 

End 1191 

Method AAT/NAP 

End 1191 

Score 850 



1..125, 204. .266, 377. .468, 565. .646, 837. .1010, 1107. .1191 
(AB026295) ESTs AU075322 (C11109) , D22430 (C11109) correspond to a 
region of the predicted gene.; Rice gene for soluble starch 
synthase (SSS1), complete cds (exonl-15) . (D38221) [Oryza sativa] 



Seq. No. 


51626 




Seq. ID 


OJ990621_11.0419.C33 


Gene No. 


109353 




Strand 




Start 


1 




End 


1191 


Name 


OJ990621 


_11.0419.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


33 




End 


926 


GI 


none 




Score 


118 


P von c 


J J • * X 4. *J f 


36. .125, 37. .129, 195. .266, 205. .267, 206. .268, 




367. .468, 


371 469. 561 647, 


563 649 


. 837 920. 837 926 


Seq. No. 


51626 




Seq. ID 


OJ990621_11.0419.C33 


Gene No. 


109353 




Strand 


- 


Start 


1 




End 


1191 


Name 


OJ990621 


_11.0419.C33.ol.gs 


Method 


GENSCAN 


Start 


36 




End 


1010 


GI 


none 




Score 


.81 


Exons 


36. .125, 


377. .468, 616. .646, i 


3*37 1010 




Seq. No. 


51627 




Seq. ID 


OJ990621_11.0419.C36 


Gene No. 


109354 




Strand 


+ 


Start 


363 




End 


478 


Name 


OJ990621 


11.0419.C36.ol.gs 


Method 


GENSCAN 


Start 


363 




End 


478 


nr 

VjJ- 


none 




Score 


.74 


Exons 


363. .478 








Seq. No. 


51628 




Seq. ID 


OJ990621_11.0419.C39 


Gene No. 


109355 




Strand 




Start 


584 




End 


634 


Name 


OJ990621 


ll.0419.C39.ol.gs 


Method 


GENSCAN 


Start 


584 




End 


634 


GI 


none 




Score 


.73 


Exons 


584. .634 








Seq. No. 


51629 




Seq. ID 


OJ990921_17.0419.C3 


Gene No. 


109356 




Strand 


+ 


Start 


1080 




End 


1436 


Name 


OJ990921 


17.0419.C3.ol.gs 


Method 


GENSCAN 


Start 


1080 




End 


1436 


GI 


none 




Score 


.85 


Exons 


1080. .1436 






Seq. No. 


51630 




Seq. ID 


OJ990921_17.0419.C5 


Gene No. 


109357 




Strand 




Start 


253 




End 


3693 


Name 


OJ990921 


17.0419.C5.ol.gp 


Method 


AAT/GAP 



52965 



Start 253 End 3693 

GI 7430_1.R1084 Score 2941 

Exons 253. .799, 1008. .1379, 1452. .1939, 3584. .3693 

GI Descrip. 1 399015/sp | P31691 I ADTJDRYSA 1.0e-145 ADP, ATP CARRIER PROTEIN 
PRECURSOR (ADP/ATP TRANSLOCASE) (ADENINE NUCLEOTIDE 
TRANSLOCATOR) (ANT) >gi_218 145_dbj_BAA02161_ (D12637) ATP/ADP 
translocator [Oryza sativa] 1 



Seq. No. 51630 

Gene No. 109357 

Start 253 

Name OJ990921_17 . 04 19 . C5 . ol . tm 

Start 499 

GI none 
Exons 



Seq. ID OJ990921_17.0419.C5 
Strand 

3693 

TBLASTX: Maize 
1938 
54 



End 

Method 
End 
Score 

499.-546, 509. .547, 522. .692, 523. .693, 613. .693, 614. .697, 
681. .773, 694. .843, 694. .735, 725. .802, 1003. .1194, 1004. .1204, 
1007. .1381, 1008. .1379, 1307. .1381, 1433. .1600, 1434. .1754, 
1443. .1937, 1456. .1938 



Seq. No. 51630 Seq. ID 

Gene No. 109357 Strand 

Start 253 End 

-Name OJ990921_17 . 04 19 . C5 . ol . gs Method 

Start 504 End 

GI none Score 
Exons 



OJ990921_17.0419.C5 

3693 
GENSCAN 
3526 
.72 



504. .782, 1008. .1379, 1452. .1939, 3420. .3526 



Seq. No. 51630 Seq. ID OJ990921_17 . 04 19 . C5 

Gene No. 109357 Strand 

Start 253 End 3693 

Name OJ990921_17 . 0419 . C5 . ol . np Method AAT/NAP 

Start 507 End 1922 

GI 7441721 Score 1401 

Exons 507. .799, 1008.. 1379, 1452.. 1922 

GI Descrip. ADP, ATP carrier protein F20O9.60 - Arabidopsis thaliana 

gi|2842480|emb|CAA16877.1| (AL021749) ADP, ATP carrier-like 
protein [Arabidopsis thaliana] gi | 7269693 | emb I CAB79641 . 1 | 
(AL161572) ADP, ATP carrier-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51630 Seq. ID 

109357 Strand 

253 End 

OJ990921_17.0419.C5.ol.tc Method 

522 End 

none Score 



OJ990921_17.0419.C5 
3693 

TBLASTX: Cress 

1743 

175 



522. .692, 523. .693, 696. .773, 696. .776, 698. .802, 725. .805, 
1002. .1178, 1005. .1178, 1042. .1185, 1187. .1387, 1206. .1382, 
1307. .1423, 1449. .1742, 1450. .1743 



51630 
109357 
253 

OJ990921_17.0419.C5.ol.ts 
522 
none 



Seq. ID OJ990921_17.0419.C5 
Strand 

3693 

TBLASTX: Soybean 
1925 
159 



End 

Method 
End 
Score 

522. .692, 523. .693, 696. .773, 725. .802, 1002. .1256, 1002. .1379, 
1042. .1383, 1299. .1388, 1307. .1387, 1436. .1600, 1437. .1739, 



52966 



1443. .1805, 1456. .1758, 1488. .1556, 1848. .1925 



Seq. No. 


51630 




Seq. ID 


OJ990921_17 


.0419.C5 


npnp No 


109357 










Start 


253 




End 


3693 




Name 


OJ990921 17.0419 


.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


522 




End 


1496 




GI 


none 




Score 


150 




Exons 


522. .692, 523. .693, 614. .697 


, 657. .800, 


681. .773,. 


701. .802, 




725. .802, 1006.. 


1179, 1007.. 


1384, 1007 


.1201, 1008 


. .1379, 




1307. .1408, 1434 


..1496, 1443 


. .1493 






Seq. No. 


51630 




Seq. ID 


OJ990921_17 


.0419. C5 


Gene No. 


109357 




Strand 






Start 


253 




End 


3693 




Name 


OJ990921 17.0419 


.C5.o2.tw 


Method 


TBLASTX : Wheat 


Start 


1515 




End 


1740 




GI 


none 




Score 


140 




Exons 


1515.. 1715, 1515 


..1712, 1516 


..1740, 1516. .1713 




Seq. No. 


JiUJi 






n,TQQ0Q21 1 7 


.0419. C6 


Gene No. 


109358 






-l_ 




Start 


102 




FnH 


i j j j 




Name 


OJ990921 17.0419 


.C6.ol.gs 


Lie l_iiuva 


\3 Hi LN O 




Start 


102 




FnH 


1 S^Q 
1 J J" 




GI 


none 




Score 


.6 




Exons 


102. .192, 1020. . 


1175, 1211.. 


1354, 1387. 


.1539 




Seq. No. 


51632 




otjq . J. u 


n TQQDQ91 1 7 


.0419. C10 


Gene No. 


109359 




Of ranH 


_l_ 




Start 


432 




FnH 


j ? j 




Name 


OJ990921 17.0419 


.C10.ol.gs 








Start 


432 




End 


593 




GI 


none 




Score 


.8 




Exons 


432. .593 










Seq. No. 


•J JL U J «J 




Seq. ID 


OJ990921_17 


.0419. C16 


Gene No. 


109360 




Strand 






Start 


1299 




End 


1378 




Name 


OJ990921 17.0419 


.C16.ol.gs 


Method 


GEN SCAN 




Start 


1299 


End 


1378 




GI 


none 




Score 


.54 




Exons 


' 1299. .1378 










Seq. No. 


51634 




Seq. ID 


OJ990921_17 


.0419. C17 


Gene No. 


109361 




Strand 


+ 




Start 


1679 




End 


1801 




Name 


OJ990921 17.0419 


.C17.ol.gs 


Method 


GENSCAN 




Start 


1679 




End 


1801 




GI 


none 




Score 


.77 




Exons 


1679. .1801 










Seq. No. 


51635 




Seq. ID 


OJ990921_17 


.0419. C18 


Gene No. 


109362 




Strand 


+ 




Start 


1 




End 


4189 




Name 


OJ990921 17.0419 


.C18 .ol .np 


Method 


AAT/NAP 




Start 


1 




End 


4045 





52967 



GI 7486758 Score 1533 

Exons 1..39, 416. .959, 1040. .1253, 1558.. 1719, 2046.. 2414, 2539.. 3123, 

3480.. 3599, 3696.. 3893, 3958.. 4045 
GI Descrip. hypothetical protein F9F13.50 - Arabidopsis thaliana 

gi|5262163|emb|CAB45806.1| (AL080253) putative protein 

[Arabidopsis thaliana] gi I 7268836 | emb | CAB79040 . 1 1 (AL161553) 

putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51635 

109362 

1 

OJ990921_17.0419.C18.ol.gs 

274 

none 



Seq. ID OJ990921_17.0419.C18 

Strand + 

End 4189 

Method GENSCAN 

End 4189 

Score . 68 



274. .351, 437. .955, 1558. .1719, 2046. .2413, 2475. .3403, 
3496.-3599, 3696.. 3893, 3992.. 4189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51635 

109362 

1 

OJ990921_17 . 0419.C18 .ol . tc 

283 

none 



Seq. ID OJ990921_17.0419.C18 

Strand + 

End 4189 

Method TBLASTX : Cress 

End 547 

Score 82 



283. .351, 285. .359, 428. .547, 434. .535, 436. .537 



Seq. No. ■ 51635 

Gene No. 109362 

Start 1 

Name OJ990921_17 . 0419 . C18 . o2 . tm 

Start 889 

GI none 
Exons 



Seq. ID OJ990921_17.0419.C18 

Strand + 

End 418 9 

Method TBLASTX : Maize 

End 2117 

Score 88 



889. .954, 890. .955, 1022. .1075, 1035. .1067, 1140. .1250, 
1142. .1252, 1533. .1679, 1541. .1705, 1555. .1725, 1558. .1719, 
2046. .2117 



Seq. No. 51635 

Gene No. 109362 

Start 1 

Name OJ990921_17 . 0419 . C18 . ol . tw 

Start 2031 

GI none 
Exons 



Seq. ID OJ990921_17.0419.C18 

Strand + 

End 418 9 

Method TBLASTX : Wheat 

End 2305 

Score 225 



2031. .2300, 2094. .2243, 2108. .2305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51635 

109362 

1 

OJ990921_17.0419.C18.ol.tm 

2120 

none 



Seq. ID OJ990921_17.0419.C18 

Strand + 

End 418 9 

Method TBLASTX : Mai ze 

End 2709 

Score 410 



2120. .2413, 2121. .2414, 2533. .2631, 2537.. 2647, 2538.. 2633, 
2634. .2708, 2634. .2708, 2635. .2709 



Seq. No. 51635 

Gene No. 109362 

Start 1 

Name OJ990921JL7 . 0419 . C18 . ol . ts 

Start 2165 



Seq. ID OJ990921_17.0419.C18 

Strand + 

End 4189 

Method TBLASTX : Soybean 

End 2414 



52968 



GI 


none 




Score 


189 




Exons 


2165. .2290, 2166.. 2291, 


2364. 


.2414, 2366. .2413 




Seq. No. 


51635 




Seq. ID 


OJ990921_17.0419 


.C18 


Gene No. 


109362 




Strand 


+ 




Start 


1 




End 


4189 




Name 


O.TQQOQ91 17 041 Q Tift nl 


.gp 


Method 


AAT/GAP 




Start 


3310 




End 


4032 




GI 


LIB34 34-041-P1-K1-C11 




Score 


781 




Exons 


3310. .3403, 3496. .3599, 


3696. 


.3893, 3992.. 4032 




GI Descrip, 


•4926825/gb|AAD32935.1| 


AC004135 10 2.0e-35 (AC004135) T17H7 




[Arabidopsis thaliana] ' 










Seq. No. 


51635 




Seq. ID 


OJ990921_17.0419 


.C18 


Gene No . 






Strand 


+ 




Start 


1 




End 


4189 




Name 


OJ990921 17.0419.C18.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


3483 




End 


3878 




GI 


none 




Score 


99 




Exons 


3483. .3602, 3491. .3589, 


3695. 


.3871, 3696.-3878 




Seq. No. 


51636 




Seq. ID 


OJ990921_17.0419 


.C19 


Gene No. 


109363 




Strand 


+ 




n 4- -j — 4- 

o tart 






End 


7278 




Name 


OJ990921 17.0419.C19.o2 


.np 


Method 


AAT/NAP 




Start 


3395 




End 


7278 




GI 


7339707 




Score 


66 




Exons 


3395.. 3455, 5846.. 5939, 


5970. 


.5997, 6662. .6913, 7227. .7278 


GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


51636 




Seq. ID 


OJ990921 17.0419 


.C19 


bene no. 






Strand 


+ 




Start 


3395 




End 


7278 




Name 


OJ990921 17.0419.C19.o2 


. gs 


Method 


GENSCAN 




Start 


5593 




End 


7115 




GI 


none 




Score 


.81 




Exons 


5593. .5716, 6075. .6241, 


6514. 


.6695, 6768.. 7115 




Seq. No. 


51636 




Seq. ID 


OJ990921_17.0419 


.C19 


Gene No. 


109364 




Strand 






OLaiC 


744 




End 


1952 




Name 


OJ990921 17.0419.C19.ol 


.np 


Method 


AAT/NAP 




Start 


744 




End 


1952 




GI 


6997177 




Score 


818 




Exons 


744. .1952 










GI Descrip. 


(AC023839) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


51636 




Seq. ID- 


OJ990921_17.0419 


.C19 


Gene No. 


109364 




Strand 






Start 


744 




End 


1952 




Name 


OJ990921 17.0419.C19.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


912 




End 


1184 




GI 


none 




Score 


40 




Exons 


912. .950, 915.. 950, 957 


. .1019 


, 1017. . 1184, 1020. .1181 




Seq. No. 


51636 




Seq. ID 


OJ990921_17.0419 


.C19 


Gene No. 


109364 




Strand 







52969 





Start 


744 




End 


1952 




Name 


OJ990921 17.0419.C19.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


1113 




End 


1523 




GI 


none 




Score 


121 




Exons 


1113. .1280, 1114. .1284, 


1276. 


1350, 1277.. 1333, 1339.. 1443, 






1357.. 1521, 1358.. 1510, 


1359. 


1523 






Seq. No. 


51636 




Seq. ID 


OJ990921__17.0419.C19 




Gene No. 


109364 




Strand 






Start 


744 




End 


1952 




Name 


OJ990921 17.0419.C19.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1188 




End 


1829 




GI 


none 




Score 


60 




Exons 


1188. .1280, 1277. .1336, 


1277. . 


1339, 1388. .1696, 1411. .1716, 






1713. . 1829 










Seq. No. 


51636 




Seq. ID 


OJ990921_17.0419.C19 




Gene No. 


109365 




Strand 






Start 


3633 




End 


3918 




Name 


OJ990921 17.0419.C19.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3633 




End 


3918 




GI 


none 




Score 


81 




Exons 


3633.. 3719, 3633.. 3728, 


3718. . 


3831, 3722.. 3826, 3871.. 3894, 






3883.. 3912, 3883.. 3918 








~i 


Seq. No. 


51637 




Seq. ID 


OJ990921_17.0419.C20 




Gene No . 


109366 




Strand 


+ 


r ! s 


Start 


61 




End 


3574 


f 5 ! 


Name 


OJ990921 17.0419.C20.ol. 


gs 


Method 


GENS CAN 


i7i 


Start 


61 


End 


3574 




GI 


none 




Score 


.81 


w 


Exons 


61. .118, 2553. .2679, 3376. .3574 




r y 


Seq. No. 


51637 




Seq. ID 


OJ990921_17.0419.C20 


r **s 


Gene No. 


109367 




Strand 






Start 


1 




End 


4062 




Name 


OJ990921 17.0419.C20.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


4062 




GI 


7340881 




Score 


254 


r ~5 


Exons 


1..70, 1871. .2048, 3437. 


.3631, 


3727. .4062 


5: =r 
r 


GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


51637 




Seq. ID 


OJ990921_17.0419.C20 




Gene No. 


109368 




Strand 






Start 


4675 




End 


4781 




Name 


OJ990921 17.0419.C20.ol. 


gp 


Method 


AAT/GAP 




Start 


4675 




End 


4781 




GI 


uC-osflcyp088bl2bl 




Score 


144 




Exons 


4675. .4781 










GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomj 






DNA, chromosome 8, clone 


:P0026F07' 






Seq. No. 


51637 




Seq. ID 


OJ990921_17.0419.C20 




Gene No. 


109369 




Strand 






Start 


5637 




End 


6162 




Name 


OJ990921 17.0419.C20.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5623 




End 


5957 



52970 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
5623. .5742, 5751. .5825, 5841. .5957 



105 



51637 

109369 

5637 

OJ990921_17 .0419. C20 . o2 . gs 

5637 

none 

5637. .6122 



Seq. ID OJ990921_17.0419.C20 
Strand 

End 6162 

Method GENSCAN 

End 6122 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51637 
109369 
5637 

OJ990921_17.0419.C20.o2.np 
5653 
7267361 
5653. .6162 

(AL161506) putative athila transposon protein [Arabidopsis 
thaliana] 



Seq. ID OJ990921_17.0419.C20 
Strand 

End 6162 

Method AAT/NAP 

End 6162 

Score 210 



51638 
109370 
447 

OJ990921_17.0419.C21.ol.gs 
447 
none 

447. .713, 1596. .1721 

51639 
109371 
262 

OJ990921_17.0419.C22.ol.gs 
262 
none 

262. .732, 845. .1180, 1273. .1446 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990921_17.0419.C21 
+ 

1721 
GENSCAN 
1721 
.46 



17.0419.C22 



OJ990921 
+ 

1446 
GENSCAN 
1446 
.56 



OJ990921 17.0419.C22 



51639 Seq. ID 

109372 Strand 
1 End 1189 

OJ990921_17 . 0419. C22 . ol .np Method AAT/NAP 
1 End 1189 

6678708 Score 148 

1..24, 260. .614, 799. .1079, 1154. .1189 
loricrin gi | 126390 | sp | P18165 | LORI_MOUSE LORICRIN 
gi 1 110649 | pir | IA35628 loricrin - mouse gi|198871 (M34398) 
loricrin [Mus musculus] gi 1520480 (U09189) loricrin [Mus 
musculus] 



51639 Seq. ID 

109372 Strand 

1 End 
OJ990921_17 .0419. C22 . ol . gp Method 

822 End 

none Score 

822. .864, 922. .1105 



OJ990921_17.0419.C22 

1189 
AAT/GAP 
1105 
375 



52971 



Seq. No. 51639 Seq. ID 

Gene No. 109373 Strand 

Start 1731 End 

Name 0 J990 92 1_17 . 04 1 9 . C22 . o2 . gs Method 

Start 1731 End 

GI none Score 

Exons 1731.. 1806, 2250.. 2329 



OJ990921_17.0419.C22 

2329 
GEN SCAN 
2329 
.43 



Seq. No. 51640 Seq. ID OJ990921_17 . 04 19 . C23 

Gene No. 109374 Strand + 

Start 1 End 2803 

Name OJ990921_17 . 0419.C23.ol.np Method AAT/NAP 

Start 1 End 2803 

GI 7485155 Score 47 

Exons 1..99, 1445.. 1593, 2709.. 2803 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi I 2244963 | emb ICAB10384.il (Z97340) hypothetical protein 
[Arabidopsis thaliana] gi | 7268354 | emb | CAB78647 . 1 1 (AL161543) 
hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


51641 


Seq. ID 


OJ990921_17.0419.C24 




Gene No. 


109375 


Strand 


+ 




Start 


1 


End 


1318 




Name 


OJ990921 17.0419.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1318 




GI 


4417306 


Score 


179 




Exons 


1..70, 860. .1318 






1 y 


GI Descrip. 


(AC006446) putative Athila 


retroelement ORF1 protein 






[Arabidopsis thaliana] 






: : : 


Seq. No. 


51642 


Seq. ID 


OJ990921_17.0419.C25 




Gene No. 


109376 


Strand 


+ 


a y 


Start 


302 


End 


398 




Name 


OJ990921 17.0419.C25.ol.gp 


Method 


AAT/GAP 


?*\ 


Start 


302 


End 


398 




GI 


10672 1.R1084 


Score 


173 


V § 


Exons 


302. .398 






i. ^ 


GI Descrip. 


'82264/pir | IS20015 1.0e-132 


ubiquinol- 


-cytochrome-c reductase 



(EC 1.10.2.2) cytochrome cl precursor (clone pC(l)8I) - potato 
(fragment) >gi_4 98789_emb_CAA56109_ (X79597) cytochrome cl 
[Solanum tuberosum] 1 



Seq. No. 51642 

Gene No. 109377 

Start 214 

Name OJ990921_17 . 0419 . C25 . ol . gs 

Start 214 

GI none 

Exons 214.. 330, 385.. 492, 1253.. 1312 



Seq. ID OJ990921_17.0419.C25 
Strand 

End 1312 

Method GENSCAN 

End 1312 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51643 Seq. ID 

109378 Strand 

801 End 
OJ990921_17 . 04 19 . C28 . ol . gs Method 

801 End 

none Score 

801. .869, 1277. .1296, 1319. .1397 



OJ990921_17.0419.C28 

1397 
GENSCAN 
1397 
.9 



52972 




Seq. No-. 


51643 




Seq. ID 


OJ990921_17 


.0419 


.C28 


bene ino ■ 


1 HQ** 7 Q 




Strand 








Start 


1531 




End 


1786 






Name 


OJ990921 17.0419.C28.ol. 


np 


Method 


AAT/NAP 






Start 


1531 




End 


1786 






GI 


7228450 




Score 


172 






Exons 


1531. .1644, 1730. .1786 












GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


51644 




Seq. ID 


OJ990921_17, 


.0419 


.C29 


bene ino • 


109380 




Strand 








Start 


1 




End 


1633 






Name 


OJ990921 17.0419.C29.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


548 






GI 


6539570 




Score 


156 






Exons 


1..31, 109. .175, 355. .548 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


51644 




Seq. ID 


uo y y u y z i i / . 


flyl 1 Q 




Gene No. 


109380 




Strand 








Start 


1 




End 


1633 






Name 


OJ990921 17.0419.C29.ol. 


gs 


Method 


GENSCAN 






Start 


359 




End 


1161 






GI 


none 




Score 


.62 






Exons 


359. .515, 949. .1161 












Seq. No. 


51644 




Seq. ID 


OJ990921JL7, 


.0419 


.C29 


Gene No. 


109380 




Strand 


- 






Start 


1 




End 


1633 






Name 


OJ990921 17.0419.C29.o2. 


np 


Method 


7\ 7\ T / M a D 






Start 


685 




End 


1633 






GI 


6630699 




Score 


76 






Exons 


685. .763, 1611. .1633 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gil 6721536 | dbj IBAA89566. 


11 (AP001073) : 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


51645 




Seq. ID 


OJ990921_17. 


.0419 


.C34 


bene ino • 


109381 




Strand 








Start 


1 




End 


1000 






Name 


OJ990921 17.0419.C34.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1000 






GI 


4680203 




Score 


510 






Exons 


1. .1000 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum ] 


bicolor] 






beq. no. 


51645 




Seq. ID 


OJ990921_17. 


,0419 


.C34 


Gene No. 


109381 




Strand 








Start 


1 




End 


1000 






Name 


OJ990921 17.0419.C34.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9 




End 


511 






GI 


none 




Score 


47 






Exons 


9. .65, 28. .66, 110. .511, 


111. 


.287, 218 


. .487 






Seq. No. 


51645 




Seq. ID 


OJ990921_17. 


,0419 


.C34 


Gene No. 


109381 




Strand 









52973 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start;- ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990921_17.0419.C34.ol.ts 
84 

none 

84. .386, 108. .260, 110. .388 

51645 

109381 

1 

OJ99092 1_17 . 04 19 . C34 . ol . gs 
86 

none 

86. .273, 436. .865 

51646 

109382 

345 

OJ990921_17.0419.C35.ol.gs 

345 

none 

345. .501, 556. .603 

51647 

109383 

582 

OJ990921_17.0419.C36.ol.gs 

582 

none 

582. .662, 1853. .2014 

51648 

109384 

1 

OJ990921_17.0419.C37.ol.tm 
1 

none 



End 1000 

Method TBLASTX : Soybean 

End 388 

Score 151 



Seq. ID OJ990921_17.0419.C34 
Strand 

End 1000 



Method GENSCAN 
End 8 65 



Score 



.51 



Seq. ID OJ990921_17.0419.C35 

Strand + 

End 603 

Method GENSCAN 

End 603 



Score 



.67 



Seq. ID OJ990921_17.0419.C36 

Strand + 

End 2014 

Method GENSCAN 

End 2014 



Score 



67 



Seq. ID OJ990921_17.0419.C37 
Strand 

End 165 

Method TBLASTX : Mai ze 

End 165 

Score 73 



1..54, 18. .53, 54. .164, 55. .165 



51649 

109385 

428 

OJ990921_17.0419.C41.ol.gs 

428 

none 

428..526, 645. .696 

51650 

109386 

1087 

OJ990721_05.0421.C5.ol.gs 

1087 

none 



Seq. ID OJ990921_17.0419.C41 
Strand 

End 696 

Method GENSCAN 

End 696 



Score 



,75 



Seq. ID OJ990721_05.0421.C5 
Strand 

End 4448 

Method GENSCAN 

End 4448 



Score 



.52 



1087. .1237, 1699. .1857, 2409. .2573, 2648.-2728, 2803. .3048, 
4140. .4448 



Seq. No. 
Gene No. 



51651 
109387 



Seq. ID OJ990721_05. 0421. C10 
Strand + 



52974 




Start 


4 97 




End 


841 




Name 


OJ990721 05. 0421. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


4 97 




End 


841 




GI 


none 




Score 


.75 




Exons 


497. .841 










Seq. No. 


51652 




Seq. ID 


OJ990721_05.0421 


.C16 


Gene No. 


109388 




Strand 






OtdlL 


1 




End 


3245 




Name 


OJ990721 05.0421.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3245 




GI 


4680179 




Score 


5271 




Exons 


1. .3245 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


51652 




Seq. ID 


OJ990721_05.0421 


.C16 


bene no . 


lUyooo 




Strand 






Start 


1 




End 


3245 




Name 


OJ990721 05.0421.C16.ol 


.gs 


Method 


GENSCAN 




Start 


28 




End 


578 




GI 


none 




Score 


.77 




Exons 


28. .578 










Seq. No. 


51652 




Seq. ID 


OJ990721_05.0421 


.C16 


Gene No. 


iuy JOO 




Strand 






Start 


1 




End 


3245 




Name 


OJ990721 05.0421.C16.o2 


.gs 


Method 


GENSCAN 




Start 


678 




End 


3245 




GI 


none 




Score 


.67 




Exons 


678. .1246, 1356. .1871, 


2117. . 


2308, 2417. .2603, 2847. .32' 


45 


Seq. No. 


51652 




Seq. ID 


OJ990721_05.0421 


.C16 


Gene No . 


luyjo y 




Strand 






Start 


3497 




End 


6366 




Name 


OJ990721 05.0421.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


195 




End 


704 




GI 


none 




Score 


221 




Exons 


195. .704, 279. .626, 397 


. .672 








Seq. No. 


51652 




Seq. ID 


OJ990721_05.0421 


.C16 


Gene No. 






Strand 






Start 


3497 




End 


6366 




Name 


OJ990721 05.0421.C16.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


274 




End 


632 




GI 


none 




Score 


149 




Exons 


274. .471, 279. .632, 288 


. .578, 


397. .630 






Seq. No. 


51652 




Seq. ID 


OJ990721_05.0421 


.C16 


Gene No. 


i a n i n r» 

109389 




Strand 






Start 


3497 




End 


6366 




Name 


OJ990721 05.0421.C16.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


453 




End 


677 




GI 


none 




Score 


184 




Exons 


453. .677 










Seq. No. 


51652 




Seq. ID 


OJ990721_05.0421 


.C16 


Gene No. 


109389 




Strand 







52975 




Start 


3497 








End 


6366 




Name 


OJ990721 05 


.0421 


.C16.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


681 








End 


1169 




GI 


none 








Score 


43 




Exons 


681. .1004, 


712. . 


762, 714 


. .917 


, 787. .918, 990. .1169 




Seq. No. 


51652 








Seq. ID 


OJ990721 05.0421. 


C16 


Gene No. 


109389 








Strand 






Start 


3497 








End 


6366 




Name 


OJ990721 05 


.0421 


,C16.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


705 








End 


1007 




GI 


none 








Score 


O ~i f 

236 




Exons 


705. .1007, 


706. . 


969, 908 


. .997 








Seq. No. 


51652 








Seq. ID 


j"\ TA ft AT A 1 ft t~ ft J* ft 1 

OJ990721_05 . 0421 . 


C16 


Gene No. 


109389 








Strand 






Start 


3497 








End 


6366 




Name 


OJ990721 05 


.0421 


.C16.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


720 








End 


1115 




GI 


none 








Score 


162 




Exons 


720. .1079, 


721. . 


963, 1035.. 1079, 1071. 


.1115, 1083. .1115 




Seq. No. 


51652 








Seq. ID 


OJ990721_05.0421. 


C16 


Gene No. 


109389 








Strand 






Start 


3497 








End 


6366 




Name 


OJ990721 05 


.0421 


.C16.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1056 








End 


1521 




GI 


none 








Score 


64 




Exons 


1056. .1193, 


1099 


. .1194, 


1166. 


.1468, 1182. .1433, 1477. .1521 


Seq. No. 


51652 








Seq. ID 


OJ990721_05.0421. 


C16 


Gene No. 


109389 








Strand 






Start 


3497 








End 


6366 




Name 


OJ990721 05 


.0421 


.C16.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1187 








End 


1480 




GI 


none 








Score 


63 




Exons 


1187. .1480, 


1188 


. .1379 










Seq. No. 


51652 








Seq. ID 


OJ990721_05.0421. 


C16 


Gene No. 


109389 








Strand 






Start 


3497 








End 


6366 




Name 


OJ990721 05 


.0421 


.C16.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1236 








End 


1509 




GI 


none 








Score 


149 




Exons 


1236. .1427, 


1238 


. .1468, 


1477. 


.1509 






Seq. No. 


51652 








Seq. ID 


OJ990721_05.0421. 


C16 


Gene No. 


109389 








Strand 






Start 


3497 








End 


6366 




Name 


OJ990721 05 


.0421 


.C16.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1684 








End 


2100 




GI 


none 








Score 


105 




Exons 


1684. .1866, 


1685 


. .1840, 


1891. 


.2100, 1952.. 2083 




Seq. No. 


51652 








Seq. ID 


OJ990721_05.0421. 


C16 


Gene No. 


109389 








Strand 






Start 


3497 








End 


6366 





52976 






Name 


OJ990721 05.0421.C16.o4.tm 


Method 


TBLASTX: Maize 






Start 


2445 


End 


2738 






GI 


none 


Score 


113 






Exons 


2445. .2738, 2454. .2738, 2551 


. .2721 








Seq. No. 


51652 


Seq. ID 


OJ990721_05.0421 


.C16 




Gene No. 


iuy Jo y 


strand 








Start 


3497 


End 


6366 






Name 


OJ990721 05.0421.C16.o4.tw 


Method 


TBLASTX: Wheat 






Start 


2619 


End 


2995 






GI 


none 


Score 


105 






Exons 


2619.. 2948, 2619.. 2978, 2879 


. .2995 








Seq. No. 


51652 


Seq. ID 


OJ990721_05.0421 


.C16 




Gene No . 




otrana 








Start 


3497 


End 


6366 






Name 


OJ990721 05.0421.C16.o3.gs 


Method 


GENSCAN 






Start 


3497 


End 


6366 






GI 


none 


Score 


.73 






Exons 


3497. .4462, 6253. .6366 










Seq. No. 


51652 


Seq. ID 


OJ990721_05.0421 


.C16 




Gene No. 


109389 


Strand 








Start 


3497 


End 


6366 




i J 


Name 


OJ990721 05.0421.C16.o2.np 


Method 


AAT/NAP 






Start 


3500 


End 


4396 






GI 


5042448 


Score 


1339 






Exons 


3500.. 3794, 3834.. 4396 










GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




"rl 

H. U 




retrotransposon [Oryza sativa] 








Seq. No. 


51653 


Seq. ID 


OJ990721_05.0421 


.C17 




Gene No . 


109390 


Strand 


+ 






Start 


265 


End 


1873 






Name 


OJ990721 05.0421.C17.ol.gs 


Method 


GENSCAN 




- « 


Start 


265 


End 


1873 






GI 


none 


Score 


.76 






Exons 


265. .666, 720. .965, 1221. .1873 








Seq. No. 


51654 


Seq. ID 


OJ990721_05.0421 


.C18 


S3 


Gene No . 


109391 


Strand 


+ 






Start 


1159 


End 


3864 






Name 


OJ990721 05.0421.C18.ol.gs 


Method 


GENSCAN 






Start 


1159 


End 


3864 






GI 


none 


Score 


.76 






Exons 


1159. .1315, 1517. .1613, 2706 


..2820, 31( 


35.-3424, 3748..3864 




Seq. No. 


51654 


Seq. ID 


OJ990721_05.0421 


.C18 




Gene No. 


109392 


Strand 








Start 


3206 


End 


5076 






Name 


OJ990721 05-0421. C18.ol.np 


Method 


AAT/NAP 






Start 


3206 


End 


5076 






GI 


5852180 


Score 


336 






Exons 


3206.. 3577, 4579.-4664, 5054 


. .5076 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 







Seq. No. 51655 Seq. ID OJ990621_09 . 0420 . CI 



52977 



Gene No. 109393 Strand + 

Start 107 End 886 

Name OJ990621_09 . 0420 .CI . ol . gp Method AAT/GAP 

Start 107 End 547 

GI 2428308 Score 578 

Exons 107.. 54 7 

GI Descrip. 4 521194 /dbj | AB013613 . 1 | AB013613 3.0e-14 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51655 

109393 

107 

OJ99062 
158 

6907087 
158. .53 
(AP0011 
region 
sativa] 



l_09.0420.Cl.ol.np 



Seq. ID OJ990621_09.0420.C1 
Strand + 
End 886 
Method AAT/NAP 
End 886 
Score 502 

4, 743. .886 

29) EST.s C72771(E2215),AU082313(E2215) correspond to 
of the predicted gene.; hypothetical protein [Oryza 



Seq. No. 51655 Seq. ID 

Gene No. 109393 Strand 

Start 107 End 

Name OJ990621_09. 0420 . CI . ol . gs Method 

Start 343 End 

GI none Score 

Exons 343.. 878 



OJ990621_09.0420.C1 
+ 

886 

GENSCAN 

878 

.43 



Seq. No. 51656 

Gene No. 109394 

Start 305 

Name OJ990621_09 . 0420 .C2 . ol . gs 

Start 305 

GI none 
Exons 



Seq. ID OJ990621_09.0420.C2 



Strand 
End 

Method 

End 

Score 



+ 

6556 
GENSCAN 
3185 
.74 



305. .355, 1450. .1796, 1827. .2529, 3081. .3185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51656 

109394 

305 

OJ99062 

1266 

6907087 

1266. .1 

(AP0011 

region 

sativa] 



l_09.0420.C2.ol.np 



Seq. ID OJ990621_09.0420.C2 
Strand + 
End 6556 
Method AAT/NAP 
End 3182 
Score 901 
790, 1967. .2529, 3081. .3182 

29) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 
of the predicted gene.; hypothetical protein [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51656 

109394 

305 

OJ990621_09.0420.C2.o3.np 

2766 

7248394 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2766. .2809, 4742. .4875, 5143. .6179 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R01 65 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 



OJ990621_09.0420.C2 
+ 

6556 
AAT/NAP 
6179 
1134 



52978 



putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 





Seq. No. 


51656 


Seq. ID 


OJ990621 09.0420 


C2 




Gene No. 


109394 


Strand 


+ 






Start 


305 


End 


6556 






Name 


OJ990621 09.0420.C2.ol.gp 


Method 


AAT/GAP 






Start 


3650 


End 


4035 






GI 


uC-osflcyp033a04bl 


Score 


637 






Exons 


3650.. 4035 










GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


51656 


Seq. ID 


OJ990621 09.0420. 


C2 




Gene No. 


109394 


Strand 


+ 






Start 


305 


End 


6556 






Name 


OJ990621 09.0420.C2.o2.gs 


Method 


GEN SCAN 






Start 


4037 


End 


6556 






GI 


none 


Score 


.4 






Exons 


4037. .4113, 5042. .5844, 6240. 


.6556 








Seq. No. 


51656 


Seq. ID 


OJ990621_09.0420. 


C2 




Gene No. 


109395 


Strand 


- 






Start 


3579 


End 


5867 






Name 


OJ990621 09.0420.C2.o2.np 


Method 


AAT/NAP 




SJ 


Start 


3579 


End 


5532 




Lil 


GI 


4680186 


Score 


216 






Exons 


3579. .3783, 5469.. 5532 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




"ss. 


Seq. No. 


51656 


Seq. ID 


OJ990621_09.0420. 


C2 




Gene No. 


109395 


Strand 






i J 


Start 


3579 


End 


5867 




= 


Name 


OJ990621 09.0420.C2.o3.ts 


Method 


TBLASTX : Soybean 






Start 


4845 


End 


5210 






GI 


none 


Score 


124 




H 


Exons 


4845.. 5069, 5076.. 5210 










Seq. No. 


51656 


Seq. ID 


OJ990621_09.0420. 


C2 


£3 


Gene No. 


109395 


Strand 








Start 


3579 


End 


5867 






Name 


OJ990621 09.0420.C2.ol.tw 


Method 


TBLASTX: Wheat 






Start 


5007 


End 


5396 






GI 


none 


Score 


72 






Exons 


5007.. 5063, 5058.. 5390, 5066. 


.5368, 5067. .5396 






Seq. No. 


51656 


Seq. ID 


OJ990621_09.0420. 


C2 




Gene No. 


109395 


Strand 








Start 


3579 


End 


5867 






Name 


OJ990621 09.0420.C2.o2.tm 


Method 


TBLASTX: Maize 






Start 


5061 


End 


5278 






GI 


none 


Score 


259 






Exons 


5061. .5276, 5061. .5261, 5066. 


.5278 








Seq. No. 


51656 


Seq. ID 


OJ990621_09.0420. 


C2 




Gene No. 


109395 


Strand 








Start 


3579 


End 


5867 





52979 




Name 


OJ990621 09. 


0420 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5280 








End 


5738 


GI 


none 








Score 


503 


Exons 


5280. .5738, 


5280, 


. .5669, 


5429. 


.5737 




Seq. No. 


51656 








Seq. ID 


OJ990621_09.0420.C2 


Gene No. 


109395 








Strand 




Start 


3579 








End 


5867 


Name 


OJ990621 09. 


0420, 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5405 








End 


5810 


GI 


none 








Score 


200 


Exons 


5405. .5692, 


5430. 


. .5732, 


5727. 


.5810, 5738.. 5806 


Seq. No. 


51656 








Seq. ID 


OJ990621_09.0420.C2 


Gene No. 


109395 








Strand 




Start 


3579 








End 


5867 


Name 


OJ990621 09. 


0420. 


.C2.ol- 


ts 


Method 


TBLASTX : Soybean 


Start 


5427 








End 


5867 


GI 


none 








Score 


225 


Exons 


5427. .5714, 


5465. 


. .5602, 


5709. 


.5867, 5753.-5866 


Seq. No. 


51656 








Seq. ID 


OJ990621_09.0420.C2 


Gene No. 


109396 








Strand 




Start 


6047 








End 


6447 


Name 


OJ990621 09. 


0420. 


,C2.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


6047 








End 


6447 


GI 


none 








Score 


93 


Exons 


6047. .6133, 


6049. 


. .6129, 


6143. 


.6178, 6146. .6178, 6199. .6282 




6200. .6283, 


6251. 


. .6445, 


6295. 


.6447 




Seq. No. 


51656 








Seq. ID 


OJ990621_09.0420.C2 


Gene No. 


109397 








Strand 




Start 


7041 








End 


7406 


Name 


OJ990621 09. 


0420. 


.C2.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


7041 








End 


7406 


GI 


none 








Score 


185 


Exons 


7041. .7406 












Seq. No. 


51656 








Seq. ID 


OJ990621_09.0420.C2 


Gene No. 


109397 








Strand 




Start 


7041 








End 


7406 


Name 


OJ990621 09. 


0420, 


,C2.o5. 


ts ' 


Method 


TBLASTX : Soybean 


Start 


7062 








End 


7346 


GI 


none 








Score 


183 


Exons 


7062. .7346 












Seq. No. 


51656 








Seq. ID 


OJ990621_09.0420.C2 


Gene No. 


109398 








Strand 




Start 


7443 








End 


7876 


Name 


OJ990621 09. 


0420. 


,C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7443 








End 


7850 


GI 


none 








Score 


232 


Exons 


7443. .7850, 


7451. 


, .7816 








Seq. No. 


51656 








Seq. ID 


OJ990621_09.0420.C2 


Gene No. 


109398 








Strand 




Start 


7443 








End 


7876 



52980 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990621_09. 0420 . C2 . o2 . ts Method TBLASTX : Soybean 

7626 End 7876 

none Score 239 

7626. .7871, 7628. .7798, 7835. .7876 



51657 
109399 
6137 

OJ990621_09.0420.C4.ol.gp 
5034 . 

uC-osflcyp033a04bl 
5034. .5415 

1 6016845/dbj IAP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. ID OJ990621_09.0420.C4 

Strand + 

End 9082 

Method AAT/GAP 

End 5415 

Score 639 



Seq. No. 51657 

Gene No. 109399 

Start 6137 

Name OJ990621_09 . 0420 . C4 . o2 . gs 

Start 6137 

GI none 

Exons 6137.. 6287, 6501.. 6657, 6750. 
8398. .8410, 8845. .9082 



Seq. ID OJ990621_09. 0420.C4 

Strand + 

End 9082 

Method GENSCAN 

End 9082 

Score .77 

.6796, 7250. .7389, 7568.-7649, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



L_09.0420.C4.o5.np 



51657 
109400 
10716 
OJ990621 
10716 
6056374 
10716. .10945, 
12194. .12263 

(AC009894) Similar to serine/threonine kinases 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990621_ 
+ 

12263 
AAT/NAP 
12263 
209 



09. 0420. C4 



11280. .11351, 11518. .11637, 11938 .. 12001, 



[Arabidopsis 



Seq. No. 51657 

Gene No. 109401 

Start 1 

Name 0 J99062 1_09 . 0420 . C4 . ol . np 

Start 1 

GI 7248394 

Exons 1..23, 599 
GI Descrip. (AP001389) 



Seq. ID OJ990621_09.0420.C4 
Strand 

End 9486 

Method AAT/NAP 

End 1389 

Score 543 

.1389 

ESTs C97394 (C60113) ,AU075824 (R0165) , D38 985 (R0165 ) 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51657 Seq. ID 

109401 Strand 

1 End 

OJ990621_09 . 0420 . C4 . o2 . np Method 

1 End 

5852180 Score 



OJ990621_09.0420.C4 

9486 
AAT/NAP 
8854 
412 



1..74, 3715. .4280, 5264. .5320, 8831. .8854 
(AL117265) zhbOOOlO.l [Oryza sativa] 



52981 





Seq. No. 


51657 


Seq. ID 


OJ990621 09. 


0420 


-C4 




Gene No. 


109401 


Strand 










Start 


1 


End 


9486 








Name 


OJ990621 09.0420.C4.o4.np 


Method 


AAT/NAP 








Start 


6352 


End 


9486 








GI 


7340868 


Score 


43 








Exons 


6352.. 6394, 7548.. 7706, 9450. 


. 9486 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


51657 


Seq. ID 


OJ990621 09. 


0420 


.C4 




Gene No. 


109401 


Strand 










Start 


1 


End 


9486 








Name 


OJ990621 09.0420.C4.o3.np 


Method 


AAT/NAP 








Start 


6792 


End 


7519 








GI 


7248393 


Score 


424 








Exons 


6792. .7139, 7215. .7519 












GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 








Seq. No. 


51657 


Seq. ID 


OJ990621JD9. 


0420 


.C4 




Gene No. 


109402 


Strand 










Start 


10737 


End 


10992 








Name 


OJ990621 09.0420.C4.ol.ts 


Method 


TBLASTX : Soybean 






Start 


847 


End 


1245 








GI 


none 


Score 


195 








Exons 


847. .1245 










" : S 


Seq. No. 


51657 


Seq. ID 


OJ990621JD9. 


0420 


.C4 




Gene No. 


109402 


Strand 










Start 


10737 


End 


10992 






~s 


Name 


OJ990621 09.0420.C4.o3.gs 


Method 


GENSCAN 






cs. 


Start 


10737 


End 


10992 






"J 


GI 


none 


Score 


.72 








Exons 


10737. .10778, 10875.. 10992 












Seq. No. 


51658 


Seq. ID 


OJ990621_09. 


0420 


.C5 




Gene No. 


109403 


Strand 


+ 








Start 


59 


End 


787 








Name 


OJ990621 09.0420.C5.ol.gs 


Method 


GENSCAN 






-J 


Start 


59 


End 


787 








GI 


none 


Score 


.66 






3 


Exons 


59. .78, 713. .787 












Seq. No. 


51659 


Seq. ID 


OJ990621_09. 


0420 


.C6 




Gene No . 


109404 


Strand 


+ 








Start 


1 


End 


4048 








Name 


OJ990621 09.0420.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


4048 








GI 


4335720 


Score 


119 








Exons 


1..38, 1183. .1496, 4019. .4048 












GI DescriD. 


(AC006248) putative non-LTR retroelement reverse transcriptase 






[Arabidopsis thaliana] 












Seq. No. 


51659 


Seq. ID 


OJ990621_09. 


0420 


.C6 




Gene No. 


109404 


Strand 


+ 








Start 


1 


End 


4048 








Name 


OJ990621 09.0420.C6.ol.gs 


Method 


GENSCAN 








Start 


162 


End 


3816 







52982 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
fi Start 

Name 
if Start 
VI GI 
= LJ Exons 
Cl GI Descrip. 



none Score .52 

162. .214, 1482. .1621, 1647. .1789, 1889. .2655, 2737. .3016, 

3442. .3816 



51660 
109405 
1 

OJ990621_09.0420.C7.ol.np 
1 

7340881 

1..225, 1614. .1747, 1853. .1901 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ990621_09.0420.C7 

Strand + 

End 2843 

Method AAT/NAP 

End 1901 

Score 333 



51660 

109405 

1 

OJ99062 1_09 . 0420 . C7 . ol . gs 
38 

none 



Seq. ID OJ990621_09.0420.C7 

Strand + 

End 2843 

Method GENSCAN 

End 2843 

Score .5 



38. .185, 2064. .2123, 2256. .2305, 2419. .2455, 2626.. 2843 



Seq. ID OJ990621_09.0420.C7 
Strand 

End 556 

Method AAT/GAP 

End 556 

Score 80 



51660 
109406 
469 

OJ990621_09.0420.C7.ol.gp 
469 

1631463 
469.-556 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


51661 




Seq. ID 


OJ990621_ 


09 


Gene No. 


109407 




Strand 


+ 




Start 


656 




End 


5855 




Name 


OJ990621 09.0420.C8.o3 


.np 


Method 


AAT/NAP 




Start 


656 




End 


5855 




GI 


5852180 




Score 


599 




Exons 


6S6..696, 4225-. 4291, 


5276.-5398, 5449 


. .5855 




GI Descrip. 


(AL117265) zhb00010.1 


[Oryza 


sativa] 






Seq. No. 


51661 




Seq. ID 


OJ990621_ 


09 


Gene No. 


109408 




Strand 






Start 


1 




End 


2191 




Name 


OJ990621 09.0420.C8.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2191 




GI 


4680179 




Score 


2031 




Exons 


1..1078, 1112. .2191 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica 


Seq. No. 


51661 




Seq. ID 


OJ990621_ 


09 


Gene No. 


109409 




Strand 






Start 


2444 




End 


4522 




Name 


OJ990621 09.0420.C8.o2 


.gs 


Method 


GENSCAN 




Start 


2444 




End 


4397 




GI 


none 




Score 


.74 




Exons 


2444.-3253, 4353. .4397 











52983 



Seq. No. 


51661 




Seq. ID 


Gene No. 


109409 




Strand 


Start 


2444 




End 


Name 


OJ990621 09. 0420. C8 


.ol.gp 


Method 


Start 


4140 




End 


GI 


uC-osflcyp033a04bl 




Score 


Exons 


4140. .4522 






GI Descrip. 


»6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 




DNA, chromosome 1, 


clone:P0711E10' 


Seq. No. 


51661 




Seq. ID 


Gene No. 


109410 




Strand 


Start 


5362 




End 


Name 


OJ990621 09. 0420. C8 


. ol . tm 


Method 


Start 


8 




End 


GI 


none 




Score 


Exons 


8. .409, 15. .179 






Seq. No. 


51661 




Seq. ID 


Gene No. 


109410 




Strand 


Start 


5362 




End 


Name 


OJ990621 09. 0420. C8 


. ol . tw 


Method 


Start 


32 




End 


GI 


none 




Score 


Exons 


32. .409, 75. .518, 464. .514 




Seq. No. 


51661 




Seq. ID 


Gene No . 


109410 




Strand 


Start 


5362 




End 


Name 


OJ990621 09. 0420. C8 


.o3. tw 


Method 


Start 


614 




End 


GI 


none 




Score 


Exons 


614. .655, 683. .796, 


684. .797, 


842. . 105 


Seq. No. 


51661 




Seq. ID 


Gene No . 


109410 




Strand 


Start 


5362 




End 


Name 


OJ990621 09. 0420. C8 


. o3 . tm 


Method 


Start 


734 




End 


GI 


none 




Score 


Exons 


734. .1087 






Seq. No. 


51661 




Seq. ID 


Gene No. 


109410 




Strand 


Start 


5362 




End 


Name 


OJ990621 09. 0420. C8 


. o4 . tw 


Method 


Start 


1370 




End 


GI 


none 




Score 


Exons 


1370. .1600 






Seq. No. 


51661 




Seq. ID 


Gene No. 


109410 




Strand 


Start 


5362 




End 


Name 


OJ990621 09. 0420. C8 


.o2. tm 


Method 


Start 


1415 




End 


GI 


none 




Score 



4522 
AAT/GAP 
4522 
692 



5838 

TBLASTX: Maize 

409 

71 



5838 

TBLASTX: Wheat' 

518 

258 



5838 

TBLASTX: Wheat 

1051 

68 



5838 

TBLASTX: Maize 

1087 

188 



5838 

TBLASTX: Wheat 

1600 

175 



5838 

TBLASTX: Maize 

1720 

86 



52984 





Exons 


1415.. 1720, 1590.. 1706 












Seq. No. 


51661 


Seq. ID 


OJ990621_09. 


0420 


.C8 




Gene No. 


109410 


Strand 










Start 


5362 


End 


5838 








Name 


OJ990621 09.0420.C8.o2.tw 


Method 


TBLASTX: Wheat 






Start 


1601 


End 


1963 








GI 


none 


Score 


145 








Exons 


1601.. 1963, 1602.. 1961 












Seq. No. 


51661 


Seq. ID 


OJ990621_09. 


0420 


.C8 




Gene No. 


109410 


Strand 


- 








Start 


5362 


End 


5838 








Name 


OJ990621 09.0420.C8.o3.gs 


Method 


GENSCAN 








Start 


5362 


End 


5838 








GI 


none 


Score 


.54 








Exons 


5362. .5838 












Seq. No. 


51662 


Seq. ID 


OJ990621_09. 


0420 


.C9 




Gene No. 


109411 


Strand 


+ 








Start 


1 


End 


3305 








Name 


OJ990621 09.0420.C9.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


3305 






_ _ 


GI 


93144 


Score 


89 








Exons 


1..464, 3083.. 3183, 3216.. 3305 








£ _J 
$ Th 


GI Descrip. 


hypothetical protein - suid herpesvirus 1 (strain 










Indiana-Funkhuser or Becker) 


gi|334068 


(M57505) ORF2 




r 1 1 
[3 




[Pseudorabies virus] 










U 


Seq. No. 


51662 


Seq. ID 


OJ990621JD9. 


0420 


-C9 




Gene No. 


109411 


Strand 


+ 








Start 


1 


End 


3305 






f jj 


Name 


OJ990621 09.0420.C9.ol.gs 


Method 


GENSCAN 






5 


Start 


1583 


End 


2504 








GI 


none 


Score 


.58 






U = 


Exons 


1583. .1606, 1869. .2055, 2241, 


. .2504 








==== 


Seq. No. 


51663 


Seq. ID 


OJ990621_09. 


0420 


.C10 




Gene No. 


109412 


Strand 


+ 








Start 


2364 


End 


2567 








Name 


OJ990621 09.0420.C10.ol.np 


Method 


AAT/NAP 








Start 


2364 


End 


2567 








GI 


4680186 


Score 


193 








Exons 


2364. .2567 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 








Seq. No. 


51663 


Seq. ID 


OJ990621_09. 


0420 


.C10 




Gene No. 


109413 


Strand 


+ 








Start 


2928 


End 


3068 








Name 


OJ990621 09.0420.C10.o2.gs 


Method 


GENSCAN 








Start 


2928 


End 


3068 








GI 


none 


Score 


.88 








Exons 


2928. .3068 












Seq. No. 


51663 


Seq. ID 


OJ990621_09. 


0420 


.C10 




Gene No. 


109414 


Strand 










Start 


248 


End 


2373 







52985 



Name 


OJ990621 09.0420.C10.ol.gs 


Method 


GENSCAN 






Start 


248 


End 


2373 






GI . 


none 


Score 


.5 






Exons 


248.-756, 775. .949, 1267. .1348, 2231.. 


2373 






Seq. No. 


51664 


Seq. ID 


OJ990621_09. 


0420. 


Cll 


Gene No. 


109415 


Strand 


+ 






Start 


1 


End 


112 






Name 


OJ990621 09.0420.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


112 






GI 


4680186 


Score 


148 






Exons 


1. .112 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


51664 


Seq. ID 


OJ990621_09. 


0420. 


Cll 


Gene No. 


109416 


Strand 








Start 


498 


End 


783 






Name 


OJ990621 09.0420.Cll.ol.gs 


Method 


GENSCAN 






Start 


498 


End 


602 






GI 


none 


Score 


.71 






Exons 


498 . . 602 










Seq. No. 


51664 


Seq. ID 


OJ990621 09. 


0420. 


Cll 


Gene No. 


109416 


Strand 








Start 


498 


End 


783 






Name 


OJ990621 09.0420.Cll.o2.np 


Method 


AAT/NAP 






Start 


501 


End 


783 






GI 


6907087 


Score 


144 






Exons 


501. .602, 678. .783 










GI Descrip. 


(AP001129) ESTs C72771 (E2215) 


,AU082313 (E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein 


l [Oryza 




sativa] 










Seq. No. 


51665 


Seq. ID 


OJ990621_09. 


0420. 


C12 


Gene No. 


109417 


Strand 








Start 


751 


End 


1094 






Name 


OJ990621 09.0420.C12.ol.gs 


Method 


GENSCAN 






Start 


751 


End 


1094 






GI 


none 


Score 


.68 






Exons 


751. .894, 975. .1094 










Seq. No. 


51666 


Seq. ID 


OJ990621__09. 


0420. 


C13 


Gene No. 


109418 


Strand 


+ 






Start 


338 


End 


3097 






Name 


OJ990621 09.0420.C13.ol.gs 


Method 


GENSCAN 






Start 


338 


End " 


3097 






GI 


none 


Score 


.6 






Exons 


338. .691, 939. .1175, 2110. .2174, 2270. 


.2341, 2374.. 


2533, 






2972. .3097 










Seq. No. 


51666 


Seq. ID 


OJ990621_09. 


0420. 


C13 


Gene No. 


109419 


Strand 


+ 






Start 


3535 


End 


5066 






Name 


OJ990621 09.0420.C13.o2.np 


Method 


AAT/NAP 






Start 


3535 


End 


5066 






GI 


5852175 


Score 


98 






Exons 


3535.. 3648, 4279.. 4310, 5035. 


.5066 









52986 




GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 




Seq. No. 


51666 


Seq. ID 


OJ990621_09.0420.C13 


Gene No. 


109420 


Strand 




Start 


1173 


End 


1539 


Name 


OJ990621 09.0420.C13.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1167 


End 


1412 


GI 


none 


Score 


45 


Exons 


1167. .1412, 1171. .1200, 1240 


. .1410, 1245. .1412 


Seq. No. 


51666 


Seq. ID 


OJ990621_09.0420.C13 


Gene No . 


109420 


Strand 




Start 


1173 


End 


1539 


Name 


OJ990621 09.0420.C13.ol.np 


Method 


AAT/NAP 


Start 


1173 


End 


1539 


GI 


4544372 


Score 


124 


Exons 


1173. .1539 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




tha 1 iana 1 






Seq. No. 


51667 


Seq. ID 


OJ990621_09.0420.C14 


Gene No. 


109421 


Strand 


+ 


Start 


1 


End 


1496 


Name 


OJ990621 09 0420 C14 ol no 


Mpt hod 


AAT /NAP 


Start 




End 


1496 


GI 


5852175 


Score 


109 


Exons 


1 235 1368 1496 






GI Descrip. 


(AL117265) zhbOOOS 1 TOrvza 


cat i va 1 




Seq. No. 


51667 


Seq. ID 


OJ990621_09.0420.C14 


Gene No. 


109422 


Strand 




Start 


1091 


End 


1422 


Name 


OJ990621 09.0420.C14.ol.gs 


Method 


GENSCAN 


Start 


1091 


End 


1422 


GI 


none 


Score 


.81 


Exons 


1091. .1213, 1312. .1422 






Seq. No. 


51668 


Seq. ID 


OJ990621_09.0420.C15 


Gene No. 


109423 


Strand 


+ 


Start 


1173 


End 


1275 


Name 


OJ990621 09.0420.C15.o2.np 


Method 


AAT/NAP 


Start 


1173 


End 


1275 


GI 


5852175 


Score 


58 


Exons 


1173. .1275 






GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 




Seq. No. 


51668 


Seq. ID 


OJ990621_09.0420.C15 


Gene No . 


109424 


Strand 




Start 


1 


End 


751 


Name 


OJ990621 09.0420.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


751 


GI 


4544372 


Score 


340 


Exons 


1. .751 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


51668 


Seq. ID 


OJ990621_09.0420.C15 



52987 




Gene No . 


109425 


Strand 






Start 


2138 


End 


2407 




Name 


OJ990621 09.0420.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


81. 


End 


431 




GI 


none 


Score 


59 




Exons 


81.. 269, 255.. 359, 396.. 431 








Seq. No. 


51668 


Seq. ID 


OJ990621_09.0420 


.C15 


Gene No . 


109425 


Strand 






Start 


2138 


End 


2407 




Name 


OJ990621 09.0420.C15.ol.ts 


Method 


TBLASTX: Soybean 




Start 


141 


End 


539 




GI 


none 


Score 


231 




Exons 


141. .539 








Seq. No. 


51668 


Seq. ID 


OJ990621_09.0420 


.C15 


Gene No. 


109425 


Strand 






Start 


2138 


End 


2407 




Name 


OJ990621 09.0420.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


162 


End 


542 




GI 


none 


Score 


94 




Exons 


162. .386, 384..S42 








Seq. No. 


51668 


Seq. ID 


OJ990621_09.0420 


.C15 


Gene No . 


109425 


Strand 






Start 


2138 


End 


2407 




Name 


OJ990621 09.0420.C15.o2.gs 


Method 


GENSCAN 




Start 


2138 


End 


2407 




GI 


none 


Score 


.66 




Exons 


2138. .2407 








Seq. No. 


51669 


Seq. ID 


OJ990621_09.0420 


.C16 


Gene No. 


109426 


Strand 


+ 




Start 


1 


End 


596 




Name 


OJ990621 09.0420.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


286 




GI 


5042447 


Score 


391 




Exons 


1. .286 








GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 




Seq. No. 


51669 


Seq. ID 


OJ990621_09.0420 


.C16 


Gene No . 


109426 


Strand 


+ 




Start 


1 


End 


596 




Name 


OJ990621 09.0420.C16.ol.gs 


Method 


GENSCAN 




Start 


78 


End 


596 




GI 


none 


Score 


. 6 




Exons 


78. .239, 480. .596 








Seq. No. 


51669 


Seq. ID 


OJ990621_09.0420 


.C16 


Gene No. 


109427 


Strand 






Start 


1 


End 


1145 




Name 


OJ990621 09.0420.C16.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1145 




GI 


6721561 


Score 


134 




Exons 


1..100, 1055. .1145 








GI Descrip. 


(AP001073) EST AU082058 (C12976). corresponds to a region 


of t 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





52988 



gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 51669 Seq. ID 

Gene No. 109427 Strand 

Start 1 End 

Name OJ990621_09 . 0420 . CI 6 . ol . tm Method 

Start 45 End 

GI none Score 

Exons 45.. 293, 53.. 286 



OJ990621_09.0420.C16 
1145 

TBLASTX: Maize 

293 

262 



Seq. No. 51669 Seq. ID 

Gene No. 109427 Strand 

Start 1 End 

Name OJ990 62 1_09 . 04 20 . C16 . ol . tw Method 

Start 50 End 

GI none Score 

Exons 50.. 286, 63.. 293, 141.. 326 



OJ990621_09.0420.C16 
1145 

TBLASTX: Wheat 

326 

247 



Seq. No. 
Gene No. 
Start 
Name 
£3 Start 

Exons 



51670 Seq. ID 

109428 Strand 

37 End 
OJ990621_09.0420.C17.ol.gs Method 

37 End 

none Score 
37. .255, 362. .487 



OJ990621_09.0420.C17 
+ 

487 

GEN SCAN 

487 

.5 



Seq. No. 
C3 Gene No. 
y Start 



fig 



Name 

Start 

GI 

Exons 

GI Descrip. 



51671 

109429 

180 

OJ990621_09.0420.C18.ol.np 
180 

7248394 

180. .358, 2488..2669, 2937. 



Seq. ID OJ990621_09.0420.C18 
Strand + 
End 3778 
Method AAT/NAP 
End 3778 
Score 351 
,3104, 3581.. 3778 
(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



C3 Seq. No. 


51671 




Seq. ID 


OJ990621_09. 


Gene No. 


109429 




Strand 


+ 


Start 


180 




End 


3778 


Name 


OJ990621 09.0420.C18.ol 


.gs 


Method 


GENSCAN 


Start 


662 




End 


983 


GI 


none 




Score 


.79 


Exons 


662. .773, 880. .983 








Seq. No. 


51671 




Seq. ID 


OJ990621_09. 


Gene No. 


109429 




Strand 


+ 


Start 


180 




End 


3778 


Name 


OJ990621 09.0420.C18.o2 


.np 


Method 


AAT/NAP 


Start 


1467 




End 


3778 


GI 


4680180 




Score 


200 


Exons 


1467. .1496, 3130. .3642, 


3745. 


.3778 




GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 



52989 



• # 



Co/t XT r\ 

oeq. ln o . 


D X D / X 








oeq . x u 


HTQQ0691 HQ 0490 PIP 


Gene No. 


109429 








Strand 


+ ~~ 


Start 


180 








End 


3778 


Name 


OJ990621 09. 


0420. 


C18.o2 


.gs 


Method 


GEN SCAN 


Start 


2501 








End 


3669 


GI 


none 








Score 


.72 


Exons 


2501. .2707, 


2723. 


.2999, 


3257. 


.3669 




OcCj. LN O • 


M 671 








Qorr T n 

oeq . x u 


OTQQH691 HQ HAOCl PIP 


Gene No. 


109429 








Strand 


+ ~~ 


Start 


180 








End 


3778 


Name 


OJ990621 09. 


0420. 


C18.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


2639 








End 


2989 


GI 


none 








Score 


140 


Exons 


2639.-2863, 


2650. 


.2829, 


2870. 


.2989 




oeq . 1NO > 


R1 671 
0 X O / X 








oeq . l u 


nTQQ0691 HQ OAOC) PI R 


Gene No. 


109429 








Strand 


+ ~ 


Start 


180 








End 


3778 


Name 


OJ990621 09. 


0420. 


C18.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2801 . 








End 


3103 


GI 


none 








Score 


86 


Exons 


2801. .2857, 


2806. 


.2847, 


2852. 


.3103, 2E 


160.. 3093, 2861. .3100 


oeq. jno . 


S 1 67 1 








oeq . iu 


r\TQQH691 HQ 0/190 P1 Q 


Gene No. 


109429 








Strand 


+ ~~ 


Start 


180 








End 


3778 


Name 


OJ990621 09. 


0420. 


C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2855 








End 


3105 


GI 


none 








Score 


297 


Exons 


2855. .3103, 


2860. 


.3105 








IN O • 


m 67i 








Seq. ID 


OJ990621_09.0420.C18 


Gene No. 


109429 








Strand 


+ 


Start 


180 








End 


3778 


Name 


OJ990621 09. 


0420. 


C18.-ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2996 








End 


3468 


GI 


none 








Score 


93 


Exons 


2996. .3028, 


3105. 


.3209, 


3115. 


.3195, 3216. .3383, 3217. .3468 


oeq . jno . 


m 67i 








Seq. ID 


OJ990621_09.0420.C18 


Gene No. 


109429 








Strand 


+ 


Start 


180 








End 


3778 


Name 


OJ990621 09. 


0420. 


C18.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


3118 








End 


3501 


GI 


none 








Score 


63 


Exons 


3118. .3192, 


3232. 


.3501 








Seq. No. 


51672 








Seq. ID 


OJ990621_09.0420.C19 


Gene No. 


109430 








Strand 




Start 


72 








End 


1345 


Name 


OJ990621 09. 


0420. 


C19.ol 


.np 


Method 


AAT/NAP 


Start 


72 








End 


1298 


GI 


6063554 








Score 


128 


Exons 


72. .242, 1189. .1298 









GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 



52990 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 51672 

Gene No. 109430 

Start 72 

Name OJ990621_09 . 0420 . C19 . ol . gs 

Start 1090 

GI none 

Exons 1090.. 1173, 1205.. 1345 



Seq. ID OJ990621__09.0420.C19 
Strand 

End 1345 

Method GENSCAN 

End 1345 

Score . 6 



Seq. No. 51673 
Gene No. 109431 
Start 1 

Name OJ990621JD9 . 0420 .C21 . ol . np 

Start 1 
GI 6907087 
Exons 1..223, 764.. 865 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990621_09.0420.C21 

Strand + 

End 6365 

Method AAT/NAP 

End 8 65 

Score 248 



Seq. No. 51673 

aaa Gene No. 109431 

^ Start 1 

W Name OJ990621_09 . 0420 . C21 . ol . gs 

ffl Start 121 

f|] GI none 

*i Exons 



Seq. ID OJ990621_09.0420.C21 

Strand + 

End 6365 

Method GENSCAN 

End 6222 

Score .44 



121. .223, 267. .335, 764. .845, 3999. .4186, 4527. .4677, 
4932.. 5012, 6164.. 6222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51673 
109431 
1 

OJ990621_09.0420.C21.o3.np 
4411 
4680186 
4411. .4440, 6181. .6365 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990621_09.0420.C21 

Strand + 

End 6365 

Method AAT/NAP 

End 6365 

Score 198 



51673 
109432 
1261 

OJ990621_09.0420.C21.o2.np 
1261 
4680186 
1261. .1488 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990621_09.0420.C21 
Strand 

End 1488 

Method AAT/NAP 

End 1488 

Score 118 



51673 

109433 

6755 

OJ990621_09.0420.C21.o2.gs 

6755 

none 



Seq. ID OJ990621_09.0420.C21 
Strand 

End 9343 

Method GENSCAN 

End 9343 

Score . 63 



6755. .6859, 7323. .7503, 7590. .7719, 7945. .8164, 9199. .9343 



52991 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51673 Seq. ID 

109433 Strand 
6755 End 
OJ99062 1_09 . 04 20 . C21 . o4 . np Method 
6758 End 
6907087 Score 
6758. .6859, 7401. .8072, 8118. .8495 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ990621_09.0420.C21 

9343 
AAT/NAP 
8495 
914 



Seq. No. 51674 Seq. ID 

Gene No. 109434 Strand 

Start 1 End 

Name OJ990621_09 . 0420 . C22 . ol . np Method 

Start 1 End 

GI 7488857 Score 

Exons 1..47, 209.. 813 

GI Descrip. hypothetical protein - fava bean (fragment) 

gi|2522230|dbj IBAA22788.il (AB007467) retrotransposon-like gene; 
the first amino acid was determined to be leucine [Vicia faba] 



OJ990621_09.0420.C22 
+ 

3135 
AAT/NAP 
813 
284 



Seq. No. 51674 

Gene No. 109434 

Start. 1 

Name OJ990621_09 . 0420 . C22 . ol . gs 

Start 202 

GI none 
Exons 



Seq. ID OJ990621_09.0420.C22 

Strand + 

End 3135 

Method GENSCAN 

End 3135 

Score . 65 



202. .819, 867. .1043, 1672. .1941, 2620. .3135 



Seq. No. 51675 Seq. ID 

Gene No. 109435 Strand 

Start 390 End 

Name OJ990621_09 . 0420 .C23 . ol . gs Method 

Start 390 End 

GI none Score 

Exons 390.. 572 



OJ990621_09.0420.C23 
+ 

572 

GENSCAN 

572 

.89 



Seq. No. 51676 Seq. ID 

Gene No. 1094 36 Strand 

Start 5 End 

Name OJ990621_09. 0420 .C24 .ol .gs Method 

Start 5 End 

GI none Score 

Exons 5 . .4 66 



OJ990621_09.0420.C24 
+ 

466 

GENSCAN 

466 

.81 



Seq. No. 51677 Seq. ID 

Gene No. 109437 Strand 

Start 169 End 

Name OJ990621_09 . 0420 . C25 . ol . gs Method 

Start 169 End 

GI none Score 

Exons 169.. 302, 1039.. 1106 



OJ990621_09.0420.C25 

1106 
GENSCAN 
1106 
. 62 



Seq. No. 
Gene No. 
Start 



51678 

109438 

273 



Seq. ID OJ990621_09.0420.C27 
Strand + 
End 12 90 



52992 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990621_09.0420.C27.ol.np 
273 

6983860 

273. .430, 1271. .1290 
(AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 

51679 

109439 

1546 

OJ990621_09.0420.C28.ol.np 

1546 

6983860 

1546. .3141 

(AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 

51679 

109440 

3844 

OJ990621_09.0420.C28.o3.tm 

1536 

none 

1536.. 1586, 1536.. 1577, 1570. 



Method AAT/NAP 
End 1290 
Score 4 6 

kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ990621_09. 0420.C28 
Strand 

End 3141 

Method AAT/NAP 

End 3141 

Score 2473 

kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ990621_09.0420.C28 
Strand 

End 5179 

Method TBLASTX : Mai ze 

End 1767 

Score 42 
.1686, 1570.. 1767 



\J Seq. No. 51679 

Cn Gene No. 109440 

r LI Start 3844 

?i Name OJ990621_09 . 0420 . C28 . o3 . tw 

^ Start 1591 

'-^ GI none 

Q Exons 1591.. 1923, 1784.. 1831, 1853. 



Seq. ID OJ990621_09.0420.C28 
Strand 

End 5179 

Method TBLASTX : Wheat 

End 1924 

Score 55 
.1924 



Seq. No. 51679 

f» Gene No. 109440 

*?i Start 3844 

Name OJ990621_09 . 0420 . C28 . ol . tm 

H Start 1786 

Kl GI none 

f2 Exons 1786.. 2211, 1795.. 2091, 1910. 

1* 2218.. 2364 



Seq. ID OJ990621_09.0420.C28 
Strand 

End 5179 

Method TBLASTX : Mai ze 

End 2370 

Score 93 

.2212, 2209.. 2370, 2216.. 2362, 



Seq. No. 51679 

Gene No. 109440 

Start 3844 

Name OJ990621_09 . 0420 . C28 . ol . tw 

Start 1924 

GI none 

Exons 1924.. 2550, 1925.. 2548 



Seq. ID OJ990621_09.0420.C28 
Strand 

End 5179 

Method TBLASTX : Wheat 

End 2550 

Score 358 



Seq. No. 51679 

Gene No. 109440 

Start 3844 

Name OJ990621_09 . 0420 . C28 . o2 . tm 

Start 2419 

GI none 

Exons 2419.. 2709, 2423.. 2710 



Seq. ID OJ990621_09.0420.C28 
Strand 

End 5179 

Method TBLASTX : Mai ze 

End 2710 

Score 284 



52993 



# 





51679 








OCLj f J. u 




. O 


Gene No. 


109440 








Strand 






Start 


3844 








End 


5179 




Name 


OJ990621 09 


.0420. 


C28.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2508 








End 


2769 




GI 


none 








Score 


178 




Exons 


2508. .2726; 


2509. 


.2769, 


2510. 


.2767 
















Q&rr T n 
oetj • xu 


uu?3yuci u .? . u *± ^ u 




Gene No. 


109440 








Strand 






Start 


3844 








End 


5179 




Name 


OJ990621 09 


.0420. 


C28.ol 


■ tc 


Method 


TBLASTX: Cress 




Start 


2533 








End 


2859 




GI 


none 








Score 


86 




Exons 


2533. .2676, 


2534. 


.2674, 


2683. 


.2859 






O ~ VJ • W . 


51679 








O C ^ . X u 


n.TQQOfi^l DQ f)4?0 

UU ? U^l U y . yJ t c* \J 


• t~ o 


Gene No. 


109440 








Strand 






Start 


3844 








End 


5179 




Name 


OJ990621 09 


.0420. 


C28.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2557 








End 


3093 




GI 


none 








Score 


372 




Exons 


2557. .3093, 


2558. 


.3091 










Seq. No. 


51679 








Seq. ID 


OJ990621_09.0420 


.C28 


Gene No. 


109440 








Strand 






Start 


3844 








End 


5179 




Name 


OJ990621 09 


.0420. 


C28.o2 


.np 


Method 


AAT/NAP 




Start 


3844 








End 


5179 




GI 


6063554 








Score 


116 




Exons 


3844. .4019, 


5047. 


.5179 











~ , 3 



GI Descrip. 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



51679 Seq. ID 

109440 Strand 

3844 End 
OJ990621_09 . 0420 . C28 . o2 . gs Method 

4598 End 

none Score 
4598.-4662, 5028.. 5121 



OJ990621_09.0420.C28 

5179 
GENSCAN 
5121 
.65 



51680 
109441 
1 

OJ990621_09.0420.C29.ol.np 
1 

4680179 
1..1581, 1996. .2038 . 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990621_09.0420.C29 
Strand 

End 2038 

Method AAT/NAP 

End 2038 

Score 2314 



51680 

109441 

1 

OJ990621 09.0420.C29.ol.tw 



Seq. ID OJ990621_09.0420.C29 
Strand 

End 2038 

Method TBLASTX : Wheat 



52994 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3 End 580 

none Score 181 

3. .62, 62. .580, 65. .517, 72. .524 



51680 
109441 
1 

OJ990621_09.0420.C29.o3.tm 
3 

none 

3. .62, 6. .68, 62. .298, 78. .299 

51680 
109441 
1 

OJ990621_09.0420.C29.ol.gs 
35 

none 

35. .1453 



Seq. ID OJ990621_09.0420.C29 
Strand 

End 2038 

Method TBLASTX: Maize 

End 299 

Score 57 



Seq. ID OJ990621_09.0420, 
Strand 

End 2038 

Method GENSCAN 

End 1453 

Score .53 



C29 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



End 

Method 

End 

Score 



51680 
109441 
1 

0 J990 62 1_0 9 . 04 20 . C2 9 . o2 . tm 
305 
none 

305.. 622, 309.. 611 

51680 
109441 
1 

OJ990621_09.0420.C29.ol.ts 
539 
none 

539. .799, 540. .788 

51680 
109441 
1 

OJ990621_09.0420.C29.o3.tw 
586 
none 

586. .834, 587. .1126, 591. .944, 632. .970 



Seq. ID OJ990621_09. 0420 
Strand 

2038 

TBLASTX: Maize 
622 
248 



.C29 



Seq. ID OJ990621_09.0420.C29 
Strand 

2038 

TBLASTX : Soybean 
799 
161 



End 

Method 

End 

Score 



Seq. ID OJ990621_09. 0420. 
Strand 

2038 

TBLASTX: Wheat 
1126 
121 



C29 



End 

Method 

End 

Score 



51680 

109441 

1 

OJ990621_09.0420.C29.o4.tm 

623 

none 

623.-943, 638.. 970 

51680 

109441 

1 

OJ990621_09.0420.C29.ol.tm 
1154 



Seq. ID OJ990621_09.0420. 
Strand 

End 2038 

Method TBLASTX : Maize 

End 970 

Score 158 



Seq. ID OJ990621_09.0420. 
Strand 

End 2038 

Method TBLASTX: Maize " 

End 1921 



C29 



C29 



52995 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . . 



none Score 195 

1154. .1507, 1161. .1502, 1604. .1909, 1604. .1921, 1662. .1916 



51680 

109441 

1 

OJ990621_09.0420.C29.o2.tw 

1154 

none 



Seq. ID OJ990621_09.0420.C29 
Strand 

End 2038 

Method TBLASTX : Wheat 

End 1964 

Score 225 



1154. .1504, 1154. .1579, 1161. .1577, 1602. .1964, 1604. .1963 



51680 
109441 
1 

OJ990621_09.0420.C29.o2.ts 
1325 
none 

1325.. 1573, 1739. .1966 

51681 
109442 
235 

OJ990621_09.0420.C30.ol.gs 
235 
none 

235.. 965, 1009.. 1215, 1330.. 2001 



Seq. ID OJ990621_09.0420.C29 
Strand 

End 2038 

Method TBLASTX : Soybean 

End 1966 

Score 158 



Seq. ID OJ990621_09.0420.C30 
Strand 

End 2055 

Method GEN SCAN 

End 2001 

Score .5 



51681 
109442 
235 

OJ990621_09.0420.C30.ol.np 
238 

4680179 
238. .2055 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990621_09.0420.C30 
Strand 

2055 
AAT/NAP 
2055 
2523 



End 

Method 

End 

Score 



51681 

109442 

235 

OJ990621_09.0420.C30.o4 .tw 

283 

none 

283. .615, 304. .612, 347. .616 



Seq. ID .OJ990621_09.0420.C30 
Strand 

End 2055 

Method TBLASTX : Wheat 

End 616 

Score 128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



51681 

109442 

235 

OJ990621_09. 0420. C30.ol. tin 

463 

none 



Seq. ID OJ990621_09.0420.C30 
Strand 

End 2055 

Method TBLASTX : Mai ze 

End 1008 

Score 245 



463. .903, 479. .901, 901. .1008, 920. .997 



51681 

109442 

235 

OJ990621_09.0420.C30.o2.tw 
616 



Seq. ID OJ990621_09.0420.C30 
Strand 

End 2055 

Method TBLASTX : Wheat 

End 1183 



52996 



GI 


none 






Score 


237 






Exons 


616. .1008, 


617. . 


1012, 619.. 1041, 1007. 


.1183 






Seq. No. 


51681 






Seq. ID 


OJ990621 


_09.0420. 


C30 


fipnp No 


109442 






Strand 








Start 


235 






End 


2055 






Name 


OJ990621 09 


.0420 


. C30 . o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


1052 






End 


1343 






GI 


none 






Score 


48 






Exons 


1052. .1342, 


1056 


..1103, 1167.. 


,1343 








Seq. No. 


51681 






Seq. ID 


OJ990621 


_09.0420. 


C30 


Gpnp No 


109442 






Strand 








Start 


235 






End 


2055 






Name 


OJ990621 09 


.0420 


. C30 . ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


1142 






End 


1402 






GI 


none 






Score 


86 






Exons 


1142. .1399, 


1142 


. .1402 










Seq. No. 


51681 






Seq. ID 


OJ990621 


_09.0420. 


C30 


Rpnp No 

\J CI 1 IN w . 


109442 






Strand 








Start 


235 






End 


2055 






Name 


OJ990621 09 


.0420 


. C30 . ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


1190 






End 


1768 






GI 


none 






Score 


325 






Exons 


1190. .1768, 


1191 


. .1757 










Seq. No. 


51681 






Seq. ID 


OJ990621 


_09.0420. 


C30 


(^prifi No 

VwJ cue 1 


109442 






Strand 








Start 


235 






End 


2055 






Name 


OJ990621 09 


.0420 


. C30 . o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


1748 






End 


2055 






GI 


none 






Score 


132 






Exons 


1748. .2053, 


1757 


..2053, 1761.. 


2054, 1819. .2055 






Seq. No. 


51681 






Seq. ID 


OJ990621 


_09.0420. 


C30 


fipnp No 


109442 






Strand 








Start 


235 






End 


2055 






Name 


OJ990621 09 


.0420 


.C30 o3 tw 


Method 


TBLASTX: 


Wheat 




Start 


1769 






End 


2055 . 






GI 


none 






Score 


272 






Exons 


1769. .2053, 


1770 


..2054, 1840.. 


2055 








Seq. No. 


51682 






Seq. ID 


OJ990331 


_04.0421. 


CI 


Gene No. 


109443 






Strand 


+ 






Start 


1 






End 


758 






Name 


OJ990331 04 


.0421 


.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


758 






GI 


7340881 






Score 


109 






Exons 


1.-36, 180. 


.362, 


468. .503, 733. .758 








GI Descrip. 


(AP001551) ] 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


51682 






Seq. ID 


OJ990331 


_04.0421. 


CI 


Gene No. 


109444 






Strand 








Start 


372 






End 


758 






Name 


OJ990331 04 


.0421 


.Cl.ol.gs 


Method 


GENS CAN 






Start 


372 






End 


692 







52997 



# 



fy 

C3 



GI 


none Score 


.85 






Exons 


372. .692 








Seq. No. 


51682 Seq. ID 


OJ990331_04 


.0421 


CI 


Gene No. 


109444 Strand 








Of -a yf 


372 End 


758 






Name 


OJ990331 04.0421.Cl.o2.np Method 


AAT/NAP 






Start 


559 End 


758 






GI 


4680204 Score 


140 






Exons 


559. .758 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


51683 Seq. ID 


OJ990331_04 


0421 


C3 


Gene No. 


109445 Strand 


+ 






Start 


1 End 


567 






Name 


OJ990331 04.0421.C3.ol.np Method 


AAT/NAP 






Start 


1 End 


567 






GI 


7485454 Score 


52 






Exons 


1..74, 468. .567 








GI Descrip. 


hypothetical protein F13M23.260 - Arabidopsis thaliana 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 4455255 | emb | CAB36754.il (AL035523) putative protein 
[Arabidopsis thaliana] gi | 7269362 | emb | CAB79421 . 1 | (AL161562) 
putative protein [Arabidopsis thaliana] 



51683 Seq. ID 

109446 Strand 

4 68 End 

OJ990331_04 . 0421 . C3 . ol . gs Method 

4 68 End 

none Score 
468. .654 



OJ990331_04.0421.C3 
+ 

654 

GENSCAN 

654 

.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51684 
109447 
1 

OJ990331_04.0421.C4.ol.np 
1 

4512670 
1..173, 251. .744 

(AC006931) putative cytochrome P4 50 [Arabidopsis thaliana] 



Seq. ID OJ990331_04.0421.C4 

Strand + 

End 753 

Method AAT/NAP 

End 744 

Score 4 08 



51684 

109447 

1 

OJ990331_04.0421.C4, 

104 

none 

104.. 172, 106.. 165, 



•Seq. ID OJ990331_04.0421.C4 

Strand + 

End 753 

ol.tm Method TBLASTX: Maize 

End 4 38 

Score 93 
248. .304, 250. .321, 310. .438, 327. .437 



51684 

109447 

1 

OJ990331 J)4 . 0421 . C4 . ol . gs 

122 

none 

122. .177, 216. .753 



Seq. ID OJ990331_04.0421.C4 

Strand + 

End 753 

Method GENSCAN 

End 753 

Score .96 



52998 



Seq. No. 


51684 






Seq. ID 


OJ990331_04.042 


Gene No. 


109447 






Strand 


+ 


Start 


1 






End 


753 


Name 


OJ990331 


04 . 0421 .C4 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


250 






End 


648 


GI 


none 






Score 


174 


Exons 


250. .516, 


333. .506, 


546. . 644, 


547 . . 648 




Seq. No. 


51684 






Seq. ID 


OJ990331_04 . 042 


Gene No. 


• 109447 






Strand 


+ 


Start 


1 






End 


753 


Name 


OJ990331 


04 . 0421 .C4 


ol. ts 


Method 


TBLASTX : Soybean 


Start 


330 






End 


729 


GI 


none 






Score 


188 


Exons 


330. .521, 


331 . . 522, 


541 . . 672, 


549. . 698, 


688 . .729 


Seq. No. 


51685 






Seq. ID 


OJ990331JD4.042 


Gene No. 


109448 






Strand 


+ 


Start 


128 






End 


455 


Name 


OJ990331 


04. 0421. C8 


ol .gs 


Method 


GENSCAN 


Start 


128 






End 


455 


GI 


none 






Score 


.87 


Exons 


128. .256, 


330. .455 









£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51685 Seq. ID OJ990331_04 . 0421 . C8 

109448 Strand + 
128 End 455 
OJ990331_04 . 0421 . C8 . ol . np Method AAT/NAP 
128 End 428 
7485454 Score 166 
128. .256, 330. .428 

hypothetical protein F13M23.260 - Arabidopsis thaliana 
gi I 4455255 | emb | CAB36754.il (AL035523) putative protein 
[Arabidopsis thaliana] gi | 7269362 | emb | CAB79421 . 1 1 (AL161562) 
putative protein [Arabidopsis thaliana] 

51686 Seq. ID OJ990331_04 . 0421 . C9 

109449 Strand 

1 End 733 

OJ990331_04 . 0421 . C9 . ol . np Method AAT/NAP 

1 End 715 

6721562 Score 1068 

1..715 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 51686 Seq. ID 

Gene No. 109449 Strand 

Start 1 End 

Name OJ990331_04 . 0421 . C9 . ol . gs Method 

Start 10 End 

GI none Score 

Exons 10.. 325, 349.. 733 



OJ990331_04.0421.C9 
733 

GENSCAN 
733 
. 61 



52999 



# # 



Seq. No. 


51687 




Seq. ID 


OJ990331_04 


.0421 


.C14 


Gene No. 


109450 




Strand 


+ 






brart 


i 




End 


/ y d. 






Name 


OJ990331 04 


.0421.C14.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


792 






GI 


7340881 




Score 


111 






Exons 


1..229, 335 


..364, 751. .792 










GI Descrip. 


(AP001551) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


51687 




Seq. ID 


OJ990331_04 


.0421 


.C14 


Gene No. 


1U94D1 




Strand 








Start 


239 




End 


792 






Name 


OJ990331 04 


.0421.C14.ol.gs 


Method 


GEN SCAN 






Start 


239 




End 


633 






GI 


none 




Score 


.48 






Exons 


239. .633 












Seq. No. 


51687 




Seq. ID 


OJ990331_04 


.0421 


.C14 


Gene No. 


109451 




Strand 








Start 






End 


792 






Name 


OJ990331 04 


•0421.C14.o2.np 


Method 


AAT/NAP 






Start 


404 




End 


792 






GI 


4680204 




Score 


249 






Exons 


404. .792 












GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 






Seq. No. 


51687 




Seq. ID 


OJ990331_04 


.0421 


.C14 


Gene No . 


109451 




Strand 








Start 


239 




End 


792 






Name 


OJ990331 04 


.0421.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


494 




End 


790 






GI 


none 




Score 


36 






Exons 


494. .526, 500. .520, 530. .667, 


531. .611, 


671. .790, 


684. . 


782 


Seq. No. 


51688 




Seq. ID 


OJ990331_04 


.0421 


.C15 


Gene No. 


109452 




Strand 


+ 






Start 


200 




End 


331 






Name 


OJ990331 04 


.0421.C15.ol.gs 


Method 


GENSCAN 






Start 


200 




End 


331 






GI 


none 




Score 


.45 






Exons 


200. .331 












Seq. No. 


51688 




Seq. ID 


OJ990331_04 


.0421 


.C15 


Gene No. 


109453 




Strand 








pi. - „ j_ 
btart 


1 




End 


5094 






Name 


OJ990331 04 


.0421.C15.o2.np 


Method 


AAT/NAP 






Start 


1 




End 


2348 






GI 


4680204 




Score 


501 






Exons 


1..85, 1712 


. .2348 










GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 






Seq. No. 


51688 




Seq. ID 


OJ990331_04 


.0421 


.CIS 


Gene No. 


109453 




Strand 








Start 


1 




End 


5094 






Name 


OJ990331 04 


.0421.C15.ol.np 


Method 


AAT/NAP 






Start 


674 




End 


5094 






GI 


4680183 




Score 


180 







53000 



